wo 01/57190 



PCT/USOl/04098 



ttcgaagttc ttcattcttt ctcactttgc catcatgtgg cctctggaca ctgtggtcag 18 00 

tcatttgaaa attgacttta atttaaaaca aaggcctgtg cctcccaccc aggaggtggg 1860 

agggtgaatt ttatgtttaa atgaagaagt gaattatgga agaagagtat acgaccttcc 1920 

cttccctttc aagcataagt ccaaatagac tctcaggaat gaagatttgt gaagacatca 1980 

gataggaatt ttgactcatt taaactttga tgcttagtta tgttgctgga gaaaagatac 2040 

ttatgttttg ctcatctaac ttcattgtac ccagcgtcat tttgacatgt catttcctat 2100 

ctcccatttg ccttcggtcc tcaatgcatg tctttgagtg acttcttatc tgaaattttg 2160 

ctactggtat cctaggaaag cttttgttgg atactctcat tttaaacttc tcctctcccc 222 0 

agatacctcc tatatttcca tattgtgtgc aaaggatggg caaaaaagaa agtgcttgaa 2280 

agatttcaaa ttttcagaaa gggaacaacg aaggccctct cttcctctca taccacgttt 2340 

tgctcaagaa gctgggctgt aacaattcag ggttttccct tgttttcctc tcattgcatg 2400 

tttccctcca atattggttc attgtcatca atcatggttt ttgaagatag ctagttttat 2460 

ccatctccag caaagaatca tcaatagttt atattgcttt acctgtgctg gcttccagag 2520 

atggaaacaa acccaggtgt ctctcaacaa gctacttttt tactggggtg ggggaatcta 2580 

tgcaaggagt aaagtaaaac catccagaat caaagcagca accacatagt tcaaatcaaa 2640 

gatcaaggtg aattttttgt atcactgcct gtggaaatct atcctcatca gtcattgcat 2700 

ttttccctgc ctatacctgt gctccttttt cttactgtgt tttcagtcac ttcctttctg 2760 

tgaaaggttg cttagctttt tttttgacat ttgttgttct ttatataaaa ataacagatt 2820 

ggatagatgt gtacatttgg tgtttgaaat tctctgaaaa tcccattagg aaaccaggtg 2880 

tgaaaagggc tcagtagctt ctctgagtgg cgtttttagc tgactggaag tgcttaatct 2940 

ggatcgtctt tttttttttt tttttttttc aatattttaa aaggagaal^t taaatactgt 3000 

gcttactgtg aaatatatca gttggtgagc cgggcgtggt gggtcacgcc tgtaatccca 3060 

gcactttggg aggccaaggc gggttgatca cccgaggtca ggagttcaag accagcctgg 3120 

ccaacatggt gaaagcctgt atctattaaa agacaaaaat tagctgggcg tggtggtaca 3180 

tgcctgtaat cccagctaca ctggaggctg agtcaggaga atcacttgaa cgtgggaggc 3240 

agaggttgca gtgagtggag atcgcaccac tgccctccag cctaggtgac agaatgagac 3300 

tctatctcaa aaaaaaaa 3318 



<210> 2869 

<211> 2617 

<212> Dmi 

<213> Homo sapiens 



<400> 2869 

caagggccct ttacattgcg ttcttaacgg ttcagtcacc ttaaccgtta ttattcactt 60 

gcgggcgaga agtccgagct agggatcctg aaaaggaggg aacaattgtt gtagcaggtc 120 

taaaagttca ggtccagccc cggtttctct ggattctgtg cttctccatg gaggaaactc 180 

aaggagaact gacaagttct tgtggttcta aaaccatggc caatgtatct ttggcattta 240 

gggatgtgtc catagacctc tcccaagagg agtgggagtg cctggacgct gtgcagaggg 3 00 

acttgtacaa ggatgtgatg ttggagaact acagcaacct ggtctcactg gatttggaat 360 

acaagtatat taccaagaat ttgctttcag aaaagaatgt ttgcaaaatc tatttatctc 420 

aattgcagac aggggaaaaa agtaaaaaca ccatccatga gga caeca tt ttcagaaatg 480 

gtttgcagtg taaacatgaa tttgagagac aagagagaca tcagatggga tgcgttagtc 540 

aaatgctaat ccaaaaacaa atatctcatc ctctacatcc aaaaattcat gctagagaga 600 

aatcatatga atgtaaggaa tgtagaaagg cctttagaca acagtcatac cttattcaac 660 

atctgagaat tcacactggt gagagaccct ataaatgtat ggaatgtgga aaggcctttt 720 

gtcgagtggg agaccttaga gtacatcaca caatccatgc tggggagaga ccctatgaat 780 

gtaaagaatg tgggaaggcc tttagacttc attatcacct tactgaacat cagagaatac 840 

attctggtgt gaaaccctac gagtgtaagg aatgtgggaa agcctttagt cgtgttagag 900 

accttagagt acatcagaca attcatgctg gagagagacc ctatgaatgc aaagaatgtg 960 

ggaaggcctt tagacttcat tatcaactaa ctgaacatca aagaattcat actggtgaga 1020 

ggccttatga atgtaaggtt tgtggcaaga cctttagggt acaacgacat attagtcaac lOBO 

atcagaaaat tcatactggt gtcaaaccct ataaatgtaa tgaatgtggg aaggccttta 1140 

gtcatggctc ataccttgtt caacatcaga aaattcatac tggtgaaaaa ccctacgaat 1200 

gtaaagaatg tggtaagtcc tttagttttc atgcagaact tgctcgacat cgtagaattc 1260 

atactggtga gaaaccctat gaatgtagag aatgtggaaa agcctttcgt cttcaaacgg 1320 

aacttactcg gcatcataga actcatactg gtgagaaacc ctatgaatgt aaggaatgtg 1380 

ggaaggcctt tatttgtggt tatcaactta ctttacatct gagaactcac accggtgaga 1440 

ttccctatga atgtaaggaa tgtggaaaaa ccttcagtag tcgctatcat ctcactcaac 1500 

actacagaat tcatactggt gagaaaccct acatatgtaa cgaatgtgga aaagcctttc 1560 

gtcttcaagg agaacttacc cgacatcaca gaattcatac atgtgagaaa ccctatgaat 1620 
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gtaaggaatg tgggaaggct tttattcata gcaatcaatt tatttcacac cagcgaattc 1680 

acaccagtga gagcacctac atatgtaaag aatgtgggaa gatttttagt cgtcgctata 1740 

atcttactca acattttaaa attcatactg gtgaaaaacc ctacatatgt aatgaatgtg IBOO 

ggaaagcctt tcgatttcaa acagaactta ctcagcatca cagaattcat actggtgaaa 1860 

aaccctataa atgtacagaa tgtgggaagg cctttattcg tagcactcat ctcacgcaac 1920 

atcacagaat tcatactggt gagaaaccct acgaatgtac ggaatgtggg aagacgttta 1980 

gtcggcacta tcatcttact caacatcaca gaggccatac tggtgagaag ccctacatat 2040 

gtaatgaatg tgggaatgct tttatttgca gttatcgact tacattacat caaagaattc 2100 

acactggtga gcttccatat gaatgtaagg aatgtggaaa gacctttagt cgtcggtatc 2160 

atcttactca acattttaga cttcatactg gtgagaaacc ttatagctgt aaagaatgtg 2220 

ggaatgcctt tcgtcttcaa gcagaactta ctcgacatca catagttcac acgggtgaga 2280 

aaccctataa atgtaaagaa tgtgggaaag ccttcagtgt taattcagaa cttactcgac 2340 

atcacagaat tcatactggt gaaaaaccct atcaatgtaa agaatgtgga aaagccttta 2400 

ttcgtagtga tcaacttact ttacatcaga gaaatcatat tagtgaggaa gtcctatgca 2460 

taatgtaaag agaatacgat ggcctttaga aaatgccctt tagcagagaa tttgtaattt 2520 

aagaaatttt ctgtttgtta cggaacatgt gggaatccct tttacttcat gctcacaatt 2580 

tatcagaaat tatttcgtat gttaaagagt cgaaaga 2617 



<210> 2870 
<211> 1050 
<212> DNA 
■<213> Homo 



4 



sapiens 



<400> 2870 

ccggcctgac ctctcgatcc ttcagcactt cagaggttaa ttttgttggg ggatcggatt 60 

tctttcctgg cctggggaat ggtgatccct gctagctagt cctttagtta cagagttgct 120 

gggtgcctgg gattccctgg cccagtgtgg gctggctcag ctggctaaag gacttgccat 180 

cctgtgagat teat t cage t tctttgtccg ctgttctcca agggccgcaa tgtagtgaaa 240 

. tgctctggcc taagaacctt acaagctggg acgacagcag ctccgtcagc agcggcatca 3 00 

gcgacaccat agacaacctc agcactgatg acatcaacac cagctcctcc atcagctctt 3 60 

atgccaacac acctgcctcc tctcgaaaaa acctggatgt gcagactgat gctgagaagc 420 

actcacaggt ggagaggaat tccctgtggt ctggtgatga tgtcaagaaa tcagacggag 4 80 

gctcagacag cggcataaaa atggagccag^ gttccaagtg gaggcggaat ccttctgatg 540 

tgtctgacga gtccgacaaa agcacgtcgg gcaagaagaa tcctgtcatc tcccagacag 6 0O 

gctcatggcg gcgaggcatg acagctcagg tgggcatcac catgccaagg acgaaggctt 660 

cagccccggc aggcgcactg aagaccccag gaactggtaa gaggccgggg ctgtcttggc 720 

cctggggcac caacgccagc agctcctccg cagttagcaa ggatggcctg ggctttcagt 7 80 

ctgtcagcag cctccacacc agctgtgagt ccatcgacat ctccctcagc agtggagggg 840 

tccccagcca caattcttcc actggcctca tcgcctcctc caaggacgac tccttgactc 9 CO 

cctttgtcag aactaacagt gtgaagacca cactgtcaga aaggttggtg ctgtgcctct 960 

ggctgccttt ctcagaaaga cacccttcca aaaataaaaa gattagctta ggaatcccaa 1020 

atgtcgaata gcctttgcct gtaagatttc 1050 



<210> 2871 

<211> 3239 

<212> DNA 

<213> Homo sapiens 



<4O0> 2871 

tttcgtgggg gagacggagc cccaggagtg ttgaagcctg gaaatcccct cccctttccc 60 

ctcccccctt tacagtatcc ccctccctcc accctttccc attctgataa tctggccatg 120 

actagcagaa gcacagctag gcccaatggg caaccccagg ccagcaaaat ttgccagttc 180 

aaattggtcc tgctgggaga atctgcagtg ggaaagtcaa gcctggtatt acgttttgtc 240 

aaagggcagt tccatgagta ccaggagagc accattggag cggccttcct cacccagtcc 3 0O 

gtttgtctag atgacacaac agtgaagttt gagatctggg acacagctgg gcaggagcga 360 

tatcacagct tagcccccat gtactacagg ggtgcccaag ctgcaatcgt ggtttacgac 420 

attactaatc aggaaacctt tgcccgagca aagacatggg tgaaggaact acagcgacag 480 

gccagtccct agcatcgttg ttggcctggc agggaacaaa gctgacctgg ccaacaaacg 540 
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tatggtggag tatgaagagg cccaggcata tgcagatgac aacagcttat tgttcatgga 600 

gacttcagcc aagacagcta tgaacgtgaa tgatctcttc ctgggcaata gcttaagaag 660 

ttgccaaaag agtgaacccc cagaatcttg gaaggttgca gcaggccgaa gccggggtgt 720 

ggatctccat gaacagtccc cagcagaaca agagccagtg ttgtagcaac tgagggggtg 780 

gctagcagca aacaagtatg gagctagcac aagagctaag aaataaccgc catcgcctac 840 

ccctcgacac acaaccccta cggtaacagc acactgagcc ctggctccca agggctgtct 900 

cctgacagct ccgtcatggc actttttaac gcttcagcaa caaacaccag gcagctggtg 960 

gccctggcct cctaccccct actctggggc ttgggggtca actcccccca ggacttacct 1020 

tccaaaacaa acttccttca ctttgtatta taggtacaag acagcgactt acgtatcttt 1080 

tctcctcctc cctagtgttc ctccccattt tttcagaaaa cacttctgac tcctgtccct 1140 

tccccttctg cttttggtca gtccctgttc ttgagcctct tttctcctct ccccaggatg 1200 

cagaaagtgg tgaacccagg aactgaggaa ggaggtttcc agttcattta cattaagggc 1260 

cctgggggag aataaagctc agagcaggag ggagtaagga aacatttcct ttttgttttt 1320 

atttggttgg agtttctcat atttgaaaac attgcggtat ccatgatttg gccttgtgga 1380 

gggtgttcct aggtagaggt gagaatgggg aggcaagatc tcaggcacca ggcaggaggt 1440 

gccttgtaag ctaactgggc ggaggtggag gtgcagtgtc aactgtggct ctgtaactct 1500 

tcaaaggccc agtttcccct cacgcagcct cttaggtagc gtttccccta atggtgtttc 1560 

ccctaatcgt gggggttgga ccccagagtc ttccaaagaa ttttcactgg ttgcctgcat 1620 

ctttggctct gctgtgatct gattggagga gggacagttt ctggtaccca tcctctgatt 1680 

tatacatatg cattttttcc cctctggcct ttagatggcc tcagccccag ccaccatata 1740 

cccctgcagt ttgcacttta attgatggta gttcagttgg ggtacttgtt ttatggaagt 1800 

tttgattgat ttacttgccc tcccaccttc tttttaattc aatgaaatct gaggttaatg 1860 

cgaggttcga ggagaggtta tagataaaac taccagtggc agctactcaa gtcctatctc 1920 

cactgttagc ttcctccaac tctaattatt aacctatatt cttgccaagc taactattga 1980 

ctataggttt gcctttcctg gagaattaat tgagcaattg aggagtgtct caggatagca 2040 

caggccaagg taggggagta aaaaggaggt caggcaaaag ggaggagttt tctgtccttt 2100 

cccaggtttc acactcaatt tgatatccat taccatgtct tttctacttc cttgtaaata 2160 

ggtatgatct ttattcccac tgtacagtct gttctatcct ctgcctccca tcaggccctg 2220 

tttctttgtt cctttgttaa tatcttgaat ttagtccctc catccttaat ccccccatcc 2280 

ctccccatca tgcaaccagt ggtttaatcc atgtaccaat aggggctagt accacagagg 2340 

cctcctgtgg tgccctcgta tcataccacc tgttcctgtg gagagggaat gaccggcact 2400 

gaaggtacct tacaactggc tcatattatc agaggacctt ggtcctttct aaatctctag 2460 

tctctcttca tatccttcat caggtgtttt aagatgtctc tgagaagcca tcaaggcaaa 2520 

agagaacttt aagttccttg ttccagcccg gagttttggg aaagaaagaa aggaaaggtc 2580 

acagtgacct aggattggaa ccttcctgcc cttttggctt gcagactgcc ttctatccca 2 640 

gaacagctga gaaatctatg aagctgagat tctgaaggac ccagcttagg ttcttccact 2 700 

taggcctcaa ttcccttcct tttccagggg cagccttagt tcccatggcc ctgaaacaca 2 760 

cacatttccc ccttcctttc ccagaagcca ctggcccccc atagcaccca gtgcatcctt 2 820 

tttacaagtg gaagaactag gatggctttc caaagtcttc tagaaatgaa gttctttctc 28 80 

tgtgcagctt tcccccttgg agcaggagtg aagatgtttc attatcttgg gcctgggaaa 2940 

ccacttcccc aggcttctcc ctccccccac ccccatagga acaggatttg gccttagctt 3000 

ctgggcctat cggctgcctt ccctctactt cctaccacct cttctgcctt cctttgagct 3 060 

ctgttgggct tggggatctt agttttcttt tgtttatttc ccagctcatt tttttcttct 3120 

ggtcagtttt tttaaggggg ggtgttgtgg ttttttgttt ttgttttgct tctgagaaag 3180 

catttgcctt tcttcctctc ccaacataac aatcgtgggt aacagaatgc gactgctga 3239 



<210> 2872 

<211> 2837 

<212> DNA 

<213> Homo sapiens 



<400> 2872 

tttttttttt ttgactgttc atggccatct ttattcccag tgctggctat cccaaaatac 60 

tgccaggcca cagccaaccc ccacctttgc caatgtgact gggtcaccac cccatacacc 120 

aaagcagcct tgagccctgc cccaccccct gccctgcgga agccaagtcc ccagctataa 180 

aaccctgccc ctcctggtgg cccaggaccc tcaaagatgc acacaggggc cccagcgag^ 240 

ggcccctccg tcattagcct tctcctccag gctgggctgc caagcagcct ggagctgagt 300 

ctgtcccttg gacgctgggc cacgtcacct tctcctccag aaggcttcac ctatgggccc 360 

aggaagtcct ccttccgata gcccttcgcc cggaagtcac ggtggagctt gttgtactgc 420 

cacaggttgg ccaggaggct ggatgctgcc cgggaggact tctcactgtc ggggctgtcc 480 

cgcttcttct tgatgaagat gagctttcgg agtccgtcaa aatacagcag gtctcgggca 540 
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agcgaatggg gctggccaac caacccaggt tgttgaacac agctatgaat gttgaaccag 600 

cacctcggct gggggcgact tctcacccac gctgcctggc agcttctcga atcaggtggc 660 

tccaccacct tcgtggacat ctcgtccttg ttcctagcgt tccgagacag gtttcggatg 720 

aggccagtca gtgagcgcag ctggtggtgg tcggcggtcc tgacacggtc tagcaggggg 780 

ttcagaatac gctcctgctc cagggccagg cggcttagcc cccccggccc ccttgggttc 840 

gcctcccgtg atgttctgca gcgccccggc ggccgcctcc gtcgtgtgcc ggttgagctc 900 

gcagcgctgc agcagccggt tgtacagccc cacgatctgg gggctccaca gccactcgag 960 

gcccttgggg tccttggaca cctccgcgaa ggtgagcgca tcggcggcga ggggcagctc 1020 

gcgcagccgc cggctctgcg gcgtgaagca gcccacgacc tctcccggcg gcgcccccgc 1080 

caggtccctg cggccgcgac cctccagccg ctgcagcgcg gacggcggca tctcgtcgta 1140 

gaggcggtag gacaggttcc gcaggacgca caccgcgttc tccacgctct tgtcctcgca 1200 

tttgcccgcg tccagggcgt ggttgataga ggtgaccagg gcgtccacca gcccgtggca 1260 

ctcccgcatc ttctggcgag tggcctgaga ggctgagctg aggttcctgg ggaagccggt 132 0 

ggcgttgtag aagatctccg cctccgaggc gttctgctgg atgagggggg ggacccccag 1380 

cccccgacaa gggggctcaa acaccaaggt cttgtgagct gcttccagcg gtgtcttctt 1440 

ggccaggcgg tccttcaggt ggtcgctgga tgaaaggttc cacaggatcc ctgtgacatt 1500 

tttgcgaagc tcatcatcct gctcccgcag tgtccgcagc agctcgaaga tcccgttctc 1560 

ctccaccagg gccagcttgt tgtcagcgtt gtcgtagatg aggttgcgca tggcacctgt 1620 

ggcatggcgc tgcacttcct ggttggcgtg gttgaagagc ttcaccagcc taggcacggc 1680 

ctgaaggctg cgggcctgct tcttggcggc tgcatcgctg tagcacttgt gctggatgta 1740 

ggccgctccc agcacctgca ggttggggtc tgaagccatg aggtacttga ctgctgaggg 1800 

caggtcaatg tcatcaaaac cgctgctgag tctctgcagg gttcggtggc taccgtagct 1860 

gttgaaccca tgcacgtccg gcaggtggcc cgagtcagcc aggctgaggc tgaggctgcg 1920 

cacagatggc gctcgagcca ctggctccag gacggccccc ggcactgccc cgcctacccc 1980 

gcggctccgg tggctgctct ggaatcgctg cagggtccgc acggcagggg cacggatggt 2040 

ccggctcggg gaaacctcag tggcctcggg ccagtccagc ccccctgccc ggctggagct 2100 

ggagctggcc tggcgctcgt acgcaaaggc cctgtaggtg gaggtggccg caggctccag 2160 

ctgctcagac accaggctgt agcggtcgtc caggcccccg ggccccagcc gcagcgagcg 2220 

cagggagagt gtgtcatagt cggcccggct cccaacccca ccgcgctcat ggaaggacac 2280 

gggcctggtg ggcatgggag gggtgggctg ggcacccccg tacccagcgg ccccaaaggc 2340 

gctgcccccg ttgtgggctg aactcagcct ccgactgcag ctcagatcca cggcggagcg 2400 

ggaggaccag gaggctgggc tgtaggccgg cttggcgatg ggccggaagc ccgaggtctt 2460 

gtccccactc aggccctgag agcgagagct gaagccagcc tgcagggtgt ggtactgccc 2520 

cctggatgtg cctctggcag tctcggcctc aggctcgggc tcagcggccc cgttgtgccg 2580 

cggctgctgt cccagctgca agaggcgggc gcggacctgc tcctggacgc gggctgcccg 2640 

cagccgctcg gcctccggcc cctcggcgcc ccggcggtcc agctgcaggt cagagggcag 2700 

cgccagggag cacacgccgg cctcaggctg cagggccgac agcaggaagt taccgtcctg 2760 

catggcggca ggtccaccgg gcctgggcct ggcggccgcc tccaaaccca actatcttca 2820 

cgtcctgtcc ggaattc 2837 



<210> 2873 
<211> 1195 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (1195) 
<223> n = a,t,c or g 



<400> 2873 

attttttttt ccattttcat aaacagatct ttataatcat gtaaattaaa caattttgtc 60 

tttaggagac gcgcacacag aacatagagg taagagctag aataccagca atcttaggaa 120 

ggcaaaatta aatcatcttt tgggagaaga gagaaaattg tgaggagaag gtgccagtgt 180 

caaagattgg cttggcgagg ttattttctc tctgggagtc tgggaggtga tgagctccta 240 

ccgctcactg cctctgttgt cttgcctatt ggttcctttc tgggcaagga agaacgttgt 300 

ctctctttta gagttttgta ggcctctgtc agtaatccgt ggaagacagc tgtcctgggg 360 

cccagaatgg caagttctgt aagtgaatgt tttctgttgg gatgtcatca tggaaaggct 420 

caggtgtagt ctggaatttg ggttgatgaa gactcattct ataactcata caattctcaa 480 

aggatgcttt tggatcatct gggattttca ttgttcttgg ttgtaccatt ttcatttctt 540 

gacatgtgga gcacagctgt tggtttctga gcagcatgga gtcacactgg ttcctcctgg 600 
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cctcagactt gctatcagct gaagcctggc ctccaagaag agctgctcca tttctatctg 660 

gagaagggat gagggcattg aagagtcgtg gaaggcagct gtgacaggct actttaaagg 720 

caacgcaaac atttgagacg ccatgtcctg caggcctqat ttcctccatt ctgtcttgct 780 

ttctttccca gccctgaaac ccaggtcttt ggtctttttc ttctgttgca ttcccttctc 840 

actcggtttc cttacgacca gctcagcagc aataacagga atggagaggg aattgtccac 900 

attcacagta caatgctctg gttttatcag gtctagagcc agaggcactc ggaatgttaa 960 

tggggccctc atttcccaag cagctgtcct ctggatagca gatggcagtt gtgacaggag 1020 

agtgacagca acctatgtgt agcctggcca aggtatgatg cagatttcag ccagtcccca 1080 

gaagccaaaa acacatttga caattggaaa catcctcata ccctaggaca atatctgctg 1140 

cggtgtctaa gggctgaaca tcatccngaa gccatgggcc ttcttgaacc cttgg 1195 



<210> 2874 
<211> 4379 
<212> DNA 

<213> Homo sapiens 



<400> 2874 

gaatcctggt cgacgattcc cgccttkcca gcatgcaggg gctgctcagg taagggggac 60 

gctcctcctt gcccgccgca ctcattcatt aagtggcact gctcagtggt gcgggggtgg 120 

gcgtgcttcc gtgggctggg cgctgggttc gcggcgcgcc ctcctgctgc ctccccggag 180 

ctcccgggcc agtagcgttt agtcacatca agaaatagaa cagaattcag ccatggcccc 240 

aagaaagaga ggtggacgag gtat:ttcatt catcttttgc tgtttccgaa ataatgatca 300 

cccagaaatc acgtatcggc tgcgaaatga tagcaacttt gcgcttcaga ccatggaacc 360 

agcattgccc atgccccctg tggaggagct ggatgtcatg ttcagtgaac tggtggatga 420 

actggacctc acagacaaac acagagaagc catgtttgca cttccagctg agaaaaaatg 480 

gcaaatatac tgtagcaaga aaaaggacca ggaagaaaac aagggagcta caagttggcc 540 

tgaattctac attgatcagc tcaattccat ggctgctaga aaatctctgc tggctttaga 600 

gaaggaagaa gaagaagaaa gaagtaaaac tatagagagt ttaaagacag cactgaggac 660 

aaaaccaatg aggtttgtaa ccagattcat cgacttggat ggcctatcat gtatcctcaa 720 

ctttctaaag accatggact acgagacctc agagtctcga atacatactt ctctcattgg 780 

ctgtataaaa gcgttaatga acaactctca aggccgggct cacgtcctgg ctcattctga 840 

gagtattaat gtaattgctc agagtctgag cacagagaac attaaaacga aggtggccgt 900 

gctggaaatc ttgggcgccg tgtgcctggt tcccgggggc cacaagaagg ttctgcaggc 960 

catgctgcac taccagaagt atgccagcga aaggacccgc tttcagacat taattaacga 1020 

cttggataaa agcactgggc ggtatcgaga tgaagtgagt ctcaagactg ccatcatgtc 1080 

cttcattaat gcagtgctca gccaaggtgc aggagtggag agtttggact ttagacttca 1140 

tcttcgctat gaaatttctg atgtrtaggaa ttcaccctgt aatggataaa ttaaggaaac 1200 

acgaaaattc aacattagat aggcatttag acttttttga aatgctccga aatgaagatg 1260 

aactagaatt tgccaaaaga tttgaactgg ttcacataga cacaaaaagt gcaactcaga 132 0 

tgtttgagct gaccaggaag aggctgacac atagtgaagc ttacccgcat ttcatgtcca 138 0 

tcctgcacca ctgcctccaa atgccttaca agaggagtgg caacactgtt cagtactggc 144 0 

tactactaga tagaattata cagcagatag Ctatccagaa tgacaaagga caggaccctg 15O0 

actccacacc tttggaaaac tttaatatta agaatgtcgt acgaatgttg gttaatgaaa 1560 

atgaagttaa gcagtggaaa gaacaagcgg aaaaaatgag aaaagagcac aatgagctac 1620 

aacagaaact ggaaaagaaa gaacgagaat gtgatgctaa gactcaagag aaggaagaga 1680 

tgatgcagac cttaaataaa atgaaagaga aacttgaaaa ggagactact gagcataagc 1740 

aagtcaagca gcaggtggcg gacctcacag cacagctcca tgagctcagc aggagggccg 1800 

tctgtgcttc aatcccaggt ggaccctcgc ctggagcacc aggagggccc tttccttcct 1860 

ctgtgcctgg atctctcctt cctcccccac cacccccacc tctaccaggt gggatgcttc 1920 

cccctccacc gcctcccctc cctccaggtg gccctcctcc tcccccaggg cctcctccct 1980 

taggggcaat catgccacct cctggtgctc caatgggcct agcactgaag aagaaaagca 2040 

ttcctcagcc cacaaatgcc ctgaaatcct tcaactggtc taaactgccc gagaacaaac 210 0 

tggaaggaac agtatggacc gaaattgatg atacaaaagt cttcaaaatt ctagatcttg 2160 

aagacctgga aagaaccttc tctgcctatc aaagacagca ggatttcttt gtgaacagta 222 0 

actccaagca gaaagaagca gatgccattg atgacactct gagttccaaa cttaaagtta 2280 

aagagctttc ggtgattgat ggtcggagag ctcagaattg caacatcctt ctatcgaggt 234 0 

tgaaattatc caatgacgaa atcaaacggg caattctaac aatggacgaa caggaagatc 24O0 

tgcccaagga catgttggaa cagctcttga aatttgttcc tgaaaaaagt gacattgacc 2460 

tattggagga acataaacat gaactggatc ggatggccaa ggctgatagg ttcctttttg 2520 

agatgagccg aattaatcac tatcagcaaa ggttgcaatc gctgtacttc aaaaagaagt 258 0 

ttgcagagcg tgtggcagaa gtgaaaccta aagtggaagc aattcgttct ggctcagaag 2640 
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aggtgtttag gagtggtgcc ctcaagcagt tgctggaggt ggttttggca tttggaaatt 270 0 

atatgaataa aggtcaaaga gggaatgcat atggattcaa gatatctagc ctaaacaaaa 2760 

ttgctgacac aaaatccagc atcgacaaaa acattaccct tttgcactat ctcatcacta 282 0 

ttgtggaaaa taagtacccc agtgttctca atctaaatga agaattgcga gatattcctc 288 0 

aagctgcgaa agtaaacatg actgagctgg acaaagaaat aagtaccttg agaagtggct 294 0 

tgaaagcagt agagacagag ctggaatatc agaagtctca gcccccacag cccggagata 300 0 

agtttgtgtc tgttgtcagc cagttcatca cagtagccag cttcagcttc tctgatgttg 306 0 

aagaccttct agcagaagct aaagacctgt ttactaaagc agtgaagcac tttggggaag 312 0 

aggctggcaa aatacaacca gatgagttct ttggcatttt tgatcaattt cttcaagctg 3180 

tgtcagaagc caaacaagaa aacgaaaata tgagaaagaa aaaggaggaa gaagaacgtc 324 0. 

gagctcgcat ggaagctcag ctcaaagaac aacgtgaaag ggaacgtaaa atgagaaaag 3300 

ctaaagagaa tagtgaagaa agcggagagt ttgatgacct tgtttcagct ttacgctcag 3360 

gagaagtgtt tgacaaagac ctttctaaat tgaaacggaa tcgcaaacgt attaccaacc 3420 

agatgactga cagcagcaga gagagaccaa tcacaaaact taatttctaa ttttccatga 3480 

atactttttt ttagaaagct cattagcagc cctctaaagt gactagaacg tttcattaca 3540 

ctgccttgca atccaaacag tggcaatttt ttccttcatc tgtgagtgaa tgtgtgaacg 3600 

tgtgtatgta aatgtatgtg tgtatatatt aaaaaatgta tatagatgtc tgagtgttgt 3660 

ctggagacct atacgtatgg ttaaaaagat ttatgttaat gtatgtgctc caaaaccttt 3720 

cgtgtatgca ttcacattga gtgtggctca ttttctttcc ccgaacgcca tgactgttca 3780 

gaagcacaat actatctcct gaaagagata agagacattc cctagattca aaggcaaaac 3840 

agaagaaaca aacaaacaaa caaacaaagc ttgcaaaata ttttatggtt tccaagcttg 3900 

atatccttta aaattatttt cattgatgga actggagttg ttggaaaaac atagatttaa 3960 

aatgattttt gatagctgac attgtgatgt tgatgtatca catcagtaaa taggaccagc 4020 

tttgaatttc tgacattggt gtggggatac agtctgtaaa tgtttattga gaaccatctt 4080 

gcacacaatt tgaattatgt agaatgtcaa tcaagttttt gbtatattta aaagttggac 4140 

atcaattttt tcccctgatt tcatccaagt tatctctgcc aagtgctctt gataatttct 42O0 

tcagattttt ggaaaaaaac actatataaa vtgcaatcca tgcttttttt aaagaacaac 4260 

attgccagag tatgcttgtt ctaacaatat agatatataa accttaaaaa taataaaata 4320 

tctcacccaa gacttaaagg aagaattctc tgaagggata aagattacta aaaaaaaaa 4379 



<2X0> 2875 

<23.1> 1278 

<212> DNA 

<213> Homo sapiens 



<400> 2875 

tttttttttt ttctcagaac attcaccttt aattctgtta caggttccag tatttgcgct 60 

ggccctagtc agctgtgggt aagagtcacc catgggcaag agtggggagg ggactgctcc 120 

cccatgaacc acatcctcag tgttggccaa ataccagcgt gttgggtagg cttcctgtgt 180 

ccaccaggcc tggccatgtc ctgcacagta tagcttggac ctctgggcct gaaccagggt 240 

gagcatcaag gcccccattt ctcctcacca cggggtcgct tgtcagctcc aggagccagt 300 

ctggccccac tgagaacttt tcagtcgagg gcctgatgag tcttgggaat gcgcttctgc 360 

aagagggccc aggctttctc cacctggcgt tgggtgatat gcggctccca caaggtgctg 420 

agcaccacgt ggctctgttc cacaagctgc tgcccgctca tctggctctg cagccggctt 480 

tgagccgcgg cttcactgag gccatccctc tccacaatgc gtcttacagc ctcagtctct 540 

gggatgacag cagtccacac ctcatggacc aggttctgcc agccggcttc aagcaacaca 6O0 

gcggcatcaa tcacacacac acgctttccc tcagccacag cccgatccat ctcctctcgg 660 

gccagctttg cgataattgg ccacataatg tccgtgagta tcttcagctg cttcttattc 720 

ccaaacaccc ggctgcctag gaccttcctg ttgatgatgc catctttatg gagaatatct 780 

gttccaaagg cctccaccac aggctggtag gcagggccac ctggggcata ggcccgatga 840 

cccaggtggt cactgtcaat gacaaacgcc cccaggccct tcagtcgctg agctattgag 900 

ctcttcccag agccactgat gccagtcagc ccaattacat agagacatgt ggggagctct 960 

ggcctttcat atggaggccg aagcaggttc cccaacattc gctggcggaa gctggaggag 1020 

ctgactttgt cctcttcatt ctctgtatgt ctgaggtcct tcagcagctg gatctggtac 1080 

aaagcaagtt cctccaggtc attctcaagg cggaagcggt tgatggccat ccccccacga 1140 

taggtctcct cgctgaccac caggaactcc agggaggggt cagagccagc gggcccatag 12O0 

gggtccagca gggggatgac atcaaaagtc aaggagggct tgatgtccac caggaattca 1260 

ctcagatgtt ccacacgt 1278 
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<23.0> 2876 

<2L1> 4351 

<212> DMA 

<2L3> Homo sapiens 



<4O0> 2876 

atggggcaga agtctgttgg tgcctcctat gtccagattc cgttggtgcc tcctttgtcc 60 

aggcacccca aaggactggg ccatgaagac agatggagct cctattgtct atcatcactg 120 

gctgcccaga atatttgtac aagtaaactg cactgccctg ctgcccctga gcacacggac 180 

ccgtccgaac cgcggggcag tgtgtcctgc tgctccctgc tgcggggact gtcctcaggg 240 

tggtcctcac ctctgcttcc ggcccctgtg tgcaacccta acaaggccat cttcacggtg 300 

gatgccaaga ccacagagat cctggttgct aacgacaaag cttgcgggct cctggggtac 360 

agcagccagg acctgattgg ccagaagctc acgcagttct ttctgaggtc agattctgat 420 

gtggtggagg ccctcagcga ggagcacatg gaggccgacg gccacgctgc ggtggtgttt 480 

ggcacggtgg tggacatcat cagccgtagt ggggagaaga ttccagtgtc tgtgtggatg 540 

aagaggatgc ggcaggagcg ccgcctatgc tgcgtggtgg tcctggagcc cgtggagagg 600 

gtctcgacct gggtcgcttt ccagagcgat ggcaccgtca cgtcatgtga cagtctcttt 660 

gctcatcttc acgggtacgt gtctggggag gacgtggctg ggcagcatat cacagacctg 720 

atcccttctg tgcagctccc tccttctggc cagcacatcc caaagaatct caagattcag 780 

aggtctgttg gaagagccag ggacggtacc accttccctc tgagcttaaa gctgaaatcc 840 

caacccagca gcgaggaggc gaccaccggt gaggcggccc ctgtgagcgg ctaccgggca 900 

tctgtctggg tgttctgcac catcagtggc ctcatcaccc tcctgccgga tgggaccatc 960 

cacggcatca accacagctt cgcgctgaca ctgtttggtt acggaaagac ggagctcctg 1020 

ggcaagaata .tcactttcct gattcctggt ttctacagct acatggacct tgcgtacaac 1080 

agctcattac agctcccaga cctggccagc tgcctggacg tcggcaatga gagtgggtgt 1140 

ggggagagaa ccttggaccc gtggcagggc caggacccag ctgagggggg ccaggatcca 1200 

aggattaatg tcgtgcttgc tggtggccac gttgtgcccc gagatgagat ccggaagctg 1260 

atggaaagcc aagacatctt caccgggact cagactgagc tgattgctgg aggccagctc 1320 

ctttcctgcc tctcacctca gcctgctcca ggggtggaca atgtcccaga aggaagcctg 13 80 

ccagtgcacg gtgaacaggc gctgcccaag gaccagcaaa tcactgcctt ggggagagag 144 0 

gaacctgtgg caatagagag ccccggacag gatcttctgg gagaaagcag gtctgaacca 1500 

gtggatgtga agccatttgc ttcctgcgaa gattctgaag ctccagtccc agctgaggat 1560 

ggggscagtg atgctggcat gtgtggcctg tgtcagaagg cccagctaga gcggatggga 1620 

gtcagtggtc ccagcgggtc agacctttgg gctggggctg ccgtggccaa gccccaggcc 1680 

aagggtcagc tggcgggggg cagcctcctg atgcactgcc cttgctatgg gagtgaatgg 1740 

ggcttgtggt ggcgaagcca ggacttggcc cccagcccct ctgggatggc aggcctctcg 18 00 

tttgggacac ctactctaga tgagccgtgg ctgggagtgg aaaacgaccg agaagagctg 1860 

cagacctgct tgattaagga gcagctgtcc cagttgagcc ttgcaggagc cctggatgtc 1920 

ccccacgccg aactcgttcc gacagagtgc caggctgtca ccgctcctgt gtcgtcctgc 1980 

gatctgggag gcagagacct gtgcggtggc tgcacgggca gctcctcagc ctgctatgcc 2040 

ttggccacgg acctccctgg gggcctggaa gcagtggagg cccaggaggt tgatgtgaat 2100 

tcgttttcct ggaacctcaa ggaactcttt ttcagtgacc agacagacca aacgtcatca 2160 

aattgttcct gtgctacgtc tgaactcaga gagacaccct cttccttggc agtgggctcc 222 0 

gatccagatg taggcagtct ccaggaacag gggtcgtgtg tcctggatga cagggagctg 22 8 0 

ttactactga ccggcacctg tgttgacctt ggccaaggcc gacggttccg ggagagctgt 2340 

gtgggacatg atccaacaga accgcttgag gtttgtttgg tgtcctctga gcattatgca 2400 

gcaagcgaca gagaaagccc aggacacgtt ccttccacgt tggatgctgg ccctgaggac 2460 

acgtgcccat cagcagagga gccaaggctg aacgtccagg tcacctccac gcccgtgatc 252 0 

gtgatgcgcg gggctgctgg cctgcagcgg gagatccagg agggtgccta ctccgggagc 2580 

tgctaccatc gagatggctt acggctgagt atacagtttg aggtgaggcg ggtggagctc 2640 

cagggcccca cacctctgtt ctgctgctgg ctggtgaaag acctcctcca cagccaacgc 2700 

gactcagccg ccaggacccg cctgttcctt gccagcctgc ccggctccac ccactctacc 2760 

gctgctgagc tcaccggacc cagcctggtg gaagtgctca gagccagacc ctggtttgag 2820 

gagcccccca aggctgtgga actggagggg ttggcggcct gtgagggcga gtactcccaa 2880 

aagtacagta ccatgagccc gctgggcagt ggggccttcg gcttcgtgtg gactgctgtg 2940 

gacaaggaaa aaaacaagga ggtggtggtg aagtttatta agaaggagaa ggtcttggag 3000 

gattgttgga ttgaggatcc caaacttggg aaagttactt tagagatcgc aattctatcc 3060 

agggtggagc acgccaatat catcaaggta ttggatatat ttgaaaacca agggttcttc 3120 

cagcttgtga tggagaagca cggctccggc ctagacctct tcgctttcat cgaccgccac 3180 

cccaggctgg atgagcccct ggcgagctac atcttccgac aagtgagagc agggccagag 3240 

ccgtctagtg tcagcagtgg gatacctgcg cttgaaggac atcatccacc gtgacatcaa 3300 

ggatgagaac atcgtgatcg ccgaggactt cacaatcaag ctgatagact ttggctcggc 3360 

cgcctacttg gaaaggggaa aattatttta tactttttgt gggaccatcg agtactgtgc 3420 
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accggaagtt ctcatgggga atccctacag agggccggag ctggagatgt ggtctctggg 3480 

agtcactctg tacacgctgg tctttgagga gaaccccttc tgtgagctgg aggagaccgt 3540 

ggaggctgcc atacacccgc catacctggt gtccaaagaa ctcatgagcc ttgtgtctgg 3600 

gctgctgcag ccagtccctg agagacgcac caccttggag aagctggtga cagacccgtg 3660 

ggtaacacag cctgtgaatc ttgctgacta tacatgggaa gaggtgtttc gagtaaacaa 3720 

gccagaaagt ggagttctgt ccgctgcgag cctggagatg gggaacagga gcctgagtga 3780 

tgtggcccag gctcaggagc tttgtggggg ccccgttcca ggcgaggctc ctaatggcca 3840 

aggctgtttg catcccgggg atccccgtct gctgaccagc taaacaccaa tttcttcctg 3900 

cttttctcca cttggtttgg aaaatcacac agttttcagg ctccatctgt ttggagaaaa 3960 

tacattctga agcatcccca attcaccttc taaaaactca tgtgcaggtt tgataaacac 4020 

cagaacagaa gacagtgatg ctgtattatt ttagatttat tacatagatt. tggaattcac 4080 

ttttttcatg acctagaaaa aaacattcca gtgttcaact gttttatatt attaaagggc 4140 

•ttttaatttg tgaacttctg aaggcatgag tgttttctct ttctactttt gtatatgtgc 4200 

atgttttgtt tcctctgact tggtatatgc tcatctgagt gacggatatg tgaaatttgt 4260 

agaactggtt agtcaaatgg ccagactatt tcattaattt atttcctcaa atgcttttca 4320 

aattaaagca cctttgttag taaacagtta a 4351 



<210> 2877 
<211> 4351 
<212> DNA 

<213> Homo sapiens 



<400> 2877 

atggggcaga agtctgttgg tgcctcctat gtccagattc cgttggtgcc tcctttgtcc 60 

aggcacccca aaggactggg ccatgaagac agatggagct cctattgtct atcatcactg 120 

gctgcccaga atatttgtac aagtaaactg cactgccctg ctgcccctga gcacacggac 180 

ccgtccgaac cgcggggcag tgtgtcctgc tgctccctgc tgcggggact gtcctcaggg 240 

tggtcctcac ctctgcttcc ggcccctgtg tgcaacccta acaaggccat cttcacggtg 300 

gatgccaaga ccacagagat cctggttgct aacgacaaag cttgcgggct cctggggtac 360 

agcagccagg acctgattgg ccagaagctc acgcagttct ttctgaggtc agattctgat 420 

gtggtggagg ccctcagcga ggagcacatg gaggccgacg gccacgctgc ggtggtgttt 480 

ggcacggtgg tggacatcat cagccgtagt ggggagaaga ttccagtgtc tgtgtggatg 540 

aagaggatgc ggcaggagcg ccgcctatgc tgcgtggtgg tcctggagcc cgtggagagg 600 

gtctcgacct gggtcgcttt ccagagcgat ggcaccgtca cgtcatgtga cagtctcttt 660 

gctcatcttc acgggtacgt gtctggggag gacgtggctg ggcagcatat cacagacctg 720 

atcccttctg tgcagctccc tccttctggc cagcacatcc caaagaatct caagattcag 780 

aggtctgttg gaagagccag ggacggtacc accttccctc tgagcttaaa gctgaaatcc 840 

caacccagca gcgaggaggc gaccaccggt gaggcggccc ctgtgagcgg ctaccgggca 900 

tctgtctggg tgttctgcac catcagtggc ctcatcaccc tcctgccgga tgggaccatc 960 

cacggcatca accacagctt cgcgctgaca ctgtttggtt acggaaagac ggagctcctg 1020 

ggcaagaata tcactttcct gattcctggt ttctacagct acatggacct tgcgtacaac 1080 

agctcattac agctcccaga cctggccagc tgcctggacg tcggcaatga gagtgggtgt 1140 

ggggagagaa ccttggaccc gtggcagggc caggacccag ctgagggggg ccaggatcca 1200 

aggattaatg tcgtgcttgc tggtggccac gttgtgcccc gagatgagat ccggaagctg 1260 

atggaaagcc aagacatctt caccgggact cagactgagc tgattgctgg aggccagctc 1320 

ctttcctgcc tctcacctca gcctgctcca ggggtggaca atgtcccaga aggaagcctg 1380 

ccagtgcacg gtgaacaggc gctgcccaag gaccagcaaa tcactgcctt ggggagagag 1440 

gaacctgtgg caatagagag ccccggacag gatcttctgg gagaaagcag gtctgaacca 1500 

gtggatgtga agccatttgc ttcctgcgaa gattctgaag ctccagtccc agctgaggat 1560 

9g9f?9cagtg atgctggcat gtgtggcctg tgtcagaagg cccagctaga gcggatggga 1620 

gtcagtggtc ccagcgggtc agacctttgg gctggggctg ccgtggccaa gccccaggcc 1680 

aagggtcagc tggcgggggg cagcctcctg atgcactgcc cttgctatgg gagtgaatgg 1740 

ggcttgtggt ggcgaagcca ggacttggcc cccagcccct ctgggatggc aggcctctcg 1800 

tttgggacac ctactctaga tgagccgtgg ctgggagtgg aaaacgaccg agaagagctg 1860 

cagacctgct tgattaagga gcagctgtcc cagttgagcc ttgcaggagc cctggatgtc 1920 

ccccacgccg aactcgttcc gacagagtgc caggctgtca ccgctcctgt gtcgtcctgc 1980 

gatctgggag gcagagacct gtgcggtggc tgcacgggca gctcctcagc ctgctatgcc 2040 

ttggccacgg acctccctgg gggcctggaa gcagtggagg cccaggaggt tgatgtgaat 2100 

tcgttttcct ggaacctcaa ggaactcttt ttcagtgacc agacagacca aacgtcatca 2160 

aattgttcct gtgctacgtc tgaactcaga gagacaccct cttccttggc agtgggctcc 2220 

gatccagatg taggcagtct ccaggaacag gggtcgtgtg tcctggatga cagggagctg 2280 
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ttactactga ccggcacctg tgttgacctt ggccaaggcc gacggttccg ggagagctgt 2340 

gtgggacatg atccaacaga accgcttgag gtttgtttgg tgtcctctga gcattatgca 2400 

gcaagcgaca gagaaagccc aggacacgtt ccttccacgt tggatgctgg ccctgaggac 2460 

acgtgcccat cagcagagga gccaaggctg aacgtccagg tcacctccac gcccgtgatc 2520 

gtgatgcgcg gggctgctgg cctgcagcgg gagatccagg agggtgccta ctccgggagc 2580 

tgctaccatc gagatggctt acggctgagt atacagtttg aggtgaggcg ggtggagctc 2640 

cagggcccca cacctctgtt ctgctgctgg ctggtgaaag acctcctcca cagccaacgc 2700 

gactcagccg ccaggacccg cctgttcctt gccagcctgc ccggctccac ccactctacc 2760 

gctgctgagc tcaccggacc cagcctggtg gaagtgctca gagccagacc ctggtttgag 2820 

gagcccccca aggctgtgga actggagggg ttggcggcct gtgagggcga gtactcccaa 2880 

aagtacagta ccatgagccc gctgggcagt ggggccttcg gcttcgtgtg gactgctgtg 2940 

gacaaggaaa aaaacaagga ggtggtggtg aagtttatta agaaggagaa ggtcttggag 3000 

gattgttgga ttgaggatcc caaacttggg aaagttactt tagagatcgc aattctatcc 3060 

agggtggagc acgccaatat catcaaggta ttggatatat ttgaaaacca agggttcttc 3120 

cagcttgtga tggagaagca cggctccggc ctagacctct tcgctttcat cgaccgccac 3180 

cccaggctgg atgagcccct ggcgagctac atcttccgac aagtgagagc agggccagag 3240 

ccgtctagtg tcagcagtgg gatacctgcg cttgaaggac atcatccacc gtgacatcaa 3300 

ggatgagaac atcgtgatcg ccgaggactt cacaatcaag ctgatagact ttggctcggc 3360 

cgcctacttg gaaaggggaa aattatttta tactttttgt gggaccatcg agtactgtgc 3420 

accggaagtt ctcatgggga atccctacag agggccggag ctggagatgt ggtctctggg 3480 

agtcactctg tacacgctgg tctttgagga gaaccccttc tgtgagctgg aggagaccgt 3540 

ggaggctgcc atacacccgc catacctggt gtccaaagaa ctcatgagcc ttgtgtctgg 3600 

gctgctgcag ccagtccctg agagacgcac caccttggag aagctggtga cagacccgtg 3660 

ggtaacacag cctgtgaatc ttgctgacta tacatgggaa gaggtgtttc gagtaaacaa 3720 

gccagaaagt ggagttctgt ccgctgcgag cctggagatg gggaacagga gcctgagtga 3780 

tgtggcccag gctcaggagc tttgtggggg ccccgttcca ggcgaggctc ctaatggcca 3840 

aggctgtttg catcccgggg atccccgtct gctgaccagc taaacaccaa tttcttcctg 3900 

cttttctcca cttggtttgg aaaatcacac agttttcagg ctccatctgt ttggagaaaa 3960 

tacattctga agcatcccca attcaccttc taaaaactca tgtgcaggtt tgataaacac 4020 

cagaacagaa gacagtgatg ctgtattatt ttagatttat tacatagatt tggaattcac 4080 

ttttttcatg acctagaaaa aaacattcca gtgttcaact gttttatatt attaaagggc 4140 

ttttaatttg tgaacttctg aaggcatgag tgttttctct ttctactttt gtatatgtgc 4200 

atgttttgtt tcctctgact tggtatatgc tcatctgagt gacggatatg tgaaatttgt 4260 

agaactggtt agtcaaatgg ccagactatt tcattaattt atttcctcaa atgcttttca 4320 

aattaaagca cctttgttag taaacagtta a 4351 



<210> 2878 

<211> 4142 

<212> DNA 

<213> Homo sapiens 



<400> 2878 
gaattcgcgg ccgctcgacg 
ggatcgtcct cctggccccg 
gcagtagtct cctcgttctc 
ggggctccca ccgcctccgc 
ctatgctccc tctttgccgc 
tcagtcctgc ctcagtgtca 
gagttccttc ttaaaagaag 
attcaattgc aggatttcct 
ggaggagaag gaaatgtgag 
ataagtgcct ttttcagact 
ggcttctttt ctgaagtgtt 
aagatgaaca cattgagcag 
agactctccc atcccaacat 
gacagtaacc tgcatttgcc 
ggcctcagct accttcactt 
ctgataaaga gggatgagaa 
aagatccccg atgtcagcat 
atggcacctg aggttctccg 
ggtatcatcc tctgcgagat 



ctcagcagag ctaccagctg ccctgttggc ttcgctggtc 60 

ccaaacaggc ggggggagcg gccccgactg tggggccatg 120 

cgccgccgct agcctagctg agtcgccggc ttctgcgcta 180 

aggctaagga gccgctgcca ccaacgagct gtgagggtta 240 

cgtctcctcc tcttgcccgc gcaggcaccc ctctggctgc 300 

aaccagaaga gaagtaaaat tcaacaaaaa tttatgtgtg 360 

aaaaaagtga ttatttagac tatggatcgg agcaaacgga 420 

ccacgtgtgg agccgtcttg aagagtttga aggaggtggt 48 0 

Gcaggtggga agagtttggc catcttcgta tcgagctctt 540 

gacgcgtttg gatgatttca cctgtgaaaa aatagggtct 600 

caaggtacga caccgagctt ctggtcaggt gatggctctt 660 

taaccgggca aacatgctga aagaagtaca gctcatgaat 720 

ccttaggtat atcaactccg ggaacctgga acagttgcta 780 

ttggactgtg agggtaaaac tggcctatga catagcagtg 840 

caaaggcatt tttcatcggg acctcacatc taagaactgc 9O0 

tggttactct gcagtggtag ctgactttgg cctggctgag 960 

ggggagtgag aagctggccg tggtgggttc cccattctgg 1020 

agatgagccc tataatgaaa aggcagatgt gttctcttat 1080 

catcgcccgc atccaggccg atccggacta tcttccccgc 1140 
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acagagaatt tcgggctgga ctatgatgct ttccagcaca tggtgggaga ctgtccccca 1200 

gattttctgc aacttacttt caactgctgt aacatggatc ccaaactgcg cccatctttt 1260 

gtggagattg ggaagaccct ggaggaaatt ctgagccgcc tacaggaaga agagcaggag 1320 

agggatagga agctgcagcc cacagccagg ggactcttgg agaaagcacc tggggtgaag 1380 

cgactaagct cactggatga caagatcccc cacaagtcac catgcccaag acgtaccatc 1440 

tggctgtctc gaagccagtc agatatcttt tcccgtaagc ccccacgtac agtgagtgtc 1500 

ttggacccat actaccggcc acgagatggt gctgcccgca cccccaaagt caaccctttt 1560. 

agtgctcgcc aggacctcat ggggggcaag atcaagtttt ttgacctgcc cagcaagtct 1620 

gtcatctctc tggtatttga cctggatgca ccagggcccg gaactatgcc cctggctgac 1680 

tggcaggagc ccctggcccc acctattcgc cggtggcgtt ccttgcctgg ttcgcctgag 1740 

ttcttgcatc aagaggcttg tccatttgtg ggccgggaag aatcgctatc tgatgggccc 1800 

ccaccacgcc taagtagtct caagtacaga gttaaagaga tcccaccatt ccgggcatct 1860 

gccctaccag ctgctcaagc ccatgaggct atggactgct ccattctcca ggaagaaaat 1920 

ggttttgggt ccaggcccca ggggaccagt ccatgccctg cgggtgcttc tgaggagatg 1980 

gaggtagaag aaaggccagc aggctcaact ccagccacct tctccacctc aggcataggc 2040 

ctgcaaaccc agggaaagca ggatgggtga gggggtttag tccctgcctc accttgggga 2100 

tggaccttca gctgaaacca tatggccccc taggtgcaca gccttgattc ttccctggag 2160 

cctacagagc aggcaggcta ggccaagcca ggctcaactt ctgggctccc agtgcccatt 2220 

ggctgtgtat gacgggaggc agcagtgaga ggccttccta gttagggcca acagctgata 2280 

ccaagcctct gaaatccagc aaggaggtct gcctcccacc agaccctctc cagtgtactt 2340 

ccccagatag gaccagagga tgtctagttc taggctgagc tggcaggcag ctattacccc 2400 

ggttctttcc ccaccccagg tctgtctctt gccttttctt ggggcatata agctactgag 2460 

tggaacatgg agctgatcaa gaggccgtaa cggtcatggc tgtttcccag acctgaatat 2520 

tggggtgctt cttgccagta ttctaagaca tttgagtaat tgctgtttgc acttactgca 2580 

tggtcagacc acgtcactac atttctatgc aaggggacag caaggcagcg tggtggtcat 2640 

ggctcttagc taacctattc aaagaccttt tcctgttgat taatctattt tcatatttat 2700 

aaaggagtct taatgttctg ccccataaga ctttcaacct tgtggttggg agtggggctg 2760 

gttttgtagg ccctagggcc tgcttctatg tatttatcaa catgtgatac attcaattgg 2820 

ttaaatggtt tatacaggga ctgatttgct tcccttcctg ccctggctgg gagctttggg 28 80 

gaacagtctg tcccttacag agctgcaata agaaataacc aaagatgaag ctggtcaaat 2940 

attttcataa cttgacttct gttgattttt tttttttgta aaactttccc aaggacattt 3 000 

tcagacttaa aaataaagtc agtgttacag gtgctggtca gccttcttac ttgtacctca 3060 

aacactggga taaaggaggc ggtccagggc aatgcagtga tgtctgtcaa gacattcccc 3120 

ctcccctaaa ctcagtagca gttgaggatg acatttcagg ctagagagac ccaaaatacc 3180 

tctgttccac ctgagagcaa ggtgggaagt tgcatcagct acttgcccca agtgagcttc 3240 

atcttctgga ttgtggggct ttgggaggga acgaggagga actgggctct tggggccact 33 00 

gtgaggggta cagctttgcc cactcaaata taccttattg tggcattcag ggagccaggg 3360 

tccagagctg cagggctgcg gtccctggct cacttccaca taggccatca cataacctgt 3420 

cataaaggca tcaaaaccag cccggtgcaa tccatcccca ggcactgggt taggactggc 3480 

ttggctccct ggcacttctg aggtagctct atcagctatt tcaggccttg ctgccttaat 3540 

ccccatctct aagtcatttt tgttgccttg cttggagtga ggcaggttcc tagtttcatc 3600 

ggcagccacc tcctgctcgg tttcttcagg cttgatgcta tccccacaga cctgcttctt 3660 

gggaggacca tccttagctt ccccagaggt ctgtgtcccc ggtaggttca ataaagccct 3720 

cttccgtttt tccctacgtc gtcgccgtcg ccgcttgtcc tctgccgcag cctcatcagt 3780 

gtcaatgata aggtcaatat cgtgagactg aggacactgt ggtcccaggg ggcaccagcc 3 840 

ataagccgag aagttgtcac agatgctggt gggatgagga cggtgggttg ctgggggcag 3 900 

gcagcagcgg taatcaatat ggtccctcat gctggaagga tagttgcaga actccagggt 396 0 

aaggtgtggg ctgccagctg cccgctgctt cccattttcc cgttcactgc aacagcgcaa 4 02 0 

gagggtaatg gtccactagc atataagctc cataagagca gggttttgtg gtctgttttg 4080 

ttcactgctg aatcctcagc acctaaaaca ctgcctgggc acatggtagg agctcaataa 4140 

at 4142 



<210> 2879 

<211> 4142 

<212> DNA 

<213> Homo sapiens 



<400> 2879 

gaattcgcgg ccgctcgacg ctcagcagag ctaccagctg ccctgttggc ttcgctggtc 60 

ggatcgtcct cctggccccg ccaaacaggc ggggggagcg gccccgactg tggggccatg 120 

gcagtagtct cctcgttctc cgccgccgct agcctagctg agtcgccggc ttctgcgcta 180 
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ggggctccca ccgcctccgc aggctaagga gccgctgcca ccaacgagct gtgagggtta 24 0 

ctatgctccc tctttgccgc cgtctcctcc tcttgcccgc gcaggcaccc ctctggctgc 30 0 

tcagtcctgc ctcagtgtca aaccagaaga gaagtaaaat tcaacaaaaa tttatgtgtg 360 

gagttccttc ttaaaagaag aaaaaagtga ttatttagac tatggatcgg agcaaacgga 420 

attcaattgc aggatttcct ccacgtgtgg agccgtcttg aagagtttga aggaggtggt 480 

ggaggagaag gaaatgtgag ccaggtggga agagtttggc catcttcgta tcgagctctt 540 

ataagtgcct ttttcagact gacgcgtttg gatgatttca cctgtgaaaa aatagggtct 6O0 

ggcttctttt ctgaagtgtt caaggtacga caccgagctt ctggtcaggt gatggctctt 660 

aagatgaaca cattgagcag taaccgggca aacatgctga aagaagtaca gctcatgaat 720 

agactctccc atcccaacat ccttaggtat atcaactccg ggaacctgga acagttgcta 780 

gacagtaacc tgcatttgcc ttggactgtg agggtaaaac tggcctatga catagcagtg 840 

ggcctcagct accttcactt caaaggcatt tttcatcggg acctcacatc taagaactgc 9O0 

ctgataaaga gggatgagaa tggttactct gcagtggtag ctgactttgg cctggctgag 960 

aagatccccg atgtcagcat ggggagtgag aagctggccg tggtgggttc cccattctgg 1020 

atggcacctg aggttctccg agatgagccc tataatgaaa aggcagatgt gttctcttat 1080 

ggtatcatcc tctgcgagat catcgcccgc atccaggccg atccggacta tcttccccgc 1140 

acagagaatt tcgggctgga ctatgatgct ttccagcaca tggtgggaga ctgtccccca 12 OO 

gattttctgc aacttacttt caactgctgt aacatggatc ccaaactgcg cccatctttt 1260 

gtggagattg ggaagaccct ggaggaaatt ctgagccgcc tacaggaaga agagcaggag 1320 

agggatagga agctgcagcc cacagccagg ggactcttgg agaaagcacc tggggtgaag 1380 

cgactaagct cactggatga caagatcccc cacaagtcac catgcccaag acgtaccatc 1440 

tggctgtctc gaagccagtc agatatcttt tcccgtaagc ccccacgtac agtgagtgtc 15O0 

ttggacccat actaccggcc acgagatggt gctgcccgca cccccaaagt caaccctttt 1560 

agtgctcgcc aggacctcat ggggggcaag atcaagtttt ttgacctgcc cagcaagtct 1620 

gtcatctctc tggtatttga cctggatgca ccagggcccg gaactatgcc pctggctgac 1680 

tggcaggagc ccctggcccc acctattcgc cggtggcgtt ccttgcctgg ttcgcctgag 1740 

ttcttgcatc aagaggcttg tccatttgtg ggccgggaag aatcgctatc tgatgggccc 1800 

ccaccacgcc taagtagtct caagtacaga gttaaagaga tcccaccatt ccgggcatct 1860 

gccctaccag ctgctcaagc ccatgaggct atggactgct ccattctcca ggaagaaaat 1920 

ggttttgggt ccaggcccca ggggaccagt ccatgccctg cgggtgcttc tgaggagatg 1980 

gaggtagaag aaaggccagc aggctcaact ccagccacct tctccacctc aggcataggc 2040 

ctgcaaaccc agggaaagca ggatgggtga gggggtttag tccctgcctc accttgggga 2100 

tggaccttca gctgaaacca tatggccccc taggtgcaca gccttgattc ttccctggag 2160 

cctacagagc aggcaggcta ggccaagcca ggctcaactt ctgggctccc agtgcccatt 2220 

ggctgtgtat gacgggaggc agcagtgaga ggccttccta gttagggcca acagctgata 2280 

ccaagcctct gaaatccagc aaggaggtct gcctcccacc agaccctctc cagtgtactt 2340 

ccccagatag gaccagagga tgtctagttc taggctgagc tggcaggcag ctattacccc 2400 

ggttctttcc ccaccccagg tctgtctctt gccttttctt ggggcatata agctactgag 2460 

tggaacatgg agctgatcaa gaggccgtaa cggtcatggc tgtttcccag acctgaatat 2520 

tggggtgctt cttgccagta ttctaagaca tttgagtaat tgctgtttgc acttactgca 2580 

tggtcagacc acgtcactac atttctatgc aaggggacag caaggcagcg tggtggtcat 2640 

ggctcttagc taacctattc aaagaccttt tcctgttgat taatctattt tcatatttat 2700 

aaaggagtct taatgttctg ccccataaga ctttcaacct tgtggttggg agtggggctg 2760 

gttttgtagg ccctagggcc tgcttctatg tatttatcaa catgtgatac attcaattgg 2820 

ttaaatggtt tatacaggga ctgatttgct tcccttcctg ccctggctgg gagctttggg 2880 

gaacagtctg tcccttacag agctgcaata agaaataacc aaagatgaag ctggtcaaat 2940 

attttcataa cttgacttct gttgattttt tttttttgta aaactttccc aaggacattt 3000 

tcagacttaa aaataaagtc agtgttacag gtgctggtca gccttcttac ttgtacctca 3060 

aacactggga taaaggaggc ggtccagggc aatgcagtga tgtctgtcaa gacattcccc 3120 

ctcccctaaa ctcagtagca gttgaggatg acatttcagg ctagagagac ccaaaatacc 3180 

tctgttccac ctgagagcaa ggtgggaagt tgcatcagct acttgcccca agtgagcttc 3240 

atcttctgga ttgtggggct ttgggaggga acgaggagga actgggctct tggggccact 33 00 

gtgaggggta cagctttgcc cactcaaata taccttattg tggcattcag ggagccaggg 3360 

tccagagctg cagggctgcg gtccctggct cacttccaca taggccatca cataacctgt 3420 

cataaaggca tcaaaaccag cccggtgcaa tccatcccca ggcactgggt taggactggc 3480 

ttggctccct ggcacttctg aggtagctct atcagctatt tcaggccttg ctgccttaat 3540 

ccccatctct aagtcatttt tgttgccttg cttggagtga ggcaggttcc tagtttcatc 3600 

ggcagccacc tcctgctcgg tttcttcagg cttgatgcta tccccacaga cctgcttctt 3660 

gggaggacca tccttagctt ccccagaggt ctgtgtcccc ggtaggttca ataaagccct 3720 

cttccgtttt tccctacgtc gtcgccgtcg ccgcttgtcc tctgccgcag cctcatcagt 3780 

gtcaatgata aggtcaatat cgtgagactg aggacactgt ggtcccaggg ggcaccagcc 3840 

ataagccgag aagttgtcac agatgctggt gggatgagga cggtgggttg ctgggggcag 39 OO 

gcagcagcgg taatcaatat ggtccctcat gctggaagga tagttgcaga actccagggt 3960 

aaggtgtggg ctgccagctg cccgctgctt cccattttcc cgttcactgc aacagcgcaa 4020 
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gagggtaatg gtccactagc atataagctc cataagagca gggttttgtg gtctgttttg 4080 
ttcactgctg aatcctcagc acctaaaaca ctgcctgggc acatggtagg agctcaataa 4140 
at 4142 



<210> 2880 
<211> 911 
<212> DNA 

<213> Homo sapiens 



<400> 2680 

tttcgtggaa catggactct gactcttgcg ccgccgcctt ccacccggag gaatactccc 60 

ccagttgcaa gaggcgcagg accgtggaag acttcaacaa attctgcacc tttgtcttgg 120 

cctatgctgg ctacatccct tatccgaagg aggaactccc tttaaggagc agccccagcc 180 

ctgctaacag cactgctggt accattgaca gcgacggctg ggacgcgggt ttctcagaca 240 

tcgcgtcctc agtgcccttg ccagtctctg accgctgctt tagccacctg cagcctactc 3O0 

tcttgcagcg agccaagccc agtaacttcc tgctggacag aaagaaaacg gacaagctga 360 

agaagaagaa gaagaggaag cgcagggaca gtgatgcgcc tgggaaagag gggtacaggg 420 

ggggcttgct gaagctggaa gccgctgacc cctacgtgga gacccccacg agtcccacct 480 

tgcaggatat cccccaggct cccagcgacc cctgctcggg ctgggactcc gatactccct 540 

cgagtggatc ttgtgccact gtgtcacctg atcaggtcaa agaaataaaa actgaaggca 600 

aacggactat cgtccggcgg aagcccagct gatggcgagg aatgatggga atttctcttc 660 
cctccttgag agtatctttc cttccagatg acgattcctg ggacctcgtg acctgcttct - 720 

gcahgaagcc atttgccggc cgccccatga tcgagtgtaa tgagtgccac acctggattc 780 

acctgtcctg tgcgaaaatc cggaaatcca atgttccaga agtgtttgtc tgccaiaaagt 840 

gccgggactc caagtttgac atccgccgtt ccaaccgctc gcggacgggc tcccggaagc 900 

tgttcctgga c 911 



<210> 2881 

<211> 7290 

<212> DNA 

<213> Homo sapiens 



<400> 2881 

cccaggagag gctgcggagc cgcagccgcc cagaccgcgc agcgcgggag gcaggttccg 60 

cacgtgggag gcagcccaag cgcactgagc gcgtggagca gttcctgacc attgcgcggc 120 

gccgcggcag gaggagcatg cctgtctccc tggaggattc tggtgagccc acgtcctgcc 180 

ccgccacaga cgccgagaca gcctccgagg gcagcgtgga aagcgcttct gagaccagaa 240 

gcggccccca gtctgcttcc acagctgtga aggaacgacc agcctcttct gaaaaggtga 3 00 

aaggagggga tgaccacgat gacacctccg atagtgacag cgatggcctg accttgaaag 3 60 

agcttcagaa tcgccttcgc aggaagcggg aacaggagcc cactgagagg cccctgaaag 420 

ggatccagag tcgcctgcgg aagaagcgcc gggaggaggg tcccgccgag actgtgggct 4 80 

ccgaggccag tgacactgtg gagggcgtcc tgcccagtaa gcaggagccc gagaacgatc 540 

agggggttgt gtcccaggct gggaaagatg acagagagag taagttggag ggaaaggcgg 6 00 

ctcaggacat caaagatgag gagcctggag acttgggccg accgaagcct gaatgtgagg 660 

gttacgaccc caacgccctg tattgcattt gccgccagcc tcacaacaac aggtttatga 720 

tttgctgtga ccgctgtgaa gaatggtttc atggcgattg tgtgggcatt tctgaggctc 7 80 

gagggaggct tttggaaagg aatggggaag actatatctg cccaaactgc accattctgc 840 

aagtgcagga tgagactcat tcagaaacgg cagatcagca ggaagctaaa tggagacctg 900 

gagatgctga tggcaccgat tgtacaagta taggaacaat agagcagaag tctagcgaag 960 

accaagggat aaagggtaga attgagaaag ctgcaaatcc aagtggcaag aagaaactca 1020 

agatcttcca gcctggtccc gggcctgtcc ccacccagct gcctgtcctc tggcaggtat 1080 

tggaaattgc tgtgtctaga agcatctctg ccttcacact cttgcactgc attagctgca 1140 

aggtgataga ggcgcctggt gcctcaaaat gtattggccc cgggtgctgt cacgtggcgc 1200 

agcccgactc ggtgtactgc agtaatgact gtatcctcaa acacgccgca gcgacaatga 1260 

agtttctaag ctcaggtaaa gaacagaagc caaagcctaa agaaaagatg aagatgaagc 1320 

cagagaagcc cagtcttccg aaatgcggtg ctcaggcagg ta.ttaaaatc tcttctgtgc 1380 

acaagagacc agctccagaa aaaaaagaga ccacagtgaa gaaggcagtg gtggtccctg 1440 

cgcggagtga agcactcggg aaggaagcag cttgtgagag cagcacgccg tcgtgggcga 1500 
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gcgatcacaa ttacaatgca gtaaagccag aaaagactgc tgctccctcg ccgtcactgt 1560 

tgtataaatc cacgaaggaa gacaggaggt ccgaggagaa agcggcagcc acggcagcct 1620 

caaagaaaac agcccctcca ggctccacgg tgggcaagca gcctgcacct agaaacctcg 1680 

tgccaaagaa gtcttctttt gctaatgtgg cagcagccac accagccatt aaaaagccac 1740 

cctcaggttt caagggcacc atccccaaga ggccatggct ctccgctacc ccatcgagtg 1800 

gtgcttcagc tgccaggcag gccggaccgg cacctgcagc ggcgacggct gcctccaaga 1860 

agttccctgg ctccgctgct ttggtgggag ccgtaaggaa gccagtggta ccttctgttc 1920 

caatggcctc gccagcccca ggacgccttg gggctatgag tgctgcacca tcgcagccaa 1980 

attcacaaat tcggcaaaat atcagacgct ccttaaaaga gattttgtgg aaaagttcct 2040 

tttttttatt ctgttcagag tcaatgacag cgatgactta atcatgacag aaaacgaagt 2100 

aggaaaaatt gccctccata ttgagaagga gatgtttaac ttgtttcaag ttacagataa 2160 

tcggcttaca agagtaaata tcgcagcatc atgttcaact tgaaggaccc taaaaatcag 2220 

ggactcttcc atcgtgttct gcgtgaggaa atctctttgg cgaaacttgt gagactgaag 2280 

ccagaagaac ttgtatctaa agagctttcc acgtggaaag agaggccagc gagatctgtg 2340 

atggagtcca gaactaaact gcacaatgaa agcaagaaga cggcccccag gcaggaggcc 2400 

atccccgatc tggaggactc tccgccagtg tcggattcag aggaacagca agagtcagca 2460 

cgtgctgtcc ctgagaagag cacagcgccg cttctcgacg tcttcagcag catgttgaaa 2520 

gacaccacca gtcagcaccg cgcacacctc ttcgatctca actgtaaaat ttgcacaggc 2580 

caggttccct ccgcagaaga tgagccagct ccgaaaaaac aaaaattgtc agcttctgtt 2640 

aagaaagaag acttaaaatc aaagcatgac agctctgcac ctgacccagc tccggattca 2700 

gctgatgagg tgatgccgga ggctgtgcct gaagttgcct ctgagccagg cctagaaagt 2760 

gcttctcatc caaatgtgga cagaacgtat ttccctgggc ctccaggaga tggccatccc 2820 

gagccctccc cgctggaaga cctgtccccc tgcccagcct cctgtgggag cggggtggtc 2880 

accaccgtca cagtgtccgg ccgggacccc aggaccgctc caagcagttc atgcacagcc 2940 

gtggcctcc$ cagcatcctig cccagacagc acccacatgg tggaagccag acaggatgtg 3000 

ccgaagcctg tcttgacttc tgtgatggtg cccaagtcca tactagctaa gccatcctca 3060 

tctcctgacc caagatacct gtcagttcct ccgtcaccaa atatcagcac ttcagaatca 3120 

cgttcccctc cagagggaga cacgaccctc tttttgtctc gactcagcac catttggaaa 3180 

ggatttatta acatgcagag tgtggcaaaa tttgtcacta aggcgtatcc tgtctctggg 3240 

tgttttgatt acctcagtga ggatttgcct gacacaattc acattggtgg gaggatcgca 3300 

ccgaagacag tttgggatta tgttggcaaa ctcaagtctt ctgtgtctaa ggagctctgt 3360 

ctgatccgct tccaccccgc cacagaggaa gaggaggtcg cctatatctc tctctactcc 3420 

tatttcagca gccgtggccg ctttggtgtt gtagctaata acaacaggca cgtcaaggac 3480 

ctctacctga tcccgctgag cgcccaggac cctgttccat ccaaactctt gccctttgag 354.0 

ggaccaggta agcgccggct ttctgggtgg aggtgaggcc cacctgcacc tgcacccctc 3600 

ctcccactga catgccctgc tgagtcctga ccagcccagg gctctctggg agcaggagtt 3660 

aggagcacag acgcagcggt tagcaatagg attcatcttt gagggcgtag gactgtggca 3 720 

cgagaagtac ccctgattca cagcataaat tgtcttagga gagtttttta gagagggaaa 3780 

aacccacagc ctgcaaccag ctcatcttgg cctcaggtca gagaagactc agtgcccagg 3840 

agcccaaggc tcagccagaa agggaggtga cactcccagc ggccctgctc tttcctctag 3 900 

acagactcgg gagccagcac acaccgggaa gtggctccat cagggatcac ttctctaaca 3960 

gggatggatt tccaggagac ttaacaataa tgacatagaa aactatttct agaaataatt 4020 

attttaaaat ctgcagctca aattgtaata gttcattcat ctttggcaag ctattttgtg 4080 

tttgcacgtt ccttggaaag tactgtattt aaacgattat ttacaaatag cctaaaatac 4140 

atctttgtca agggttgagg gtgattccag gggccacgtg ctctgttagt gaccagctct 4200 

ttcatagccc cttagaagaa gctgatgtga cttcagttag gggttagtat ctgatgccca 4260 

actgaagtgt ctccgtggcc atgcagtccc cagaggattg gtgttctctc aaagcgggtg 4320 

tgtggatcac acagtgtcct ctaaagtgct tcgtcataaa ggcaggtgct gtctggaccc 4380 

tgtgcctcag tgccctctgt ccctgtcacc aggcctcggc gggtgttcct gccatagctg 4440 

tgcagggtgt tcccacccac acccctcatg ccgcacccta gctagctggg gtcctgtagg 4500 

ggccactcca catcttgggc gggacttctg tcgccccagg cacagcccac gttcctactg 4560 

gagcccattc ttcacagctg gagtgggctc agcctatgcc tgtgttgtgg aattatatgt 4620 

ccataaaggg attggttggt atcagtaatt tcagggttaa atatttgctg gcgtagtgca 4680 

ttaaattatt ttagtgccag ataaattttt aaaagcaaag tgctttagtg tgtcccctca 4740 

aatcctactt gggataaaga gatgccacct aatgggtggc agaaaggacc ctggtagagg 4800 

ttcttggtgt tgcttgtgaa gagctctggc cagctccacg tgaccaggga gaggaaaagc 4860 

ccggccctcc tggaggtgaa gaccgagaag ctggcctctc cgcacctgtg aagacccact 4920 

ggtcagttgc aagtgcgaca gtgtgtgcac tcagtgcaga cactgcagca cctcagcacc 4980 

tccctaccgg ggtggaaaga gcactttttc tttacagaaa catgattctt agatagcgag 5040 

cctccccttt ttaaaacaat tgaagcgata tttcatcctt tcttgagctt ctctccctgc 5100 

tcatctccaa acttggagct gtcaggtgag cacaggttgt agggtgttga gcgagccccg 5160. 

gcgcatgcqg ggcaccgggt tccccacact gggcagtgac ggggcccagg gaggccacca 5220 

gaggagcggc gcctccattc tccccacagc aagggctggc tgtgcaggtg cagccccggg 5280 

gcagagggaa aggacaggtc tcccagcacc tcccggatgg caccgggaca aggagggctg 5340 
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ggctggggtc actcaccttg tctgctgagt gcgatggcac caaccaccca cactgtcagc 5400 

tccgcgacca gctgggggaa cgtcacactc gcccaccaag gcacttgctg aggccacgac 5460 

gccgcctgac ggggacacac aaaagcccca gggactttga tccacgataa agagcagagg 5520 

cgtctgggta aagtaacaca gggcaaggga ctttagaaaa gtaacagcta gtgaaacctt 5580 

tccatacact tcagaaatgt tttaacttaa gacttcagta taatgttaac ttctcctgat 5640 

gtccttgttg acatgaatgc gtgtgcgtga aatctcacac acttccatgg tcactaaaca 5700 

gccttcaccc cgggccaggc catcgggtac tcggcccgct tcacgtactg attacttgac 5760 

ttggcgtttt ctagatataa acatgtacat gtgtgtcctg gctttgtggt gtaaatgtgt 582 0 

agtgcgtgtg catgtgcgcg cgtgtgtgtg tgtaaggcta ggtcctggca cgtttcccct 588 0 

gtctcagcgg accctgtcct cacggagata gcccagaagc ccttggacag cacaggccac 594 0 

acctgagggt gctgatggtg gtgactccac agagctgtgg tcaggggtga gcatgtgctg 60 OO 

cgcagcttgg agtcacgccc ccagaagtgc tgggtgaggg tctgcaggac ccagctccat 606 0 

tccacagcct cagttctctg cggcacatgc agcacaggcc tgaaggagac ctggcgcccc 6120 

agccttgagc tgcccgtctg catcagggca ctgatgtggg agcatcttcc cctggggatg 6180 

ttaaggagaa ggtcctgttg ggggtagaga ttcacgcaga aaagagtgac tgactcgtcc 6240 

gtgtgcctca gtttatacca cacaattgca ggtgtccatg cctcccacac atggggacct 6300 

agtgggtttt gacagcgtgg tgtccagtcc tagccccctc agtgcttgct gttcacactt 6360 

aagcaagtga aggcctgaag gtgcccagct gtgccctcag gggaaactta agtcacccgc 6420 

cctgtcagca cttggccctt gtcgggcagt gagagtggag ctgcccccgc agcaccctca 6480 

ggagccatgc agttcacagc agtagctgga tctccctgag gacatttgtc cttgcatatc 6540 

ttaatgattt gtccacagaa acaccgggtt gtcttcctct gcccctctgc cccgcagtgg 6600 

gggcactctc tgtaactcag catcacagtg gggggcagct gggaggcctg gttccaggtg 6660 

accttctcca cctagatgtt caccccactc agttccagct ttaccaacag ggccccccgc 6720 

aggaacttgg ggtcgcagag tcccggcctg tctcagggcc ttgttcatgg aagggagatg 6780 

agtcaggttg aaagctcatc gtgtagggtt ctgtgcgggg cccttacagg actggaccgc 6840 

agccaagatg cctgcctgtt aaccatgccc agcccccgtc atttccgcgt gaagccgcag 6900 

gcctcggagc cttggtctga aatgcctgtg gagtaacctc ggtccataaa catgggtgca 696 0 

cagtctgttc tccccaagta cagggcagga ggaaacaccg ccctctgtag ctgctcgaat 7020 

ggaaagggct cttttctctg aggtctttat acattagaaa gctcttctgg gaagaatgtt 7080 

tgaatccata gtgtctttct gtattcactt ttaattgctt tctaaattag ctgagaaatt 7140 

ctgacttgaa atattgtcag gtaagcattt cttcagtttt catgtgtgta tgtaacagta 7200 

gctttgcatg gaaattgtaa tcagagtcaa atacagtatt gaatggaatg tactgccttc 7260 

tcctcctaaa tcaataaaca tctttcatgg 7290 



<210> 2882 
<211> 3486 
<212> DNA 

<213> Homo sapiens 



<400> 2882 

cgcccagcag cccgtgggca ggcgcggcgg agcgagcggg gccggcggcg ggcgccgagg 6 0 

gacgccgagg cctcgggcgg gggctggccc ggggttccag gtctccagtg ggggctgcag 12 0 

actaagcaaa atgaggcggt tcctgaggcc agggcatgac cctgtgcggg agaggctcaa 18 0 

gcgggacctg ttccagttta acaagacggt ggagcatggc ttcccgcacc agcccagcgc 240 

cctcggctac agcccgtccc tgcgcatcct ggccatcggc acccgttctg gagccatcaa 300 

gctctacgga gccccaggcg tggagttcat ggggctgcac caggagaaca acgctgtgac 360 

gcagatccac ctcctgcccg gccagtgcca gctggtcacc ctgctggatg acaacagcct 42 0 

gcacctttgg agcctgaagg tcaagggcgg ggcatcggag ctgcaggagg atgagagctt 48 0 

cacactgcgt ggacccccag gggctgcccc cagtgccaca cagatcaccg tggtcctgcc 54 0 

acattcctcc tgcgagctgc tctacctggg caccgagagt ggcaacgtgt ttgtggtgca 60 0 

gctgccagct tttcgtgcgc tggaggaccg gaccatcagc tcggacgcgg tgctgcagcg 660 

gttgccagag gaggcccgcc accggcgtgt gttcgagatg gtggaggcac tgcaggagca 72 0 

ccctcgagac cccaaccaga tcctgatcgg ctacagccga ggcctcgttg tcatctggga 780 

cctacagggc agccgcgtgc tctaccactt cctcagcagc cagcaactgg agaacatctg 84 0 

gtggcagcgg gacggccgcc tgctcgtcag ctgtcactct gacggcagct actgccagtg 90 0 

gcccgtgtcc agcgaagccc agcaaccaga gcccctccgc agcctcgtgc cttacggtcc 960 

ctttccttgc aaagcgatta ccagaatcct ctggctgacc actaggcagg gggttgccct 1020 

tcaccatctt ccagggUggc atgccacggg ccagctacgg ggaccgccac tgcatctcag 1080 

tgatccacga tggccagcag acggccttcg acttcacctc ccgtgtcatc ggcttcactg 1140 

tcctcacaga ggcagaccct gcagccacct ttgacgaccc ctatgccctg gtggtgctgg 12 OO 

ctgaggagga gctggtggtg attgacctgc agacagcagg ctggccaccg gtccagctgc 1260 



4571 



wo 01/57190 



PCT/USOl/04098 



cctacctggc ttctctgcac tgttccgcca tcacctgctc tcaccacgtc tccaacatcc 1320 

cgctgaagct gtgggagcgg atcattgccg ccggcagccg gcagaacgca cacttctcca 1380 

ccatggagtg gccaattgat ggtggcacca gcctgacccc agccccaccc cagagggacc 1440 

tgctgctcac agggcacgag gacggcacgg tgcggttctg ggatgcctcg ggtgtctgcc 1500 

tgcggctgct ctacaaactc agcactgtgc gcgtgttcct caccgacacg gaccccaacg 1560 

agaacctcag tgcccagggc gaggacgagt ggcccccact ccgcaaggtg ggctcctttg 1620 

acccctacag tgatgacccc cggctgggca tccagaagat cttcctctgc aagtacagcg 16 80 

gctacctggc tgtggcaggc acggcagggc aggtgctggt actggaactg aatgacgagg 1740 

cagcggagca ggctgtggag caggtggagg ccgacctgct gcaggaccaa gagggctacc 1800 

gctggaaggg gcacgagcgc ctggcagccc gctcagggcc cgtgcgcttt gagcctggct 1860 

ttcagccctt cgtgttggtg cagtgtcagc ccccggctgt ggtcacctcc ttggccctgc 1920 

actctgagtg gcggctcgtg gccttcggca ccagccatgg ctttggcctc tttgaccacc 1980 

agcagcggcg gcaggtcttt gttaagtgca cactgcaccc cagtgaccag ctggccttgg 2040 

asrgSfcccact ctcccgcgtc aagtccctca agaagtcctt gcgtcagtca ttccgccgga 2100 

tgcgtcggag ccgggtgtcc agccggaagc ggcacccggc tggcccccca ggagaggcac 2160 

aggaggggag tgccaaggct gagcggccag gcctccagaa catggagctg gcgcctgtgc 2220 

agcgcaagat cgaggctcgc tcggcagagg actccttcac aggcttcgtc cggaccctgt 2280 

actttgctga cacctacctg aaggacagct cccggcactg cccctcgctg tgggctggca 2340 

ccaatggggg caccatctat gccttctccc tgcgtgtgcc tcccgccgag cggagaatgg 2400 

atgagcctgt gcgggcagag caggccaagg agatccagct gatgcaccgg gcgccggtgg 2460 

tgggcatcct ggtgctcgac ggacacagcg taccccttcc cgagcccctc gaagtggccc 2520 

atgatctgtc gaagagccct gacatgcagg gaagccacca gctgctcgtc gtatcagagg 2580 

agcagttcaa ggtgttcacg ctgcccaagg tgagtgccaa gctgaagttg aagctgacgg 2640 

ccctggaggg ctcaagagtg cggcgggtca gcgtggccca cttcggcagt cgtcgagccg 2700 

aggactacgg ggagcaccac ctggcagtcc ttaccaacct gggcgacatc caggtggtct 2760 

cgctgcccct gctcaagccc caggtgcgct acagctgcat ccgccgggag gacgtcagtg 2820 

gcatcgcctc ctgcgtcttc accaaatatg gccaaggctt ctacctgatc tcaccctcgg 2880 

agtttgagcg cttctctctc tccaccaagg gggctggtgg agccccggtg tctggtggat 2940 

tcagcagaaa ccaagaacca ccgccctggt aacggtgcgg gccccaagaa ggccccgagc 3000 

cgagccagga actcagggac tcagagtgat ggcgaggaga agcagcccgg cctggtgatg 3060 

gagcgcgctc tgctcagtga tgagagagcg gcaactgggc gttcacatcg agccgccgtg 3120 

gggtgcagcc tcagcaatgg cggagcagag tgagtggctg agcgtccagg ctgcgcgatg 3180 

agcacacact actactgatg gcctttcggg ggtccctgcc ccaaccggag aggccggtgc 3240 

acagggcccc gccaggggct gggggcatcc cggcttccac aatgcagctg ctctgggcct 33 00 

cgggagagga gagaccccag tcccctgggc tgcccttccc gggcctcgtc tgtctgggtc 3360 

ctttggtcaa tgttgcacag tttttattgc tcccatccct ttttgtagtg ggctgggttt 3420 

taagttataa atgttaactg cctctgggtg aaaaagtttt taataaacac ctattacctc 3480 

ttgaaa 3486 



<210> 2883 

<211> 3486 

<212> DNA 

<213> Homo sapiens 



<400> 2883 

cgcccagcag cccgtgggca ggcgcggcgg agcgagcggg gccggcggcg ggcgccgagg 60 

gacgccgagg cctcgggcgg gggctggccc ggggttccag gtctccagtg ggggctgcag 120 

actaagcaaa atgaggcggt tcctgaggcc agggcatgac cctgtgcggg agaggctcaa 180 

^cgggacctg ttccagttta acaagacggt ggagcatggc ttcccgcacc agcccagcgc 240 

cctcggctac agcccgtccc tgcgcatcct ggccatcggc acccgttctg gagccatcaa 300 

gctctacgga gccccaggcg tggagttcat ggggctgcac caggagaaca acgctgtgac 360 

gcagatccac ctcctgcccg gccagtgcca gctggtcacc ctgctggatg acaacagcct 420 

gcacctttgg agcctgaagg tcaagggcgg ggcatcggag ctgcaggagg atgagagctt 480 

cacactgcgt ggacccccag gggctgcccc cagtgccaca cagatcaccg tggtcctgcc 540 

acattcctcc tgcgagctgc tctacctggg caccgagagt ggcaacgtgt ttgtggtgca 600 

gctgccagct tttcgtgcgc tggaggaccg gaccatcagc tcggacgcgg tgctgcagcg 660 

gttgccagag gaggcccgcc accggcgtgt gttcgagatg gtggaggcac tgcaggagca 720 

ccctcgagac cccaaccaga tcctgatcgg ctacagccga ggcctcgttg tcatctggga 780 

cctacagggc agccgcgtgc tctaccactt cctcagcagc cagcaactgg agaacatctg 840 ' 

gtggcagcgg gacggccgcc tgctcgtcag ctgtcactct g.acggcagct actgccagtg 900 

gcccgtgtcc agcgaagccc agcaaccaga gcccctccgc agcctcgtgc cttacggtcc 960 



4572 



wo 01/57190 



PCT/USOl/04098 



ctttccttgc aaagcgatta ccagaatcct ctggctgacc actaggcagg gggttgccct 102 0 

tcaccatctt ccagggtggc atgccacggg ccagctacgg ggaccgccac tgcatctcag 108 0 

tgatccacga tggccagcag acggccttcg acttcacctc ccgtgtcatc ggcttcactg 1140 

tcctcacaga ggcagaccct gcagccacct ttgacgaccc ctatgccctg gtggtgctgg 1200 

ctgaggagga gctggtggtg attgacctgc agacagcagg ctggccaccg gtccagctgc 1260 

cctacctggc ttctctgcac tgttccgcca tcacctgctc tcaccacgtc tccaacatcc 1320 

cgctgaagct gtgggagcgg atcattgccg ccggcagccg gcagaacgca cacttctcca 1380 

ccatggagtg gccaattgat ggtggcacca gcctgacccc agccccaccc cagagggacc 1440 

tgctgctcac agggcacgag gacggcacgg tgcggttctg ggatgcctcg ggtgtctgcc 1500 

tgcggctgct ctacaaactc agcactgtgc gcgtgttcct caccgacacg gaccccaacg 1560 

agaacctcag tgcccagggc gaggacgagt ggcccccact ccgcaaggtg ggctcctttg 1620 

acccctacag tgatgacccc cggctgggca tccagaagat cttcctctgc aagtacagcg 1680 

gctacctggc tgtggcaggc acggcagggc aggtgctggt actggaactg aatgacgagg 1740 

cagcggagca ggctgtggag caggtggagg ccgacctgct gcaggaccaa gagggctacc 1800 

gctggaaggg gcacgagcgc ctggcagccc gctcagggcc cgtgcgcttt gagcctggct 1860 

ttcagccctt cgtgttggtg cagtgtcagc ccccggctgt ggtcacctcc ttggccctgc 1920 

actctgagtg gcggctcgtg gccttcggca ccagccatgg ctttggcctc tttgaccacc 1980 

agcagcggcg gcaggtcttt gttaagtgca cactgcaccc cagtgaccag ctggccttgg 2040 

agggcccact ctcccgcgtc aagtccctca agaagtcctt gcgtcagtca ttccgccgga 2100 

tgcgtcggag ccgggtgtcc agccggaagc ggcacccggc tggcccccca ggagaggcac 2160 

aggaggggag tgccaaggct gagcggccag gcctccagaa catggagctg gcgcctgtgc 2220 

agcgcaagat cgaggctcgc tcggcagagg actccttcac aggcttcgtc cggaccctgt 2280 

actttgctga cacctacctg aaggacagct cccggcactg cccctcgctg tgggctggca 2340 

ccaatggggg caccatctat gccttctccc tgcgtgtgcc tcccgccgag cggagaatgg 2400 
atgagcctgt gcgggcagag caggccaagg agatccagct gatgcaccgg gcgccggtgg - 2460 

tgggcatcct ggtgctcgac ggacacagcg taccccttcc cgagcccctc gaagtggccc 2520 

atgatctgtc gaagagccct gacatgcagg gaagccacca gctgctcgtc gtatcagagg 2580 

agcagttcaa ggtgttcacg ctgcccaagg tgagtgccaa gctgaagttg aagctgacgg 2640 

ccctggaggg ctcaagagtg cggcgggtca gcgtggccca cttcggcagt cgtcgagccg 2700 

aggactacgg ggagcaccac ctggcagtcc ttaccaacct gggcgacatc caggtggtct 2760 

cgctgcccct gctcaagccc caggtgcgct acagctgcat ccgccgggag gacgtcagtg 2820 

gcatcgcctc ctgcgtcttc accaaatatg gccaaggctt ctacctgatc tcaccctcgg 2880 

agtttgagcg cttctctctc tccaccaagg gggctggtgg agccccggtg tctggtggat 2940 

tcagcagaaa ccaagaacca ccgccctggt aacggtgcgg gccccaagaa ggccccgagc 3000 

cgagccagga actcagggac tcagagtgat ggcgaggaga agcagcccgg cctggtgatg 3060 

gagcgcgctc tgctcagtga tgagagagcg gcaactgggc gttcacatcg agccgccgtg 3120 

gggtgcagcc tcagcaatgg cggagcagag tgagtggctg agcgtccagg ctgcgcgatg 3180 

agcacacact actactgatg gcctttcggg ggtccctgcc ccaaccggag aggccggtgc 3240 

acagggcccc gccaggggct gggggcatcc cggcttccac aatgcagctg ctctgggcct 3300 

cgggagagga gagaccccag tcccctgggc tgcccttccc gggcctcgtc tgtctgggtc 3360 

ctttggtcaa tgttgcacag tttttattgc tcccatccct ttttgtagtg ggctgggttt 3420 

taagttataa atgttaactg cctctgggtg aaaaagtttt taataaacac ctattacctc 3480 

ttgaaa 3486 



<210> 2884 

<211> 5254 

<212> DNA 

<213> Homo sapiens 



<400> 2884 

99tgactcag gaggacccct ggtctgcgag gagccctctg gccggttctt tctggctggc 60 

atcgtgagct ggggaatcgg gtgtgcggaa gcccggcgtc caggggtcta tgcccgagtc 120 

accaggctac gtgactggat cctggaggcc accaccaaag ccagcatgcc tctggccccc 180 

accatggctc ctgcccctgc cgcccccagc acagcctggc ccaccagtcc tgagagccct 240 

gtggtcagca cccccaccaa atcgatgcag gccctcagta ccgtgcctct tgactgggtc 300 

accgttccta agctacaaga atgtggggcc aggcctgcaa tggagaagcc cacccgggtc 360 

gtgggcgggt tcggagctgc ctccggggag gtgccctggc aggtcagcct gaaggaaggg 420 

tcccggcact tctgcggagc aactgtggtg ggggaccgct ggctgctgtc tgccgcccac 480 

tgcttcaacc acacgaaggt ggagcaggtt cgggcccacc tgggcactgc gtccctpctg 540 

ggcctgggcg ggagcccggt gaagatcggg ctgcggcggg tagtgctgca ccccctctac 600 

aaccctggca tcctggactt cgacctggct gtcctggagc tggccagccc cctggccttc 660 
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aacaaataca tccagcctgt ctgcctgccc ctggccatcc agaagttccc tgtgggccgg 720 

aagtgcatga tctccggatg gggaaatacg caggaaggaa atgccaccaa gcccgagctc 780 

ctgcagaagg cgtccgtggg catcatagac cagaaaacct gfcagtgtgct ctacaacttc 840 

tccctcacag accgcatgat ctgcgcaggc ttcctggaag gcaaagtcga ctcctgccag 900 

gtgagtggca tcaaggcgct gtacgagtcg gagctggccg atgcccggag agtcctggat 960 

gagacggctc gagagcgtgc ccggctgcag atagagattg ggaagctgag ggcagagttg 1020 

gacgaggtca acaagagcgc caagaagagg gagggcgagc ttacggtggc ccagggccgt 1080 

gtgaaggacc tggagtccct gttccaccgg agcgaggtgg agctggcagc tgccctcagc 1140 

gacaagcgcg gcctggagag tgacgtggct gagctgcggg cccagctggc caaggccgag 12 00 

gacggtcatg cagtggccaa aaagcagctg gagaaggaga cgctgatgcg tgtggacctg 1260 

gagaaccgct gccagagcct gcaggaggag ctggacttcc ggaagagtgt gttcgaggag 1320 

gaggtgcggg agacgcggcg gcggcacgag cggcgcctgg tggaggtgga cagcagccgg 1380 

cagcaggagt acgacttcaa gatggcacag gcgctggagg agctgcggag ccagcacgac 1440 

gagcaagtgc ggctctacaa gctggagctg gagcagacct accaggccaa gctggacagc 1500 

gccaagctga gctctgacca gaacgacaag gcggccagtg cggctcgcga ggagctgaag 1560 

gaggcccgca tgcgcctgga gtccctcagc taccagctct ccggcctcca gaagcaggcc 1620 

agtgccgctg aagatcgcat tcgggagctg gaggaggcca tggccgggga gcgggacaag 1680 

ttccggaaga tgctggacgc caaggagcag gagatgacgg agatgcggga cgtgatgcag 1740 

cagcagctgg ccgagtacca ggagctgctg gacgtgaagc tggccctgga catggagatc 1800 

aacgcctacc ggaagctcct ggagggcgag gaggagaggc tgaagctgtc ccccagccca 1860 

tcctcgcgcg tcaccgtctc acgagccacc tcgagcagca gcggcagctt gtccgccacc 1920 

gggcgcctgg gccgcagtaa gcggaagcgg ctggaggtgg aggagccctt gggcagcggc 1980 

ccaagcgtcc tgggcacggg cacgggtggc agcggtggct tccacctggc ccagcaggcc 2040 

tcggcctcgg gcagcgtcag catcgaggag atcgacctgg agggcaagtt tgtgcagctc 2100 

aagaacaact cggacaagga tcagtctctg gggaactgga gaatcaagag gcaggtcttg 2160 

gagggggagg agatcgccta caagttcacg cccaagtaca tcctgcgcgc cggccagatg 2220 

gtcacggtgt gggcagctgg tgcgggggtg gcccacagcc ccccctcgac gctggtgtgg 2280 

aagggccaga gcagctgggg cacgggcgag agcttccgca ccgtcctggt taacgcggat 2340 

ggcgaggaag tggccatgag gactgtgaag aagtcctcgg tgatgcgtga gaatgagaat 2400 

ggggaggaag aggaggagga agccgagttt ggcgaggagg atcttttcca ccaacagggg 2460 

gacccgagga ccacctcaag aggctgctac gtgatgtgaa cccacactcc tcatccacac 2520 

acctttcttt acccagagcc actgaaaact atttttatat cattggcttt ctttagttct 2580 

tgatacattt ctagagaatt tctaagcgaa ctgccagaac gtgtgggtgg gtctccccca 2640 

gccctccctc ctggcgggtc tcctccagcc tcacttcgct gccacttcgc cgctgccccg 2700 

gagacttttc aatcccaccc cactcctcat ctcaccattt ggtcaaattg gaagcccagg 2760 

gccaggaccc ggaggtttag aagatgcttg ggcttggagg gaggagggcc ggcgaggcta 2820 

gcgaggggac aggagacggc cctgctgcgg acggagcgcg gaaactgcgt aggaattcag 2880 

tggtggtggg ttttttttaa ggctttctac aaaaccaaat tcagaatcca ggcgtcgacc 2940 

tggtggggcc cggggccaag cctgcattct ggctgcccag cttcggacag cgggaactcc 3000 

tcaggcagcc acgcagcggg tgtgggccag catggggatg gcgtggcccc cagggcgggt 3060 

tttcactccg ctgcctgggc ttccagattc ccgttctggc agcgcaccgg ccgggtttct 3120 

cggaccgttg actttatttg ggggagtttt cccgcagttc agttcctgac tgtgcagggc 3180 

caacagggca ggggagggga agacctgggg aaggaagaat gaggacagtc ccgtcgtaag 3240 

acctgtcaca acaataagca gggaggggag atgtggaggg gacacatctg gttgccttgg 33 00 

aggcagaagc tgtgagtttc agaacagctg tctgcaggga acgccaccat gttgaccctc 33 60 

tggaggagag cgctgtggag cccctcccgt gttccagctc cgtctgccct gtgcctatat 3420 

atacacatgc gtctatccat actgtgcttt tatctgtgat tttctcgctg aaaccatgtt 3480 

tctcagacag gccaaggcca cctgactcct atcacgacgc acccaagccc ctcagtccag 3540 

cttcccaatg cctggcaccc cccttcggca atagctcacc gtttacaccc tccctcatag 3600 

atacacagaa gttatttttt taatggatat ttattttttt acattggtca gtacacaggt 3660 

caggagctca cgccagggcc ttgaggacag gctgaccctc ctccccgggg tggcgtgggg 3720 

ctggggcacc ctccgacggc agagcctcct tcagaaagtg cagctcaagt cttaaagaca 3780 

ccaaaactga gccatgggca cgcgccgtct ccgggccatg gcgttcactg cagggcgggg 3840 

gcggcaccgc tcccctgtga ctgcatcccg cctccctggg gacctgcctg tggcaggaag 3900 

gaatgggggg ccccagcccc aggccgggaa ggagccagcg gccgacaaag cagaaacacc 3960 

cgctgctcca cgtagcccct gctcgctgtc cttgctctca gaagtcccgg tcccatgtag 4020 

atagaggggg gcgcatctta ccaaagcatt tcctcctgga ggctacgccg ctgtgctccc 4080 

agtcaggcgg ctggtaggga gctttgcctg ccccggggat accctctgcc agccgctgga 4140 

agtgggaatg ctggcgacag actgtgtcct ctttcccacc ttcatagcag gaatcacccg 4200 

gacccgactg gctgggcttc gtgctagcga gggttctggg ggtgggtctt ggtgatcttg 4260 

tcctatgggg agtctgcagt ggtctcagcc acatcctatg tattttggct ctggaggagc 4320 

aaagctgtat cctggagttg gtctgtgatt tgccgacagc cttgcaggct gggctcaggg 4380 

acaaagtccc ccccaaaacc cgcaggtcct catgtccaga cgctgcccag tcctgtcctg 4440 

aaaacagcac gccccaggcc cacagaaccc cccaccctac atttgccttg ggtggagctg 4500 
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ggggtggtcc taggactgcg ggtgccctta gctgaagggg gtggggagaa gcgtggactg 4560 

ggcagcctgt gggtaattgg aggttcattg agaattgagt ctttggaaac actaagaaaa 462 0 

tcaaattttt aaaagttatt tatggcctgg gaaacaattt gcatttgtcc ccaaatacgc 4680 

ttagctgtgt gccgcttaga acgatgcgaa accatccctc tgtgtaagcc cgtgccgtgt 474 0 

gactcgaagc ctagcgccct ccctgcgaag catcagacgc cacccagccc tggggggagg 4800 

cccacgcctg ctggaccaac gcgggttctg gggtgcacag cgccaggtta acgctgaagc 486 0 

ctgccccgct gagcccagga gccgggaggc ctgcgggctg acccagaatc cgatcatgca 492 0 

cctgtcctca tgccagcggc tttggctggg gttggtctga agcctgcacg cggcagttct 4980 

ttgttaaaga tctgagggac tcctcagtcc tggggcgtcg ccgcctgcag cctcttccaa 5040 

gccctgcgtc cagcgagcgt cacagcacaa cctgcaaaaa cggagctggg ctgcagctgg 510 0 

ggctggcatg gactttcatt tcagagattc ggtttttaag aagatgcatg cctaatgtgt 5160 

tctttttttt ttccaatgat ttgtaatata cattttatga ctggaaactt ttttgtacaa 522 0 

cactccaata aacatitttga ttttaaaaaa aaaa 5254 



<210> 2885 

<211> 2123 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<222> (1) . . . (2123) 

<223> n ss a,t,c or g 



<400> 2885 

aggtaccgcg ccggaattcc cggggacggt cgcaaggatt acattcgcct gacccggccc 60 

ggcttgaccc tgcccgggcg cgccatgttc gcgcgtgggt cccggaggcg ccgctccggg 120 

• cgtgcgcctc cagaggcaga ggacccagac cggggccagc cctgcaactc ctgtagggag 180 

cagtgccctg gcttcctgct ccacggctgg agaaagatct gccagcattg caaatgcccg 240 

cgggaggagc atgcagtgca cgcggtgcct gtggacctgg aacgcatcat gtgtcggcta 300 

atctcggact tccagcgcca ctccatctcc gacgacgact caggctgtgc atcggaggag 360 

tatgcctggg tgcccccagg ccttaagccg gagcaggtat atcaattttt cagctgcctc 420 

ccagaggaca aggtccccta cgtcaacagt cctggggaga aatacaggat caagcagctg 480 

ctgcaccagc tgcccccaca cgacagtgag gcacagtact gcacagcact tggaagaagg 540 

aggaaaagaa agagctccga gcctttagcc agcagcggaa gcgggagaat cttggggcct 600 

tggcatcgtg cgcatcttcc cggtgaccat cacttggggc catcttgtga ggagtgcgga 660 

aagcagattg gaggtgggga catcgcagtg ttttgccagc cgtgcaagcc ttgggttgct 720 

gnttggacaa ccaagttgct ttcgtgtgta ccacgtgcca ggaactgctg gttgacctca 780 

tctacttcta ccatgttggc aaggtctact gcgggcgtca ccatgccgaa tgcctgcgtc 840 

cacgctgcca agcctgtgac gagatcatct tctcccctga gtgcacggag gctgagggcc 900 

gccactggca catggatcac ttctgctgct ttgagtgtga agcttcacta ggagggcagc 960 

gctatgtcat gcgtcagagc cgcccccact gctgcgcctg ctacgaggcc cgccacgcgg 1020 

agtactgtga tggctgtggg gagcacatcg gcctggacca aggccagatg gcttacgagg 1080 

gccagcactg gcatgcctca gaccgctgct tctgctgtag tcgctgtggg cgggccctgc 1140 

tgggccgccc attcctgcca cgccgaggcc taatcttctg ctctcgagcc tgcagccttg 1200 

ggtccgagcc cacagctcca gggccgagcc gccgcagctg gagtgccggc cctgtcacag 1260 

ccccacttgc agcctccaca gcctctttct ctgctgtgaa gggggcatca gagaccacca 1320 

ccaaaggcac cagcacagag ttagcgccag ctacaggccc tgaggagccc tcccgctttc 1380 

tgagaggggc tccccaccgc cactccatgc cggaactggg gctccgcagt gtccccgagc 1440 

cgcccccaga gtcccccggc cagcctaacc tgcgcccaga tgatagtgcc ttcggtcgtc 1500 

agagcacccc acgcgtcagc ttccgcgacc ctctggtgtc tgaaggaggc ccgcgccgga 1560 

ccctgagtgc acccccggcc cagcgccgca ggccacgcag tcccccaccc agggccccca 1620 

gccgtcgccg ccaccatcat cataatcacc atcaccatca caaccgccac ccaagcagac 1680 

gtcgccacta tcaatgtgac gcgggatcag ggtcagactc ggaatcttgc tccagctcgc 1740 

cctccagttc cagttccgaa tcatcagagg atgatggctt cttcctagga gagcgcatcc 1800 

ctctgccccc gcatttgtgc aggcccatgc ctgctcagga cactgcaatg gagaccttca 1860 

actccccatc tttatcgctc cccagggact ctcgcgcagg gatgcctcgt caggcccgag 1920 

acaagaactg catcgtggct tgaaggcagg ccgtcctgga gggggctcca ttctccagtc 1980 

agagtagatg atgaggccca tgcccctcac ccccacgccc cgcccctaca acctaagtca 2040 

taaatcctct tcctccctcc tttatcagat tggttctatt tttggttctg gtttagagac 2100 

ttggtctacc ctattggcca ggc 2123 
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<210> 2886 

<211> 6844 

<212> DNA 

<213> Homo sapiens 

<400> 2886 

tttcgtgtgg agggtcttct atgtccatgc ctcgtgcatg cctcctaggg caaggtcctg 60 

ggaaggagcc catgccccag tgggaatgca tgtggcagag gcacacgcat gctcctcaca 120 

gcagcaacaa atgccccctg cacagttttg gatgttggag tggctgctgc acctgtgcgc 180 

tttcctatct acacccagct tcccccactg gtgttgctgc tccaatcctc acggttctat 240 

tgcagataaa cccgaggaga tagtcccggc ctccaagccc tcccgcgctg ctgagaacat 300 

ggctgtggaa ccgagggtgg cgaccatcaa gcagcggccc agcagccggt gcttcccggc 360 

gggctcagac atgaactctg tgtacgaacg ccaaggaatc gccgtgatga cgcccactgt 420 

tcctgggagc ccaaaagccc cgtttctggg catccctcga ggtacgatgc gaaggcagaa 480 

atcaatagac agcagaatct ttctatcagg aataacagag gaagagcggc agtttctggc 540 

tcctccaatg ctgaagttca ccagaagcct gtccatgccg gacacctctg aggacatccc 600 

ccctccaccg cagtctgtgc ccccgtcccc accaccacct tccccaacca cttacaactg 660 

ccccaagtcc ccaactccaa gagtctacgg gacgattaag cctgcgttca atcagaattc 720 

tgccgccaag gtgtcccccg ccaccaggtc cgacaccgtg gccaccatga tgagggagaa 780 

ggggatgtac ttcaggagag agctggaccg ctactccttg gactctgaag acctctacag 840 

tcggaatgcc ggcccgcaag ccaacttccg caacaagaga ggccagatgc cagaaaaccc 900 

atactcagag gtggggaaga tcgccagcaa agccgtctac gtccccgcca agcccgccag 960 

gcggaagggg atgctggtga agcagtccaa cgtggaggac agccccgaga agacgtgctc 1020 

catccctatc ccgaccatca tcgtgaagga gccgtccacc agcagcagcg gcaagagcag 1080 

ccagggcagc agcatggaga tcgaccccca ggccccggag ccaccgagcc agctgcggcc 1140 

tgacgaaagc ctgaccgtca gcagcccctt tgccgccgcc atcgccggag ccgtccgcga 1200 

ccgtgagaag cggctggaag ccaggaggaa ctccccggcc ttcctctccg cagacctggg 1260 

ggatgagcat gtgggcctgg ggccacccgc ccccaggacg cggccctcca tgttccccga 1320 

ggagggggat tttgctgacg aggacagcgc tgagcagctg tcatccccca tgccgagtgc 1380 

cacgcccagg gagcccgaaa accatttcgt gggtggcgcc gaggccagtg ctccgggtga 1440 

ggctgggagg ccgctgaatt ccacgtccaa agcccagggg cccgagagca gcccagcagt 1500 

gccctccgcg agcagcggca cagccggccc cgggaattat gtccacccac tcacagggcg 1560 

gctgcttgat cccagctccc cgctggccct ggcactctcc gcaagggacc gagccatgaa 1620 

gga-9tctcaa cagggaccca aaggggaggc ccccaaggcc gacctcaaca aacctcttta 1680 

cattgatiacc aaaatgcggc ccagcctgga tgccggcttc cctacggtca ccaggcagaa 1740 

cacccgggga cccctgaggc ggcaggagac ggagaacaag tacgagaccg acctgggccg 1800 

agaccggaaa ggcgatgaca agaagaacat gctgatcgac atcatggaca cgtcccagca 186 0 

gaagtcggct ggcctgctga tggtgcacac cgtggacgcc actaagctgg acaacgccct 1920 

gcaggaagag gacgagaagg cagaggtgga gatgaagcca gacagctcgc cgtccgaggt 1980 

gccagaaggt gtttccgaaa ccgaaggtgc tttacagatc tccgctgccc ccgagcccac 204 0 

caccgtgccc ggcagaacca tcgtcgcggt gggctccatg gaagaggcgg tgattttgcc 2100 

attccgcatc cctcctcccc ctctggcatc cgtggacttg gatgaggatt ttatttttac 2160 

agagccattg cctcctcccc tggaatttgc aaatagtttt gatatccccg atgaccgggc 2220 

agcttctgtc ccggctctct cagacttagt gaagcagaag aaaagcgaca cccctcagtc 2280 

cccttcgttg aactccagcc aaccaaccaa ctctgcagac agcaagaagc cagccagtct 2340 

ttcaaactgt ctgcctgcct cattcctgcc accccctgaa agctttgacg ccgtcgccga 2400 

ctctgggatc gaggaggtgg acagccggag tagcagcgac caccacctcg agacgaccag 2460 

cactatctcc accgtgtcta gcatctccac cctgtcttcc gaaggtggag agaatgtgga 2520 

cacctgcaca gtctatgcag atgggcaagc atttatggtt gacaaacccc cagtacctcc 2580 

taagccaaaa atgaagccca tcattcacaa aagcaatgca ctttatcaag acgcgctcgt 2 640 

ggaagaagat gtagatagct ttgttatccc cccgcccgct cccccgcccc cgccgggcag 2700 

tgcccagcct gggatggcca aggttctcca gccaaggacc tccaagttgt ggggcgacgt 2760 

cacagagatc aaaagcccga ttctctcagg cccaaaggca aacgttatta gtgaattgaa 2820 

ctctatccta cagcaaatga accgagagaa attggcaaag ccgggggaag gactggattc 2880 

accaatggga gccaagtccg ccagcctcgc tccaagaagc ccggagatca tgagcaccat 2940 

ctcaggtaca cggagcacga cggtcacctt cactgttcgc cccggcacct cccagcccat 3000 

caccctgcag agccggcccc ccgactatga aagcaggacc tcaggaacaa gacgtgcccc 3060 

aagccctgtg gtctcgccaa cagagatgaa caaagagacc ctgcccgccc ccctgtctgc 3120 

tgccaccgcc tctccttctc ccgctctctc agatgtcttt agccttccaa gccagccccc 3180 

ttctggggat ctatttggct tgaacccagc gggacgcagt aggtcgccat ccccctcgat 3240 
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actgcaacag ccaatctcaa ataagccttt tacaactaaa cctgtccacc tgtggactaa 33 00 

accagatgtg gccgattggc tggaaagtct aaacttgggt gaacataaag aggccttcat 3360 

ggacaatgag atcgatggca gtcacttacc aaacctgcag aaggaggacc tcatcgatct 3420 

tggggtaact cgagtcgggc acagaatgaa catagaaagg gctttgaaac agctgctgga 34 80 

cagataagga cggctgctct ccacctcgca gactgctctt gttataagta gagatgggct 3540 

cgtgctgaaa catctgaatg ccaagcgaag tctgtgagca tcaaccccac tccatgggtt 3600 

tgtctcctgg tacccaaaga aatactgagt tgtgtccaca acatggctgg gtcttcagac 3660 

ccctggctca ccatgtgggt gtcttgggca gtttctatca cacatgggac aaggggaggg 3720 

agtttttcta acatggaaaa agattcccag cctgccgccc agcatgcagg tggcctcgct 3780 

ttgccgggtc cgtgaggctc cccgtcaatt ttgcacggga tcctagctct tgtaggcaga 3840 

caccagtgca ctctagatac ctcctgagac ctccgtcctc tgctttccgg gcagctctca 3900 

ccaccccagg ccccggcatg aggcctttcc tcagtcctgt ggcctctcag aggacacctg 3960 

atgctcacct gcccctcttt ctcctgcact tggcttgcag tgagatgctc ccagatgcat 4020 

ttgtccagtg ccccatcatg ggcctgaaag gcagagaaac tttttcctac acagattctt 4080 

ttccccatct cctcctgtgg tttgcatcca tggctctttg gccatgaggt tcctggcagt 4140 

gctgggagtt tggatgggat cgtgcccagc tttgcttagc tttctttatt tctgcaaatc 4200 

tgttagcata attccaaggt ggccaagcag atgtcacatg gagttagtca aagcacaaag 4260 

tcacgattcc acaatggagg ggagacctgg ccaagggagc cagccagcgt gcaactgccc 4320 

aagctccagg tctccaggac aagagcagtt gtctgccatg agcacccatc caggatggag 4380 

aataagggct tctctgcctc tcagaattct ttttaattga agatgtcttg agctctgcaa 4440 

agatcagagc aggtgagcat ccactttgac atgaaggaca agaagacgca tggctcatgg 4500 

cgggcacatg cggctgccag tgagacagcg tctcctctgg gagctgggcg ggcacagcat 4560 

cctcagttct gtgcccagcc aagggtgagc atctctgctg agacagtcct tttgctctcg 4620 

gaggccaggg aagatggtac ttagaggctt ttcccctatc gctctgggtg tctaggaatc 4680 

ccaccagctt gtcttaacag tacaacagct tctttgagga cccagtgggt atggagtata 4740 

gacagaaccc agggttgaga acagaaggtg ggcggcagga tcagagtgaa agcagaggcg 4800 

tgaggagagg aaagcaggga ggtctcctgg gctgccaggt cagcctctct ggcaaggctt 4860 

tcttgagccc cgcccctttc tttccccgga gtccctccac cccataacaa tacctcgaat 4920 

ttccaaaaga ggtcaccaga tgcacatggg ccgcaaaaca cacagtcagg cttccagcac 4980 

attctccccc atttggagga tactcgaatg tcaggttttt ggttttatta ttatttcaga 5040 

actagctcag cccatctcta attataaaac atggttttgt tttttttttt tccttttttt 5100 

cttgattagg tctggaacag ctctagaatg aacacataaa atttagcaat ttaaaatctt 5160 

tctttactgc aagtttaaat agttgtacag atagtttata agcacaatat tttaagaaaa 5220 

aaaagtggct ggtctactag gcagcctttg tgccacttca gtgctagaaa gttaaagaaa 5280 

aaaaaacttt tgtgatttaa taatactatt tctgtgggaa taattataaa agtatgacct 5340 

tttttaaatc aacctttatt tggatgcatc tgaaccagca gagctgtggt ttattatttt 5400 

ctatctttgc taggaacttc gtcattgaag ggacaatttc ttcaaagtgg ttacaattca 546 0 

taatgcagca gtttctccaa aaacaaaaac aaaacacaca ccacacacac gcgcttttcc 552 0 

agtcacacac ccctgatgtt ggaaccaagt ttttggacct tctgttccaa aaccttttgc 5580 

aggtcaatct ttgtatttga aatgatccaa tccaacttga agtcaattga atattaaggc 5640 

ggttttactt ccgtgtgctt tcagtttttc catcatgagg atgaatgagg cattactcta 5 700 

gataaaattt ccaagacagg atactacagg tggcctgctg aggctgcccc atattttaga 5760 

aaatgtaaaa atggtggttt ggccattaat ttgtcttcca tttgatgata ccgcaaaatt 5820 

ccgtgagtcc attcctttgg catggcactt tccctgggcc tacagttggt attacctctg 5880 

tgctcagtgc caggcaaaac actagctcaa aggagagtca aggaaaccgc tggcagacga 5940 

taaccagtcg aaactcgtga cttcggtttg ttgaactttg gcagccagtt ggtgagggcc 6000 

agatgttatt ccctttctta aagatactcc aagccacatg ccactaacca caagcaagct 6060 

ggctgcaaga ctaaagagct gataacatag tttattttta cactgtctta ttatagagaa 612 0 

gtaatagacc tatcagaacc tgcactgacc aacaaataaa cacatgttgc caagatgaat 6180 

cggtctctat ctctatctgc ttattttggt actgaaaagc aatagttcct cattcaaatc 624 0 

accacccact gttctccccc tttgggacat gttaggacga ggccctattc catgcccctc 6300 

tttaatggtg gaacaaatgt taaactgctc atctaaagat catgttgata ttattccagg 636 0 

ttttaagatc aacttttgtt acatactgta atttaaataa actgcattta catgcctagt 642 0 

ttctgtaata ttgtgtatac aaaacccaaa tctctcaaaa tgtaaattat gtatacctgc 6480 

caagatacct tttccagggt gtctgcgcac attttaagtt aattcacata atataaaaat 654 0 

tactcaatgt gactgttgat ttgcctgaac tttaccatat cacaaagtga attatttgtg 6600 

atactttagt taataaaatg gtaaattttt ttctcagtta ttgaacaagc aagcattatc 6660 

cagttgatct ggcaatgact ttttgtgtgt gggccacaat attgattttc ccattaacaa 6 72 0 

ttttttttgt tttttaaata ctaatatgtt tcacactata gtttgtgtaa caacacgtgt 6 78 0 

tcgcattatc tatgttgctg ttacttttgt gcttttattc tttttagact ttataaaaaa 6840 

aaaa 6844 
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<210> 2887 

<211> 2340 

<212> DNA 

<213> Homo sapiens 



<400> 2887 

ggatgtcccc cacagcccaa cctgaacacc ttgagttgaa tcacgctcag cttggcacga 60 
S^gggaagac caaattgata gactggactt tattcgaaac cagatgaacc ttttaacact * 120 

ggatgttaag aaaaaaatca aggaggttac cgaggaggtg gcaaacaaag tttcatgtgc 180 

aatgacagat gaaatttgtc gactgtctgt tttggttgat gaattttgtt cagagtttca 240 

tcctaatcca gatgtattaa aaatatataa aagtgaatta aataagcaca tagaggatgg 300 

tatgggaaga aatttggctg atcgatgcac cgatgaagta aacgccttag tgcttcagac 360 

ccagcaagaa attattgaaa atttgaagcc attacttcca gctggtatac aggataaact 420 

acatacactg atcccttgca agaaatttga tctcagttat aatctaaatt accacaagtt 480 

atgttcagat tttcaagagg atattgtatt tcgtttttcc ctgggctggt cttcccttgt 540 

acatcgattt ttgggcccta gaaatgctca aagggtgctc ctaggattat cagagcctat 600 

ctttcagctc cctagatctt tagcttctac tcccactgct cctaccactc cagcaacgcc 660 

agataatgca tcacaggaag aactcatgat tacattagta acaggattgg cgtccgttac 720 

atctagaact tctatgggca tcattattgt tggaggagtg atttggaaaa ctataggctg 780 

gaaactccta tctgtttcat taactatgta tggagctttg tatctttatg aaagactgag 840 

ctggaccacc catgccaagg agcgagcctt taaacagcag tttgtaaact atgcaactga 900 

aaaactgagg atgattgtta gctccacgag tgcaaactgc agtcaccaag taaaacaaca 960 

aatagctacc acttttgctc gcatgtgcca acaagttgat attactcaaa aacagctgga 1020 

agaagaaatt gctagattac ccaaagaaat agatcagttg gagaaaatac aaaacaattc 1080 

aaagctctta agaaataaag ctgttcaact tgaaaatgag ctggagaatt ttactaagca 1140 

gtttctacct tcaagcaatg aagaatccta acaatagaga ttgctttggt gaccatgata 1200 

ggaggaaacg aaacttgtaa gattggaaca gttgttattt ttatgaaatt actttaaata 1260 

tgaattgtac taactgtacc taaatagcaa agccctgtgt agattctggt aatgatctgt 1320 

ctcagggtat gtgtattttt gaagagtgtt atgtccttag ttttaatttt gagtaaagaa 1380 

aaggctaaaa tcatgaatta gttacaagca acagtaccaa cttatgtgac ccctgagggg 1440 

tggggctgtg agctcttaat ttgtttttga ttctgaaaaa ctctgcttcc tggcatccag 1500 

gagttagaga ttgagccttt catcttcttt ctcaaaacta gtttttgatg ctttctttca 1560 

tgggaatagt cactttttta tttagtaaat cgcattgctg gaaccaccaa ggagtgtgga 1620 

atgtccttga gtgtattatt tatgcaagtc acagtcacgt tgccatcatg gcagctatgt 1680 

gaaacactaa taaatgtgtt tttacttttt attcccatta aaactgatgt aaaacaggat 1740 

aaaggcttgt tatagtcact tataagtatc tgggtctaag taatttcctt agatgtttct 1800 

aaagaaacat tttcagcttt gctcccatta tgattccaat aaggaacgct ttcctagtgc 1860 

aattttagga gtaaagtttg aagagataaa aatagccaaa gataggagac gtctgaattt 1920 

tgaatgataa acagtgatgt tttaaaaaag ctgttgttct tcaggaggca tttgcctagg 1980 

atattgctgg attatacccc attggaggct tttaatttta tttgtatgaa ttttccagga 2 040 

tttcattaaa aattattatt gtatttttta ccttaatgaa agattttggg ttcaaatatc 2100 

tttctatatt aaaagctgat tgagtctgta catatgtaaa ttatgcctag tggaggttct 2160 

gttgactttc ttccccactg tggaagaggc cagttttgcc tccatttgca cattcatttc 2220 

agttatttct gatccataaa tataacattt acaaaattct tccttgagct ggtggaaatg 2280 

cctcaccagt ttcctcttta atgaatcaaa taaaatcttt aactgatgtt aaaaaaaaaa 2340 



<210> 2888 

<211> 2340 

<212> DNA 

<213> Homo sapiens 



<400> 2888 

ggatgtcccc cacagcccaa cctgaacacc ttgagttgaa tcacgctcag cttggcacga 60 

99999^^9^^ caaattgata gactggactt tattcgaaac cagatgaacc ttttaacact 120 

ggatgttaag aaaaaaatca aggaggttac cgaggaggtg gcaaacaaag tttcatgtgc 180 

aatgacagat gaaatttgtc gactgtctgt tttggttgat gaattttgtt cagagtttca 240 

tcctaatcca gatgtattaa aaatatataa aagtgaatta aataagcaca tagaggatgg 300 

tatgggaaga aatttggctg atcgatgcac cgatgaagta aacgccttag tgcttcagac 360 

ccagcaagaa attattgaaa atttgaagcc attacttcca gctggtatac aggataaact 420 

acatacactg atcccttgca agaaatttga tctcagttat aatctaaatt accacaagtt 480 
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atgttcagat tttcaagagg atattgtatt tcgtttttcc ctgggctggt cttcccttgt 540 

acatcgattt ttgggcccta gaaatgctca aagggtgctc ctaggattat cagagcctat 600 

ctttcagctc cctagatctt tagcttctac tcccacfcgct cctaccactc cagcaacgcc 660 

agataatgca tcacaggaag aactcatgat tacattagta acaggattgg cgtccgttac 720 

atctagaact tctatgggca tcattattgt tggaggagtg atttggaaaa ctataggctg 780 

gaaactccta tctgtttcat taactatgta tggagctttg tatctttatg aaagactgag 840 

ctggaccacc catgccaagg agcgagcctt taaacagcag tttgtaaact atgcaactga 900 

aaaactgagg atgattgtta gctccacgag tgcaaactgc agtcaccaag taaaacaaca 960 

aatagctacc acttttgctc gcctgtgcca acaagttgat attactcaaa aacagctgga 102 0 

agaagaaatt gctagattac ccaaagaaat agatcagttg gagaaaatac aaaacaattc 108 0 

aaagctctta agaaataaag ctgttcaact: tgaaaatgag ctggagaatt ttactaagca 1140 

gtttctacct tcaagcaatg aagaatccta acaatagaga ttgctttggt: gaccatgata 1200 

ggaggaaacg aaacttgtaa gattggaaca gttgttattt ttatgaaatt actttaaata 1260 

tgaattgtac taactgtacc taaatagcaa agccctgtgt agattctggt aatgatctgt 1320 

ctcagggtat gtgtattttt gaagagtgtt: atgtccttag ttttaatttt gagtaaagaa 1380 

aaggctaaaa tcatgaatta gttacaagca acagtaccaa cttatgtgac ccctgagggg 1440 

tggggctgtg agctcttaat ttgtttttga ttctgaaaaa ctctgcttcc tggcatccag 1500 

gagttagaga ttgagccttt catcttcttt ctcaaaacta gtttttgatg ctttctttca 1560 

tgggaatagt cactttttka tttagtaaat: cgcattgctg gaaccaccaa ggagtgtgga 1620 

atgtccttga gtgtattatt tatgcaagtc acagtcacgt tgccatcatg gcagctatgt 1680 

gaaacactaa taaatgtgtt tttacttttt: attcccatta aaactgatgt: aaaacaggat 1740 

aaaggcttgt tatagtcact tataagtatc tgggtctaag taatttcctt agatgtttct 1800 

aaagaaacat tttcagctt;t gctcccatta tgattccaat aaggaacgct ttcctagtgc 1860 

aattttagga gtaaagtttg aagagataaa aatagccaaa gataggagac gtctgaattt 1920 

tgaatgataa acagtgatgt tttaaaaaag ctgttgttct tcaggaggca tttgcctagg 1980 

atattgctgg attatacccc attggaggct tttaatttta tttgtatgaa ttttccagga 2040 

tttcattaaa aattattatt gtatttttta ccttaatgaa agattttggg ttcaaatatc 2100 

tttctatatt aaaagctgat tgagtctgta catatgtaaa ttatgcctag tggaggttct 2160 

gttgactttc ttccccactg tggaagaggc cagttttgcc tccatttgca cattcatttc 2220 

agttatttct gatccataaa tataacattt acaaaattct tccttgagct ggtggaaatg 2280 

cctcaccagt ttcctcttta atgaatcaaa taaaatcttt aactgatgtb aaaaaaaaaa 2340 



<210> 2889 
<211> 3226 
<212> DNA 

<213> Homo sapiens 



<400> 2889 

tttttttttt ttttatttaa ttttttaata aaccataaaa tttaaatatt caaatgaaaa 60 

gaaacaaaaa tagattattt aagccagcat gaatttctgg ttttactctt cctctagggc 120 

attgtaggct tgacttacct ggggattaga gtagtaaagc tatgatgctg ggtacaataa 18 0 

tgaatgaggg aggtaaaaat ggggcaatgt cttgcataaa atttactttc aaatctagga 240 

tcagaagttc actcaagcct actgcaaagg cctgacactg gttttttgtc tgtataaaac 300 

tactctgggc tttttaccac actttcttca tcacagctta ggtgttccct ggcattctga 360 

tccttttgct cactaaagct cacttcaatc tgtcaaaaca tcaaggggga aaatccccaa 420 

aatgaaccga cgaataaaca ctcttaatgt gaacaatcat attcagacca gcctcttgtg 480 

caaaaataca agtcagtgga ttttttatcc ttacataact caaatattgc tatttttttc 540 

ctgcctttac taaaatggca ctttcgttta catcaaccaa ttattttcta cttgcttcta 600 

agtttctgag attgtatgct gtactggcta ttctttttga ttaagcttta caatttccat 660 

tccagaatat ctggtctttg accaacttta tctaattttg tgaagaaatg tgctattaat 72 0 

cagtgaaaat cgcaaaagga aaaagaaaag gaagcaatga acaatagtag aatctcactt 780 

cagcatttgt ataatttttt ataagaaaaa cattcatttt tattatggga tctaaaacca 840 

tgatcgtgtc tgatactgta agccttttag cgtactcaaa tgggtcaaca ttcaatatgg 900 

acagccagct agctcacaag aaatgaaatg taatgcacaa atatgtttga ctggtaaaat 960 

cccagaggct tggtaataaa gtgcagcaaa ctttccttat attgaataag aactccagta 1020 

acctctggat atttttggta aaaattaaag aaaaggtact gcagtcaaga gacaggtaat 1080 

ctttaaactt caaaagactg gctgccaggg accacagtga aaaattagac ctggagccaa 1140 

tgaaaaacac tagcttggaa ggaatgggtt tttccaaaaa tgcaaaatta gcatttacag 1200 

atgcttagga tactatgatt tgacaggctt acagtgataa aacaacaaag atgaacagtt 1260 

acaatattta tacgtgtagt gtgtaaagaa cacaggtttt ttaattggca gcaagaaatt 1320 

ctatgacagc ttctgagaca agtaatccta tgccctatat ccaccccatg ccaatgacga 1380 
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ccagtcaaaa tggtaacaca gagtaaaaag tgatctactg tatgtgagtc agaaagtact 1440 

tgaaaagtga caaaactgta tgttattaaa tgccaaaaca tatttagagg ctttatttaa 1500 

aaatctctca ctgttcatta tcaaagttac aagattgcat accaatagac agactgtaaa 1560 

cataggaaat tttcgttaag gaaagatggg tttactgtaa ttcaatcttt tacaaaaaat 1620 

tacttgcaag ttattgataa cagaatttct cttttacttt cttaattctc ttgaaaatta 1680 

aaccaatgtt tccactttca tgagctaaag ttcaaccatg gtcaccttag gaaatacccc 1740 

tgtttatttg ttaatcagaa atacaaatcg agtggcacat acttccattt tcttcttagg 1800 

ccaaaggttt cagcttcatt atattttaca gaagaccttc agtggtccgg taagtctttc 1860 

atgtcacagc tgaggtttaa tgatggcagt ggaggaaagc agaggtgatg caaagtaaga 1920 

ccagcccagt tgccttatct gacatggaat ctttttcctg tctggcttgc agcagcgaag 1980 

tgtttctggt caggttgcct ccaccaaacc tgattgaagc aaaagggtga catgctctga 2040 

taaatcccat ttaaggatga ttctgttcag gcaaatagtt gatccttcaa tctgttggct 2100 

gtgggatgat actaatatga agaaaattat ccgggtagct cagatgttca ctcagccact 2160 

gcagaggtgt ttccaacatt ggctcaattc catgaatcat cacttgattc tttttttccc 2220 

catcttcagg atcaatagca gaaggacaaa cttctttgag gagatctcct agtgtgtgca 2280 

actgtccatc tgcagccaca ggacgaaaca gcttctgaat gaaaggtctt tcagtcgttg 2340 

tctgatatat tctaaagggg atataacgaa atccattttc ttctgcagga tattccatga 2400 

gtttccgatt gatggcccaa aactggtcaa atctgtcatt ttgcaatccc atccagagtt 2460 

gcttgtgatc ttttttctgc atttcattga ttacttgact tttatgtttt aaagcatcag 2520 

cttctttcat acatgacata aaatgagctt caattgcatc cttagatgga cagtgcagaa 2580 

ggtctttttc tggaaaactc ttaaaatgta ctgtgatgtt ccaaggaaga gctgaacttg 2640 

atgcaagaag atcaaatagc aaaccaattg gataatgcca tttcagtggt gtgccttcat 2700 

attcaaacca tatctcacta atgtcttctt gtctcataac cttctgaaag tgctttttca 2760 

ctttgtcagt taccaacgtc aaataactta ctcttggcaa aagcaaat:ag tatggttctg 2820 

cttccctttc agttatctca tcctgatata gcgtgaaaca agttggaatt cgtccaaacc 2880 

acacatctcg aagcacatct ttgtcatctg tcattcttcc aggagttaaa gcagtacata 2940 

caggctaaat tcttatttca accaaagcca aacctactcc aagctatggc tcctccttcc 3000 

ggctccccgc actggtgggg acgcccagat tccgcgctcc ggtggggcgg cggggcaagc 3060 

tgcccgcctg acacactgtc ctgcggggac gcggtagcag gactccagga agcccgcgca 3120 

gccgcaaaaa gcaccggcgc ggaggtcgga gctgaaccct gctgcacttc cgccctctgg 3180 

tatccagcga atacaaccgg caacgctgcg gagccctggc acgaaa 3226 



<210> 2890 

<211> 1086 

<212> DKA 

<213> Homo sapiens 



<400> 2890 

cgtcgacttt tttttttttt aatttttaaa tggttaactt tatttgatgt ctcgccaaat 60 

aacatatata tgctgtaatg ttcattgaaa ttaaagattc catgagacaa gtttaaatta 120 

aatgttcaca ctaaatattt tgtaatgaca ttttaatctt agaatactat atttttgctt 180 

gttgaaaaca tagttgagta aaattatttc agtgtcagac atttttagta gcacgtacag 24 0 

tcgcttagct ttcagaacag aaagttcctt ttcaccctac tctgctacta ttattctagt 300 

atacatagtc ttaagaacat acagtatcta ttgttcagtg tgttacaatt tttctcttct 360 

attagtatct aatactaaaa ttagagtatt caagcttaga gatggttttt tcattagaaa 420 

agtttgtgcg gtcaatgcga gaactagggc ttccaacctt gctcagccag gacttcatgg 480 

aattgacttt gtcttctggc ccctgcactt ggcctgtcac ggtgcctttg ctggtattct 54 0 

tcacccagcc aaccactcct attttcctag cttcatcttc tgtatacatt ctgaagcaaa 600 

caccctgcac tcttccgaac acctcgtagt ccacggattt gagtgactgg gcggtagaca 66 0 

tggcggcggc gagccctctg ttgaggagcc ggagaggggc tcggggcgca gcgactgcgg 72 0 

cggctgcgag agggagggga cacatgggac tgcttggcgc accccgcgcc tgtcaccggt 780 

cccggacgct agcgcgccgg ggtcacgcgt cggaagcggc aaatgagact gcggggcctg 840 

ggagcgaggg cagccgggga cgccaggagg gaagaggccg ctgggcccca ggcatcctag 900 

gcctctcttc ccggactggg gaggatgctg tctccacagc gctccctacc atttaattga 960 

tcaaggtact ctgttctcaa agttagtaaa taaaagccgg atgctgtgcc caaaaaaaga 1020 

gtggcttccc ccagctttat taaagtgtaa ttgacaaata aaagttgggt atatttgtgg 1080 

tgtaaa 1086 



<210> 2891 
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<211> 1230 
<212> DNA 

<213> Homo sapiens 
<400> 2891 

caaaactttt cttttctttt tttggcatgc aggctctttt tactgttctg ggcagtgttt 60 

tgcaatgtgt gacccctccg cactgttggt gaacatacag acct aetata tgggcaccca 120 

agcccaggcc agtgtgagaa ccttggcggg ggggtgggga ggatgagaag gggaggcccc 180 

tagcctgact cagaggtgaa gactgctagg ccctgctgtc cttggggtac gactgtcagg 240 

gcctctacct ccccgccccc gcgggtgggc ttctggaagt ggatctccag gacgtcatgc 300 

agctccgggc catccaagat atcaggaatg ttgagcacca gtaccgagcg gggaactggc 360 

tgcgacctga tctcagcctt ctggatctcc ccattcacat acggagagac tctcagaggg 420 

acttgctgcc cacccagtgg cactgtgaac tggccgattt ggcacagacg ctgagccact 480 

ccatccctag caaaccccag catgacactc cctggcagta gctcccgaac gtccacatcg 540 

ccacctccgt tcctagtctt gccaaagaag atctctagct tgtccagcag ctcctcctca 600 

ctcagcctga ggctggcagg aaatccagtg accaacaccc tccggccact caactggctg 660 

gacaccatca cctggatggt ggtgaccatg ggcagctcca agggctggac ctgcacccgc 720 

agccggcact cctccatgtt gatcgtgtgc tccttttgtt gcagcacctg ctcagccact 780 

ttggggtcat caaaggtgat cagagcagag cccgcaagca gagggcagtg gatccgcaaa 840 

ttggaaacta aagacttagg cacttccggg tcctgctggg tgtgtcctcg gaataccagg 900 

gggatcttgg gcactgaaaa tgggaccttg tctttggggg agtccccgag ctcctttctc 960 

agctgctgca ggtcccacag cctcatcttg agtctggcct gctcctcctg aagggcgtgg 1020 

agggcggcat ccagtggggc tgacatgggt ctcgggtctg tttggcaaga gctgaggctt 1080 

cagagctggg cacagtggca gaattcacag caactgaact cttgtttgta ccccccaaag 1140 

ggctgtggtc tctctcagcc ccagcaagac ccgaaataca cctcaggagg ctctgctcgc 1200 

aggctgtttg cttccacttt catttccgtg 1230 



<210> 2892 
<211> 460 
<212> DNA 

<213> Homo sapiens 



<400> 2892 

aattcaaaac acacttgata actgaaggat gatgaagtgt ccacaggctt tactagctat 60 

cttttggctt ctactgagct gggtgagcag tgaagacaag gtggtacaaa gccctctatc 120 

tctggttgtc cacgagggag acaccgtaac tctcaattgc agttatgaag tgactaactt 180 

tcgaagccta ctatggtaca agcaggaaaa gaaagctccc acatttctat ttatgctaac 240 

ttcaagtgga attgaaaaga agtcaggaag actaagtagc atattagata agaaagaact 300 

ttccagcatc ctgaacatca cagccaccca gaccggagac tcggccatct acctctgtgc 360 

tgtggaggca cagtgctccc tagtcacctg cagcctgtac tcaaattcta cagctgaggc 420 

tctgcaactg taagatgggg aacttgctac attgagcaag 460 



<210> 
<211> 
<212> 
<213> 



2893 
2192 
DNA 

Homo sapiens 



<400> 2893 

cgaaggcgtt cagactctta gctgaacgcg gagctgcggc ggctatgctg tggagcggct 60 

gccggcgttt cggggcgcgc ctcggctgcc tgcccggcgg tctccgggtc ctcgtccaga 120 

ccggccaccg gagcttgacc tcctgcatcg acccttccat gggacttaat gaagagcaga 180 

aagaatttca aaaagtggcc tttgactttg ctgcccgaga gatggctcca aatatggcag 240 

agtgggacca gaaggagctg ttcccagtgg atgtgatgcg gaaggcagcc cagctaggct 300 

tcggaggggt ctacatacaa acagatgtgg gcgggtctgg gctgtcacgt cttgatacct 360 

ctgtcatttt tgaagccttg gctacaggct gcaccagcac cacagcctat ataagcatcc 420 

acaacatgtg tgcctggatg attgatagct tcggaaatga ggaacagagg cacaaatttt 480 

gcccaccgct ctgtaccatg gagaagtttg cttcctactg cctcactgaa ccaggaagtg 540 
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ggagtgatgc tgcctctctt ctgacctccg ctaagaaaca gggagatcat tacatcctca 600 

atggctccaa ggccttcatc agtggtgctg gtgagtcaga catctatgtg gtcatgtgcc 660 

gaacaggagg accaggcccc aagggcatct catgcatagt tgttgagaag gggacccctg 72 0 

gcctcagctt tggcaagaag gagaaaaagg tggggtggaa ctcccagcca acacgagctg 780 

tgatcttcga agactgtgct gtccctgtgg ccaacagaat tgggagcgag gggcagggct 840 

tcctcattgc cgtgagagga ctgaacggag ggaggatcaa tattgcttcc tgctccctgg 900 

gggctgccca cgcctctgtc atcctcaccc gagaccacct caatgtccgg aagcagtttg 960 

gagagcctct ggccagtaac cagtacttgc aattcacact ggctgatatg gcaacaaggc 1020 

tggtggccgc gcggctgatg gtccgcaatg cagcagtggc tctgcaggag gagaggaagg 1080 

atgcagtggc cttgtgctcc atggccaagc tctttgctac agatgaatgc tttgccatct 1140 

gcaaccaggc cttgcagatg cacgggggct acggctacct gaaggattac gctgttcagc 1200 

agtacgtgcg ggactccagg gtccaccaga ttctagaagg tagcaatgaa gtgatgagga 1260 

tactgatctc tagaagcctg cttcaggagt agaacccaca cttgttctgg cctggtgttc 1320 

agtgcgactg cagtcagtgt tgagtggtgc catgtgggcc gctctattcc aaaggaatca 1380 

tggattagac ccaagggctg age tec t eta gggcaggacc tgcaccctgt gtgttggcac 1440 

cagcatcggg tcttggactg gggcagaatc cccagtggaa ccggaagagc tggactgatg 1500 

agaaacatca gaagaacaca tactaccttg ttttcctaat gccagaaggg tgaccagtga 1560 

agattcaccg tcaaaccatg aaagtccttt cttggatcca ctttatcttg attagtctgc 1620 

attttactag ttcactggat ccctcetcta ggggcctggg gactttcact gatgctcttc 1680 

ctgattctag agcaaaggtg tgggaagggg aaatggagga atgccctcct gtctgtgtcg 1740 

ttctctgtgc cacagctaca gatgcagaag gtttctctgg atagcacacc tctgaatgta 1800 

aatcatgata aaatggatat ttggaaactt actcctaagc tgtgatttag ggtgtatttc 1860 

tacttctgga ctgcctcaat atcaagggct gagaettttg aattttgaat attcgttggg 1920 

tttcatgtta agaagcctgt ggtctaggag tgctattcag tgtttctttt cctgataaac 1980 

actttgaata ttttttttgt gtttttgttt ccttttctga agctgttcct ccttttaaat 2040 

atttttaatc acattgataa aatctatcct tcaccacctc tggttctact atagttgatt 2100 

tttattttaa atgtttaatt gtatttgatt aaacacttaa etggattttg gaataataaa 2160 

actctcgtcc aatttggctt ttaaaaaaaa aa 2192 



<210> 2894 

<211> 1014 

<212> DNA 

<213> Homo sapiens 



<400> 2894 

tcggcctgac ttcccgggtc gacgatttcg tcttccggct gtcaagetcc cggccgggct 60 

gactcaagcg gaggcgcgcg gaacagtcgc cgaggcgatt cccgcccagg ctcetgtaac 120 

cgccaggcag tggccccgce atgtcccagc cccggacccc agagcaggca ctggatacac 180 

cgggggactg ccccccaggc aggagagacg aggacgctgg ggaggggatc cagtgctccc 240 

aacgcatgct cagcttcagt gacgccctgc tgtccatcat cgccaccgtc atgatcctgc 3 00 

etgtgaccca cacggagatc tccccagaac agcagttcga cagaagtgta cagaggcttc 360 

tggcaacacg gattgccgtc tacctgatga cctttctcat cgtgacagtg gcctgggcag 420 

cacacacaag gttgttccaa gttgttggga aaacagacga cacacttgcc ctgctcaacc 480 

tggcctgcat gatgaccatc accttcctgc cttacacgtt ttcgttaatg gtgaccttcc 540 

ctgatgtgcc tctgggcatc ttcttgttct gtgtgtgtgt gatcgccatc ggggtcgtgc 600 

aggcactgat tgtggggtac gcattccact tcccgcacct gctgagcccg cagatccagc 660 

gctctgccca cagggctctg taccgacgac acgtcctggg catcgtcctc caaggcccgg 720 

ccctgtgctt tgcagcggcc atcttctctc tcttctttgt ccccttgtct tacctgatga 780 

tggtgactgt catcctcctc ccctatgtca gcaaggtcac cggctggtgc agagacaggc 840 

tcctgggcca cagggagccc tcggctcacc cagtggaagt cttctcgttt gacctccacg 900 

agccactcag caaggagcgc gtggaagcct tcagcgacgg agtctacgcc atcgtggcca 960 

cgcttctcat cctggacatc tggtgaggac cccgcgtcac ctgccccagc tatt 1014 



<210> 2895 

<211> 699 

<212> DNA 

<213> Homo sapiens 



4582 



wo 01/57190 



PCT/USOl/04098 



<400> 2895 

ggcttactca ctatagggct cgagcggccg cccgggcagg tgcagaacag aacactttct 60 

catgtccagg gtcagattac aagagcactc aagactttac tgacgaaaac tcaggaaatc 120 

ctctatcaca aagaggtttg gcaactaaac taagacatta aaaggaaaat accagatgcc 180 

actctgcagg ctgcaataac tactacttac tggatacatt caaaccctcc agaatcaaca 240 

gttatcaggt aaccaacaag aaatgcaagc cgtcgacaat ctcacctctg cgcctgggaa 30 0 

caccagtctg tgcaccagag actacaaaat cacccaggtc ctcttcccac tgctctacac 360 

tgtcctgttt tttgttggac ttatcacaaa tggcctggcg atgaggattt tctttcaaat 42 0 

ccggagtaaa tcaaacttta ttatttttct taagaacaca gtcatttctg atcttctcat 480 

gattctgact tttccattca aaattcttag tgatgccaaa ctgggaacag gaccactgag 540 

aacttttgtg tgtcaagtta cctccgtcat attttatttc acaatgtata tcagtatttc 600 

attcctggga ctgataacta tcgatcgcta ccagaagacc accaggccat ttaaaacatc 660 

caaccccaaa aatctcttgg gggctaagat tctcaagcc S9$ 



<210> 2896 
<211> 369 
<212> DNA 

<213> Homo sapiens 



<400> 2896 

ggcacgagag aactgtgttc actaacaacc tgaaacagac accatggtgc acctgactcc 60 

tgaggagaag tctgccgtta ctgccctgtg gggcaaggtg aacgtggatg aagatgccgg 120 

tgacgatctg tgccagatac tggtggacag acctaggctc cgtatatgat tttaacaaca 180 

ggtaatctct agggagaatg attgtaggga ggactatcat tttcttcttt tttgggcatc 240 

tggatttttt cttacaatga acatattact tgagcagatt tttttaatgc aggtgagaaa 300 

agcgatacta ggaagaatgg attcaaaggt tgtgaccatg taaccatgca tttgttaaaa 360 

gccgtccag 369 



<210> 2897 
<211> ILOO 
<212> DNA 

<213> Homo sapiens 



<:4O0> 2897 

ggccctgccc tgaaggctgg tcacttgcag aggtaaactc ccctctttga cttctggcca 60 

gggtttgtgc tgagctggct gcagccgctc tcagcctcgc tccgggcacg tcgggcagcc 12 0 

tcgggccctc ctgcctgcag gatcatgccc accaccgtgg acgatgtcct ggagcatgga 18 0 

ggggagtttc actttttcca gaagcaaatg tttttcctct tggctctgct ctcggctacc 24 0 

ttcgcgccca tctacgtggg catcgtcttc ctgggcttca cccctgacca ccgctgccgg 300 

agccccggag tggccgagct gagtctgcgc tgcggctgga gtcctgcaga ggaactgaac 360 

tacacggtgc cgggcccagg acctgcgggc gaagcctccc caagacagtg taggcgctac 420 

gaggtggact ggaaccagag cacctttgac tgcgtggacc ccctggccag cctggacacc 480 

aacaggagcc gcctgccact gggcccctgc cgggacggct gggtgtacga gacgcctggc 540 

tcgtccatcg tcaccgagtt taacctggta tgtgccaact cctggatgtt ggacctattc 600 

cagtcatcag tgaatgtagg attctttatt ggctctatga gtatcggcta catagcagac 660 

aggtttggcc gtaagctctg cctcctaact acagtcctca taaatgctgc agctggagtt 72 0 

ctcatggcca tttccccaac ctatacgtgg atgttaattt ttcgcttaat ccaaggactg 780 

gtcagcaaag caggctggtt aataggctac atcctgatta cagaatttgt tgggcggaga 840 

tatcggagaa cagtggggat tttttaccaa gttgcctata cagttgggct cctggtgcta 900 

gctggggtgg cttacgcact tcctcactgg aggtggttgc agttcacagt tgctctgccc 960 

aacttcttct tcttgctcta ttactggtgc atacctgagt ctcccaggtg gctgatctcc 1020 

cagaataaga atgctgaagc catgagaatc attaagcaca tcgcaaagaa aaatggaaaa 1080 

tctctacccg cctcccttca 1100 



<210> 2898 
<211> 1620 



4583 



wo 01/57190 

<212> DNA 

<213> Homo sapiens 



PCT/USOl/04098 



<400> 2898 

gcgcctcgcc gggtctccgc ttatcacacc tcaggtgcgg tgggcttcgg gtggggggcc 60 

tgcagctagc tgatggcaag ggaggaatag caggggtggg gattgtggtg tgcgagaggt 12 0 

cccgcggacg gggggctcgg gggtctcttc agacgagatt cccttcaggc ttgggccggg 180 

tcccttcgca cggagatccc aatgaacgcg ggcccctgga ggccggtggt tggggcttct 240 

ccgcgtcggg gatggggccg gtaccctagc ccgtttccag cgcctcagtc gggtccccat 300 

gccctcagag gtggcccggg gcaagcgcgc cgccctcttc ttcgctgcgg tggccatcgt 360 

gctggggcta ccgctctggt ggaagaccac ggagacctac cgggccatcg ttgccttact 420 

cccagatcag tggcctgaat gcccttcagc tccgcctcat ggtgcctgtc actgtcgtgt 480 

ttacgcggga gtcagtgccc ctggacgacc aggagaagct gcccttcacc cgttgtgcat 540 

gaaagagaga ttcctcctga aatacaaaat gaaaatccaa atgccgtttc ccagaaggcc 600 

tatcggaggg ctttggaccc atgaggaagg aggccctgtc atcgggcagt gtgcaagagg 660 

cagaagccat gttagatgag cctcaggaac aagcggaggg ctccctgact gtgtacgtga 720 

tatctgaaca ctcctcactt cttccccagg acatgatgag ctacattggg cccaagagga 780 

cagcagtggt gcgggggata atgcaccggg aggcctttaa catcattggc cgccgcatag 840 

tccaggtggc ccaggccatg tctttgactg aggatgtgct tgctgctgct ctggctgacc 900 

accttccaga ggacaagtgg agcgctgaga agaggcggcc tctcaagtcc agcttgggct 960 

atgagatcac cttcagttta ctcaacccag accccaagtc ccatgatgtc tactgggaca 1020 

ttgagggggc tgtccggcgc tatgtgcaac ctttcctgaa tgccctcggt gccgctggca 1080 

acttctctgt ggactctcag attctttact atgcaatgtt gggggtgaat ccccgctttg * 1140 

actcagcttc ctccagctac tatttggaca tgcacagcct cccccatgtc atcaacccag 1200 

tggagtcccg gctgggatcc agtgctgcct ccttgtaccc tgtgctcaac tttctactct 1260 

acgtgcctga gcttgcacac tcaccgctgt acattcagga caaggatggc gctccagtgg 1320 

ccaccaatgc cttccatagt ccccgctggg gtggcattat ggtatataat gttgactcca 1380 

aaacctataa tgcctcagtg ctgccagtga gagtcgaggt ggacatggtg cgagtgatgg 1440 

aggtgttcct ggcacagttg cggttgctct ttgggattgc tcagccccag ctgcctccaa 1500 

aatgcctgct ttcagggcct acgagtgaag ggctaatgac ctgggagcta gaccggctgc 1560 

tctgggctcg gtcagtggag aacctggcca cagccaccac cacccttacc tccctggcgc 1620 



<210> 2899 
<211> 2369 
<212> DMA 

<213> Homo sapiens 
<220> 

<22l> misc_feature 
<222:> (1) . (2369) 
<223> n a a,t,c or g 



<400> 2899 
tttttttttt ttggggagca 
tttgtttctg aacacggggg 
atgaggggtg gcatcgcccc 
ctcccagttc ccttccctgc 
gatccaggag aatatagcag 
aggtgcccca gtctggcttt 
gccacacctt tttcccctgg 
cccccttacc ctgtccaggc 
agggcacagt gacccattgg 
actgaggggc cagcactgag 
tctctggtgg gggcatagcc 
ggggatctga gccagttcac 
ggccactctg cctgttccag 
gggaagcctc agggaccaag 
cctcacaccc gctgtatctc 
acattcctca gatagatgac 
ttggcctggt acttgcggat 



ggaggtttta ttgtaaagag gccgattgta cagagcaaag 60 

gctgggtggt gggacccaga ggtccagagc tgggtgaagg 120 

atccaggcag tgggcagggc agggaggact aaacggctgc 180 

ccctcattac tgggtaagag ggagccaggc tatttccacg 240 

gagaccctca ccaccccaca ccatgcccca aggatacggg 300 

tgcagtcggc cagctcccag cctcctcgag gagcagcctg 360 

agcctggaac agctggcttt gggttaggag gctggaagca 420 

acctcaaggg acagcccgtg gttccctggt caaacccctt 480 

cttctgcctc tggggctggg tagcacagga gtgggtgggc 540 

ccaggtctta aagagggagt ccgagtgttg ggggcagtgg 600 

ccagagatgg ggctcctgtg agtccagcct aggggttgag 660 

attgtcctgg ccacaggggt ctctagggca tgacactcag 720 

gccctgatcg tggtaattta aagctcagaa tggtggatgg 780 

gccctgcctt cccctagact gagcccctcg tcggcttcat 840 

aaacagcttc acgtcggtgt cgtaccagac aggggggtcc 900 

gccccacatg taggtgcgga accacatggc agtgcccgag 960 

gaggatgggg tggggcacgg gcagcagccc caccagggtg 1020 



4584 



wo 01/5719U 



PCT/USU 1/04098 



ccatgctgca ggaaccgcag gatctcagac tcatccgtca ggcccttgtc gatgcagatc 1080 

ttctccacct gcggaaccag cacctgcagc agcctcatga tggtctgcag cggcagcttc 1140 

gacttccagg agaggaccca ctctggcgtt gggctccact gcccactggc tgatgaggtg 12O0 

gacggtcgcc gctgctccct ccatgcctgg ctgggctccc ccttagccgg gctgccatcc 126 0 

tccaagctct gctggggctc aggttccagg gaccgcaagg tgccatcctc tgacacctgg 1320 

gacttctcgg tcagcttgtc aatgcctgga gtagccacca gactggtctt gagggtgcct 1380 

ggctctgcag gggcagcggg gcgggagccc tccatggagg tgcccctccc tgggagccgg 1440 

tgcgagacaa gggctcaggt gtccgccggc gccgctgcag ggccttgtga atggtgggcg 15O0 

ggtccgtggg caggttggcc agctggtgga agatgctgcg cttgcggatg atggcgtaga 1560 

ccaggttgga gttgccatca aattggtact ggatgatgtt gttgaagacc tccaggagga 1620 

agaagaccag gtggtggttc tgggcggcag agaagaggaa ccaggtggtg gagaaggcct 1680 

ccagcaggtg cagcaacttg ttggcggtca ccatggacag gctcttgagg tagggggaca 1740 

cgttgaccac gatggtgagc aggcagtcga agaggggctg caaccgctgg tgcccgctgg 18O0 

tgatgatctt gtggaacacc cacaatgagc aggtcggcgt gggtccctgt gaagactggg 1860 

atgtccatgg gcacgcggat tgagtagggt ttgttcagcc gcaccccgaa gttncgctcc 1920 

ccgctcagaa gcagcaagat gaagacacca atgtgcatca ggcccacccg agactgatcg 1980 

gcccgggcat cgttgaggaa gaagaggatg gggacaagga tgtctaggac gtcgctgctc 2 040 

ttcagcacga agaagaggaa tttctagggg tgcggggagg ggccaagtgg gctgagttca 21O0 

agggaggggc agctctgccc cacccccctc agtctgacac tgtccctgcc cccgggttat 2160 

tggggcagct gctctccatc tccctgcagg gcccctcgag gctggcccac cttgttgaag 2220 

tcgcagagct tccagaagag aactagcagc tcctggtgga actggatctt cttggtggag 2280 

ttaggcaggt aggtctggag cagggggttg gacagcagcc gggctatacc cttgaggatg 2340 

aactggaagt cctcctcacg atggatgcg 2369 



<210> 2900 

<211> 871 

<212> DNA. 

<213> Homo sapiens 

<220> 

<22l> misc_feature 

<222> (1) . . . (871) 

<223> n = a,t,c or g 



<400> 2900 

aatggccccc gggccccctt cagccaagag ggacagagca caggcccccc acccctgata 60 

ccacgcctag ggcagcacgg agcacaaggt cgcattcccc ctctgaaccc cggacaagga 120 

cctggcccca acaaagatga ctcccgcggc cctccaaacc atcacatggg cccgatgtca 180 

gagaggcggc atgagcagag cggcgggcct gagcatgggc ccgagagggg gcctttgcgg 240 

ggtggccagg actgcagggg tccccctgat aggcgtggcc ctcacccaga cttccccgat 300 

gacttcagca gaccagatga cttccaccct gacaagcgct ttggccaccg gttacgtgaa 3 60 

tttgaggggc gaggaggacc tttaccgcaa gaagagaagt ggaggcgagg gggccctggg 420 

cctccgtttc cccctgatca cagggaattc agcgaggggg atggccgggg tgcagcccga 4 80 

ggccctccgg gggcatggga aggccgcagg cccggaggat gaacgtttcc cccgggatcc 540 

cgaggaccca cgttttcgag ggcgcagaag aagaaagttt cagaagagga gccccgccga 6 00 

ggcatgaggg ccgtgctccc cccagaggaa gggatggttt tcctggtcct gaagactttg 660 

gtccagagga gaattttgat gcttctgagg aagcggcccg aggacgagat ctcagaggtc 720 

gaggtcgggg taccccacga ggtgagcgag ttactaaaga cacctggtct ggaaggatag 780 

ggtgcagaat acactggttg tgaatacacc aggaacagtc tgagtgcagc attgtttgct 840 

ctgttgtgta ngaggaagga agggtttact t 871 



<210> 2901 

<211> iSOl 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mis Cofeature 
<222> (1) . . . (X501) 



4585 



wo 01/57190 

<223> n = a,t,c or g 



PCT/USOl/04098 



<400> 2901 

gcggccgccg gcgggccggg cccgcgcaca gcgcccgcat gtacaacatg atggagacgg 60 

agctgaagcc gccgggcccg cagcaaactt cggggggcgg cggcggcaac tccaccgcgg 120 

cggcggccgg cggcaaccag aaaaacagcc cggaccgcgt caagcggccc atgaatgcct 180 

tcatggtgtg gtcccgcggg cagcggcgca agatggccca ggagaacccc aagatgcaca 240 

actcggagat cagcaagcgc ctgggcgccg agtggaaact tttgtcggag acggagaagc 3 00 

ggccgttcat cgacgaggct aagcggctgc gagcgctgca catgaaggag cacccggatt 360 

ataaataccg gccccggcgg aaaaccaaga cgctcatgaa gaaggataag tacacgctgc 420 

ccggcgggct gctggccccc ggcggcaata gcatggcgag cggggtcggg gtgggcgccg 480 

gcctgggcgc gggcgtgaac cagcgcatgg acagttacgc gcacatgaac ggctggagca 540 

acggcagcta cagcatgatg caggaccagc tgggctaccc gcagcacccg ggcctcaatg 600 

cgcacggcgc agcgcagatg cagcccatgc accgctacga cgtgagcgcc ctgcagtaca 660 

actccatgac cagctcgcag acctacatga acggcttcgc cccacctaca gcatgtccta 720 

ctcgcagcag ggcacccctg gcatggctcc tggctccaat gggttcggtg gtcaagtccg 780 

aggccagctc cagcccccct gtggttacct cttcctccca ctccagggcg ccctgccagg 840 

ccggggacct ccgggacatg atcagcatgt atctccccgg cgccgaggtg ccggaacccg 900 

ccgcccccag cagacttcac atgtcccagc actaccagag cggcccggtg cccggcacgg 960 

ccattaacgg cacactgccc ctctcacaca tgtgagggcc ggacagcgaa ctggaggggg 1020 

gagaaatttt caaagaaaaa cgagggaaat gggaggggtg caaaagagga gagtaagaaa 1080 

cagcatggag aaaacccggt acgctcaaaa agaaaaaggn nnnnimimnn ntcccatcac 1140 

ccacagcaaa ggacagctgc aaaagaaaac accaatccca tccacactca cgcaaaaacc 1200 

gggatgccga caagaaaact tttatgaaaa agatcctgga cttttttttg ggggactatt 1260 

tttgtacaga gaaaacctgg gaagggtggg gaggccgggg aaatggacct tgtat agate 1320 

tggaggaaag aaagctacga aaaacttttt aaaagttcta agggtacggt aggagctttg 1380 

caggaagttt gcaaaagtct ttaccaataa tatttaaagg taggctccaa acgaacaaaa 1440 

aaattggtta aaatttggaa cgaattttgt gacagttttt tggaaaaaca cgggcaacca 1500 

a 1501 



<210> 2902 

<211> 772 

<212> DNA 

<213> Homo sapiens 



<400> 2902 

tttttttttt ttgagctttc agatttgctt ttattggtag ggaaattcca gagtggggag 60 

.ccacccagga ggagacaggg gtgccgaggc ttctgggagt ctggaagctc ccggatggag 120 

aggcttacag cccccagcct tccccagcag gagcacaggc aggggactgg ccaagtctgt 180 

cagctcagag caggaccggc ttcagggcct gacttcggtc tcctcttgac ccgccccgga 240 

ggcttgtggg gggcctctgt gtttgcagct ctcctgaaca gagctagatg agggtgggag 3 CO 

gcccccgttg gctcacacag tggatgctac catctccggc ctcttggatg tggagctctg 3 60 

tgccagagtc aacagtctcc agggtgggcc ccgaagttgt tggtagcgtt ctcaaggccg 420 

aaatctgctt ctccctcaga ttctggtctg tgccgttttc ttctgggata ggctgaataa 480 

gatgattagg atgatcaatg cgagcagcag caccgccatc acagccccca cgatcccata 540 

cacgaggctc ttggcgatgt tgaattcaca ggtctctccc cagtaccagt gtgtgttcgt 600 

atttgggcac aggcagcggg ggccactgcg ttgcagctga catgtgccca ggttacagtt 660 

catttgcgac ttcgttcctt tggtgcactt gttcacacag gccagcttcc catccaagac 720 

atccacatag tagaactggg tatatccttc ggcagccttc tgggtgcatt gc 772 



<210> 2903 

<211> 770 

<212> DNA 

<213> Homo sapiens 



<400> 2903 

gagtagattt tcgggtcaaa accttgctgg tggacaacaa gtgctttgtg ctgcagctct 60 



4586 



wo 01/57190 



PCT/USOl/04098 



gggacacagc tggccaagag 
acggggtggt gctcatgtac 
ggctagactg tctccaggat 
agatggactg tgaggaggaa 
aactgggggt ctattttggg 
tagtaaacct ggccaggtca 
aggtggcccc caagaggccg 
cctgggtagg atggacaccc 
gacagcaacg acacagagga 
tcggatccca gagcagggcc 
tgagtgaaca aggcttgagg 
gaaaaacgac ttaaggaaaa 



aggtaccaca gtatgacgcg acagctgctc cgcaaggctg 
gacatcacct cccaggagag ctttgcccac gtgcgctact 
gcagggtcgg atggggtggt catccttctc ctgggaaaca 
cggcaagtgt ccgtggaagc tgggcagcaa ctggcccagg 
gagtgcagtg ccgccttggg tcacaacatc ctggagcctg 
ctcaggatgc aagaagaagg cctgaaggac tcgctggtga 
cccaagagat tcggctgttg ctcctgatca cctgtcctgt 
atggggtttc ctgtccctca gctcctgtcc tttgttcctg 
ccagcttgga ggttcaggaa aacccttctc aactcaggac 
gcatcacctc tgcctttcac actccaaagg agggctttgc 
ggcaggggta tggcaaaact ctccaaacaa agaaagtcta 
tacaccaaaa tattggccgc aaaaaaaaaa 



120 
180 
240 
300 
360 
420 
480 
540 
6 00 
660 
720 
770 



<210> 2904 
<211> 3410 
<212> DNA 

<213> Homo sapiens 



<400> 2904 

tttttttttt ttgcacaggc aaaaaagttt atctggttgc ctctgggtag gatacctttt 60 

ttctttttct ctattttata catcctgaca attatttcca agatgataca tgcctcaaaa 120 

caaacaaaac ccctcgagac acactcccca gcccccaggg aaggcatgtg tctgggctgti 180 

gtaggggctt ccgctctcct gggggtagct ctgccacggt ctctggggtc ttggcatctg 240 

tcacagaacc ctagtggtta cagggctcac tgtcccacag ccccaggcca cacggtgatg 3 0O 

tgctgtggcc caggggaggc caccctggac tcctggtcag gatctgccca catgaggaag 360 

tgcgccttgg ggtagggcca caggctggct cagaggtgcc cttctctcca cagccagtcc 420 

caggagggag ctgggttctg gtttatgcga cgtcagaggg acggcaggga gtggagggca 480 

agctagaaaa gcccaagctt gttgtttcag ccattttaat acattcaaga atatttacta 540 

gaacaacatt taaacgtatc gtcggtccgc agaagcctgg gatcgagaga aatagaaacg • 60 0 

cgactggccc ttttgcagta aagcttgtgc ttgaagggag aagaggcaaa gtggcttctt 660 

ggagacttcg tgccagatgc cacaggactg agagcatctc caaatgtcac tttaaacacg 720 

tgtgaggcat ctataggcat tcctaaagcc cacagtgtcc ctaaggatcc ctattagacg 780 

aggccaaaag ggcaatgctt tcttggaacc ctctcccttg cagctctgca cgcaaacatt 840 

ccccaaggga ggggcccgag gcaagcctct agataggcgg ggccaagccc tccccgtgcc 900 

caccctcttt ccctgttgct gacctcaggc ctgatgctgg acccatgaga ctcccagagg 96 0 

gaaaacacag atacagccca tccatccatg gccaccttcc tccagaagat cctggggacc 102 0 

cctacccccc catcccatga ggcaccaggg ctgggctcgc atggccagca agggataaag 108 0 

ttgggaactg cagaccaggg gaagccccct cattcttagg gcaaaacagc ccctgaagga 1140 

caaaataaat aaaccaaacc atgaccagac agctggatcc ggacaggtgg agtggcctct 12 OO 

gtgaaggcaa atgagagcaa aagtgggaac tgaggacacc taagtggaga gacacttaaa 1260 

aacagtaatt ctcacatgaa catcagtggc tcatgccaac agcagagctg gccatcaaca 1320 

gaggaacagc aacaaaaaca caactcagac agggggcggg acggggccag gagtctgcgg 1380 

gggtctctga tatgctttgt ggcatgactt tgcttgcctg gcctctcctt tcttagctga 144 0 

aaacaggcat ttcaccaaag ggcatccagc cagcggcagc agcctgagct cccaggctga 1500 

catctgggca gggctgatgg gcagcttctg gccatctggt gaccaggtgt gccgccagct 156 0 

gcacccacat gcacagcccc tttcctaata accacattct aggttacgta gacacgttaa 162 0 

actcctattc tagaacatcg tgcttgaatg cagacccctc agcccacaat cgggctggct 168 0 

gggcctcctg tgagcccctc attgcatcca gtctgtgggg cagtgacccc gcttccactg 1740 

gtggctggtc ttcctcatgg tgctatgcag gtgccaaaca cagttatatt ctcaaaggta 180 0 

caggtcttgt ctggacattg ttcaaaccaa tagctactgc gttaggcaca cgggagatcc 1860 

ctattcccaa aaatagctgt tgagttctgg cctgagagca tctccagtga ccacctttaa 192 0 

ataaggcttt ggttcaaaca gcatggaccc agcacctggg gagggtgggc acagggggca 198 0 

tggacccagt acctggggag ggcgggcatg gtggtaggag acaactcaac cactgagtct 204 0 

tggaggtcct gccttggcca tggagggcag tggctgccct cacaagaaga gttaaggcac 2100 

tttctttaac tctggcctag gagaattatg tcttagtgac tcagtgagtt taaatgacac 216 0 

tgcctgggct ccctaaagtt gtttactttt ctcctatttc ctgctttatt ccttgctctc 2220 

accatgctaa tgtacagatg ttgtttagat ttctatgctt attgaaaaca atgtaacCtt 2280 

ggtactaatc agaacaggag cgaccttttc cagcattgct cgtaacaaaa caaaaatgtt 2340 

aactagaaaa actccttatg atgaagaaat ctaaagccag agctgggact ccaaacccct 2400 

tccaggctgg aagacaggtc gctgagtcca ggcaaggggc ccccgtaact gcttcccgcc 2460 

agaaagccca gccgcgtgag tgcagcagca gcaccccagc cctggcgtgc ccgcaccacg 252 0 
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ccctctagat actctcctag ctcaggctga acacgcctgg attgtgtcgg ccggggcagc 2580 

cccgtcaggt gtggggcagc tgacccacgt ctgtggtgaa catgctcctc caaactagga 2640 

cggtgaaggg cccagggcgc tgggaactgc caggcgctga ctctccttct gggttctcac 2700 

cagcaccgga acccacccca gccaatagtc aggaagtgcc gcggccgagc cttcatcaac 2760 

cctagtgagt ttcccacaga actgaatccc ttttcccaaa ttcagctgtg catgagccct 2820 

ttttgtttgg tgccctggag cactagtgta gttcaatatt ctcttcagaa ggaaaactcc 2880 

agcagccacc ggcctgcagg atgtgtgctg agcccacatg acctgaatgg acgggtcatg 2940 

tgggaggggc cctggtggga gctgtgggcc acacggctga gttcttccaa tacggaagcc 3000 

ccgagctgga ggctcacacg ctgtggggca gcccagagtt gctggaagct ttacaggggt 3060 

gcgtagctaa tggcgtcggt gtcgctcggt cgctgtggag gggtaccccc gctattgggg 3120 

cggctcctcc cggcatgctc aggtctcaaa gtacttgtag atcgccgtca catacagcat 3180 

cacgttctgc cagtcgggtc gttcagtccg taccatttca ttaatgtcca gtgtggattt 3240 

gatgccgaca ctttcagctg cctggaaagc cagcatgaag ttccttctct tatcctggct 33 00 

gttcagttct tgatatggaa tgtgggcagg gagatatgta tgcaggaggg cacagaaggc 3360 

cagcccatca ttccagctgc tgctgaagtt tgtaatgtca atattctgcc 3410 



<210> 2905 
<211> 1811 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (1) . . . (1811) 
<223> n = a,t,c or g 



<400> 2905 

ctcgtcgtga cagccatcac tgccatcctg gctttcccca atgaatacac tcggatgagc 60 

acaagtgagc tcatttctga gctgtttaat gactgtggcc ttctggactc ctccaagctc 120 

tgtgattatg agaaccgttt caacacaagc aaagggggtg aactgcctga cagaccggct 180 

ggcgtgggag tctacagtgc aatgtggcag ctggctttaa cactcatact gaaaattgtc 240 

attactatat tcacctttgg catgaagatc ccttctggcc tctttatccc tagcatggct 300 

gttggtgcta tagcaggtcg acttctagga gtaggaatgg aacagctggc ttattaccac 360 

caggaatgga ccgtcttcaa tagctggtgt agtcagggag ctgattgcat cacccccggc 420 

ctttatgcaa tggttggggc tgcagcctgc ttaggtgggg tgactcggat gactgtttct 480 

cttgttgtca taatgtttga actgactggt ggcttagaat acatcgtgcc tctgatggct 540 

gcagccatga caagcaagtg ggtggcagat gctcttgggc gggagggcat ctatgatgcc 600 

cacatccgtc tcaatggata cccctttctt gaagccaaag aagagtttgc tcataagacc 660 

ctggcaatgg atgtgatgaa accccggaga aatgatcctt tgttgactgt ccttactcag 720 

gacagtatga ctgtggaaga tgtagagacc ataatcagtg aaaccactta cagtggcttc 780 

ccagtggtgg tatcccggga gtcccaaaga cttgtgggct ttgtcctccg aagagatctc 840 

attatttcaa ttgaaaatgc tcgaaagaaa caggatgggg ttgttagcac ttccatcatt 900 

tatttcacgg agcattctcc tccattgcca ccatacactc cacccactct aaagcttcgg 960 

aacatcctcg atctcagccc cttcactgtg actgacctta cacccatgga gatcgtagtg 1020 

gatattttcc gaaagctggg actgcggcag tgcctggtta cacacaacgg gcgattgctt 1080 

ggaatcatta ccaaaaagga tgtgttaaag catatagcac agatggcgaa ccaagatcct 1140 

gattccattc tcttcaacta gaatcataga gttctggatg taaagcggga aggacattac 1200 

agaccatgga tatgttgtat taactgggta cccaaaacac attttccata tttggatggt 1260 

gaagtcacat tagtgtgttg tctctttcct acaagttaac cagttgcact acataatctc 1320 

tggaaattaa ttttctcttt aggagaaatt atagttaggc ttccatgatg ttacatttag 1380 

gaaggtatca tgaaaggttt aaataaggtt ggctatgggt gtnaattata tttgcctttt 1440 

taaaagattt ttttaactta aaaagtagtt agccaatatg caatcactga aaactatgca 1500 

agagaaattc caaccgtcct gacctataac ctgtaggaaa ccgacgaaaa agtcactctt 1560 

ttgggatcta actgttgtta ctggaagacg aaggtaaact aaggggcttt gcttttcaaa 1620 

ccagagaaag gaaagccaga aggaaaagag taatggtatt ttctagactg tgaagattca 1680 

gttcaaatgt tatccttgtt cctgttacaa tatttagcat tattagtttg ttatgtgtgt 174 0 

atgtttatgt taattttaat ttctgattat aagacaatgc tgctttggtt aatctcttct 1800 

aaaggaattt a 1811 
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<210> 2906 

<211> 627 

<212> DNA 

<213> Homo sapieas 

<220> 

<221> inisc_f eature 
<222> (1) . . . (627) 
<223> n = a,t^c or g 



<400> 2906 

tcttggtgct ggacaggcat ctttgttttg ggaacaacca acctaagatt ggagggctct 60 

tggtacagga gcctttgggg ccctggattt aatactacga cagccacttt gggctttgga 120 

gccccccagg ccccagtagg ggatgtggct ctaaatcagc cggacatgtg cgtctaccga 180 

^9^999^9?^ agaagagagt gccttacacc aaactgcagc ttaaagaact ggagaacgag .240 

tatgccatta acaaattcat taacaaggac aagcggcggc gtatctcggc tgctacgaac 300 

ctatctgaga gacaagtgac catttggttt cagaaccgaa gagtgaagga caagaaaatt 360 

gtctccaagc tcaaagatac tgtctcctga tgtggtccag gttggccaca gacagcttag 420 

aagccattcg gttgtctcca aaaggccttt ggaaagactt gaatatgtat ttaattcccc 480 

ccaccccctg ccaatggtgg caaattttgt gaattgtttt tctctcttcc ccttatctgg 540 

ctctaaaacc ttctgctgcc caacctgact ttgtagttct gaattttact tggttattna 600 

tggntnntgt cttgcctagg tttttaa 627 



<210> 2907 

<211> 3918 

<212> DNA 

<213> Homo sapiens 



<400> 2907 

gcgcggagga gggggcgacc acaagatggc ggacctctcg ctgcttcagg aggacctgca 60 

ggaggacgca gacggatttg gtgtggatga ctacagctca gagtctgatg tgattattat 120 

accttcagcc ctggacttgg cctccacaaa gatgaaatgg ttgaacgccc cctgggaaga 180 

ttgggacaaa gtatgctgca agtgagaacc atatttaacc agacaaaatg gtggccccgg 240 

agtttgcctc gatacccttg agggaaagtc tgcgatgatg aaagagattg tattgctgtt 3 0O 

ttgggaaaga attagccaga ttgggccgat gattcagaac caacttgtga gagcggctga 360 

attggaacag gtgcctcaca tcgcactgtt tttgttcaag aaaacccgcc tttcaattac 420 

catatgcttt ttttcaaaat tcttactacc ctattgtggg ttagatacct tggcagatca 480 

gaattaatca ggtgaggaaa acaagtcagg cagctttgct tggctctgtt ggagcaggag 540 

ctcattgaac gatttgatgt ggagaccaaa gtgtgccctg tcctcataga gctgacagcc 6 00 

ccagatagca atgatgatgt gaaaacagaa gctgtggcta taatgtgcaa aatggctccc 660 

catggttggg aaggatatta cagagcgtct tatcctccct aggttttgtg agatgtgctg 720 

cgattgcaga atgtttcacg gttcggaaag gtctgtgctg ccaattttgg agatatttgc 780 

agtgtagttg gccagcaagc tactgaagaa atgttgctgc ccagattttt ccagctttgt 840 

tctgataatg tatggggagt ccgaaaggct tgtgctgaat gcttcatggc ggtttcatgt 900 

gcaacatgtc aagaaatccg acggaccaaa ttatcagcac tttttattaa tttgatcagt 960 

gatccttcac gttgggttcg ccaagcagct tttcagtctc tgggaccttt catatctact 1020 

tttgctaatc catctagctc aggccagtat tttaaagaag aaagcaaaag ttcagaagag 108 0 

atgtcagtag aaaacaataa aaggaccaga gatcaagaag ccccagagga tgtacaagtc . 114 0 

aggccagagg atactccttc agatctcagt gttagtaatt ccagtgtcat actggaaaac 1200 

acgatggaag accatgctgc tgaggcatcc gggaagcctc taggtgaaat tagtgttcca 126 0 

ctggacagct ctttactttg tactttgtcc tcagaatctc accaggaagc agctagtaat 132 0 

gagaatgata aaaaacctgg taactacaaa tctatgttac gaccagaggt tggcaccact 1380 

tcacaagatt cagctctctt agatcaggaa ttgtataact ccttccattt ctggaggact 144 0 

cctcttcctg aaatagatct agacatagag cttgaacaga actctggggg aaaacccagc 1500 

ccagagggac cagaggaaga atctgagggc cctgtgccca gttctccaaa catcaccatg 1560 

gccaccagaa aggaactgga agaaatgata gaaaatctag agccccacat tgatgatcca 162 0 

gatgttaaag cacaagtgga agtgctgtcc gctgcactac gtgcttccag cctggatgca 1580 

catgaagaga ccatcagtat agaaaagaga agtgatttgc aagatgaact ggatataaat 174 0 

gagctaccaa attgtaaaat aaatcaagaa gattctgtgc ctttaatcag cgatgctgtt 1800 

gagaatatgg actccactct tcactatatt cacaacgatt cagacttgag caacaatagc 1860 
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agttttagcc ctgatgagga aaggagaact aaagtacaag atgttgtacc tcaggcgttg 1920 

ttagatcagt atttatctat gactgaccct tctcgtgcac agacggttga cactgaaatt 1980 

gctaagcact gtgcatatag cctccctggt gtggccttga cactcggaag acagaattgg 2040 

cactgcctga gagagacgta tgagactctg gcctcagaca tgcagtggaa agttcgacga 2100 

actctagcat tctccatcca cgagcttgca gttattcttg gagatccaat tgacagctgc 2160 

agatctggtt ccaattttta atgggttttt aaaatgaccg tcgatgaagt caaggatagg 2220 

tgttcttaaa cacttgcatg attttctgaa gcttcttcat attgacaaaa gaagagaata 2280 

tctttatcaa cttcaggagt ttttggtgac agataatagt agaaattggc ggtttcgagc 2340 

tgaactggct gaacagctga ttttacttct agagttatat agtcccagag atgtttatga 2400 

ctatttacgt cccattgctc tgaatctgtg tgcagacaaa gtttcttctg ttcgttggat 2460 

ttcctacaag ttggtcagcg agatggtgaa gaagctgcac gcggcaacac caccaacgtt 2520 

csgagtggac ctcatcaatg agcttgtgga gaactttggc agatgtccca agtggtctgg 2580 

tcggcaagcc tttgtctttg tctgccagac tgtcattgag gatgactgcc ttcccatgga 2640 

ccagtttgct gtgcatctca tgccgcatct gctaacctta gcaaatgaca gggttcctaa 2700 

cgtgcgagtg ctgcttgcaa agacattaag acaaactcta ctagaaaaag actatttctt 2760 

ggcctctgcc agctgccacc aggaggctgt ggagcagacc atcatggctc ttcagatgga 2820 

ccgcgacagc gatgtcaagt attttgcaag catccaccct gccagtacca aaatctccga 2880 

agatgccatg agcacagcgt cctcaaccta ctagaaggct tgaatctcgg tgtctttcct 2940 

gcttccatga gagccgaggt tcagtgggca ttcgccacgc atgtgacctg ggatagcttt 3000 

cgggggagga gagaccttcc tctcctgcgg acttcattgc aggtgcaagt tgcctacacc 3060 

caataccagg gatttcaa^ga gtcaagagaa agtacagtaa acactattat cttatcttga 3120 

ctttaagggg aaataatttc tcagaggatt ataattgtca ccgaagcctt aaatccttct 3180 

gtcttcctga ctgaatgaaa cttgaattgg cagagcattt tccttatgga agggatgaga 3240 

ttcccagaga cctgcattgc tttctcctgg ttttatttaa caatcgacaa atgaaattct 3300 

tacagcctga aggcagacgt gtgcccagat gtgaaagaga ccttcagtat cagccctaac 3360 

tcttctctcc caggaaggac ttgctgggct ctgtggccag ctgtccagcc cagccctgtg 3420 

tgtgaatcgt ttgtgacgtg tgcaaatggg aaaggagggg tttttacatc tcctaaagga 3480 

cctgatgcca acacaagtag gattgactta aactcttaag cgcagcatat tgctgtacac 3540 

atttacagaa tggttgctga gtgtctgtgt ctgatttttt catgctggtc atgacctgaa 3600 

ggaaatttat tagacgtata atgtatgtct ggtgttttta acttgatcat gatcagctct 3660 

gaggtgcaac ttcttcacat actgtacata cctgtgacca ctcttgggag tgctgcagtc 3720 

tttaatcatg ctgtttaaac tgttgtggca caagthctct tgtccaaata aaatttatta 3780 

ataagatcta tagagagaga tatatacact tttgattgtt ttctagatgt ctaccaataa 3840 

atgcaatttg tgacctgtat taatgattta aagtggggaa actagattaa aatatttgtc 3900 

ttttaactag ttaaaaaa 3 918 



<210> 2908 

<211> 2562 

<212> DNA 

<213> Homo sapiens 



<40O> 2908 

gggatggggg cggagtccag ggcgtggggg ggccggtttg ttgtggtcgc cattttgctg 60 

gttgcattac tgggtaatcg gggccctggc ttgccgcgtc cgccggatac cctcagccag 120 

tgggcaggtc tgagctcggg ctccccgagc agtttgagtc cccttgcccg ctccttcagg 180 

tctcagcggc ggtggcagcc gaggtgcagg atgcaagaag gcgccccccg gccgggctcc 240 

cgctccaggc ctcgctcccc tgcggccctc tgagcccacc atggccgtcc caccgggcca 3 00 

tggtcccttc tctggcttcc cagggcccca ggagcacacg caggtattgc ctgatgtgcg 360 

gctactgcct cggaggctgc ccctggcctt ccgggatgca acctcagccc cgctgcgtaa 420 

gctctctgtg gacctcatca agacctacaa gcacatcaat gaggtatact atgcgaagaa 480 

gaagcggcgg gcccagcagg cgccacccca ggattcgagc aacaagaagg agaagaaggt 540 

cctgaaccat ggttatgatg acgacaacca tgactacatc gtgcgcagtg gcgagcgctg 6 00 

gctggagcgc tacgaaattg act cgc teat tggcaaaggc tcctttggcc aggtggtgaa 660 

agcctatgat catcagaccc aggagcttgt ggccatcaag atcatcaaga acaaaaaggc 720 

tttcctgaac caggcccaga ttgagctgcg gctgctggag ctgatgaacc agcatgacac 780 

ggagatgaag tactatatag tacacctgaa gcggcacttc atgttccgga acccacttgt 840 

gcttggtatt tgagctgctg tcctacaacc tgtacgacct cctgcgcaac acccacttcc 900 

gcggcgtctc gctgaacctg acccggaagc tggcgcagca gctctgcacg gcactgctct 960 

ttctggccac gcctgagctc agcatcattc actgcgacct caagcccgaa aacatcttgc 1020 

tgtgcaaccc caagcgcagc gccatcaaga ttgtggactt cggcagctcc tgccagcttg 1080 

gccagaggat ctaccagtat atccagagcc gcttctaccg ctcacctgag gtgctcctgg 1140 
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gcacacccta cgacctggcc attgacatgt ggtccctggg ctgcatcctt gtggagatgc 1200 

acaccggaga gcccctcttc agtggctcca atgaggtgtg cccccaggaa ggggtcgacc 1260 

agatgaaccg cattgtggag gtgctgggca tcccaccggc cgccatgctg gaccaggcgc 1320 

ccaaggctcg caagtacttt gaacggctgc ctgggggtgg ctggacccta cgaaggacga 1380 

aagaactcag gaaggattac cagggccccg ggacacggcg gctgcaggag gtgctgggcg 1440 

tgcagacggg cgggcccggg ggccggcggg cgggggagcc gggccacagc cccgccgacc 1500 

taccctccgc ttccaggacc tggtgctgcg catgctggag tatgagcccg ccgcccgcat 1560 

cagccccctg ggggctctgc agcacggctt cttccgccgc acggccgacg aggccaccaa 1620 

cacgggcccg gcaggcagca gtgcctccac ctcgcccgcg cccctcgaca cctgcccctc 1680 

ttccagcacc gccagctcca tctccagttc tggaggctcc agtggctcct ccagtgacaa 1740 

ccggacctac cgctacagca accgatattg tgggggccct gggcccccta tcacagactg 1800 

tgagatgaac agcccccagg tcccaccctc ccagccgctg cggccctggg cagggggtga 1860 

tgtgccccac aagacacatc aagcccctgc ctctgcctcg tcactgcctg ggaccggggc 1920 

ccagttaccc ccccagcccc gataccttgg tcgtccccca tcaccaacct caccaccacc 1980 

cccggagctg atggatgtga gcctggtggg cggccctgct gactgctccc cacctcaccc 2040 

agcgcctgcc ccccagcacc cggctgcctc agccctccgg actcggatga ctggaggtcg 2100 

tccacccctc ccgcctcctg atgaccctgc cactctgggg cctcacctgg gcctccgtgg 2160 

tgtaccccag agcacagcag ccagctcgtg accctgcccc ctccctgggg cccctcctga 2220 

agccataccc tcccccatct gggggccctg ggctcccatc ctcatctctc tccttgactg 2280 

gaattgctgc tacccagctg gggtgggtga ggcctgcact gattggggcc tggggcaggg 2340 

gggtcaagga gagggttttg gccgctccct ccccactaag gactggaccc ttgggcccct 2400 

ctcccccttt ttttctattt attgtaccaa agacagtggt ggtccggtgg agggaagacc 2460 

ccccctcacc ccaggaccct aggagggggt gggggcaggt agggggagat ggccttgctc 2520 

ctcctcgctg tacccccagt aaagagcttt ctcacaaaaa aa 2562 



<210> 2909 

<211> 422 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> misc_f eature 

<222> (1) . . . (422) 

<223> n « a,t,c or g 



<400> 2909 

cttcatttcc agcaacactt atgaatttgc agtgattttt ctcacattgc tactaccatt 60 

ttggtgacca gaggagtact acccattctc cccaacattg caacaactct tttttttcct 120 

cctagattct gacatggggt ctcggcctga gtctatggga tgtagaaaaa acacagtgcc 180 

aaggccagca tctccaacag aagcaggtac tgacccccaa accttcttac acacttgggt 240 

gtctgaatgc agagactaaa tgggtgcacc aagagtttaa tcaatgaacg gatgtattga 300 

catcactcta ttctgtatcc atggactctc ctttaatctt ttaacccaat tatccagctc 360 

ataaatatgg gaagctcctc agatgggcca ttgtcacaag aaagaaggca naatcactgc 420 

aa 422 



<210> 2910 

<211> 1119 

<212> DNA 

<213> Homo sapiens 



<400> 291.0 

gtccgtcacc cacgcgtcgg agaactgcca actactttcc aagtggccac atcagttttt 60 

attcccctgg cagtgtatga gagtttcagc ttctccacat tcaggtatct tagtctggct 120 

ctgggtgccc catcaccatt cccgtttcct tccaggagct gctccggaca caggaggagc 180 

ttaaggaact gtaggcagaa cggcagagcc aggaggtggc tgggcgacac cgggaccggg 240 

agttggagaa gcagctggcg gtcctgaggg tcgaggctga tcgaggtcgg gagctggaag 300 

aacagaacct ccagctacaa aagaccctcc agcaactgcg acaggactgt gaagaggctt 360 

ccaaggcaag gctaagatgg tggccgaggc agaggcaaca gtgctggggc agcggcgggc 420 
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cgcagtggag acgacgcttc gggagaccca ggaggaaaat gacgaattcc gccggcgcat 4 80 

cctgggtttg gagcagcagc tgaaggagac tcgaggtctg gtggatggtg gggaagcggt 540 

ggaggcacga ctacgggaca agctgcagcg gctggaggca gagaaacagc agctggagga 600 

ggccctgaat gcgtcccagg aagaggaggg gagtctggca gcagccaagc gggcactgga 660 

ggcacgccta gaggaggctc agcgggggct ggcccgcctg gggcaggagc agcagacact 720 

gaaccgggcc ctggaggagg aagggaagca gcgggaggtg ctccggcgag gcaaggctga 780 

gctggaggag cagaagcgtt tgctggacag gactgtggac cgactgaaca aggagttgga 840 

gaagatcggg gaggactcta agcaagccct gcagcagctc caggcccagc tggaggatta 900 

taaggaaaag gcccggcggg aggtggcaga tgcccagcgc caggccaagg attgggccag 960 

tgaggctgag aagacctctg gaggactgag ccgacttcag gatgagatcc agaggctgcg 1020 

gcaggccctg caggcatccc aggctgagcg ggacacagcc cggctggaca aagagctact 1080 

ggcccagcga ctgcaggggc tggagcaaga ggcagagaa 1119 



<210> 2911 

<211> 1347 

<212> DNA 

<213> Homo sapiens 



<400> 2911 

tttcggcgca gtttcctaca ggcccggaaa cggatcgtgt tgggtgaagg tgacggcgtc 60 

gagcgacctc tctgacctca tctcctgcct gtgtcctcct cgctccctct gctccagcca 120 

agcatgcgtc cttcctgttc ctgggccgag cttgctcctg cctcaaggcc ttcacgtggg 180 

ctgtgcctct gctggaactc gctggcccct cagctgcagc attgacttcc aaagactcct 240 

ggcacatgag gaagaaaccc agaagaggag agcaaaggag tcaggaatgg cttttactca 300 

gttgacattc agggacgtgg ccatcgaatt ctctcaagat gagtggaaat gcctgaactc 360 

tacacagagg actttataca gggatgtgat gttggagaac tacaggaacc tggtctccct 420 

ggatctgtct cgtaactgtg taatcaagga actagcacca caacaggaag gtaacccagg 480 

agaagtattc cacacagtga cattggaaca acatgaaaaa catgacattg aagagttttg 540 

cttcagggaa atcaagaaaa aaatacacga ctttgactgt cagtggagag atgatgaaag 600 

aaattgcaac aaagtgacta cggccccaaa agaaaatctt acttgtagga gagaccaacg 660 

cgatagaaga ggtataggaa acaagtctat taaacatcag cttggattaa gctttctacc 720 

acatccccat gaactgcagc agtttcaagc tgaagggaaa atttatgaat gtaaccatgt 780 

tgagaagtct gtcaaccatg gttcctcagt ttcaccaccc caaataattt cttctaccat 840 

caaaacccat gtttctaata aatatgggac tgatttcatc tgttcttcat tactcacaca 90O 

agaacagaaa tcatgcatta gggaaaaacc ttacagatat attgagtgcg acaaagcctt 960 

gaatcatggc tcacacatga ctgtacgtca ggtaagtcat tctggagaga aaggatataa 1020 

atgtgatctg tgtggcaagg tctttagtca aaaatcaaac cttgcgcgtc attggagagt 1080 

tcatactgga gagaaaccat acaaatgtaa tgaatgtgac agaagtttca gtcgcaactc 1140 

atgccttgca ctacatcgga gagttcacac tggagagaaa ccttacaaat gttatgagtg 1200 

tgacaaggtc ttcagtcgaa attcatgcct tgcactacat cagaaaactc atattggaga 1260 

gaaacctfcac acgtgtaaag agtgtgggca agcctttagt gtgaggtcaa cacttaccaa 1320 

ccatcaggta attcatagtg acaagaa 1347 



<210> 2912 

<211> 2012 

<212> DNA 

<213> Homo sapiens 



<400> 2912 

gacgggcgat ggctgtggtc cttctgctaa tgcaaacaac aaaacgggca cactagtcac 60 

ccccgaggga ggccaccatc actgtaactg ttggccaaag ctacaaaaga agcgagggaa 12 0 

tccaaccgag cgcagcgaca ctgagaacag cttcccctgc cttctgcggc ggcagaagtg 180 

aagtgcctga ggaccggaag gatggtgcag tcctgctccg cctacggctg caagaaccgc 240 

tacgacaagg acaagcccgt ttctttccac aagtttcctc ttactcgacc cagtctttgt 300 

aaagaatggg aggcagctgt cagaagaaaa aactttaaac ccaccaagta tagcagtatt 360 

tgttcagagc actttactcc agactgcttt aagagagagt gcaacaacaa gttactgaaa 420 

gagaatgctg tgcccacaat atttctttgt actgagccac atgacaagaa agaagatctt 480 

ctggagccac aggaacagct tcccccacct cctttaccgc ctcctgtttc ccaggttgat 540 
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gctgctattg gattactaat gccgcctctt cagacccctg ttaatctctc agttttctgt 600 

gaccacaact atactgtgga ggatacaatg caccagcgga aaaggattca tcagctagaa 660 

cagcaagttg aaaaactcag aaagaagctc aagaccgcac agcagcgatg cagaaggcaa 720 

gaacggcagc ttgaaaaatt aaaggaggtt gttcacttcc agaaagagaa agacgacgta 780 

tcagaaagag gttatgtgat tctaccaaat gactactttg aaatagttga agtaccagca 840 

taaaaaaatg aaatgtgtat tgatttctaa tggggcaata ccacatatcc tcctctagcc 900 

tgtaaaggag tttcatttaa aaaaataaca tttgattact tatataaaaa cagttcagaa 960 

tattttttta aaaaaaattc tatatatact gtaaaattat aaattttttt gtttgtaatt 1020 

tcaggttttt tacattttaa caaaatattt taaaagttat aaactaacct cagacctcta 1080 

atgtaagttg gtttcaagat tggggatttt ggggtttttt tttagtattt atagaaataa 1140 

tgtaaaaata aaaagtaaag agaatgagaa cagtgtggta aaagggtgat ttcagtttaa 12 00 

aacttaaaat tagtactgtt ttattgagag aatttagtta tattttaaat cagaagtatg 1260 

ggtcagatca tgggacataa cttcttagaa tatatatata catatgtaca tattctcata 1320 

tgtaaagtca caaggttcat ttatctttct gaatcagtta tcaaagataa attggcaagt 1380 

cagtacttaa gaaaaaagat ttgattatca tcacagcaga aaaaagtcat tgcatatctg 1440 

atcaataact tcagattcta agagtggatt tttttttttt acatgggctc ctattttttc 1500 

ccctactgtc ttgcattata aaattagaag tgtattttca gtggaagaaa catttttcaa 1560 

taaataaagt aaggcattgt catcaatgaa gtaattaaaa ctgggacctg atctatgata 1620 

cgcttttttt ctttcattac accctagctg aaggacatcc agttccccag ctgtagttat 1680 

gtatctgcct tcaagtctct gacaaatgtg ctgtgttagt agagtttgat ttgtatcata 1740 

tgataatctt gcacttgact gagttgggac aaggcttcac ataaaaaatt atttcttcac 1800 

ttttaacaca agttagaaat tatatcccat ttagttaaat gcgtgattta tattcagaac 1B60 

aacctactat gtagcgttta ttttactgaa tgtggagatt taaacactga ggtttctgtt 1920 

caaactgtga gttctgttct ttgtgagaaa ttttacatat attggaagtg aaaatatgtt 1980 

ctgagtaaac aaatattgct atgggagtta tc 2012 



<210> 2913 

<211> 382 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (1) . . . (382) 
<223> n = a,t,c or g 



<400> 2913 

cagccatggt ctaagccggg cgcctcacct gtcagccgca ccggctccag cgctcgcctc 60 

tcgcccttgc ttctccagcg ctccttgctc gcaaggcggg ggaggcggcg gcccagccac 120 

gatgatacat ttcatattgc tcttcagtcg acaagggaaa ttacggctac agaaatggta 18 0 

catcactctc cctgataaag agaggaagaa gatcacccgg gaaattgttc agattattct 240 

ctcccgtggt cacaggacaa gcagttttgt tgactggaag gagctaaaac ttgtttataa 3 00 

aaggtatgct agtttatatt tttgctgtgc aatagaaaaa tcaggacaat gagctcttga 3 60 

cgctagagaa tgtgcatcgt tn 382 



<210> 2914 

<211> 1855 

<212> DNA 

<213> Homo sapiens 



<400> 2914 

gggcaaagat aaatagagtc acaaaaaaca gaacattgat ggccacaaca gcaacctggt 60 

caatatttcc ttggggaacc tgagcttcat ctgtacttgc ttcttcaaaa ttaatacttt 120 

tacactgtct tcctgagtca tccacacgat gttctcttag tatggcaagg atcagaataa 180 

tatttaaaat tcccaggaag gcgctaagta aaactggtgt tgtatacatg tttatctgca 240 

gtttaatcac atcccatgtc acaccttttt ctccaaggaa tgtaaaacaa gtctgaaaaa 300 

ctgctccaat tcccaacaat ccacgagcaa ccagcatgta gtatttatta tgagaagctg 360 

ggatgtggag atatgcatag aggcagttgg ctgccacgga aatcaagatg gagacaataa 42 0 
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gaggrctcttt tcttggtcta taattagacc ataaaccaaa tataggtgaa gctaccattt 480 

ggccaagact atatgaagca ataacccagc ccaaaaaact tgtatcagct gtcggatcaa 540 

tcttttggag atatggccat atggacatca tcactacaga aaaccctaca ctgctgagaa 600 

acatagtaag atataaaatc ctaatagatc tccatcggct cttataatgc tcttcagtct 660 

ctaaaatgtc ccattctctg cttccaggtg tgtcgcctaa gagcggctcc tgttcacttt 720 

cgttccgcag gccggccata gttacactcc ctacaaggcg tcttgcgccc aactctcgcg 780 

acacctgctt tctcccatcc cgggtggcgt gaagctggca aaacaagcct gtaagtgcgc 840 

gtgcgcacct gacggtcaga cgtaggcgga acgccccgag gtcataggcg gggtcacgcg 900 

gaaggccggg cagcgcaggg cgaaaggagg ctgtgtcctc agcctcctcc ctcggcacgc 960 

gcctcccatc ctgacgggga ctgagagccc aggagagctc ggggcgtgtc caaactgccg 1020 

cgccgccctg ctccgggttt gtcttcctcc ctccgtttct ccttccgctg tatctagcat 1080 

ttcggttcct ggaaaggtta ccggagctgc gattggggct gggaccaaag ttgagtcctg 1140 

gaaagggagc ctggagagcg gcggtgctgg gaggcccggc cagctcgatc gcaggcttcc 1200 

acctggcggc caatgcttgt ttgctactga tgggtgtgag caagttagat attctatacc 1260 

ggagacttct cctaacaaaa ctttttatca gaggatgggg aaggccagaa gatctcaaaa 1320 

gactctttga attcagaaag atgattggaa atcgggaaag atgccagaat ctggtttcaa 1380 

gcgattatcc agtacacatt gataagattg aagagcaatc agattgtaag atcttagatg 1440 

gacactttgt ttcccccatg gctcactatg tgcctgatat catgccaatt gaatctgtta 1500 

ttgcaaggtt ccaatttatt gtgcctaaag aatggaacag caaatataga cctgtatgca 1560 

ttcatcttgc tggaacagga gatcatcatt actggaggcg acgaacacta atggcccgtc 1620 

ctatgattaa agaagcccga atggcttctt tattgttaga aaacccttat tgatgacgtc 1680 

agactattca cagaagaaga aatgaaactg gtgcacagat ataaagaaat gttcaacgtt 1740 

gctggtaata aatgtagagt taaaacaaca atgatcaaat atttaaaaaa aaacagtact 18 00 

ggtgaggctg ctttgaaatg ggcactcttg ttactaatga ctgaaaatta gttca 1855 



<210> 2915 

<211> 718 

<212> DNA 

<213> Homo sapiens 



<400> 2915 

agggtgtgaa gcgtgtgctt tagtttcgtg ggaggcctgg catccccgag agggagggga 60 

aaggtaacca ctcctttgtg gaggtcgcca gggtcattgt cgtggatttg cacagtcggc 120 

tgggcggtgc aatggcggaa agaaaaggaa cagccaaagt ggactttttg aagaagattg 180 

agaaagaaat ccaacagaaa tgggatactg agagagtgtt tgaggtcaat gcatctaatt 240 

tagagaaaca gaccagcaag ggcaagtatt ttgtaacctt cccatatcca tatatgaatg 300 

gacgccttca tttgggacac acgttttctt tatccaaatg tgagtttgct gtagggtacc 360 

agcgattgaa aggaaaatgt tgtctgtttc cctttggcct gcactgtact ggaatgccta 420 

ttaaggcatg tgctgataag ttgaaaagag aaatagagct gtatgttgcc cccctgattt 480 

tccagatgaa gaagaggaag aggaagaaac cagtgttaaa acagaagata taataattaa 540 

ggataaagct aaaggaaaaa agagtaaagc tgctgtaaag ctggatcttc taaataccag 6 00 

tggggcatta tgaaatccct tggcctgtct gatgaagaga tagtaaaatt ttctgaagca 660 

gaacattggc ttgattattt caacgcactg gctattcagg atttaaaaag aatgggtt 718 



<210> 2916 
<211> 379 
<212> DNA 

<213> Homo sapiens 



<400> 2916 

tttcgtgcga ctctcggtcg tgcagcggcg gcgagcgctc tcgagcggct gcgggacgcg 60 

aggtttccgg agctgagctc aatgtgcagc aatggatgac gacagcctgg atgagctgtg 120 

gcccggagcc cagggccgga tggacaccca caggtcggcc ctgcggaccc ggcaggtgac 180 

tttgaagaaa gcagcgtggg cagcagtggg gactctgggg acgacagtga cagcgagcat 240 

ggagatggca cagacggaga agacgagggg gcgtctgagg aggaagacct ggaagacaga 300 

tctggttccg aggattctga agacgacggg gagacattgc tggaggtagc gggtactcag 360 

gggaaactgg aagccgctg 379 
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<210> 2917 

<211> 1053 

<212> DNA 

<213> Homo sapiens 



<400> 2917 

gtaaaggctt tgatgagagg agctctggct tttgctcagg gcctttggca ccccaccctc 60 

cagcccccag gaatgcaggc gctcaaagcc tgtggctagg ctgcccgaag cgcgtgccgc 120 

agttcttctg gagtgggagc agggggacag agctttgggt agaggagggt cacctgcaaa 180 

gctggaatgc caggggagtg ggcggtgcct ccagctcctg ggggccaggg tgtctccata 240 

cctcatgggc ctgagcctgg gcaggggtct ggagtgcaca tagcccccag gcagggagag 300 

ggcagtgaca. ggacagagcc actcatctgt cccaaagctg cacccaaggg gtgtcagcaa 360 

ccccaaccta ctgacctact ttgggaccac aggcccatct agtgcaaatg aggcccagaa 420 

aggagaaatg cttitgctcaa cagccacagt aggctgacgt aacctatgta atgtagggtc 480 

agggtgggcc tgagggatga gccaggtggt gggcaggtga cacaccaggt cccctcctgg 540 

cctctgcccc acccagccct ctcctgcacg gctaccagaa gatgtccggg aagaacagac 600 

tagccctgag tagggagtgt ggtcaggtgc agaggagggc aggggcccgg atcctggccc 660 

agaaacactc taaaacagaa tccgatcctg agatgatcca aatcaaacag aaacttgacg 720 

gaaatagtag agtctgaaaa tgatgcactc tgcgcacaca tatacaagac acacacacac 780 

acacgaatcc acgcacacga ggcacacccc actcatgctc tcggtctctg gttacacacc 840 

cacacccccc ctactcctgt attcagatgc cctccatggc ccaccctccc acccagcaga 900 

gcgccagagc ctggtgccag ggactcagtg ccgactgctg acgtgaaggg tgtagaaagc 960 

ccagggctca gggacgtaga tgacacccgg gtacttcttc ctgagaacag ggtcattcca 1020 

cagccaggcg ccggcggtgg gtgcgacgga cac 1053 



<210> 2918 

<211> 1409 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> inisc_f eature 

<222> (1) . . . (1409) 

<223> n = a,t,c or g 



<400> 2918 

tttttttttt ttaccgtcct cacactttat tgttagctgt tctttaagtt tctcacacat 60 

tattggcaat tatgtaaaaa tcaagaacct ctataaaaca acctggcttt ccaggtggaa 120 

ttccgcatac agccaaaact ggattccagt gtggccagac aacgcccatg tcccaattta 180 

agagtcgctg tcctcaccac catccggagt ggcctctctg tcagtgtgtg atgtggccag 240 

ggcagtgtcc acctgaactt cctcctcatc ggactgaaca acgggggact ccccaccctc 3 GO 

actgatgtcc cgggtggccg agtcggtgca ggtggaggaa gaagaaggtg gcttggctct 3 60 

taattctgag ggatttggaa cctggagggt aatctcattc tgacaggtac tggattcagg 420 

ccctaaggcg ggggacagca cagtgttctc ttctcctcca gagttcagga agacgtccag 4 80 

ggcctcctgg tccgatatgt ccatcaggtc catctgctcc agcatgtcca cgttcacttc 540 

catggatgac atgctgccta tgggctctcg ccgctctgca atctgcaggt agccagtgga 6 GO 

caggtactgc tccatgtcct gctggaaggc ttcctcaaaa aacttctgcc gctccttcag 660 

cttcatttgc tgggtgtgct ccatttccag gaccttctgg gcgtgctctg catctagttc 720 

agctttgaag gtttcaagtt ccttcctctt atttttcttg taattctcca gttgctggga 780 

ctgcatatgt ttgcatcttt ctaattcaca ctgcccacat aagtcttcca gatgcagcag 840 

gttgttctct acctcctcaa aactcgcctc taaatgagtc agatttgctg tcatggattc 90 0 

taagtctgcg attaaagctg ggagctgctg gagctgctct tgcagctcca cgaggcttgt 960 

ctttttcttc tcccagtgcg cagaaagcat gaccacctcg ctatccacca gctctccagc 1020 

acttgcacag tctttggctc ttctgtgaag tgcagcccat gtatcctcat acctgctaag 1080 

taattctaat ccagcagagt actttggcaa aaatggaaca gtcctgggtt tgcttttcac 1140 

ttttgcttct cttgacttgt cacttaaagt cttcagcccg gaggtgaaat cctgctgcac 12 GO 

gctcagcagc cgctcgcgaa gggtctccag cattgccgcc gccgccggtc tcctctcctc 1260 

aggcctcggg ctgctgctgc ctctgtcgcc ccctgggtcc cacgccgcca accccgcgct 1320 
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gtcaccgcgc gccccgcact cccactaccg gccccgcccc cggtgtggtc ctcgccgccg 1380 
ccctcgtacn aagqaggggg taagccggt 1409 



<210> 2919 
<2ll> 396 
<212> DNA 

<213> Homo sapiens 



<40O> 2919 

tttcggcgag ccactaccat tctgctgaga aggaaaagtt cgctttttct ttaagagatt 60 

aaaacaatat gcgcaatcct cacctctcta gcaatcacta tttaaatctg gcaagaactg 120 

aaacagtctt tgcaagaatg gaatccgtaa aacaaaggat tttggcccca ggaaaagagg 180 

ggctaaagaa ttttgctgga aaatcactcg gccagatcta cagggtgctg gagaagaagc 240 

aagacaccgg ggagacaatc gagctgacgg aggatgggaa gcccctatag gtgcccgaga 3O0 

ggaaggcgcc gctgtgcgac tgcacgtgct tcggcctgcc ccgccgctac attatcgcca 360 

tcatgagcgg cctgggcttc tgcatctcct tcggtc 396 



<210> 2920 
<2ll> 1077 
<212> DNA 

<213> Homo sapiens 



<40O> 2920 

taaagattta attctccata tgagtaagtt agcgtgtatc atcagaaact atctagaact 60 

gtgtgcacag actgctactg gttttccaag ttgaatatac ttgagtatct taaaatattt 120 

catcaacttt ctaaaacatc aagaaaagct ctctatacaa ataccatggc cgattataat 180 

tattttgttt tccatccttt taaaaatatt ttctgctttg catcccatta ttattttgag 24 0 

tatcttttca ttcgcagttt gatgttcatt gcgttggctt acagctaaca ttcatttcat 30 0 

acgttttgat gcttagctga aaaattacaa taaattctcc aatgaaatta tgtatcttta 360 

tttaatgaaa atgcctgctg cgtaccaagg tatgtactag ggcatctggg gtaagtaaaa 420 

acaaacacat agagcctgcc tggagaagct catggtctga tggaaagata agcaagaaga 480 

gttaatttct aatcaatatg ataaaaaggt cagagagcag tttctgaaaa acatgttttt 54 0 

gagttgagtc ctgaaagaca aggagatgtt agtaaagcag agaagggaga at t cat t eta 600 

gaaagatcag acagtgtgtg ggaagggcag agtctgaaaa gagcatgccc catttggaga 660 

agcatcaaga agcccacgtg ttagaagcac cggccccatg agacaaagac acagctagag 720 

agattgacta ggccatgtcg gaatgtcctc ttattttata catacataag catatagata 780 

catatagcca aagttacctt tttaatgatc ttttttaccc agtgtattct ggaggtcgaa 840 

tggtcacata tgaacatctc cgagaggttg tgtttggcaa aagtgaagat gagcattatc 9O0 

ccctttggta agttttgttt ggaaaataat atgctgttgc cccaaatgcc ttaatgttta 960 

ttaggtttat gtaaaattgt acatttgtac ccaaattgcc ttaagttatg gacttaaaat 1020 

aataattaca atataagtcc agataattga gcatttactg cagatgtata cagacat 1077 



<210> 2921 
<211> 910 
<212> DNA 

<213> Homo sapiens 



<400> 2921 

ctgcgctact gccggagcgg ggcggttatg gcggctccat attaacagcc tcctcctcct 60 

ccgccgccgc cgccgtctcc tcctcctcct cctttccctc ccgcccgcgc tctaagccat 120 

ctccgccttc accctgacgc ctgcctcttc ccctcacctt tccccctccc ctgttctacc 180 

atgcccggca tgatggagaa agggcccgag ttactgggga agaaccgatc ggccaacggc 240 

agcgccaaga gcccggcagg cggcggcggc agcggcgcct cgtccaccaa cggcgggctg 300 

cactactcag agcccgagag cggctgcagc agcgacgacg agcacgatgt tgggatgaga 360 

gtcggagccg aataccaagc tcggatccct gaatttgatc caggtgctac aaagtacaca 420 
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gataaagaca atggagggat gcttgtatgg tctccatatc acagtatccc agatgccaaa 4 80 
ttggatgaat acattgcaat tgcaaaggaa aagcatggct acaatgtgga acaggcactt ' 540 

ggcatgttgt tctggcataa acataacatt gagaagtccc ttgctgatct ccctaatttc 600 

actccctttc cggatgagtg gacagtggaa gataaagtcc tatttgaaca agcctttagt 660 

tttcatggaa agagctttca caggattcag caaatgcttc cagataagac aattgcaagc 720 

cttgtaaaat attactattc ttggaaaaaa actcgctcta ggacaagttt gatggatcgc 780 

caggctcgta aactagctaa tagacataat cagggtgaca gtgatgatga tgtagaagaa 840 

acacatccaa tggatgggaa tgatagtgat tatgatccca aaaaagaagc caaaaaagag 900 

ggaatgtctt 910 



<210> 2922 
<211> 5i3 
<212> DNA 

<213> Homo sapiens 



<400> 2922 

gaaagtctgt aactgctgca gccaggaatt agaaacttct tttacctatg tggacaaaaa 60 

catcaacttg gagcagcgga accggagctc gccatcagca aaagggcata atcaccctgg 120 

ggagcttggc tgggaaaatc caaatgagtg gtcccaagag gctgccatat ctttgatatc 180 

tgaagaggag gatgatacaa gttcagaagc cacgtcttca gggaagtcta tagactatgg 240 

tttcatcagc gccatcttgt tcttggtcac tgggatcctg ctcgtgatca tctcttacat 300 

cgtcccacgg gaagtgactg tggaccccaa cactgtggca gcccgggaga tggagcgcct 360 

ggagaaggag agtgcgaggc tgggggctca cctggaccgc tgtgtgattg cggggctctg 420 

cctcctcacg ctggggggcg tcatcctgtc ctgcttgtta atgatgtcca tgtggaaggg 480 

ggagctctat cgtcgaaaca gatttgcctc ttc 513 



<210> 2923 

<211> 412 

<212> DNA 

<213> Homo sapiens 



<400> 2923 

gtcatcgccc ccgactgtgg agaagtgtcc ggggtagccc cgttacagga atgtgtttct 60 

gatcatctga atcttaatca tgtccaactg cctgcaaaat ttcctgaaaa ttacaagcac 120 

tcgtcttcta tgttcaagat tatgccaaca gttaagaagt aaaaggaagt ttttcggaac 180 
tgtgccaata tccagattgc ataggcgagt tgtcattaca ggcattggct tagtgactcc " 240 

tcttggtgtt ggaactcacc tggtttggga tcgtcttatc ggaggagaga gtggaattgt 3 GO 

ttcactggtt ggtgaagagt ataagagtat cccttgcagt gttgctgctt atgtgccaag 360 

aggtagtgat gaaggtcagt tcaatgaaca aaactttgtg tccaaatcag at 412 



<210> 2924 
<211> 746 
<212> DNA 

<213> Homo sapiens 



<400> 2924 

gtaaccactg tgtagtaatt cctttaactc ggaactctgc tggggtggcc cttgacccta 6 0 

tcctaagaac ctttaactcg gaactctgtt ggggtggagg gcccctcttt tcagccggtg 120 

tcttgccttc cattctccct tcatcctgct caacaccccg aagctggtga aaacagcaga 180 

gctgcccccg gatcggaact acgtgctggg cgcccaccct catgggatca tgtgtacagg 24 0 

cttcctctgt aatttctcca ccgagagcaa tggcttctcc cagctcttcc cggggctccg 300 

gccctggtta gccgtgctgg ctggcctctt ctacctcccg gtctatcgcg actacatcat 36 0 

gtcctttgga ctctgtccgg tgagccgcca gagcctggac ttcatcctgt cccagcccca 42 0 

gctcgggcag gccgtiggtca tcatggtggg gggtgcgcac gaggccctgt attcagtccc 480 

cggggagcac . tgccttacgc tccagaagcg caaaggcttc gtgcgcctgg cgctgaggca 540 
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cggggcgtcc ctggtgcccg tgtactcctt tggggagaat gacatcttta gacttaaggc 600 

ttttgccaca ggctcctggc agcattggtg ccagctcacc ttcaagaagc tcatgggctt 660 

ctctccttgc atcttctggg gtcgcggtct cttctcagcc acctcctggg gcctgctgcc 720 

ctttgctgtg cccat caeca ctgtgg 746 



<210> 2925 
<211> 793 
<212> DNA 

<213> Homo sapiens 



<400> 2925 

tttcgtgcgg cggggcggcc ggcggcggcc atgggagata tcccagttgt gggcctcagc 60 

tcctggaagg cttctccagg gaaagtgacc gaggcagtga aagaggccat tgacgcaggg 120 

Caccggcact tcgactgtgc ttacttttac cacaatgaga gggaggttgg agcagggatc 180 

cgttgcaaga tcaaggaagg cgctgtaaga cgggaggatc tgctcattgc cactaagctg 240 

tggtgcacct gccataagaa gtccttggtg gaaacagcat gcagaaagag tctcaaggcc 300 

ttgaagctga actatttgga cctctacctc atacactggc ccatgggttt caagcctcct 360 

catccagaat ggatcatgag ctgcagtgaa ctttccttct gcctctcaca tcctcgagtg 420 

caggacttgc ctctggacga gagcaacatg gttattccca gtgacacgga cttcctggac 480 

acgtgggagg ccatggagga cctggtgatc accgggctgg tgaagaacat cggggtgtca 540 

aacttcaacc atgaacagct: tgagaggctt ttgaataagc ctgggttgag gttcaagcca 600 

ctaaccaacc agattgagtg ccacccatat cttactcaga agaatctgat cagtttttgc 660 

caatccagag atgtgtccgt gactgcttac cgtcctcttg gtggctcgtg tgagggggtt 720 

gacctgatag acaaccctgt gatcaagagg attgcaaagg agcacggcaa gtctcctgct 780 

cagattttga tec 793 



<210> 2926 

<211> 705 

<212> DNA 

<213> Homo sapiens 



<400> 2926 

ggcattgggc ctggaacccc gggtcgacga tttcgtctga gagggacgcg tgccgcggag 60 

ccaggcttac tacgtgaccc ggacaccagg catacgctag gggcagtcag ctgtgccttc 120 

tctttcggag ttgttccgtg ctcccacgtg cttccccttc tccactggct gggatccccc 180 

gggctcgggg cgcagtaata atttttcacc atgcatcgga aaaaggtgga taaccgaatc 24 0 

cggattctca ttgagaatgg agtagctgag cggcaaagat ctctctttgt tgtagttggg 300 

gatcgaggaa aagatcaggt ggtaatactt catcacatgt tatccaaagc aactgtgaag 36 0 

gctcggcctt cagtgctgtg gtgttataag aaagagctgg ggtttagcag tcaccggaag 42 0 

aaaagaatgc gacagctgca gaagaaaata aagaatggaa cactgaacat aaagcaggac 480 

gacccctttg aactcttcat agcagccaca aacattcgct actgctacta caacgagacc 54 0 

cacaagatcc tgggcaatac cttcggcatg tgtgtgctgc aggattttga agccttaact 60 0 

ccaaacttgc tggccaggac tgtagaaaca gtggaaggtg gtgggctagt ggtcatcctc 660 

ctacggacca tgaactcact caagcaattg tacacagtga ctatg 705 



<210> 2927 

<211> 723 

<212> DNA 

<213> Homo sapiens 



<400> 2927 

atgcggggcg gggagcgcgg gcggccgggg agggcggcgg cccctttaag agcaggccac 60 

gccccctccc ctcctcccgt tcgctgccag cggtcggtgg cggccgctac ggtgctgaca 120 

agatggcggc tggcggagct gtcgctgcgg cgcccgagtg ccggcttctc ccctacgcgc 180 

tacacaagtg gagctccttt j^cctccacct accttcccga gaacatttta gtggacaaac 240 
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caaatgacca atcttcaaga tggtcttcag agagcaacta tcctccccag tacttgattc 300 

taaagctcga aaggcctgct atagttcaga atatcacatt tggaaaatat gagaaaactc 360 

atgtttgcaa tttgaagaaa tttaaagtct ttggtggaat gaatgaagaa aatatgacag 420 

agctgttgtc cagtggctta aagaatgatt ataacaaaga aacattcacc ttgaagcata 480 

aaattgatga acagatgttc ccttgtcgat tcattaaaat agttccactc ttgtcctggg 540 

gacccagctt taactttagc atctggtatg ttgaacttag tggcattgat gatcctgata 600 

tagtacaacc ttgtctcaac tggtatagca agtaccgtga acaggaagct attcgccttt 660 

gcctaaaaca cttcagacaa cacaactata cagaagcttt tgagtcactg caaaagaaaa 72 0 

cct 723 



<210> 2928 

<211> 637 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (1) . . . (€37) 
<223> n = a,t,c or g 



<400> 2928 

tttcgagaag aaacagctcc gccgtccttc gctttttttg ctgggctgct gctccttcgg 60 

catcatggcg ccgtcgctgt ggaaggggct ggagggcatc ggtctctttg ccctagccca 120 

cgccgccttt tccgctgcgc agcatcgttc ttatatgcga ttaacagaaa aagaagatga 180 

atcactgcca atagatatag ttcttcagac acttctggcc tttgcagtta cctgttacgg 240 

tatagttcat attgcaggag agtttaaaga catggatgcc acttcagaac tgaaaaataa 3O0 

gacatttgat acggtaagga atcacccatc cttttatgta tttaatcatc gtgggtccga 360 

gtacttttcc ggcccttcgg atacagcaaa ttcttcaaac caagatgcat tgtcctctaa 420 

cacatcattg aagttacgaa aactcgaatc actgcgtcgt taagattttt acaaattata 480 

ataataggac aggacacaga gctggaatat tggagtttgg ggtataaaac actcctccct 540 

gcccccatta gtatttatat tgatctttca gacctacttt agtaaaaaaa accatggccc 600 

ttgtttatat actgttaazic caatcattaa tgcagtg 637 



<210> 2929 

<211> 367 

<212> DNA 

<213> Homo sapiens 



<400> 2929 

ccaggacggt gtggctcatg cggcgccggc ctcacctgcg gtgtcccaga tggagatgtt 60 

gtaggagcgc cactgcttca ggtagaaggc gccgcccacc gtgctgaccg tgtccgggaa 120 

gcgccgctcc atataccgct gcagcagcga cgtcttcccc acgttcatgt cccccaggag 180 

cacgatcttg ctgtcgggct tcctcatctt cccgtaagaa cccccagcgc ccccgcgccc 240 

tctccccgag gctggccggc tcgtgcgccc tgggcgcagc tggaggagcg gaccccggac 3 00 

tcgccgggac ccggattctc gtgaacgctc cgggaccttc gcctccggac gcccgggagc 360 

tcaagag 367 



<210> 2930 
<211> 7545 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (7545) 

<223> n s a,t,c or g 
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<400> 2930 

cctggcataa gggttggaat tacaagtcag acagggctga gcagcaatct tcaagaaaat 60 

tgctctaaat tggccttcat tagctctcac ggcactgaaa aacaactcca atgcatgcct 120 

atggaaggga gaggcagagc ctctagctcc atttcagacc tgcaaggaaa gggctttgag 180 

aagggaactg gggagaagca cgttccaggt gtgggttcag ctcggcactc gccacaggcc 240 

tccgcaggtg gctctccttg gcagcgaggc aaggcgcaaa cccgctggct tgggaagcct 300 

gaccctggca ggaagcgacg ccggggttct ccgcaagaag aaggcggcct ccgggtgtcg 360 

gccgcagcca ggctactgtg ctccggggca aaccgctgca aagtcctagt gaggcagaac 420 

tcgaccccca acactcagca gcctgccgtc cacccatcca cacccccgtc tcgccccctg 480 

ccccaagctg gcagatgcct tgtcgcccct ctaagaccgc acccggattg ggtggctgca 540 

aagacgctcg ccaaagcgct cagagcccca gggaagccgt ggcgcctggc agctccctct 6 00 

cctctgggag atctgggggc gccagggctg ccggggccta gcacagcgcc gagaaccctc 660 

agcgtcgagg agccgggtgt cgagtgcaat cagctctgtc tctatgcgga tgtcacagat 720 

ccagtgctct gcttgggaca gaaggacccg ggtgttgaag gcaagcattg tgaaaaggaa 780 

aaaatttctt cttcaaagga gctgaagcat gttcatgcaa aaagtgaacc aagtaaacct 840 

gcccggagac tttcagagtc tttgcatgta gttgacgaaa acaaaaatga atccaaaata 900 

gaaagagaac ataaaagacg gacatctacc cctgttatca tggagggggt acaggaagag 960 

actgacacaa gagatgtaaa aaggcaagta gaacgctcag aaatttgcac cgaagagccc 1020 

cagaaacaga aaagcacact taaaaacgaa aagcatctaa agaaagatga ttctgaaaca 1080 

ccacatttga aaagcctact taagaaagag gtgaaatcct ccaaggagaa gcctgaaaga 1140 

gagaaaactc catcggaaga caaatbgtct gtgaaacata aatataaagg tgattgtatg 1200 

cataaaacag gtgatgagac tgagcttcac tcttctgaga aaggtttaaa agtagaggaa 1260 

aatattcaaa agcaaagtca acaaacaaag ctttcttcag atgataaaac cgaacgaaaa 1320 

agtaaacata ggaatgaaag gaaattatca gtattaggca aagatggaaa gccagtttct 1380 

gaatatatta taaaaacaga tgagaatgtt cgtaaagaaa acaacaaaaa agagagacgc 1440 

ttgtcagctg aaaaaactaa ggcagagcac aaatcaagaa ggtcaagtga ttctaaaatt 1500 

cagaaagatt ctctgggttc caagcaacat ggtatcacat tacagagaag aagtgaaagt 1560 

tattcggaag ataagtgtga tatggactcc actaacatgg atagtaattt gaaaccagaa 1620 

gaggttgttc acaaggagaa acgacgaaca aagagcttgt tagaagagaa acttgtgttg 1680 

aagtctaaat caaaaact.ca aggcaaacag gtaaaagttg tagaaacaga attacaagaa 1740 

ggtgccacaa aacaggcaac cactccaaaa ccagacaagg agaagaacac agaagaaaat 1800 

gactcagaaa aacagcgtaa gtctaaagtt gaagacaaac cttttgaaga aactggtgtt 1860 

gaacctgtat tagagactgc ttcttcttca gcacatagta cacagaagga ttctagtcat 1920 

agagccaagt taccattagc aaaggagaaa tataagagtg ataaagactc cacttccacc 1980 

aggcttgaga gaaagttgtc agatggccac aaaagcagaa gcttaaagca tagtagtaaa 2040 

gacataaaaa agaaggacga aaataaatca gatgacaagg atggtaaaga agttgacagt 2100 

agtcatgaaa aggccagagg taatagttca ctcatggaaa agaaattaag tagaaggttg 2160 

tgcgaaaatc ggagaggaag cttgtcacaa gaaatggcca aaggagaaga aaaattagca 2220 

gcaaacactt tgagcactcc cagcggttcc tcccttcaga gaccaaaaaa gagtggtgat 2280 

atgacattga tccctgaaca agagccaatg gaaattgatt ctgagccagg tgttgaaaat 2340 

gtgtttgaag tatctaaaac ccaagacaac cgcaataata attctcacca agacattgac 2400 

tctgaaaata tgaaacaaaa aacttctgcc actgttcaaa aggatgaatt gagaacttgc 2460 

acagcagatt caaaagcaac agctccagct tataagccag gccgtggaac aggagttaat 2520 

agtaattctg aaaagcatgc cgatcataga agcaccttga ccaagaaaat gcatatacaa 2580 

agtgctgtgt ccaaaatgaa ccctggggag aaagaaccca ttcatagagg aactactgaa 2640 

gtgaatatag attctgaaac tgttcataga atgttactga gtgccccatc agaaaatgat 2700 

agggtacaga agaatttgaa aaacacagct gctgaagaac atgttgctca aggagatgcc 2760 

actcttgaac attccacaaa tttagactcc tcaccatcct taagttcagt gactgttgtg 2820 

cctctgaggg aatcgtatga tccagatgta attcctctgt ttgacaaaag aactgttttg 2880 

gaaggtagca cagccagcac ctcccctgcg gatcactctg ctctccctaa ccaaagtctg 2940 

actgttaggg aatcagaagt ccttaagaca agtgacagca aagaaggtgg tgaaggtttc 3000 

acagtagata caccagcaaa agcaagcatc actagcaaaa gacacattcc agaagctcac 3060 

caggctactt tattggatgg taaacaagga aaggtaatca tgcctcttgg aagtaagtta 3120 

acgggcgtga ttgtggaaaa tgagaatatt accaaagaag gtggcttagt ggacatggcc 3180 

aagaaagaaa atgacttaaa tgcagagccc aatttaaagc agacaattaa agcaacagta 3240 

gagaatggca agaaggatgg cattgctgtt gatcatgttg taggcctgaa tacagaaaaa 3300 

tatgctgaaa ctgtcaaact taagcataaa agaagcccag gtaaagtaaa agacatatca 3360 

attgatgttg aaagaaggaa tgaaaacagt gaggtagaca ccagtgctgg aagtggctct 3420 

gcaccctctg ttttacacca aaggaacgga caaactgagg atgtggcaac tgggcctagg 3480 

agagcagaaa agacttctgt tgccactagt actgaaggga aggacaaaga tgtcacctta 3 540 

agtccagtga aggctgggcc tgccacaacc acttcttcag aaacaagaca aagtgaggtg 3600 

gctttgcctt gcaccagcat tgaggcagat gaaggcctca taataggaac acattccaga 3660 
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aataatcctc ttcatgttgg tgcagaagcc agtgaatgca ctgtttttgc tgcagctgaa 3720 

gaaggtgggg ctgttgtcac agagggattt gctgaaagtg aaaccttcct cacaagcact 3780 

aaggaagggg aaagtgggga gtgtgctgtg gctgaatctg aggacagagc agcagaccta 3840 

ctggctgtgc atgcagttaa aatcgaagcc aatgtaaata gcgttgtgac agaggaaaag 3900 

gatgatgctg taaccagtgc aggctctgaa gaaaaatgtg atggttcttt aagtagagac 3960 

tcagaaatag ttgaaggaac tattactttt attagtgaag ttgaaagtga tggagcagtt 402 0 

acaagtgctg gaacagagat aagagcagga tctataagca gtgaagaggt ggatggctcc 4080 

cagggaaata tgatgagaat gggtcccaaa aaagaaacag agggcactgt gacatgtaca 4140 

ggagcagaag gcagaagtga taactttgtg atctgctcag taactggagc agggccccgg 4200 

gaggaacgca tggttacagg tgcaggtgtt gtcctgggag ataatgatgc accaccagga 4260 

acaagtgcca gccaagaagg agatggttct gtgaatgatg gtacagaagg tgagagtgca 4320 

gtcaccagca cggggataac agaagatgga gaggggccag caagttgcac aggttcagaa 4380 

gatagcagcg aaggctttgc tataagttct gaatcggaag aaaatggaga gagtgcaatg 4440 

gacagcacag tggccaaaga aggcactaat gtaccattag ttgctgctgg tccttgtgat 4500 

gatgaaggca ttgtgactag cacaggcgca aaagaggaag acgaggaagg ggaggatgtt 4560 

gtgactagta ctggaagagg aaatgaaatt gggcatgctt caacttgtac agggttagga 4620 

gaagaaagtg aaggggtctt gatttgtgaa agtgcagaag gggacagtca gattggtact 4680 

gtggtagagc atgtggaagc tgaggctgga gctgccatca tgaatgcaaa tgaaaataat 4740 

gttgacagca tgagtggcac agagaaagga agtaaagaca cagatatctg ctccagtgca 4800 

aaagggattg tagaaagcag tgtgaccagt gcagtctcag gaaaggatga agtgacacca 4860 

gttccaggag gttgtgagigg tcctatgact agtgctgcat ctgatcaaag tgacagtcag 4920 

ctcgaaaaag ttgaagatac cactatttcc actggcctgg tcgggggtag ttacgatgtt 4980 

cttgtatctg gtgaagtccc agaatgtgaa gttgctcaca catcaccaag tgaaaaagaa 5040 

gatgaggaca tcatcacctc tgtagaaaat gaagagtgtg atggtctcat ggcaactaca 5100 

gccagtggtg atattaccaa ccagaatagc ttagcagggg gtaaaaatca aggcaaagtt 5160 

ttgattattt ccaccagtac cacaaatgat tacacccctc aggtaagcgc aattacagat 5220 

gtggaaggag gtctctcaga tgctctgaga actgaagaaa atatggaagg taccagagta 5280 

accacagaag aatttgaggc ccccatgccc agtgcagtct caggagatga cagccaactc 5340 

actgccagca gaagtgaaga gaaagatgag tgtgccatga tttccacaag cataggggaa 5400 

gaattcgaat tgcctatctc cagtgcaaca accatcaagt gtgctgaaag tcttcagccg 5460 

gttgctgcag cagtggaaga aagggctaca ggtccagtct tgataagcac cgccgacttt 5520 

gaggggccta tgcccagtgc gcccccagaa gctgaaagtc ctcttgcctc aaccagcaag 5580 

gaggagaagg atgaatgtgc tctcatttcc actagcatag cagaagaatg tgaggcttct 5640 

gtttccggtg tagttgttga aagtgaaaat gagcgagctg gcacagtcat ggaagaaaaa 5700 

gacgggagtg gcatcatctc tacgagctcg gtggaagact gtgagggccc agtgtccagt 5760 

gctgtccctc aagaggaagg cgacccctca gtcacaccag cggaagagat gggtgacacc 5820 

gccatgattt ccacaagcac ctctgaaggg tgtgaagcag tcatgattgg tgctgtcctc 5880 

caggatgaag atcggctcac catcacaaga gtagaagact tgagcgatgc tgccatcatc 5940 

tccaccagca cagcagaatg tatgccaatt tccgccagca ttgacagaca tgaagagaat 6000 

cagctgactg cagacaaccc agaagggaac ggtgacctgt cagccacaga agtgagcaag 6060 

cacaaggtcc ccatgcccag cctaattgct gagaataact gtcggtgtcc tgggccagtc 6120 

aggggaggca aagaaccggg tcccgtgttg gcagtgagca ccgaggaggg gcacaacggg 6180 

ccatcagtcc acaagccctc tgcagggcaa ggccatccaa gtgctgtttg tgcggaaaaa 6240 

gaagagaagc atggcaagga gtgccccgaa ataggaccat ttgcaggaag aggacagaaa 63 00 

gagagcactt tacacctcat aaatgcagaa gagaagaatg tattgttgaa ctcccttcag 6360 

aaagaagata agagcccaga gacagggaca gcagggggca gtagcacagc aagttattca 6420 

gcaggaaggg gcttagaggg gaatgctaac tcacctgccc acctgagagg accagaacag 6480 

acgtctgggc agacggctaa ggatt octet gtcagcagca ttcgctattt ggcagcagta 6540 

aacaccggtg ctataaaagc tgatgacatg ccacctgttc aagggaccgt ggctgagcat 6600 

tcctttcttc ctgctgagca gcaggggtct gaagacaact tgaaaaccag taccaccaaa 6660 

tgtattactg gccaagaatc aaaaattgct ccttcccaca caatgatccc tccagctact 6720 

tacagtgtag ctctgttggc tcctaaatgt gagcaggact tgactataaa gaatgattat 6780 

agtggcaaat ggactgatca agcatctgct gagaaaacag gagatgataa cagcacaagg 6840 

aaatcattcc ctgaggaagg agacataatg gttactgtgt cttctgaaga aaatgtgtgt 6900 

gacataggca atgaagagtc tccattgaat gttttgggag gattgaaact gaaagccaac 6960 

ttgaaaatgg aggcttatgt gccttcagag gaagagaaaa atggtgaaat tctggcacca 7020 

ccagaaagtc tgtgtggggg aaagccaagt ggaatagctg aactccagag ggagcctttg 7080 

ttggtgaatg aatcactaaa tgttgaaaat tcaggcttca gaacaaatga agaaattcat 7140 

agcgaatctt ataacaaagg agagatatcc agtggtagaa aagacaacgc agaagccata 7200 

agcggtcaca gtgttgaagc agatcctaaa gaggttgaag aggaagaaag gcatatgcct 7260 

aaaagaaaaa gaaagcagca ttatctctct tcagaagatg aaccagatga taatccagat 7320 

gtcctggatt ccagaataga aacagcacaa aggcagtgtc ctgaaacgga gccacatgnc 7380 

acaaaggaag agaactccag agatttggaa gaattaccta aaaccagttc tgagacaaat 7440 

agcactacct caagggtcat ggaagaaaaa gatgaatata gcagcagtga aactactggt 7500 
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7545 



<2a0> 2931 
<211> 7545 
<2a2> DNA 

<213> Homo sapiens 
<220> 

<22l> misc__feature 
<222> (1) . . . (7545) 
<223> n = a,t,c or g 



<400> 2931 

cctggcataa gggttggaat tacaagtcag acagggctga gcagcaatct tcaagaaaat 60 
tgctctaaat tggccttcat tagctctcac ggcactgaaa aacaactcca atgcatgcct 120 
atggaaggga gaggcagagc ctctagctcc atttcagacc tgcaaggaaa gggctttgag 180 
aagggaactg gggagaagca cgttccaggt gtgggttcag ctcggcactc gccacaggcc 240 
tccgcaggtg gctctccttg gcagcgaggc aaggcgcaaa cccgctggct tgggaagcct 300 
gaccctggca ggaagcgacg ccggggttct ccgcaagaag aaggcggcct ccgggtgtcg 360 

gccgcagcca ggctactgtg ctccggggca aaccgctgca aagtcctagt gaggcagaac 420 

tcgaccccca acactcagca gcctgccgtc cacccatcca cacccccgtc tcgccccctg 480 
ccccaagctg gcagatgcct tgtcgcccct ctaagaccgc acccggattg ggtggctgca 540 

aagacgctcg ccaaagcgct cagagcccca gggaagccgt ggcgcctggc agctccctct 600 

cctctgggag atctgggggc gccagggctg ccggggccta gcacagcgcc gagaaccctc 660 

agcgtcgagg agccgggtgt cgagtgcaat cagctctgtc tctatgcgga tgtcacagat 720 
ccagtgctct gcttgggaca gaaggacccg ggtgttgaag gcaagcattg tgaaaaggaa 780 

aaaatttctt cttcaaagga gctgaagcat gttcatgcaa aaagtgaacc aagtaaacct 840 
gcccggagac tttcagagtc tttgcatgta gttgacgaaa acaaaaatga atccaaaata 900 
gaaagagaac ataaaagacg gacatctacc cctgttatca tggagggggt acaggaagag 960 

actgacacaa gagatgtaaa aaggcaagta gaacgctcag aaatttgcac cgaagagccc 1020 

cagaaacaga aaagcacact taaaaacgaa aagcatctaa agaaagatga ttctgaaaca 1080 

ccacatttga aaagcctact taagaaagag gtgaaatcct ccaaggagaa gcctgaaaga 1140 

gagaaaactc catcggaaga caaattgtct gtgaaacata aatataaagg tgattgtatg 12 00 

cataaaacag gtgatgagac tgagcttcac tcttctgaga aaggtttaaa agtagaggaa 1260 

aatattcaaa agcaaagtca acaaacaaag ctttcttcag atgataaaac cgaacgaaaa 1320 

agtaaacata ggaatgaaag gaaattatca gtattaggca aagatggaaa gccagtttct 13 80 

gaatatatta taaaaacaga tgagaatgtt cgtaaagaaa acaacaaaaa agagagacgc 1440 

ttgtcagctg aaaaaactaa ggcagagcac aaatcaagaa ggtcaagtga ttctaaaatt 1500 

cagaaagatt ctctgggttc caagcaacat ggtatcacat tacagagaag aagtgaaagt 1560 

tattcggaag ataagtgtga tatggactcc actaacatgg atagtaattt gaaaccagaa 1620 

gaggttgttc acaaggagaa acgacgaaca aagagcttgt tagaagagaa acttgtgttg 16 80 

aagtctaaat caaaaactca aggcaaacag gtaaaagttg tagaaacaga attacaagaa 1740 

ggtgccacaa aacaggcaac cactccaaaa ccagacaagg agaagaacac agaagaaaat 18 00 

gactcagaaa aacagcgtaa gtctaaagtt gaagacaaac cttttgaaga aactggtgtt 18 60 

gaacctgtat tagagactgc ttcttcttca gcacatagta cacagaagga ttctagtcat 1920 

agagccaagt taccattagc aaaggagaaa tataagagtg ataaagactc cacttccacc 1980 

aggcttgaga gaaagttgtc agatggccac aaaagcagaa gcttaaagca tagtagtaaa 2 040 

gacataaaaa agaaggacga aaataaatca gatgacaagg atggtaaaga agttgacagt 2100 

agtcatgaaa aggccagagg taatagttca ctcatggaaa agaaattaag tagaaggttg 2160 

tgcgaaaatc ggagaggaag cttgtcacaa gaaatggcca aaggagaaga aaaattagca 2220 

gcaaacactt tgagcactcc cagcggttcc tcccttcaga gaccaaaaaa gagtggtgat 2280 

atgacattga tccctgaaca agagccaatg gaaattgatt ctgagccagg tgttgaaaafi 2340 

gtgtttgaag tatctaaaac ccaagacaac cgcaataata attctcacca agacattgac 2400 

tctgaaaata tgaaacaaaa aacttctgcc actgttcaaa aggatgaatt gagaacttgc 2460 

acagcagatt caaaagcaac agctccagct tataagccag gccgtggaac aggagttaat 2520 

agtaattctg aaaagcatgc cgatcataga agcaccttga ccaagaaaat gcatatacaa 2580 

agtgctgtgt ccaaaatgaa ccctggggag aaagaaccca ttcatagagg aactactgaa 2640 

gtgaatatag attctgaaac tgttcataga atgttactga gtgccccatc agaaaatgat 2700 

agggtacaga agaatttgaa aaacacagct gctgaagaac atgttgctca aggagatgcc 2760 

actcttgaac attccacaaa tttagactcc tcaccatcct taagttcagt gactgttgtg 2820 

cctctgaggg aatcgtatga tccagatgta attcctctgt ttgacaaaag aactgttttg 2880 
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gaaggtagca cagccagcac ctcccctgcg gatcactctg ctctccctaa ccaaagtctg 2940 

actgttaggg aatcagaagt ccttaagaca agtgacagca aagaaggtgg tgaaggtttc 3000 

acagtagata caccagcaaa agcaagcatc actagcaaaa gacacattcc agaagctcac 3060 

caggctactt tattggatgg taaacaagga aaggtaatca tgcctcttgg aagtaagtta 3120 

acgggcgtga ttgtggaaaa tgagaatatt accaaagaag gtggcttagt ggacatggcc 3180 

aagaaagaaa aCgacttaaa tgcagagccc aatttaaagc agacaattaa agcaacagta 3240 

gagaatggca agaaggatgg cattgctgtt gatcatgttg taggcctgaa tacagaaaaa 3300 

tatgctgaaa ctgtcaaact tiaagcataaa agaagcccag gtaaagtaaa agacatatca 3360 

attgatgttg aaagaaggaa tgaaaacagt gaggtagaca ccagtgctgg aagtggctct 3420 

gcaccctctg ttttacacca aaggaacgga caaactgagg atgtggcaac tgggcctagg 3480 

agagcagaaa agacttctgt tgccactagt actgaaggga aggacaaaga tgtcacctta 3540 

agtccagtga aggctgggcc tgccacaacc acttcttcag aaacaagaca aagtgaggtg 3600 

gctttgcctt gcaccagcat tgaggcagat gaaggcctca taataggaac acattccaga 3660 

aataatcctc ttcatgttgg tgcagaagcc agtgaatgca ctgtttttgc tgcagctgaa 3720 

gaaggtgggg ctgttgtcac agagggattt gctgaaagtg aaaccttcct cacaagcact 3780 

aaggaagggg aaagtgggga gtgtgctgtg gctgaatctg aggacagagc agcagaccta 3840 

ctggctgtgc atgcagttaa aatcgaagcc aatgtaaata gcgttgtgac agaggaaaag 3900 

gatgatgctg taaccagtgc aggctctgaa gaaaaatgtg atggttcttt aagtagagac 3960 

tcagaaatag ttgaaggaac tattactttt attagtgaag ttgaaagtga tggagcagtt 4020 

acaagtgctg gaacagagat aagagcagga tctataagca gtgaagaggt ggatggctcc 4080 

cagggaaata tgatgagaat gggtcccaaa aaagaaacag agggcactgt gacatgtaca 4140 

ggagcagaag gcagaagtga taactttgtg atctgctcag taactggagc agggccccgg 4200 

gaggaacgca tggttacagg tgcaggtgtt gtcctgggag ataatgatgc accaccagga 4260 

acaagtgcca gccaagaagg agatggttct gtgaatgatg gtacagaagg tgagagtgca 4320 

gtcaccagca cggggataac agaagatgga gaggggccag caagttgcac aggttcagaa 4380 

gatagcagcg aaggctttgc tataagttct gaatcggaag aaaatggaga gagtgcaatg 4440 

gacagcacag tggccaaaga aggcactaat gtaccattag ttgctgctgg tccttgtgat 4500 

gatgaaggca ttgtgactag cacaggcgca aaagaggaag acgaggaagg ggaggatgtt 4560 

gtgactagta ctggaagagg aaatgaaatt gggcatgctt caacttgtac agggttagga 4620 

gaagaaagtg aaggggtctt gatttgtgaa agtgcagaag gggacagtca gattggtact 468 0 

gtggtagagc atgtggaagc tgaggctgga gctgccatca tgaatgcaaa tgaaaataat 4740 

gttgacagca tgagtggcac agagaaagga agtaaagaca cagatatctg ctccagtgca 4800 

aaagggattg tagaaagcag tgtgaccagt gcagtctcag gaaaggatga agtgacacca 4860 

gttccaggag gttgtgaggg tcctatgact agtgctgcat ctgatcaaag tgacagtcag 492 0 

ctcgaaaaag ttgaagatac cactatttcc actggcctgg tcgggggtag ttacgatgtt 498 0 

cttgtatctg gtgaagtccc agaatgtgaa gttgctcaca catcaccaag tgaaaaagaa 5040 

gatgaggaca tcatcacctc tgtagaaaat gaagagtgtg atggtctcat ggcaactaca 5100 

gccagtggtg atattaccaa ccagaatagc ttagcagggg gtaaaaatca aggcaaagtt 5160 

ttgattattt ccaccagtac cacaaatgat tacacccctc aggtaagcgc aattacagat 5220 

gtggaaggag gtctctcaga tgctctgaga actgaagaaa atatggaagg taccagagta 528 0 

accacagaag aatttgaggc ccccatgccc agtgcagtct caggagatga cagccaactc 5340 

actgccagca gaagtgaaga gaaagatgag tgtgccatga tttccacaag cataggggaa 5400 

gaattcgaat tgcctatctc cagtgcaaca accatcaagt gtgctgaaag tcttcagccg 546 0 

gttgctgcag cagtggaaga aagggctaca ggtccagtct tgataagcac cgccgacttt 5520 

gaggggccta tgcccagtgc gcccccagaa gctgaaagtc ctcttgcctc aaccagcaag 5580 

gaggagaagg atgaatgtgc tctcatttcc actagcatag cagaagaatg tgaggcttct 5640 

gtttccggtg tagttgttga aagtgaaaat gagcgagctg gcacagtcat ggaagaaaaa 5700 

gacgggagtg gcatcatctc tacgagctcg gtggaagact gtgagggccc agtgtccagt 5760 

gctgtccctc aagaggaagg cgacccctca gtcacaccag cggaagagat gggtgacacc 5820 

gccatgattt ccacaagcac ctctgaaggg tgtgaagcag tcatgattgg tgctgtcctc 5880 

caggatgaag atcggctcac catcacaaga gtagaagact tgagcgatgc tgccatcatc 5940 

tccaccagca cagcagaatg tatgccaatt tccgccagca ttgacagaca tgaagagaat 6000 

cagctgactg cagacaaccc agaagggaac ggtgacctgt cagccacaga agtgagcaag 6060 

cacaaggtcc ccatgcccag cctaattgct gagaataact gtcggtgtcc tgggccagtc 6120 

aggggaggca aagaaccggg tcccgtgttg gcagtgagca ccgaggaggg gcacaacggg 6180 

ccatcagtcc acaagccctc tgcagggcaa ggccatccaa gtgctgtttg tgcggaaaaa 6240 

gaagagaagc atggcaagga gtgccccgaa ataggaccat ttgcaggaag aggacagaaa 6300 

gagagcactt tacacctcat aaatgcagaa gagaagaatg tattgttgaa ctcccttcag 6360 

aaagaagata agagcccaga gacagggaca gcagggggca gtagcacagc aagttattca 642 0 

gcaggaaggg gcttagaggg gaatgctaac tcacctgccc acctgagagg accagaacag 6480 

acgtctgggc agacggctaa ggattcctct gtcagcagca ttcgctattt ggcagcagta 6540 

aacaccggtg ctataaaagc tgatgacatg ccacctgttc aagggaccgt ggctgagcat 6600 

tcctttcttc ctgctgagca gcaggggtct gaagacaact tgaaaaccag taccaccaaa 6660 

tgtattactg gccaagaatc aaaaattgct ccttcccaca caatgatccc tccagctact 6720 
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tacagtgtag ctctgttggc tcctaaatgt gagcaggact tgactataaa gaatgattat 6780 

agtggcaaat ggactgatca agcatctgct gagaaaacag gagatgataa cagcacaagg 6840 

aaatcattcc ctgaggaagg agacataatg gttactgtgt cttctgaaga aaatgtgtgt 6900 

gacataggca atgaagagtc tccattgaat gttttgggag gattgaaact gaaagccaac 6 960 

ttgaaaatgg aggcttatgt gccttcagag gaagagaaaa atggtgaaat tctggcacca 7020 

ccagaaagtc tgtgtggggg aaagccaagt ggaatagctg aactccagag ggagcctttg 7 080 

ttggtgaatg aatcactaaa tgttgaaaat tcaggcttca gaacaaatga agaaattcat 7140 

agcgaatctt ataacaaagg agagatatcc agtggtagaa aagacaacgc agaagccata 7200 

agcggtcaca gtgttgaagc agatcctaaa gaggttgaag aggaagaaag gcatatgcct 7260 

aaaagaaaaa gaaagcagca ttatctctct tcagaagatg aaccagatga taatccagat 7320 

gtcctggatt ccagaataga aacagcacaa aggcagtgtc ctgaaacgga gccacatgnc 73 80 

acaaaggaag agaactccag agatttggaa gaattaccta aaaccagttc tgagacaaat 7440 

agcactacct caagggtcat ggaagaaaaa gatgaatata gcagcagtga aactactggt 7 500 

gaaaagccag agcagaacga tgatgacacc ataaaatctc aggag 7545 



<210> 2932 
<211> 773 
<212> DNA 

<213> Homo sapiens 



<400> 2932 

tggccccttc ggcgtcctct ggccctctgc gaagcctggg cccgttactg cggttgaggc 60 

caggccccca gacgcatcag accctgaagg actgcgtggt gggagccctg caccgctcct 120 

ggccccgggc cccctggatc cgtcggggcg cctccaccca gctgttagca tgatgtctta 180 

cctcaaacaa cccccatacg gcatgaacgg gctgggcctg gccgggcccg ccatggacct 240 

cctgcaccca tccgtgggct atccggccac tccgcggaag cagcggcggg agcgcaccac 300 

cttcacgcgt tcacagctgg acgtgctcga ggcgctcttc gccaagactc gctaccctga 360 

catcttcatg cgggaggagg tggcgctcaa gatcaacctg ccggagtcta gagtccaggt 420 

ctggttcaag aaccgccgcg ccaaatgccg ccagcagcag cagagcggga gcggaaccaa 480 

gagccgccca gccaagaaga agtcctctcc agtgcgggag agctcgggct ccgaaagcag 540 

tggccaattc acgccgccag ctgtgtccag ctctgcctcg tcctctagct cggcgtccag 600 

ctcttccgcG aacccagcgg ctgcagcggc tgcgggacta gttgttgcaa agctgccctg 660 

ccctcttcac atcttctccc tctgtgtatt tattgaagag aaccgcttgg tttcaggaag 720 

ctgggcgcgg gatatccgaa gtgtggagga aacagacaag tcagggtaca gag 773 



<210> 2933 
<211> 776 
<212> DNA 

<213> Homo sapiens 



<400> 2933 

ccggaatatc ccgggtcgac gatttcgtcc tccgggtctg aggaggcttc taaaagggcc 60 

tcacatgccc cgggagccac gtggatacag aacgagggtt cccgctctca gagagttggt 120 

ccccagttcc catgcaggga gtggagcctc tgagcactgc cagaacaaca ggcagggttc 180 

tcgacagcac agagcctcac gcaatgtgca ggcaggtggt gctctcgctc caccacggca 240 

cctctgcggt ctctgcagcc gtttgcattt cctgaaaccg gatcttagtg tcagagccgc 300 

ccccagccgg gcgggcgcct cagtcatggc cctgcgcaag gaactgctca agtccatctg 360 

gtacgccttt accgcgctgg acgtggagaa gagtggcaaa gtctccaagt cccagctcag • 420 

ggtgctgtcc cacaacctgt acacggtcct gcacatcccc catgaccccg tggccctgga 480 

ggaacacttt cgagatgatg atgacggccc tgtgtccagc cagggataca tgccctacct 540 

caacaagtac atcctggaca aggtggagga gggggctttt gttaaagagc actttgatga 600 

gctgtgctgg acgctgacgg ccaagaagaa ctatcgggca gatagcaacg ggaacagtat 660 

gctctccaat caggatgcct tccgcctctg gtgcctcttc aacttcctgt ctgaggacaa 720 

gtaccctctg atcatggatc ctgatgaggg ggaatacctg ctgaaaaggt actcag 776 



<210> 2934 
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<211> 444 
<212> DNA 
<213> Homo sapiens 



<400> 2934 

ggaattcgat ggcaggactt ggtctgcctt ggaggcagtc gtgcccagga gcagaaaccc 60 

ctgcagcagc tgtggaacgc catcctgctg gtggccatgc tcctgtgcac aggcctcgtg 120 

gtccaggccc agcggcaggc gtcgcggcag agccagcggg agctcggagg ccaggtggac 180 

ctgtttaagc gccgcgtggt gcggagactg gcatccctca agacacggcg ctgccggctg 240 

agcagggcag cgcagggcct cccagatccg ggtgctgaga cctgtgcggt gtgcctggac 300 

tacttctgca acaaacagtg gctccgggtg ctgccctgta agcacgagtt tcaccgagac 360 

tgtgtggacc cctggctgat gctccagcag acctgcccac tgtgcaaatt caacgtcctg 420 

gggaaccgct actccgatga ttag 444 



<210> 2935 

<211> 426 

<212> UNA 

<213> Homo sapiens 



<400> 2935 

cgtgttctca cage tat taa ccacactctg aaagaaaacc tcaggaaatt ctacaagggc 60 

aagaaggaca agcccctgga cctgcggcct aagaagacac gtgccatgcg ccgccggctc 120 

aacatgcacg aggagaacct gaagaccaag aagcagcatc ggaaggagcg gctgtacccg 180 

ctgcggaagt acgcggccaa ggcctgaggg gcgcatggtc aataaagcac agctggctga 240 

gaaagaaaag atatgatgca atgatctaaa accctggggg gcgtttttaa tataaccgta 300 

999g99ccga ctgttattgg gttaagcaaa ctattaattt tcttctttat taggcgacaa 360 

ttaatacgtt gtaggtgact tctggaaagg actattaatt tgagtgggat aaaacatgga 420 

gacaag 426 



<210> 2936 

<211> 1086 

<212> Dim 

<213> Homo sapiens 



<40O> 2936 

cgttgctgtc gctcctttgt ggcccctctg caagagaagg tggtctttgg attatttttc 60 

ttaggagcca ttctctgcct ttctttttca tggctcttcc acacagtcta ctgccactca 120 

gagggggtct ctcggctctt ctctaaactg gattactctg gtattgctct tctgattatg 180 

ggaagttttg ttccttggct ttatfcattct ttctactgta atccacaacc ttgcttcatc 240 

tacttgattg tcatctgtgt gctgggcatt gcagccatta tagtctccca gtgggacatg 300 

tttgccaccc ctcagtatcg gggagtaaga gcaggagtgt ttttgggcct aggcctgagt 360 

ggaatcattc ctaccttgca ctatgtcatc tcggaggggt tccttaaggc cgccaccata 420 

gggcagatag gctggttgat gctgatggcc agcctctaca tcacaggagc tgccctgtat 480 

gctgcccgga tccccgaacg ctttttccct ggcaaatgtg acatctggtt tcactctcat 540 

cagctgtttc atatctttgt ggttgctgga gcttttgttc acttccatgg tgtctcaaac 600 

ctccaggagt ttcgtttcat gatcggcggg ggctgcagtg aagaggatgc actgtgatac 660 

ctaccagtct ccagggacta tgaccctaaa ccagggcctg cggcacttgc ggggcctccc 720 

tgctggctac tgaatgccag taaccagagg agccccaaaa ctttgacagc ctcgtgggct 780 

ttgtgacggc ccaggggctc tgcgtggtac atgactgaga agagaaaaac aaaaataaat 840 

catacctcaa aggatggagt gcatcaattg ggagaaaagg agacatagcc caaaccctgg 900 

cttattcttg ggatctactg attgcgggct ctgcaagacc cttggcaaac tggcttctga 960 

tccatatcat atttatttgt agaagatggc gaaacagttt agctggtggt tctttcttct 1020 

ccctttctct ctctctatga caataataca aaccaattta ataaaggagt tgaaagaaaa 1080 

aaaaaa 1086 
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<210> 2937 

<211> 1586 

<212> DNA 

<213> Homo sapiens 



<400> 2937 

tttttttttg gtggttctca aactgtgttc ctagaagcat cccatgtgcc cccaggccaa 60 

gaggtccagg ttctaccccg acccacatcc cctgaatcag agcagctttt tttttttttt 12 0 

aaaaattttg atctgtttca cacattatat ttgtttgaac ttcccatgtt taaaaatttt 18 0 

gaagaaaatc cctggagtag acaatcccta gagcactgac atgctgtggt ccaaggttca 24 0 

ccaggaacag tgcctgtgcc ctgccacatg gcggggttcc ttcaagcctc tggtgatgaa 3 0O 

ggtgctcagg gaaaggagga cggaggggcg cggaaggacc cagccactgc tggccaccct 36 0 

ggcctctgct ctgtgttcac gggggagcag actctgggga ggcgcccctc ctcaccacgg 42 0 

cctgcaggcc gggctggagc ctgcgccttc aggggccttg catctccagc tggaccccct 480 

ggcacaggat gtgctgcagt agcccgttga ccacatccag agtctcgtcc ttctccagca 540 

cgatgtcata ggagtccatg tagcgctccc gccgctcctc caccttgtca ttcaggaagc 600 

caattttgag aatgttctgc acaccaggaa ccccatcggc catggtgagg tccccgatag 660 

agtctcccag caggatgaca ttggttttgc cctcaagttg ctggaagtaa ccacagttct 720 

cacacgcaga gctgttcttg ttgtatgtgt gtatgagctg gcccttaaat ccctggagaa 780 

aaccatcttc attaaaatcc atgtagttag acacgatgtg gatgttgggg tggaacactt 84 0 

tcatctgtcg gataatttct tccaggatat caccaatgcc cgcagaaaag atgaaaaggg 900 

gaatgttgtt atggtagagt gtgttgaaga aggtcttata tccctccctg agcattgcat 96 0 

tggactctct aaccacctgg gctatctgaa acttctgaat cttctgctga cataggagat 102 0 

tgtgcgcttt ggtccaccat tccaccatat gaggtagctt ctccttgacg gtccggtgtg 108 0 

ggtcgatctc aattgggtaa tagtggtgaa ggagcgctgt gagctctttc cgacactcct 1140 

cactgatgat cttgctatta tccagaatat tgtaagaaga agggcatcgc tttccattat 1200 

atgcaaacct gctcaaggtc atgtcaaaat cagaaatcac ctgtaaccgg tctccgccgc 1260 

ccttgcggag ggcgcccacg atctcctgca cccgcccagg ctgccgcatc aggaccgtgg 132 0 

ccttcatcag ggtgctcacc tgtcccgaga cccgagagaa ccactgaacc ctgcgccacg 138 0 

ctgggcccga ggggagcccg gggctcgctc gggcgcgcgt gtgaggcggg gccggggtgc 1440 

gcgagggggc ggctactggc ctgggtgaag cggcggtgcc tcggtgacca gctggggggc 1500 

tcgaagcgcc ccgggggtcg gagtccgggc ccgccccact ccggacgctt cctccctcct 1560 

cacctccaca accatcccgt tcgagg 1536 



<210> 2938 

<211> 412 

<212> DNA 

<213> Homo sapiens 



<400> 2938 

ggggaagatt tatcagcgtg catttggcgg acacagcctc aagtttggaa agggcgtgca 60 

ggcccatggg tgctgctgtg tggctgatcg gaccggtcac tcaatattgc acacctcata a2 0 

tgggagggaa aggccggcac ccgtccacct gagacaggac acgtaacgtt gtggctaggg 18 0 

gggaccgcgg ggaccgggtt agcgtgccca gtgagtcagc cacagattgc gtaaaaagca 24 0 

acagagaaca gtggtgtggg gcacatgcag cgactgtgga ggtgacagga gcttacgtgt 30 0 

gccttgagaa gatgctcttt aaggcctgtg ggaaatgttg cctctatgtt ggaaagttga 35 0 

attgataatc ttatatacca ggctttcact tgggatatgt gacactcagc ct 412 



<210> 2939 
<211> 3611 
<212> DNA 

<213> Homo sapiens 



<400> 2939 

ggaacatgct acgcatgctt acgccaagct tggcacgagg cggagacacc gagaggtcac 60 

tgtgtttgta cccacctggc agcttaagaa gaaccggagg gtgagagaga gccactttct 120 

gacgaagcta cactcgctca agatgctttc aatcacaccc tcccagcttg agaatggcaa 180 



4606 



wo 01/57190 



PCT/USO 1/04098 



gaagatcacc acctacgatt ataggttcat ggtaaagctg gcagaggaga cagatggcat 24 0 

cattgtcacc aatgagcaga ttcacatcct gatgaatagt tccaagaaac tgatggtcaa 300 

agatcgcttg ctgcctttca cctttgcggg gaatctcttc atggtgcctg atgaccccct 360 

gggccgtgat ggccccacct tggatgagtt tctgaagaag ccaaacaggt tggacactga 420 

cattggcaac ttcctgaagg tgtggaagac ccttcctccc agctcagcca gtgtcactga 480 

gctgagtgat gacgctgact ctgggcccct ggagagtctg ccgaatatgg aagaagtcag 540 

ggaagagaag gaggagaggc aggatgagga gcagagacag gggcagggca cacagaaggc 600 

ggctgaggag gacgaccttg actcttcgct ggcgtcagtg ttcagggtgg agtgcccgtc 660 

cctttcggag gagatcctgc ggtgcctcag cctccatgat ccccctgatg gggccctgga 720 

catcgacctc ctgccagggg cagcttctcc ctacctgggc atcccctggg atggaaaggc 780 

tccctgccag caggttcttg cccacctggc ccagctcacc atccccagca acttcaccgc 840 

actctccttc ttcatgggct tcatggactc ccacagggat gccatccctg actatgaagc 900 

cctagtgggc cccctgcaca gcctcctcaa gcagaagcct gactggcagt gggaccagga 960 

gcatgaggag gccttcctgg ccctgaagcg agccctggtg tctgccctct gcctgatggc 1020 

ccccaactcc cagctgccct tccgcctgga ggtgaccgtg agccacgtgg ccctgacggc 1080 

catcctccat caggagcact cagggaggaa gcaccccata gcctatacct caaaacccct 1140 

cctccctgat gaggagagcc agggccccca gtcagggggt gacagcccct atgctgtggc 1200 

ctgggccctc aagcattttt cccgctgcat tggagacacc ccggtggtcc tggacctttc 1260 

ctatgcctcc cggaccactg cggaccctga ggtgcgggag ggccgcaggg tttccaaagc 1320 

ttggttgatc cgatggtccc tcttggttca ggacaaaggc aagagggccc tggaattggc 1380 

cctcctccag ggcctgctgg gggagaaccg cctgctcacc cccgcggcct ccatgcctcg 1440 

cttcttccag gttctgccgc ctttctctga cctgtccacg ttcgtctgca tccacatgtc 1500 

gggctactgc ttctaccgtg aggatgagtg gtgtgctggc tttggtctct atgttctatc 1560 

gcccaccagc ccccctgtct ccctttcctt ctcctgctcc ccttacacgc caacctatgc 1620 

ccacctggca gccgtggcct gcggcctgga gcgctttggc cagtccccac tcccagtggt 1680 

tttcctcact cactgcaact ggatcttcag cctcctgtgg gagctcctgc ccctctggag 174 0 

ggctcggggc ttcctctcct ctgatggggc tccactccct cacccaagcc tgctctccta 1800 

cattatatcc ctcacctctg gcctctcatc ccttccgttt atctaccgaa cctcctaccg i860 

gggctctctg tttgctgtga cagtggacac cctggccaag cagggtgccc aggggggtgg 192 0 

gcagtggtgg agtttgccaa aggatgtgcc agcccctaca gtgagtcccc atgccatggg 1980 

caagaggccc aatttgctgg cattacagct gagtgacagc accctggccg acatcattgc 2040 

caggctgcag gctgggcaga aactgtctgg ctcctcaccg tttagttctg cctttaactc 2100 

actcagcctc gacaaggaga gtggcctgct tatgttcaag ggagataaga agcccagggt 2160 

ctgggtagtc ccgacgcaac tccggaggga tctgattttc tctgtgcatg acattccctt 2220 

gggggcccac cagaggcccg aagagaccta caagaagttg cgtttgctgg ggtggtggcc 2280 

tgggatgcag gagcatgtga aagattactg caggagctgc ttgttctgca tcccccgaaa 2340 

tctcataggc agcgagttga aggttattga gtccccatgg cccctcaggt cgaccgcccc 2400 

ctggtcgaac ctgcagatcg aggtggtggg cccggtcacc ataagtgagg agggccataa 2460 

gcatgtactt attgtggctg acccaaacac caggtgggtg gaggcattcc ccctgaagcc 2520 

ctacacacac acggctgtgg cccaggtgct gcttcagcat gtgtttgcaa ggtggggtgt 258 0 

tcctgtgagg ctggaggcag cccaggggcc ccagtttgcc cggcacgtcc ttgtgagctg 264 0 

tgggctggcc ctgggagccc aggtggcctc cctgagtcgg gacctccagt tcccctgcct 270 0 

gacgagctca ggggcctact gggaattcaa gagggccctc aaggagttca tcttcctgca 2760 

tgggaagaag tgggcggcct ccctgccttt gctgcacctg gccttcaggg cctcctccac 2820 

tgatgccaca ccgttcaagg tcctgaccgg gggtgagtca aggctcacgg agcccctgtg 2880 

gtgggagatg agcagcgcaa acattgaagg gctcaagatg gacgtcttcc tgctacagct 2940 

ggtgggggag ctgctggagc tccactggag ggtggctgac aaggcgagtg aaaaggccga 300O 

gaacaggcgt ttcaagcggg agagccagga gaaggagtgg aatgtgggtg accaggtcct 3060 

tttgctgtcc ctccccagga atggcagcag tgccaaatgg gtgggtccct tctatatcgg 312 0 

ggaccggctg agcctgtcac tctataggat atggggcttc ccaaccccag agaagctggg 3180 

gtgcatctat cccagcagtc tgatgaaggc ctttgccaag agtggcaccc cgctgtcctt 3240 

caaggtcttg gagcagtgag cgggagcagc gggggtgccc cctgccccag ggccgtgggt 33 00 

ttctgctgct aggcctcccc ctgtcccagc agtgctctca gtccactggg ggccctcagt 3360 

tgtgcctttt gtagagaact tgcttcataa agctttgctg aattgccttg aactagggac 3420 

cagcatcccc atggaaacat ccccagtttg gggtacttgg agaatttgcc aaaggctgtc 3480 

agatatgggt ccctggcagt tttacactgg gaaatagagt gctcctctag gctataccag 3540 

gctcagtgtc ttctccccaa gtatcctctt tccccttcac atgtaggtgt gtggtggtgt 36 OO 

gcacacacac t 3611 



<210> 2940 
<211> 1922 
<212> DNA 



4607 



wo 01/57190 

<213> Homo sapiens 



PCT/USOl/04098 



<400> 2940 

atgggaagtg tcacagttcg gtatttctgt tatgggtgcc tttttacatc tgcgacctgg 60 

acagttttgc tttttgttta tttcaacttc agtgaagtga ctcagccact taagaatgtg 120 

cccgtcaagg ggtctgggcc ccacggacca tctccaaaaa aattctatcc ccgtttcact 180 

cgaggcccaa gtcgagtgct cgagccacag ttcaaagcaa acaaaattga cgatgtgata 240 

gacagtcgtg ttgaagatcc agaagaaggc cacttgaaat tctcttctga attaggtatg 300 

atttttaatg aacgcgatca agagttgaga gacttgggct atcagaaaca tgcttttaat 3 60 

atgcttatca gtgaccgctt gggctaccac agagatgtgc cagacacaag gaatgcagcg 420 

tgtaaagaaa agttctaccc acctgacctg ccagctgcta gtgttgttat ctgtttctat 480 

aatgaagcgt tttctgcctt gcttcggaca gtgcacagtg tcatagaccg cacgccagca 540 

cacctgcttc atgagatcat ccttgtggat gatgatagtg actttgatga tttgaaagga 600 

gaactagatg aatatgtcca aaaatacctc cctggaaaaa ttaaagtcat aagaaataca 660 

aagcgtgagg ggttgattcg agggagaatg attggcgcgg cccacgcgac aggagaagtc 720 

cttgtgttcc tggacagcca ctgtgaagtg aatgtgatgt ggctgcagcc cttgctggcc 780 

gccatccgtg aggaccggca caccgtgggg tgcccagtga ttgacatcat cagcgccgac 840 

acgctggcct acagctcgtc ccctgtcgtc cgcggagggt tcaactgggg actgcacttc 900 

aaatgggatc ttgtccccct ttctgagcta ggacgagcgg agggagccac tgcaccaata 960 

aagtcaccaa caatggctgg aggtttgttt gccatgaaca gacagtattt ccatgaactt 1020 

ggacagtatg atagtggcat ggatatctgg ggaggagaaa atttggaaat atcatttcgg 1080 

atctggatgt gtggcggtaa gctcttcatc atcccttgct ctagagtagg acacattttc 1140 

cgaaaaaggc gaccatatgg atctcccgaa ggccaggaca ccatgacaca caactctttg 1200 

cggctggcac atgtctggtt ggatgaatac aaggagcagt atttttcctt aagacctgac 1260 

ctgaagacga aaagctatgg caatatcagt gagcgtgtgg aactgagaaa gaagttgggc 1320 

tgtaaatcat ttaaatggta tttggataat gtatacccag agatgcagat atctgggtcc 1380 

cacgccaaac cccaacaacc catttttgtc aatagagggc caaaacgacc caaagtcctt 1440 

caacgtggaa ggctctatca cctccagacc aacaaatgcc tggtggccca gggccgccca 1500 

agtcagaagg gaggtctcgt ggtgcttaag gcctgtgact acagtgaccc aaatcagatc 1560 

tggatctata atgaagagca tgaattggtt ttaaatagtc tcctttgtct agatatgtca 1620 

gagactcgct catcagaccc gccacggctc atgaaatgcc acgggtcagg aggatcccag 1680 

cagtggacct ttgggaaaaa caatcggcta taccaggtgt cggttggaca gtgcctgaga 1740 

gcagtggatc ccctgggtca gaagggctct gtcgccatgg cgatctgcga tggctcctct 18 OO 

tcacagcagt ggcatttgga aggttaaggt ggatgctgtg gcgggaacgt tgcttcatca 1860 

ggcgttgcct ccggtgtgga gtttggggct ttaggaaagc ctgggttggg tggagcagaa 1920 

cc 1922 



<210> 2941 

<211> 5418 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (5418) 
<223> n = a,t,c or g 



<400> 2941 

tttttggata atgaaacttt ttatatctgt tttgcacaaa tccccaccaa gtaatttcag 60 

cataaagcaa accaaatggc agacgaaatg atgttaggta tccttgtagg tttacttcat 120 

aatacataac ctctaatcca tgtccatctt cttgtttctg cttttaattc tgccatttcc 180 

tcttaaaatt tagggtttaa caaagacaac agggctgttt gccaaatcgc agctattaat 240 

tcacagcata gaaaagtcaa agctatagca aaaaattgct aatctgcaca actttaaaaa 30O 

atagttcagt acatttttgt tataaaattc atttacagga ggttattcac atgtacttgt 360 

caaatttact cctgataatt cacaaaaaca tacaactcaa caaactgtgc acaataaatc 420 

caaggcaaat tatatacaaa gaaacaaaac aagcttttaa gtagcacata ttcatttgaa 480 

ataactaata ttgaaagaag acagggaact ttcttttaat gccatggcaa agacgaagcg 540 

aagagccaca cttcacacct tgtaaaaaga atagccctgt tcaacaacgc tgcgctgaca 600 

gccacatcag gaggggccac ggtgaacata ggaaatggct ttggcaaatai cttgtaccaa 660 

ctggaacgag tgaagtttca aaagtaatgt gaggtacaac tgcattccgc tgHgaaaggc 720 



4608 



wo 01/57190 



PCTAJSOl/04098 



cgtcacagga cacaggctcg tctgttagaa aggatgatct agttctacca ttaattcttg 7 80 

cagaatcaga tctgctgagt ggtgaaccaa caggtgaaca caacgtaaga acaggcatca 840 

aacttcactg gaaataatat tgttcagtgt gtggcggcaa aatatgcatt ttagagaaaa 900 

cttatttctc aaatcatgtg ttaatagtat taacatgagc agcgtgagag acatcctgac 960 

cccaacgttt ttgcccatgc cctcccttta gaagcttagg agtttgtaca ttccctaagt 1020 

ggtcagcact acaagtgtct gctaaaatgg gcacttcatc aagataacag gaaagcaaac 1080 

ttaaagtaac gagatttctt cccaaaggca catggaagaa gctgatagag cccttgaccc 1140 

agacagaatg ggacccatcc ctacccgtcc tgaactgtcg cacactgcat ggccaaagac 12 00 

aaactctcca cccccacaga ggaagcagtg gctgactctg gggacaaagc actccaggaa 12 60 

gtcacctgct ccctgggttt caggagtatt cagttgaccg tctggacacc agtgagggag 13 2 0 

acacaggtaa tgaaatcaaa tgctcaaact tttggcaacc gaaagttgtt ttttaaagct 13 80 

ctttataatc tgctcaagta gaatttctaa cacaaaaccc ttttttgctt aaaaagcaga 1440 

tgacaaagga aatgtcaaat aatgcacatg aatcttcagc tattttccta cccccaaatg 1500 

agatatgggg ctgcacagca ttcattacag atccctagtt tttacaactg tcaactgtac 1560 

attctcatgt ttaggatact ccagttcact gcgtggatat ttggaaaact ggacaaaatc 162 0 

aggcagccca cccctccctt gtcccgagat tcctcgatct ccattcacca tgaccaattt 1680 

tttcccccac aaaagcacta ttacctttta ttagtagctg gaaacaccta tcagatattc . 1740 

taaacagcat gtatttttac caggtagatg atttctgaag atcacaggaa gtctaccact 1800 

ctcttcccag ttctgaactc ctctggttac gcttcatttt aaatcgggtg cttctttccc 1860 

gcccaaaata ttctatttgg cctgccccag tggttcccaa gctgcctggt gatcagaatc 1920 

ccttgggaaa tgttgaacac acagcttccc aggctttctg gaaaactagt tagatctgtc 1980 

tgacaatctg taagctgagg cgattcttcc acagctgacc cagcgctaat ctagcatttg 2040 

gcaaccaaat gtctgtacct caccagtcac acaaggctca caatatgctg ggagcatttg 2100 

aatgatagct caagaattat tctttcactc catattcttc tctctcaaga agattaggaa 2160 

tttbagctag ggaactatgt gcatactgaa acaggtaaat gaactcatca cagaaatata 2220 

ataccctggg ccaatgcact ctatctaaaa atgcaccatg tcagcaaaac tttacctaac 2280 

ataaccgtgc tgcccaaagt gtcccctagg agactccagg tttttggggg gttttttgct 2340 

ttttttaata gagccagaga cacctgaccc accagcacta actcagctta ttccaagcta 2400 

ggctgttaaa taattatctg tcttgctcta acaatggttg aaaggacccg ccctcctccc 2460 

atcttttttt tttttggtaa tataaagttt gttctgttga aaactgatta acattttaaa 2520 

cagggggaaa gaaaagcggt ctactagatt aaattttaaa aggattttgt tatttgctat 258 0 

acaaatatac atttcaactt ttacaacatt cactccagtc tgacctcctt gtctatagaa 264 0 

gactaagaga tcaacatttc cagtctctga cttcaaggac attattacgg atacacaatg 2700 

ccctctgaaa gcttttgcaa atgacagaaa atactgaaga tgaccagagg ctcaggtgtt 2760 

aaggatgcat tttccatgtt ttccaacagc acacaaactc cttacaaaaa acaagcttat 282 0 

ctagatggtc ccacgagctg gtcatcttca gtttacaata tgctgtggct gctggcccat 288 0 

gtcactgggc tttcctataa aagctttctt ttcttggaac tgctgtcctc ctgctccagt 294 0 

gtcctcttgt cccacctaga gttcctcctg gtgtgatggg tctcggaacc acacttctcc 3000 

tgctcccctt cactgaaagc cctggcctct ctcctgtgac agagctcctc ttccgggtca 306 0 

tcacatttgc tctgacacgt ggaagcctcg ggactggcag ctggaggttc gccccgcacg 312 0 

9gaggtttgt ggctgctcag agcagccact acagcagcgg gctgctgtac atggctcagg 3180 

tcctggtgaa cgacagggaa gcccggctcg cccgtaggag gtgttgctcc aggatgctgg 324 0 

9ggctcgagg gttgtggatc ccaaaggaat attcctcctt tgacctcaat gcccatcctc 3300 

ttcagcagtc gtgggtcctg aagttggtca tgaacaggag gtctttcagg gtcctttgaa 3360 

gtaacagtaa gagtaatttc cttggagtca gagggtgtgt ggtatagaga agcagcaaca 3420 

gatgtcttgg caaatccact gtctagcttg ctgctgggca aaccaccctg gggtctggac 3480 

ccctctgggg ctatggtagg agggtgagtg agacttctct gcagcacagg cttgagtttc 3540 

agaatcttca ctgcatcatg tctatagttt ttgtcacagg tcttaataat ggcaccacgc 3600 

ttctgagcat cctgaatcag ctgattccaa tgctggtttt ccatcagggt cctcaaatgt 3660 

ccgaggatga agaggctgta cttggctcgt gtgatggtga cattcaatct ctgcaaactt 3720 

gccaggaatc caattgaacc ttggatgcta tttgctctga cacacgtaac aataacacaa 3780 

tccttctgcc gaccctggaa tgcatccaca gtgtctactt ctgctggtcc ttttctatcg 384 0 

aactctttgt ccaaatcctt ctgaatcatc gtcttctggg ccttgtaatg agttattatg 390 0 

ccaatgtttc gaaaactaac atcctttctt ttgtctttaa taagcttaat tatttccatc 3 960 

accagtttta tttcttgaac atttatatat gagtcattat cccgtctttc tgaaccatct 4O20 

Gcaacatcaa acacaaggta tggctgaaat ggccaatctg atgaacatcg aatggcttct 4080 

gtctgtctat ttgtttttaa gtttctgtta taaacataat tagaagggaa gaggcatatg 4140 

tctggatgca tcctgtactg aacagtgagc tgtagaatgg gcagcctgct gatcatgttg 42O0 

tgttctacat tctcttccag cagtctgcag aagcgagcca tcattgactg gtcgtagcca 4260 

tactcctgtg ctttcataga gatgactgtc ggagggagct gcttaggatc tcctactagg 4320 

atgagcttat tgcagcgatg gatgagtgga gtaagagtct caatttcaca agactgtcca 4380 

gcctcatcaa caatgacaca gctgaagggg acaccccctt gcccacggaa agcagactca 4440 

agtagtaaac caccacttgt gctcaacgtg cagcagatga tatgggactc taagatgatg 45O0 

atactctgtg ttttctgtgg gcgtccttga acctctttaa ttttagaagc aagttcctgc 4560 

4609 



wo 01/57190 



PCT/USOl/04098 



ctttccttag aaactttgga aatgttttca tctaattctt gcctctgtat ttcccgtcca 462 0 

cctcggcata gagctcgctg ccgggaaagc tcatccagct gataatctag aaattccttt 4680 

cttttatgca tcgcctgaac atgagaaggt aactcttttt tcattctgtg gtttacttgg 4 74 0 

ctgtccaaac tgaactttag aacctcacta ttaatagact tttctggacc cagtcgtact 4800 

aaatttatat ctccacagtt tcctaaagga ttcttcttgt ctttacattt ttctttgaat 486 0 

tcaaggataa tttttttcat gagttcatca acagctgcat tggaaggtgc acacacgagg 4920 

acacggtttt gtttgatttt ggcattggag ttttcgtctg aatgcccctt cctctggttc 498 0 

tctgtcagta gacgatagag gaggccaaca atagtttttg attttcctgt tccaggtggt 5040 

ccatgaatca agcagatttt ggcaactgat ggtgagtgtt tcaccatagc atatgcagtt 5100 

tctattgctt tcttttgatc ttcattgaaa tctcttaagt acgcaataat tctctcagat 5160 

gttgtagtca gtaaatcttt tgtacagaag tccatagggt ttggattcag aacagctcta 522 0 

gccagttggt tccgactacc caacagagac atggctttca acttcctttg tgtagttacc 5280 

agagaactga ttacaataca attcacaagt tcgtttaaat tggccggaaa gttctcttga 5340 

gtctggatgg aaaggtaaca ctcagttttg gaattccacc gcacttaimn anggnctaca 5400 

atanagggct cgatggcg 5418 



<210> 2942 
<211> 436 
<212> UNA 

<213> Homo sapiens 
<220> 

<22l> mis cofeature 
<222> (1) . . . (436) 
<223> n = a, t,c or g 



<400> 2942 

cggtccggaa gtcccggctg gacccacgcg ttcgggcgtc ctcgtggaat tgacatcgtc 60 

tttaaaccct gcgaggcaat ccctgacgca ccggcgggat gcccagggaa gacagggcga 120 

cctggaagtc caactacttc cttaagatca tccaactatt ggatgattat cccaaacgtt 180 

tcattgtggg agcaaacaat gtgggctcca agcagatgca gcagatccgc atgtcccttc 240 

gcgggaaggc tgtggtgctg atgggcaaga acaccatgat gcgctaggtt tncctggggc 300 

gcgccctccc cgcaccctgg ggctccccag ctgtaacacc ttccccccac ggctttaggc 360 

gcagggtggg gggcacccca acacacaaat gccgcgggag agctcctgac catggggtca 420 

cgcccttggc cggatg 436 



<210> 2943 
<211> 545 
<212> DMA 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<222> (1) . . . (545) 
<223> n = a,t,c or g 



<400> 2943 

ngagtagcag aatggttagc cttcgtgctt tctgcttaag gcagctgtca gtttgcatgt 60 

ccatgggtca gagtgtggat aatcgtggta tagcaaagtg tcactatcac caaggggagg 120 

caaagtagtt gcagtcaaaa ttaggttgta ccacttaata gtattgagtt catccgaact 180 

ggtgaggtcg agacaggctg atctgttggt cctgttggtt gatgtgatca agaaggtcat 240 

cggaatgaca gctaccagtg aaatgatcca caccacagca caggctacaa ctgcacatcg 300 

agttttgtga atggaaaagc agctcattgg gtgaatgatc acacagtagc ggaagatgct 360 

gaaacaggtg aggaagagga tgctgctata caggttgaaa tggaagctga agcggataaa 420 

cttacacatg aaatctccaa agatccagtt ttcgccactg gcatagtagt gaatcaggaa 480 

ggggaggctg gtcagataac agcagatctg tgcagggcca ggttcagcat taatagatgg 540 

gctgn 545 



4610 



wo 01/57190 



PCT/USOl/04098 



<210> 2944 

<211> 1852 

<212> DNA 

<213> Homo sapiens 



<400> 2944 

ggggaagagg cagtgggagg gggggcggag ggcgggggct tcggggtggg cgcccagggt 60 

agggcaggtg gccgcggcgt ggaggcaggg agaatgcgac tctccaaaac cctcgtcgac 120 

atggacatgg ccgactacag tgctgcactg gacccagcct acaccaccct ggaatttgag 180 

aatgtgcagg tgttgacgat gggcaatgac acgtccccat cagaaggcac caacctcaac 240 

gcgcccaaca gcctgggtgt cagcgccctg tgtgccatct gcggggaccg ggccacgggc 300 

aaacactacg gtgcctcgag ctgtgacggc tgcaagggct tcttccggag gagcgtgcgg 360 

aagaaccaca tgtactcctg cagatttagc cggcagtgcg tggtggacaa agacaagagg 420 

aaccagtgcc gctactgcag gctcaagaaa tgcttccggg ctggcatgaa gaaggaagcc 480 

gtccagaatg agcgggaccg gatcagcact cgaaggtcaa gctatgagga cagcagcctg 540 

ccctccatca atgcgctcct gcaggcggag gtcctgtccc gacagatcac ctcccccgtc 600 

tccgggatca acggcgacat tcgggcgaag aagattgcca gcatcgcaga tgtgtgtgag 660 

tccatgaagg agcagctgct ggttctcgtt gagtgggcca agtacatccc aggtttctgc 720 

gagctccccc tggacgacca gggggccctg ctcagagccc atgctggcga gcacctgctg 780 

ctcggagcca ccaagagatc catggtgttc aaggacgtgc tgctcctagg caatgactac 840 

attgtccctc ggcactgccc ggagctggcg gagatgagcc gggtgtccat acgcatcctt 900 

gacgagctgg tgctgccctt ccaggagctg cagatcgatg acaatgagta tgcctacctc 960 

aaagccatca tcttctttga cccagatgcc aaggggctga gcgatccagg gaagatcaag 1020 

cggctgcgtt cccaggtgca ggtgagcttg gaggactaca tcaacgaccg ccagtatgac 1080 

tcgcgtggcc gctttggaga gctgctgctg ctgctgccca ccttgcagag catcacctgg 1140 

cagatgatcg agcagatcca gttcatcaag ctcttcggca tggccaagat tgacaacctg 1200 

ttgcaggaga tgctgctggg agggtccccc agcgatgcac cccatgccca ccaccccctg 1260 

caccctcacc tgatgcagga acatatggga accaacgtca tcgttgccaa cacaatgccc 1320 

actcacctca gcaacggaca gatgtgtgag tggccccgac ccaggggaca ggcagccacc 1380 

cctgagaccc cacagccctc accgccaggt gcgtcagggt ctgagcccta taagctcctg 1440 

ccgggagccg tcgccacaat cgtcaagccc ctctctgcca tcccccagcc gaccatcacc 1500 

aagcaggaag ttatctagca agccgctggg gcttgggggc tccactggct ccccccagtc 1560 

cccctaagag agcacctggt gataccgtgg tcacggcaaa ggaagacgtg atgccaggac 1620 

cagtcccaga gcaggaatgg gaaggatgaa gggcccgaga acatggccta aggcacatcc 1680 

cactgcaccc tgacgccctg ctctgataac aagactttga cttggggaga ccctctactg 1740 

ccttggacaa ctttctcatg ttgaagccac tgccttcacc ttcaccttca tccatgtcca 1800 

acccccgact tcatcccaaa ggacagccgc ctggagatga cttgagcctt ac 1852 



<210> 2945 

<211> 6046 

<212> DNA 

<213> Homo sapiens 



<400> 2945 

cgggtcctca gcctggaatc accccttgag aaggacccca gagtcctcgg cgcccagtcc 60 

gtcccccgag gcagggcact gaaggggtta agtcccctgg ggctggattc cgccttccgg 120 

cttttcccag accccagagc cggtccctgg aacactgcag tcctgagctc tgggatggag 180 

cccgagactg cgctgtgggg cccggatctg cagggtccgg aacagagccc caacgatgct 240 

cacagaggtg ccgagagtga aaacgaagag gagagccctc ggcaggaaag ttctggggag 300 

gagatcatca tgggagaccc ggctcagagt ccagaatcca aggactcaac agagatgtcc 360 

ctggagagat cctcccagga cccctctgtc ccccagaacc ccccaacccc actgggtcac 420 

tccaatccct tggaccacca gatccccctg gaccccccag ccccggaggt agtccctacc 480 

ccatctgact ggaccaaggc ctgcgaggcc agctggcagt ggggcgctct caccacatgg 540 

aacagccccc cagtcgtccc cgccaacgag cccagcctgc gggagctggt gcagggccgc 600 

ccggcggggg cggagaagcc ctacatctgc aacgagtgcg gcaagagctt cagccagtgg 660 

tccaagctgc tgcggcacca gcgcatccac acgggagagc ggcccaacac ctgctccgag 720 

tgcggcaaga gcttcacgca gagctcgcac ctggtgcagc accagcgcac gcacaccggc 780 

gagaagccct acaagtgccc cgactgcggc aagtgcttca gctggagctc caacctggtg 840 
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cagcaccagc gcacgcacac gggagagaag ccctacaagt gcacggagtg cgagaaagcc 900 

ttcacccaga gcaccaacct catcaagcac cagcgatccc acaccggcga gaagccctac 960 

aagtgcggcg agtgccgccg ggctttctac cgcagctcgg acctcatcca gcaccaggcc 1020 

acccacacag gcgagaaacc ctacaagtgc cccgagtgcg ggaagcgctt cggccagaac 1080 

cacaacctcc tcaagcacca gaagatccac gcgggcgaga agccataccg ctgcaccgag 1140 

tgcgggaaga gcttcatcca gagctcggag ctgacccagc accagcgcac gcacacaggc 1200 

gagaagccct acgagtgcct agagtgcggc aagagcttcg gccacagctc caccctcatc 1260 

aagcaccagc ggactcacct gcgcgaggac ccgttcaagt gcccagtgtg cggcaagacc 1320 

ttcaccctga gcgccacgtt gctgcggcac cagcgcacgc acacgggcga gcggccctac 1380 

aagtgcccag agtgcggcaa gagcttcagc gtcagctcca acctcatcaa ccaccagcgc 1440 

atccaccgcg gcgagcggcc ctacatctgc gccgactgcg gcaagagctt catcatgagc 1500 

tccaccctta tccgccacca gcgcatccac accggtgaga agccctacaa gtgttccgac 1560 

tgcggcaaga gcttcatccg cagctcccac cttatccagc accgccgcac gcacaccggc 1620 

gagaagccct acaagtgccc cgagtgcggc aagagcttca gccagagctc caaccttatt 1680 

acccacgtcc gcacgcacat ggacgagaac ctgttcgtgt gctccgactg cgggaaggcc 1740 

ttcctggaag cccacgagct ggagcagcac cgggtgatcc atgagagggg gaagacccca 1800 

gcgcgtaggg cccagggcga cagcctgctg gggctcgggg acccctccct gctgaccccg i860 

ccgccgggag ccaagccgca caagtgtctc gtgtgcggaa agggcttcaa cgacgagggc 1920 

atcttcatgc aacatcagag gatccacatc ggagaaaacc cctacaaaaa tgcagacggc 1980 

ctcatcgcac acgcagcccc caaacctcct cagttacgat ccccaaggct ccctttcaga 2040 

gggaattcct accccggggc tgcggagggc agagcggagg cccccggaca gccccttaag 2100 

ccgccggagg gtcaggaggg cttcagccag aggcgggggc tgctgtcctc caagacctac 2160 

atctgctccc actgcggaga gagcttcctg gatcgctctg tgctcctcca gcatcagctc 2220 

acccacggca acgaaaagcc ctttctcttt cctgattata gaattggcct aggggaaggc 2280 

gcagggccca gccccttctt aagtgggaag ccctttaaat gccctgaatg caaacaaagc 2340 

tttggcctca gctctgagct gctgctgcac cagaaagtcc atgcaggcgg gaagagctcc 2400 

cataagagtc cagagctggg gaagagctct tccgtcctcc tggagcatct caggagcccc 2460 

ctgggggcca gaccctaccg ctgctcagat tgcagggcct ccttcctcga ccgcgtggcc 2520 

ctcacccggc accaagaaac ccacacccag gaaaaacccc ccaatcccga ggacccccct 2580 

ccagaggcag tcaccctgtc cacagatcag gaaggtgagg gcgagacccc tacccccaca 2640 

gagagcagca gccatgggga agggcaaaac cccaaaaccc tagtggaaga aaagccctat 2700 

ctgtgccccg agtgtggagc cggcttcaca gaagtcgcag ccctcctgct ccataggagc 2760 

tgiccacccag gtgtctccct gtgaaatggg tctggagacc aggggcctcg ctctctccag 2820 

agaggaacac tggatttttt cccccaaaaa aattacatgg ggaagggagg ataaccctat 28 80 

cagatggtag tggagtggag gagaaagaac cctgggaaaa aatagtgctt ttacatcagt 2940 

gatgagaaac cctataaaat tgttggtggg aagcacttat aaggcagtag agaaaaactg 3000 

ttgggttaga aaccctataa atatgtagga aaaaaaaaag ccctttaagt ctgtagcaga 3 060 

aaaaccctat aaaccatagt ggataaaagc cctattaatt gtaggaagag gtcccaatat 3120 

gtctctgaac aaccctataa aattgtatca aaatccttag gaaaatccta tagggtcggg 3180 

gaagtaccgc aatggcactg acccgggagt aacgaccctc agatgatgca gaaaacacct 3240 

ctccctcact gttccacaat gttctctccc agcagccctg gacagttctc atggaggaag 3300 

atgctcagct gggggagtgg tgtgggaact gggtggaact gaaaaggaag aaaataggag 3360 

aaaaataagt gaccaggggc tctggagccc ccagaggaga taagacagag actaggaaga 3420 

aaaggtccca ctcactgcac tggggtcctt ggggtttgag gacaatgtta gatgcattgt 3480 

gtgttttagg gaaagaggcc tatggaatcc cttatcaaaa ccccaaaatg gggaagaaaa 3540 

aacaaattgg caagcctttt taaaggctga agtttggggt gcagaaacat ggtcagtata 3600 

agaatactga gaaaccacca caaaaattag ggggaagcag ggggcagttt ctgttagatt 3660 

gcfcttgaggg gagcaaacca aggtggggaa actgctcaca tggaacccag ctaactccag 3720 

gccccttctt gcttccggaa gcttgcgaaa ctgcaagtag caggcaggtc ccagctctca 3780 

gagtgcaagg gttctcccca caccaggcag gaccaccctt tctccctgcc cagccaggga 3840 

cttctactct gcaaggcctc cagggatggc ggttgcctcc caccacattc tcaggtctca 3900 

ccttcaggag gtttttcctg aaatctaact gccgccagtg gcagctcatt tcctcaaatt 3960 

ctgtcctcag tggagaggga gaaccgctgc tagtcgacct ccaaagaata aagcccttca 4020 

gagacttagg gcctgcgtgt gggcctcccc agccttctcc aagtcatcag ggccacagaa 4080 

tttcttagaa agctttgatt agccagcaac ttgattttaa acttcagcta ttcatctttg 4140 

ttggtagcaa ggctgccccg caggataagg cagccctcct ccctggtggg gatccagaca 4200 

ccccacagac tgagccacag gtccctgaag agtccgcaga ggccgtatca ccctcttcac 4260 

cctggtacct ggagccctcc agggttgtga gatccagccc aatctcagcc ttgagatgga 4320 

tgggatggat tccactcact tggctcccct ctcctccttg gccagaaacc ttcagaagga 4380 

aacagaagga tgagaaagcc tcccttgcca ggcccatctc acctcccaca ccacacagtt 4440 

acacattcat aaacagccaa gcctgctcac aggcctgggc atatgtggct ggggagagac 4500 

tgttgcccta tgagatggtg gaagacagaa aactcttgaa tgaaacatct gtaacaagac 4560 

tcccactccc taatcctgga gaccccttca aaaggagagg actctgctca gcgctgggtc 4620 

agaaaggaag tgcttgccaa ccccagtaat gcgctgtcct ggagtaagag gactgagatg 4680 
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ccagctgtgg ggcccgtcag gagtcacgtc tcaagagagg ggtgacccag atttttgcaa 4740 

agctgtggaa gagacctcta attccatgac ctaaagtttc acacaacctt tatgcaaatc 4800 

cttcgccatt tgtctatcct ggccccagca ggatgaccct cacatttaaa aggatcaaaa 4860 

tctcaaacat tgtgggagga aaacgccagg cctgctgggg agagggagaa ggcaggcctc 4920 

aggattgtgc ggagaaccat gttgccatct gcataacgcc ccagcctatc caagtgccag 4980 

gaagggaagc actactgagg ggggtgctgc ctgtgggtct cttcctaaca gaacgccaac 5040 

gaagggggtg ccctgtaaga atgagaagtc tgccaagtct aaggagatgt ccccctcccc 5100 

aagatggtag cagaaactga agttgtaaag acaaacctct cgcaaagcca gaagcagatg 5160 

ctctcaaaaa caggcctaag gaatctgttc ccagaagagg cctggggagc agcttttggg 5220 

gctcagaggc cagtctgggg ggaggcaggc agtgtgactg aaggccggcg caggcctgtt 5280 

tcggactagg gtgtagcata tttagtagga tgctcacatg ttgtagggat gggtgagggc 5340 

taaggggctt ggctcttgta cgggatggat gatgtgagcg cacagttcgt agggtcaggc 5400 

gtcttgcggt aggaaagggg cagggttcga tacctctggg gtgtggcgtg ttctctcttg 5460 

cccacctccc caagctcctt taaccaggag cttccctccc agagtgagct acgtcttggg 5520 

aggattgaag cagggaggtg gcagtggcta gagttgctca gatcggctca gatgaaggcc 5580 

caggggtcaa agcatttgct caccacaact gagtctggaa ggcactgtgc agccaaaccc 5640 

tcttgtccaa tcacatgcag gccccaggcc cctcagaaac gccctggtgg agggaggagc 5700 

ccaacagata gggtcaggga gtcagtgggg aaagcagagg ggagagctta gagtgaaact 5760 

tgaaactgct atggacatgg aggtcagatg ggaacttgga actgggcatg aatcctgaat 5820 

ggtggggaaa cttgaagcca tcacagccaa gaggtggggt tccatgacct gccctgaggt 5880 

cagcagctcc cagactcctt tgccctcact agggaagccc cagtcaccgg acttgtcccc 5940 

atggagtgaa gagaggcccc atttttgagt gttgtgtgtc caaaacagtg ttgtgtcact 6000 

ggtggtcgat gttgcttagt tgaagagaat aaagggaata agattt 6046 



<210> 2946 

<211> 595 

<212> DNA 

<213> Homo sapiens 



<400> 2946 

ttttttatca gttaatagta tttattatta tttgtggtca ccaatgccaa ttaaaacaat 60 

aattaaatag aacatgatga aataattcaa tggtaggaaa aaaaaaaatc tggcctacaa 12 0 

gtgaacatgg aaagtaaaag taaatattta gaaagtgaaa tcaggagtgg aaaaaagctc 18 0 

cagcatctca ccatggggtc ttccaaagcc agcagtactg gagatgttta ttgttcaaag 240 

atggacttgc ttgggttggg attctccaac tagagccaga ggggagattc tctgcttccc 3 00 

gttccgacca aagggtaaat gaacccagca cctatgctgg cccggacatc actgataggt 360 

aagatgaagt cacttggcac accttttttg tcaggttggt gagacagaga aagatcggtc 420 

tttgccatgc agatgggcaa atttccaaaa ccctgtaaga aaggaaagaa aatgtgttca 480 

ctgatataga tgtgagtctc ctgtgttttt caatttgcac tttatacagt ctcggcagca 540 

atggtatgcc agctcagatc gaggcacatg caggagctgc ttgttactac ttgtt 595 



<210> 2947 

<211> 419 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feabure 
<222> {!)... (419) 
<223> n s a,t|C or g 



<400> 2947 

ccgccagact annnaaaaag acgggatttt ttatcctgct ggcctgcctt cactgtcctg 60 

ggggaagctc ggggagacca ggtggactgg agtaaactgt acagagacac tggtctggtg 120 

aagatgtcca ggaaaccacg agcctccagc ccattttcca acaaccaccc atcaacacca 180 

aagaggcgag gaaggggaaa gcatcctctc atccctggcc cagaagccct atcaaagttc 240 

ccaagacaac ccataaggga aaagggaccc gtcaaggaag ttccaggaac aaaaggctct 300 

ccctaaaaga ccaccgcttc aaaaaaacct gaggaatgga gggggccaac actatccagc 360 



4613 



wo 01/57190 PCT/lJSOl/04098 

cactctgacc agccgaacca agaactcaat caaaatgcgc cacagcagga ccatcaggg 419 



<210> 2948 

<211> 419 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> niisc_feature 
<222> (1) . . . (419) 
<223> n a a,t,c or g 



<400> 2948 

ccgccagact annnaaaaag acgggatttt ttatcctgct ggcctgcctt cactgtcctg 60 

ggggaagctc ggggagacca ggtggactgg agtaaactgt acagagacac tggtctggtg 120 

aagatgtcca ggaaaccacg agcctccagc ccattttcca acaaccaccc atcaacacca 18 0 

aagaggcgag gaaggggaaa gcatcctctc atccctggcc cagaagccct atcaaagttc 240 

ccaagacaac ccataaggga aaagggaccc gtcaaggaag ttccaggaac aaaaggctct 300 

ccctaaaaga ccaccgcttc aaaaaaacct gaggaatgga gggggccaac actatccagc 360 

cactctgacc agccgaacca agaactcaat caaaatgcgc cacagcagga ccatcaggg 419 



<21D> 2949 

<211> 1546 

<212> DNA 

<213> Homo sapiens 



<400> 2949 

tcgacccacg cgtccgagca ttgggacagt gctctacaac tggcaaagca tttggcccca 60 

gaccagatac cttttatatc aaaagaatat gctattcagc ttgaattcgc gggtgattat 120 

gtaaatgctt tggctcatta tgagaaagga ataacaggtg ataataagga acatgatgaa 180 

gcttgtctgg ctggagtggc ccagatgtcc ataagaatgg gagacatacg tcgaggggtt 240 

aaccaagccc tcaagcatcc cagcagggtc cttaaaagag actgtggagc catattggag 300 

aatatgaagc aattttcaga agcggcccaa ctgtatgaaa aaggtctcta ctacgataaa 360 

gcagcatctg tttacatccg ctctaagaat tgggcaaaag ttggtgatct tctgccccac 420 

gtttcttctc ctaagatcca tttgcagtat gccaaagcca aggaagcaga tggaagatac 480 

aaagaagctg ttgtagctta tgaaaatgca aaacagtggc aaagtgtaat ccgcatctat 540 

ctggatcacc tcaataatcc tgaaaaagct gtcaatattg ttagagagac ccagtctctg 600 

gatggagcca aaatggtagc caggtttttt ttacagcttg gtgactatgg gtctgccatc 660 

cagtttcttg tcatgtccaa atgcaacaat gaagctttca cactggctca gcaacacaac 720 

aaaatggaaa tctatgcaga tattattggt tctgaagaca ctactaatga agactatcaa 780 

agcattgcct tatactttga aggagaaaag agatatcttc aggctggaaa attcttcttg 840 

ctgtgtggcc aatattcacg agcacttaaa cacttcctga aatgcccaag ctcggaagat 900 

aatgtggcaa tagaaatggc aattgaaact gttggtcagg ccaaagatga actgctgacc 960 

aatcagctga tagaccatct cctgggggag aacgatggca tgcctaagga tgccaagtac 1020 

ctgttccgct tgtacatggc tctgaagcaa taccgagaag ctgcccagac tgccatcatc 1080 

attgccagag aagagcagtc tgcaggcaac taccggaatg cacacgatgt tctcttcagt 1140 

atgtatgcag aactgaaatc ccagaagatc aaaattccct ccgagatggc caccaacctc 1200 

atgattctgc acagctatat actagtaaag attcatgtta aaaatggaga tcacatgaaa 1260 

ggggctcgca tgctcattcg ggtggccaac aacatcagca aatttccatc acacattgta 1320 
cccatcctga cgtcaactgt gattgagtgt cacagggcag gcctgaagaa ctctgctttc . 1380 

agcttcgcag ctatgttgat gaggcctgaa taccgcagca aaatagatgc caaatacaaa 1440 

aagaagatcg agggaatggt caggagaccc gatatatctg agatagaaga ggccacgact 1500 

ccatgtccat tctgcaaatt tcttctccca gagagtgaac tcctca 1546 



<210> 2950 
<211> 1585 
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<400> 2950 

attgacgggt ccatccacgc gtccgattgt ctgtatcaga catcatggga gcagatccag 6 0 

ggcgacatca aagggaagca tgagtctcca ggaccagagg ggcttggatg cagatgatca 12 0 

tcatctgggc actgctggat actgaagttc tcattatgtt gcctagactg gtctcaaacc X8 0 

tccggcttca agagatcctc tcacctcgac cttcaaatta ctgggattac aggcatgagc 24 0 

caccatgtcc taccagactt tgttaaaaga ggaacaggcc aggcatcgtg ggctcacatg 30 0 

aacactcatg ccccagaagt aaacaagtgt tagccaacca ggaggcctat cctcccccta 36 0 

acctcaccca aagccatctc tgtgccctcc cccttgcagg ggaaacagca cacactagtg 42 0 

aaatcttgtc ttagtgtgtc cggaattggt gggttcttgg tctcactgag ttctagaatg 480 

aagctgcaga ccctcgcagt gagtgttaca gctcttaagt tctggtcagc ctatgtgcca 540 

tgccagaccc aggaccggga tgccctgcgc ctcaccctgg agcagattga cctcatacgc 600 

cgcatgtgtg cctcctattc tgagctggag cttgtgacct cggctaaagc tctgaacgac 660 

actcagaaat tggcctgcct catcggtgta gagggtggcc actcgctgga caatagcctc 720 

tccatcttac gtaccttcta catgctggga gtgcgctacc tgacgctcac ccacacctgc 780 

aacacaccct gggcagagag ctccgctaag ggcgtccact ccttctacaa caacatcagc 840 

Srgsrctgactg actttggtga gaaggtggtg gcagaaatga accgcctggg catgatggta 900 

gacttatccc atgtctcaga tgctgtggca cggcgggccc tggaagtgtc acaggcacct 960 

gtgatcttct cccactcggc tgcccggggt gtgtgcaaca gtgctcggaa tgttcctgat 102 0 

gacatcctgc agcttcttga agaagaacgg tgggcgttcg tgatggtgtc tttgttccat 1080 

gssrgsigttaa tacagtggca acccatcagg ccaatgtgtt ccactgtggc agatcacttc 1140 

gaccacatca aggctgttca ttggatccaa gttcatcggg attggtggag attatgatgg 1200 

ggccggcaag tacaggaaga aaacaacatg caaagcccct tggaggacaa gttcccggat 1260 

gagcagctga gcagttcctg ccactccgac ctctcacgtc tgcgtcagag acagagtctg 132 0 

acttcaggcc aggaactcac tgagattccc atacactgga cagccaagtt accagccaag 1380 

tggtcagtct cagagtcctc cccccacatg gccccagtcc ttgcagttgt ggccaccttc 1440 

ccagtcctta ttctgtggct ctgatgaccc agttagtcct gccagatgtc actgtagcaa 1500 

gccacagaca ccccacaaag ttcccctgtt gtgcaggcac aaatatttcc tgaaataaat 1560 

gttttggaca tagaaacaga aaaaa 1585 



<210> 2951 

<211> 883 

<212> DNA 

<213> Homo sapiens 



<400> 2951 

cacgagacca ccccggctgt ggtgcaaagc gtcctcctgg agagggggtg gaataagttt 6 0 

gataagcagg agcagaacgc ggaggactgg aacctgtact ggaggacatc ctctttccga 12 0 

atgaccgaac acaacagtgt taaaccgtgg cagcagctaa accaccaccc tggaaccacc 18 0 

aagcttacca ggaaagactg tttggccaaa cacctgaagc acatgaggag gatgtatggc 24 0 

acttccctgt accagttcat ccccctgacg ttcgtcatgc ccaatgacta taccaagttc 30 0 

gtggctgaat actttcagga gaggcagatg ctgggcacca agcatagcta ttggatttgc 36 0 

aagcctgctg agttatctcg tgggaggggg atactaattt tcagtgactt taaagacttc 42 0 

atctttgatg atatgtacat agtgcagaaa tatatctcca atcctttact tattggcaga 48 0 

tataaatgtg atctccgcat ctatgtttgt gttactggct ttaagccttt gaccatttat 54 0 

gtttatcagg aagggttggt tcggtttgcc acggaaaagt ttgacctcag taatttgcaa 600 

aacaattatg cccatttgac caacagcagc atcaataaat ccggggcctc ttatgagaag 660 

atcaaagaag tgattggtca tggttgtaaa tggacgctca gcagattttt ttcctacctt 720 

cgtagctggg atgtggacga tctgcttttg tggaagaaaa tccaccgcat ggttattctc 780 

accattctcg ccattgcacc atctgtcccc tttgctgcca attgctttga gctctttggg 84 0 

tttgatattt tgattgatga caacgaattc caccgcactg gac 883 



<210> 2952 

<211> 441 

<212> DNA 

<213> Homo sapiens 



4615 



wo 01/57190 



PCT/USOl/04098 



<400> 2952 

ctggtggaat tcgaagcaaa gggtgtagct gatgtgcaga ttgggattga atgtgggaat 60 

gagggtgtga tgggagtgat tggaaatatt gcagccctgc atagtctcca tcagggatgt 120 

gacaaagtgg ataatctcta ccacgtgaga aacttccaac attacttgca aatcagattt 180 

aatgaataaa ataaagctgt agcacttggc acattcattg ggacccttac ccaaacatta 240 

tcaatattgt gtacgttatc tttattatca ggtcacaaaa gatgtcataa aagaatttgc 300 

3^93-tgacggc gtcaagtacc tggaactaag gagcacaccc agaagagaaa atgctactgg 360 

aatgactaaa aagacttatg tggaatctat acttgaaggt ataaaacagt ccaaacaaga 420 

aaacttggac attgatgtta g 441 



<210> 2953 
<211> 108 
<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) . . . (106) 

<223> Xaa s any amino acid or nothing 



<400> 2953 



lie 


Ser 


Glu 


His 


Arg 


He 


Glu 


Ala 


Ser 


Gly 


Asn 


Tyr 


Leu 


Ala 


Gin 


Arg 


1 








5 










10 










15 




Leu 


Thr 


Ser 


Ser 
20 


Phe 


Leu 


Arg 


Gly 


Leu 
25 


Ser 


Ser 


Trp 


Lys 


Ser 

30 


Asn 


Pro 


Leu 


Met 


Leu 
35 


Cys 


Gly 


Trp 


Thr 


He 
40 


Leu 


Leu 


Thr 


Leu 


Thr 
45 


Met 


Val 


Gin 


Gly 


Glu 
50 


Pro 


Xaa 


Gly 


Pro 


Lys 
55 


Gly 


He 


Pro 


Gly 


Phe 
60 


His 


Thr 


Asn 


Ser 


Ser 


Tyr 


Pro 


His 


Trp 


Gly 


Thr 


Val 


Ala 


Lys 


Pro 


Pro 


Ala Gly Asp 


Xaa 


65 










70 










75 










80 


Asp 


Leu 


Leu 


Pro 


Ala 

85 


Pro 


Gly 


Gin 


Glu 


Gly 
90 


Thr 


Pro 


Leu 


Phe 


Thr 
95 


Arg 


Xaa 


Ser 


Leu 


Cys 


Thr 


Tyr 


Cys 


Pro 


He 


Asp 















100 105 106 



<210> 2954 

<211> 150 

<212> PRT 

<213> Homo sapiens 



<400> 2 954 



Arg 


Glu 


Glu 


Leu 


Gly 


Lys 


Asp 


Leu 


Phe 


Asp 


Cys 


Thr 


Leu Tyr Val 


Leu 


1 








5 










10 






15 




Leu 


Lys 


Tyr 


Asp 


Asp 


Phe 


Asn 


Ala 


Asp 


Lys 


His 


Leu 


Ala Leu Glu 


Glu 








20 










25 








30 




Phe 


Tyr 


Arg 


Ala 


Phe 


Gin 


Val 


He 


Gin 


Leu 


Ser 


Leu 


Pro Glu Asp 


Gin 






35 










40 










45 




Lys 


Leu 


Ser 


He 


Thr 


Ala 


Ala 


Thr 


Val 


Gly 


Gin 


Ser 


Ala Val Leu 


Ser 




50 










55 










60 






Cys 


Ala 


He 


Gin 


Gly 


Thr 


Leu 


Arg 


Pro 


Pro 


He 


He 


Trp Lys Arg 


Asn 


65 










70 










75 






30 


Asn 


He 


He 


Leu 


Asn 


Asn 


Leu 


Asp 


Leu 


Glu 


Asp 


He 


Asn Asp Phe 


Gly 










85 










90 






95 




Asp 


Asp 


Gly 


Ser 


Leu 


Tyr 


He 


Thr 


Lys 


Val 


Thr 


Thr 


Thr His Val 


Gly 








100 










105 








110 




Asn 


Tyr 


Thr 


Cys 


Tyr 


Ala 


Asp 


Gly 


Tyr 


Glu 


Gin 


Val 


Tyr Gin Thr 


His 



4616 
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115 120 
lie Phe Gin Val Aan Val Pro Pro Val 

130 135 
Gin Ala Arg Arg Ala Gly 
145 150 



PCT/USOl/04098 

125 

lie Arg Val Tyr Pro Glu Ser 
140 



<210> 2955 
<211> 58 
<212> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1) . . . (58) 

<223> Xaa = any amino acid or nothing 



<400> 2955 
Phe Tyr Ser Ala 
1 

His Asn Asn Asp 

20 

Ser Val He Ala 
35 

lie Thr Xaa Val 
50 



Phe Leu Val Ala 
5 

Thr Gin His He 

Asp Pro Arg Gly 

40 

Ser lie Pro Pro 
55 



Asp Lys Gly He 
10 

Trp Glu Ser Asp 

25 

Asn Thr Leu Gly 

Ser Leu 
58 



Val Thr Ser Lys 
15 

Ser Asn Glu Phe 
30 

Arg Gly Thr Thr 
45 



<210> 2956 
<211> 164 
<212> PRT 

<213> Homo sapiens 



<400> 2956 



Arg 


Thr 


Lys 


Thr 


Asp 


Val 


Tyr 


He 


1 








5 








Leu 


Leu 


Leu 


Phe 


Thr 


Leu 


Pro 


Phe 








20 










Trp 


Val 


Leu 


Gly 


Lys 


He 


Met 


Cys 






35 










40 


Leu 


Asn 


Phe 


Val 


Ser 


Gly 


Met 


Gin 




50 










55 




Arg 


Tyr 


Val 


Ala 


Val 


Thr 


Lys 


Val 


65 










70 






Pro 


Cys 


Trp 


He 


He 


Cys 


Phe 


Cys 










85 








Ser 


He 


Pro 


Gin 


Leu 


Val 


Phe 


Tyr 








100 










He 


Pro 


He 


Phe 


Pro 


Arg 


Tyr 


Leu 






115 










120 


Gin 


Met 


Leu 


Glu 


He 


Cys 


He 


Gly 




130 










135 




Gly 


Val 


Cys 


Tyr 


Phe 


He 


Thr 


Ala 


145 










150 






He 


Lys 


He 


Ser 











164 



Leu Asn Leu Ala Val Ala Asp Leu 

10 15 
Trp Ala Val Asn Ala Val His Gly 

25 30 
Lys He Thr Ser Ala Leu Tyr Thr 

45 

Phe Leu Ala Cys He Ser He Asp 

60 

Pro Ser Gin Ser Gly Val Gly Lys 
75 80 
Val Trp Met Ala Ala He Leu Leu 

90 95 
Thr Val Asn Asp Asn Ala Arg Cys 
105 110 
Gly Thr Ser Met Lys Ala Leu He 

125 

Phe Val Val Pro Phe Leu He Met 

140 

Arg Thr Leu Met Lys Met Pro Aan 
155 160 



<210> 2957 
<211> 133 
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<212> PRT 

<213> Homo sapiens 



PCT/LSO 1/04098 



<400> 2957 



Glu 


Glu 


Thr 


Gly 


Val 


Arg 


Glu 


Lys 


Arg 


Arg 


Glu Arg 


Met 


Lys 


Glu Lys 


1 








5 










10 








15 


Met 


Trp 


Gin 


Asn 


Val 


Leu 


Cys 


Cys 


Thr 


Leu 


Gin Thr 


Ala 


Val 


lie Leu 








20 










25 








30 




Lys 


Leu 


Phe 


Gin 


Asn 


Lys 


Val 


Leu 


Asn 


lie 


Leu Lys 


Asn 


Phe 


Phe Leu 






35 










40 


- 






45 






Ser 


Pro 


Leu 


Asp 


Thr 


Arg 


Lys 


Asn 


Lys 


Val 


Phe Lys 


Lys 


Trp 


Ala Gly 




50 










55 








60 








Gly 


Pro 


Gly 


Ala 


Val 


Ala 


His 


Ala 


Cys 


Asn 


Pro Ser 


Thr 


Leu 


Gly Gly 


65 










70 










75 






80 


Arg 


Gly 


Gly 


Arg 


lie 


Thr 


Lys 


Ser 


Gly 


Asp 


Arg Asp 


His 


Pro 


Gly Gin 










85 










90 








95 


His 


Gly 


Glu 


Thr 


Arg 


Ser 


Leu 


Pro 


Ala 


Cys 


Trp Ala 


Gin 


Trp 


Lys Ser 








100 










105 








110 




Leu 


Ala 


Leu 


Pro 


Val 


Ser 


Arg 


Ala 


Pro 


Gly 


Arg Gin 


Gly 


Ser 


Leu Val 






115 










120 








125 






Val 


Phe 


Pro 


Leu 


Pro 





















130 133 



<210> 2958 

<211> 160 

<212> PRT 

<213> Homo sapiens 





<400> 2958 


























Cys 


Thr 


Lys 


Cys 


Lys 


Ala 


Asp 


Cys 


Asp 


Thr 


Cys 


Phe 


Asn 


Lys 


Asn 


Phe 


1 








5 










10 










15 




Cys 


Thr 


Lys 


Cys 
20 


Lys 


Ser 


Gly 


Phe 


Tyr 
25 


Leu 


His 


Leu 


Gly 


Lys 
30 


Cys 


Leu 


Asp 


Asn 


Cys 


Pro 


Glu 


Gly 


Leu 


Glu 


Ala 


Asn 


Asn 


His 


Thr 


Met 


Glu Cys 






35 










40 










45 








Val 


Ser 


He 


Val 


His 


Cys 


Glu 


Val 


Ser 


Glu 


Trp Asn 


Pro 


Trp 


Ser 


Pro 




50 










55 










60 










Cys 


Thr 


Lys 


Lys 


Gly 


Lys 


Thr 


Cys 


Gly 


Phe 


Lys 


Arg 


Gly 


Thr 


Glu 


Thr 


65 










70 










75 










80 


Arg 


Val 


Arg 


Glu 


He 
85 


lie 


Gin 


His 


Pro 


Ser 
90 


Ala 


Lys 


Gly 


Asn 


Leu 
95 


Cys 


Pro 


Pro 


Thr 


Asn 

100 


Glu 


Thr 


Arg 


Lys 


Cys 
105 


Thr 


Val 


Gin 


Arg 


Lys 
110 


Lys 


Cys 


Gin 


Lys 


Gly 


Glu 


Arg 


Gly 


Lys 


Lys 


Gly 


Arg 


Glu Arg 


Lys 


Arg 


Lys 


Lys 






115 










120 










125 








Pro 


Asn 
130 


Lys 


Gly 


Glu 


Ser 


Lys 
135 


Glu 


Ala 


He 


Pro 


Asp 
140 


Ser 


Lys 


Ser 


Leu 


Glu 


Ser 


Ser 


Lys 


Glu 


He 


Pro 


Glu 


Gin 


Arg 


Glu 


Asn 


Lys 


Gin 


Gin 


Gin 


145 










150 










155 










160 



<210> 2959 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<221> misc feature 
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<222> (1) . . . (141) 

<223> Xaa - amy amino acid or nothing 



Leu 


Ser 


Met 


Leu Ser 


Thr 


He 


Ser 


Thr Glu His Arg 


Leu 


Ser 


Val 


Leu 


1 






5 








10 






15 




Trp 


Pro 


lie 


Trp Tyr 


Cys 


Cys 


His 


Cys Pro Thr His 


Leu 


Ser 


Ala Val 








20 








25 




30 






Het 


Cys 


Val 


Leu Leu 


Trp Ala Leu Ser Leu Leu Gin Ser 


lie 


Leu 


Glu 






35 








40 




45 








Tro 


Met 


Phe 


Cvs Ser 


Phe 


Leu 


Phe 


Ser Asp Val Asp 


Ser Asp Ash Trp 




50 








55 




60 










Cys 


Gin 


He 


Leu Asp 


Phe 


Leu 


Thr 


Ala Val Trp Leu 


lie 


Phe 


Leu 


He 


65 








70 






75 








80 


Leu 


Val 


Leu 


Cys Gly 


Phe 


Thr 


Leu 


Val Leu Leu Val 


Arg 


lie 


He 


Cys 








85 








90 






95 




Gly 


Ser 


Gin 


Lys Met 


Pro Leu Thr Arg Leu Tyr Val 


Thr 


lie 


Leu 


Leu 








100 








105 




110 






Thr 


Gly 


Leu 


Val Phe 


Leu 


Phe 


Cys 


Ser Leu Pro Leu 


Ser 


He 


Gin 


Xaa 






115 








120 




125 








Phe 


Leu 


Leu 


Tyr Trp 


He 


Glu 


Lys 


Asp Leu Asp Asp 


Leu 










130 








135 




140 


141 









<210> 2960 
<211> 116 
<212> PRT 

<213> Homo sapiens 

<221> niisG_f eature 
<222> (1) . . . (115) 

<223> Xaa = any amino acid or nothing 



<400> 2960 



Glu 


Lys 


Arg 


Lys 


Thr 


Ser Tyr 


Ser Gin 


Cys 


Leu Asn Ser Lys Gin Arg 


1 








5 






10 


15 


Asn 


Val 


Ser 


Met 


Arg 


Pro Ser 


He Trp 


He 


His Val His Leu Lys Pro 








20 






25 




30 


Pro 


Cys 


Arg 


Leu 


Val 


Glu Leu 


Leu Pro 


Phe 


Ser Ser Ala Leu Gin Gly 






35 








40 




45 


Leu 


Ser 


His 


Leu 


Ser 


Leu Gly Thr Thr 


Leu 


Pro Val Xaa Gly His Leu 




50 








55 






60 


Arg 


Phe 


Arg 


Leu Arg 


Asn Leu 


Pro Gin Ser Leu Arg Thr Val He Leu 


65 










70 






75 80 


Pro 


Glu 


Arg 


Asn 


Glu 


Glu Gin 


Asn Leu 


Gin 


Glu Leu Ser His Asn Ala 










85 






90 


95 


Asp 


Lys 


Tyr 


Gin 


Met 


Gly Asp 


Cys Cys 


Lys 


Glu Glu He Asp Asp Ser 








100 






105 




110 


He 


Phe 


Tyr 


















115 















<210> 2961 

<211> 659 

<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1) . . . (657) 

<223> Xaa = any amino acid or nothing 
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<400> 2961 



Glu 


Lys 


Gly 


Lys Val 


Lys 


Asp 


Ala 


Gly 


Ala 


Glu 


Gin 


Trp 


He 


Ser 


Leu 


1 






5 










10 










15 




Ser 


Leu 


Ser 


Cys Lys 


Gly 


Ser 


Trp 


Glu 


Thr 


Gin 


Phe 


Ser 


Asn 


His 


Leu 








20 








25 










30 






Asn 


Ser 


Leu 


Thr Pro 


Pro 


Thr 


Ser 


Val 


Arg 


Arg 


Met 


Pro 


Leu 


He 


Thr 






35 








40 










45 








Thr 


Val 


Thr 


Leu Leu Lys 


Met 


Val 


Ala 


Arg 


His 


His 


Met 


Lys 


Leu 


Leu 




50 








55 










60 










Cys 


Ser 


Lys 


Ala Phe 


Ser 


Thr 


Gin 


Leu 


Gin 


Gin 


Lys 


He 


Phe 


Leu 


His 


65 








70 










75 










80 


Ser 


Gin 


Met 


Gly lie His 


His' 


Gin 


Ser 


Val 


Cys 


Met 


Lys 


Leu 


Lys 


Pro 








85 










90 










95 




Asn 


Thr 


Ser 


His lie 


He 


Ser 


He 


Leu 


Met 


Gly 


Gin 


Pro 


Met 


Ala 


Leu 








100 








105 










110 






Val 


Gin 


Leu 


Glu Thr 


Leu 


Ala 


Pro 


Leu 


Thr 


He 


He 


He 


Gin 


Lvs 


Phe 






115 








120 










125 








Gin 


Thr 


Gin 


Asp His Met 


Lvs 


Phe 




Lvs 


Asn 


Leu 


Pro 


Leu 


His 


Ser 




130 








135 










140 










His 


His 

A* 4m IMT 


Leu 


-Thr Pro 


Ser 


Val 

V ill 


Pro 


Gin 


Thr 


Val 


He 


Pro 


Lvs 


Lvs 




145 








150 










155 










160 


Glv 






Glu He 


Lys 


Leu 


Lvs 


He 


Thr 


Lvs 


Thr 


Tie 


Gin 


Asn 


Glv 








165 










170 










175 






Glu 


Leu 


Phe Glu 


Ser 


Self 

0 W 


Leu 




Glv 






L&u 


Asn 


Glu 


Val 








180 








185 










190 

'A ^ 






Gin 


Ala. 


ITTT I 


Glu Gin 


Xaa 




Gin 




He 

X Jk ^5 


Glu 




Arcr 




m u 


TiV/"Q 






195 








200 










205 












TjVS 


Ser Asn Lys 


His 






Ser 

1^ wX 


Arcr 




Glu 


Glu 




U y El 




210 








215 










220 

4a \r 












His 


Lvs 


He Pro 


Lys 


Leu 


Glu 


Pt*o 


Glu 


Glu 

w J> vl 


Gin 




Aro 






225 








230 










235 










240 


Glu 




Val 


Asp Thr Val 


Sef 


Glu 


Lvs 


Pro 


Arcr 


Glu 


Glu 


Pro 


Val 


Titan 








245 










250 










255 

«^ -m^ 




Lvs 


Glu 


Glv 


Ser Pro 


Ser 


Sear 


Ala 




Thr 


He 


Phe 


Cva 


Ser 


ASTl 


Acjn 








260 








265 










270 






Glv 


Ser* 

Vrii JU 


Val 


His Trp 


Phe 


Lvs 


Phe 


Gin 


Val 


Glv 




Leu 


Val 




Ser 






275 








280 










285 








Lys 


Val 


Glv 


Thr Tyr 


Pro 




Tm 


Pro 


Cvs 


Met 


Val 


Ser 


Ser 


Asn 


Pro 




290 








295 










300 










Gin 


Leu 


Glu 


Val His 


Thr 


Lvs 


He 


Asn 


Thr 


Ara 


Glv 


Ala 


Aro 


Glu 


Tvr 


305 








310 










315 










320 


His 


Val 


Gin 


Phe Phe 


Ser 


Asn 


Gin 


Pro 


Glu 


Arcr 


Ala 


Trp 


Val 


His 


Glu 

*A 








325 










330 










335 




Lys 


Arcr 


Val 


Arg Glu Tyr 


Lvs 


Gly 


His 


Lvs 


Gin 


Tyr 


Glu 


Glu 


Leu 


Leu 








340 








345 










350 






Ala 


Glu 


Ala 


Thr Lys 


Gin 


Ala 


Ser 


Asn 


His 


Ser 


Glu 


Lvs 


Gin 


Lys 


He 






355 








360 










365 








ArcT 


Lys 


Pro 


Arg Pro 


Gin 


Ara 

• •••• 


Glu 


Arcr 


Ala 


Gin 


Trp 


Asp 


He 


Gly 


He 




370 








375 










380 










Ala 


His 


Ala 


Glu Lys Ala 


Leu 


Lys 


Met 


Thr 


Ara 


Glu 


Glu 


Arg 


He 


Glu 


385 








390 










395 










400 


Gin 


Tyr 


Thr 


Phe He 


Tyr 


He 


ASD 


Lvs 


Gin 


Pro 


Glu 


Glu 


Ala 


Leu 


Ser 








405 










410 










415 




Gin 


Ala 


Lys 


Lys Ser 


Val 


Ala 


Ser 


Lys 


Thr 


Glu 


Val 


Lys 


Lys 


Thr 


Arg 








420 








425 










430 






Arg 


Pro 


Arg 


Ser Val 


Leu 


Asn 


Thr 


Gin 


Pro 


Glu 


Gin 


Thr 


Asn 


Ala 


Gly 






435 








440 










445 








Glu 


Val 


Ala 


Ser Ser 


Leu 


Ser 


Ser 


Thr 


Glu 


He 


Arg 


Arg 


His 


Ser 


Gin 




450 








455 










460 










Arg 


Arg 


His 


Thr Ser 


Ala 


Glu 


Glu 


Glu 


Glu 


Pro 


Pro 


Pro 


Val 


Lys 


He 


465 








470 










475 










480 


Ala 


Trp 


Lys 


Thr Ala 


Ala 


7U.a 


Arg 


Lys 


Ser 


Leu 


Pro 


Ala 


Ser 


He 


Thr 
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485 490 495 

Met His Lys Gly Ser Leu Asp Leu Gin Lys Cys Asn Met Ser Pro Val 

500 505 510 

Val Lys lie Glu Gin Val Phe Ala Leu Gin Asn Ala Thr Gly Asp Gly 

515 520 525 

Lys Phe lie Asp Gin Phe Val Tyr Ser Thr Lys Gly lie Gly Asn Lys 

530 535 540 

Thr Glu lie Ser Val Arg Gly Gin Asp Arg Leu lie lie Ser Thr Pro 
545 550 555 560 

Asn Gin Arg Asn Glu Lys Pro Thr Gin Ser Val Ser Ser Pro Glu Ala 

565 570 575 

Thr Ser Gly Ser Thr Gly Ser Val Glu Lys Lys Gin Gin Arg Arg Ser 

580 585 590 

lie Arg Thr Arg Ser Glu Ser Glu Lys Ser Thr Glu Val Val Pro Lys 

595 600 605 

Lys Lys lie Lys Lys Glu Gin Val Glu Thr Val Pro Gin Ala Thr Val 

610 615 620 

Lys Thr Gly Leu Gin Lys Gly Ser Ala Asp Arg Gly Val Gin Gly Ser 
625 630 635 640 

Val Arg Phe Ser Asp Ser Ser Val Ser Ala Ala lie Glu Glu Thr Val 

645 650 655 

Asp 
657 



<210> 2962 

<211> 534 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (520) 

<223> Xaa s any amino acid or nothing 



<400> 2962 



Ser 


Ala 


Ser 


Pro 


Pro 


Pro 


Pro 


Pro 


Pro 


Pro 


Pro 


Pro 


Ser Arg 


Phe 


Pro 


1 








5 










10 








15 




Phe 


Ser 


Gly 


Ala 


Pro 


Gly 


Ala 


Arg 


Asp 


Arg 


Ser 


Gly Pro Leu Gly 


Ser 








20 










25 








30 






Glu 


Pro 


Gin 


Arg 


Asn 


Pro 


Gly 


Ala 


Arg 


Pro 


Arg 


Thr 


Leu Glu 


Ala 


Thr 






35 










40 










45 






Val 


Thr 


Pro 


Pro 


Gly 


Ser 


Val 


Gly 


Ala 


Met 


Ser 


Ser 


Ser Gly Leu 


Asn 




50 










55 










60 








Ser 


Glu 


Lys 


Val 


Ala 


Ala 


Leu 


He 


Gin 


Lys 


Leu 


Asn 


Ser Asp 


Pro 


Gin 


65 










70 










75 








80 


Phe 


Val 


Leu 


Ala 


Gin 


Asn 


Val 


Gly 


Thr 


Thr 


His 


Asp 


Leu Leu Asp 


He 










85 










90 








95 




Cys 


Leu 


Lys 


Arg 


Ala 


Thr 


Val 


Gin 


Arg 


Ala 


Gin 


His 


Val Phe 


Qln 


His 








100 










105 








110 






Ala 


Val 


Pro 


Gin 


Glu 


Gly 


Lys 


Pro 


lie 


Thr 


Asn 


Gin 


Lys Ser 


Ser 


Gly 






115 










120 










125 






Arg 


Cys 


Trp 


He 


Phe 


Ser 


Cys 


Leu 


Asn 


Val 


Met 


Arg 


Leu Pro 


Phe 


Met 




130 










135 










140 








Lys 


Lys 


Leu 


Asn 


lie 


Glu 


Glu 


Phe 


Glu 


Phe 


Ser 


Gin 


Ser Tyr 


Leu 


Phe 


145 










150 










155 








160 


Phe 


Trp 


Asp 


Lys 


Val 


Glu 


Arg 


Cys 


Tyr 


Phe 


Phe 


Leu 


Ser Ala 


Phe 


Val 










165 










170 








175 




Asp 


Thr 


Ala 


Gin 


Arg 


Lys 


Glu 


Pro 


Glu 


Asp 


Gly 


Arg 


Leu Val 


Gin 


Phe 








180 










185 








190 






Leu 


Leu 


Met 


Asn 


Pro 


Ala 


Asn 


Asp 


Gly 


Gly 


Gin 


Trp 


Asp Met 


Leu 


Val 






195 










200 










205 






Asn 


He 


Val 


Glu 


Lys 


Tyr 


Gly 


Val 


He 


Pro 


Lys 


Lys 


Cys Phe 


Pro 


Glu 
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210 






Ser 


Tyr 


Thr 


Thr 


225 








Lys 


Met 


Arg 


Glu 


Ala 


Thr 


Lys 


Gly 








260 


He 


Phe 


Arg 


Val 






275 




Thr 


Trp 

Mm 


Glu 


Tyr 




290 






He 


Thr 


Pro 


Leu 


305 








Asn 


Met 


Glu 


Asp 


Lys 


Tyr 


Asn 


Lys 








340 


Arg 


Gly 


Glu 


Lys 






355 




Lvs 


Met 


Val 


Ala 




370 






Cvs 


Asp 


Val 


Glv 


385 








Asn 


Leu 


Tvr 


Asp 


Asn 


Lvs 


Ala 


Glu 








420 


Met 


Thr 


Phe 


Thr 






435 




Leu 


Phe 


Thr 


LiVS 




450 






Gly 


His 


Lvs 


Glv 










Tyr 


Val 


Tyr 


Glu 


Val 


Leu 


Ala 


Val 








500 


Asp 


Pro 


Met 


Gly 






515 





215 



Glu 


Ala 


Thr 


Arg 




230 






Phe 


Cys 


He 


Arq 


245 








Glu 


He 


Ser 


Ala 


Val 


Cys 


He 


Cys 








280 


Arg 


Asp 


Lys 


Asp 






295 




Glu 


Phe 


Asn 


Arg 




310 






Lys 


He 


Cvs 


Leu 


325 








Leu 


Tvr 


Thr 


Val 


Leu 


Phe 


Tvr 


Asn 








360 


Ala 


Ser 


He 


Lys 






375 




Lvs 


His 


Phe 


Asn 




390 






His 


Glu 


Leu 


Val 


405 








Arcr 


Leu 


Thr 


Phe 


Ala 


Val 


Ser* 


Gin 








440 


Trp 


Arg 


Val 


Gly 










Tyr 


Leu 


Cys 


Met 




470 






Val 


Val 


Val 


Trp 


485 








Leu 


Gly 


Ala 


Gly 


Ala 


Leu 


Ala 


Glu 



520 





220 


Arg 


Met Asn Asp 




235 


Leu 


Arg Asn Leu 




250 


Thr 


Gin Asp Val 


265 




Leu 


Gly Asn Pro 


Lys 


Asn Asn Lys 




30O 


Glu 


Gin His Val 




315 


Val 


Asn Asp Pro 




330 


Glu 


Tyr Leu Ser 


345 

W V 




Asn 


Gin Pro He 


ASD 


Glv Glu Ala 

^v^vjr ^^k^Wfc f^^GL 




380 

•7 O V 


Ser 


Lys Leu Gly 




395 


Phe 


Glv Val Ser 




410 

7 JL w 


Glv 


Glu Ser Lau 


425 




Ser 


Arcf Asi3 AsT) 


Glu 

V3 >1. U 


JTUCS \3*JLLX 




4o0 


Thr 


Asp Xaa Val 




475 


Asp 


Arg Lys His 




490 


Asn 


Pro Phe Val 


505 





He 


Leu 


Asn His 






240 


Val 


His 


Ser Gly 






255 


Met 


Met 


Glu Glu 




270 




Pro 


Glu 


Thr Phe 


285 






Lys 


He Gly Pro 


Lys 


Pro 


LeU' Phe 






320 


Arg 


Pro 


Gin His 






335 


Asn 


Met 


Val Trp 




350 




Asp 


Phe 


Leu Lys 


365 






Val 


Trp 


Phe Gly 


Leu 


Ser Asp Met 






400 


Leu 


Lys Asn Met 






415 


Met 


Thr 


His Thr 




430 




Ser 


Gly Met Val 


445 






vjxy 


Glu Asp His 


Gly 


Ser 


Leu Glu 






480 


Val 


Pro 


Glu Glu 






495 


Leu 


Pro 


Ala Trp 




510 





<210> 
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<211> 
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<212> 


PRT 




<213> 


Homo 
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<221> 
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feature 


<222> 


(1) . . 


(150)' 


<223> 


Xaa = 


■ any amino acid 



<400> 2963 
Arg His Tyr Asp 
1 

Tyr Leu Glu Gin 

20 

Ser Val Leu Thr 

35 

Ser Leu He Glu 
50 

Arg Phe Asn Asn 
65 

Xaa Leu Ser Asn 



Ser 


Ala 


Gly 


Lys 


5 








Arg 


Ala 


Val 


Gly 


Cys 


Ser 


Arg 


Glu 








40 


Tyr 


Leu 


His 


Asn 






55 




Asp 


Arg 


Met 


Lys 




70 






Ser 


Tyr 


Leu 


Val 



He Thr Leu Lys 
10 

Gly Ala Ser Pro 
25 

Pro He Leu Glu 

Ala Leu Glu His 

60 

Thr Thr He Lys 
75 

Phe Pro Leu Met 



He Ala Lys Asn 
15 

Arg Leu Ala Gin 
30 

Asn Ser Leu Thr 
45 

Asp Met Arg Leu 

Glu Thr Ser Thr 

80 

Xaa Ser Leu Thr 
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Tyr Leu Met Lys Met Ser 

100 

Phe Val Aan Ser Pro Phe 
115 

Trp Lys Lys Phe Tyr Leu 
130 

Lys Glu Lys Lys Met Thr 
145 150 



90 

Phe Glu Arg Cys Thr Ala 
105 

Thr Lys Val Asp Asn Tyr 
120 

Lys Cys Tyr Phe Ser Leu 
135 140 



PCT/USOl/04098 

95 

Arg Asn Lys Met 
110 

Cys Thr Ser Ser 
125 

Asn Thr lie Lys 
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Glv 




K Am \J 




He 






Glv 


Asn 






1 






5 










10 










15 






Gin 




Gin 


Ala 




Glu 






Glv 


Ala 




Tvr 


Ser 


Gin 






20 










25 










30 






2^T*o Tl ^ 




Ala 


Xle 


ThiT 


Thi" 


Val 




Val 


Ala 


Tro 


Lvs 


Val 


Leu 


Ser 




35 










40 










45 








Glv Lvs 


lie 


Glv 


Glu 


Glv 


Ala 


Glu 


Glv 


Asn 


Cvs 


Lvs 


Cvs 


Val 


He 


Ser 


50 










55 










60 










Glu Glv 


Ala 


Tro 


Ala 


Val 


Cvs 


Pro 

mm «■» tkT 


Thr 


Gin 


Pro 


Cvs 

w jr 0 


Glv 


Lvs 


Ala 


Lvs 


65 








70 










75 










80 


Pro Asp 


Lys 


His 


Leu 


Lvs 


Ast) 


Leu 


Leu 


Ser 


Lvs 


Leu 


Leu 


Asn 


Ser 


Gly 








85 










90 










95 




Tyr Phe 


Glu 


Ser 


lie 


Pro 


Val 


Pro 


Lys 


Asn 


Ala 


Lys 


Glu 


Lys 


Glu 


Val 






100 










105 










110 






Pro Leu 


Glu 


Glu 


Glu 


Met 


Leu 


He 


Gin 


Ser 


Glu 


Lys 


Lys 


Thr 


Gin 


Leu 




115 










120 










125 








Ser Lys 


Thr 


Glu 


Ser 


Val 


Lys 


Glu 


Ser 


Glu 


Ser 


Leu 


Met 


Glu 


Phe 


Ala 


130 










135 










140 










Gin Pro 


Glu 


He 


Gin 


Pro 


Gin 


Glu 


Phe 


Leu 


Asn 


Arg 


Arg 


Tyr 


Met 


Thr 


14 5 








150 










155 










160 


Glu Val 


Asp 


Tyr 


Ser 


Asn 


Lys 


Gin 


Gly 


Glu 


Glu 


Gin 


Pro 


Trp 


Glu 


Ala 








165 










170 










175 




Asp Tyr 


Ala 


Arg 


Lys 


Pro 


Asn 


Leu 


Pro 


Lys 


Arg 


Trp 


Asp 


Met 


Leu 


Thr 






180 










185 










190 






Glu Pro 


Asp 


Gly 


Gin 


Glu 


Lys 


Lys 


Gin 


Glu 


Ser 


Phe 


Lys 


Ser 


Trp 


Glu 




195 










200 










205 








Ala Ser 


Gly 


Lys 


His 


Gin 


Glu 


Val 


Ser 


Lys 


Pro 


Ala 


Val 


Ser 


Leu 


Glu 


210 










215 










220 










Gin Arg 


Lys 


Gin 


Asp 


Thr 


Ser 


Lys 


Leu 


Arg 


Ser 


Thr 


Leu 


Pro 


Glu 


Glu 


225 








230 










235 










240 


Gin Lys 


Lys 


Gin 


Glu 


lie 


Ser 


Lys 


Ser 


Lys 


Pro 


Ser 


Pro 


Ser 


Gin 


Trp 








245 










250 










255 




Lys Gin 


Asp 


Thr 


Pro 


Lys 


Ser 


Lys 


Ala 


Gly 


Tyr 


Val 


Gin 


Glu 


Glu 


His 






260 










265 










270 






Lys Lys 


Gin 


Glu 


Thr 


Pro 


Lys 


Leu 


Trp 


Pro 


Val 


Gin 


Leu 


Gin 


Lys 


Glu 




275 










260 










285 








Gin Asp 


Pro 


Lys 


Lys 


Gin 


Thr 


Pro 


Lys 


Ser 


Trp 


Thr 


Pro 


Ser 


Met 


Gin 


290 










295 










300 










Ser Olu 


Gin 


Asn 


Thr 


Thr 


Lys 


Ser 


Trp 


Thr 


Thr 


Pro 


Met 


Cys 


Glu 


Glu 


305 








310 










315 










320 


Gin Asp 


Ser 


Lys 


Gin 


Pro 


Glu 


Thr 


Pro 


Lys 


Ser 


Trp 


Glu 


Asn 


Asn 


Val 
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325 










330 










335 




Glu 


Ser 


Gin 


Lys 


His 


Ser 


Leu 


Thr 


Ser 


Gin 


Ser 


Gin 


He 


Ser 


Pro 


Lys 








340 










345 










350 






Ser 


Trp 


Gly Val 


Ala 


Thr 


Ala 


Ser 


Leu 


He 


Pro Asn Asp 


Gin 


Leu 


Leu 






355 










360 










365 








Pro 


Arg 


Lys 


Leu 


Asn 


Thr 


Glu 


Pro 


Lys 


Asp 


Val 


Pro 


He 


Ala 


Cys 


Ala 




370 










375 










380 










Ser 


Ala 


Xaa 


Gly 


Phe 


Leu 


Pro 


Leu 


Gin 


Pro 


Pro 


Phe 


Arg 


Arg 


He 


His 


385 










390 










395 










400 


Val 


Leu 


Arg 


Lys 


Glu 


Lys 


Leu 


Gin 


Asp 


Leu 


Met 


Thr 


Gin 


He 


Gin 


Gly 










405 










410 










415 




Thr 


Cys 


Asn 


Phe 


Met 


Gin 


Glu 


Ser 


Val 


Leu 


Asp 


Phe 


Asp 


Lys 


Pro 


Ser 








420 










425 










43 0 






Ser 


Ala 


He 


Pro 


Thr 


Ser 


Gin 


Pro 


Pro 


Ser 


Ala 


Thr 


Pro 


Gly Xaa 


Pro 






435 










440 










445 








Arg 


Arg 


His 


Leu 


Lys 


Glu 


Gin 


Asn 


Leu 


Ser 


Val 


Lys 


Val 


He 


Phe 


Phe 




450 










455 










460 










Gin Gly 


Ala 


Val 


Thr 


Val 


Phe 


Asn 


Val 


Asn 


Ala 


Pro 


Leu 


Pro 


Pro 


Arg 


465 










470 










475 










480 


Lys 


Glu 


Gin 


Glu 


He 


Lys 


Glu 


Ser 


Pro 


Tyr 


Ser 


Pro Gly 


Tyr Asn 


Gin 










485 










490 










495 




Ser 


Phe 


Thr 


Thr 


Ala 


Ser 


Thr 


Gin 


Thr 


Pro 


Pro Gin Cys 


Gin 


Leu 


Pro 








500 










505 










510 






Ser 


lie 


His 


Val 


Glu 


Gin 


Thr 


Val 


His 


Ser 


Gin 


Glu 


Thr 


Ala 


Asn 


Tyr 






515 










520 










525 








His 


Pro 


Asp Gly 


Thr 


He 


Gin 


Val 


Ser 


Asn 


Gly Ser Leu 


Ala 


Phe 


Tyr 




530 










535 










540 










Pro 


Ala 


Gin 


Thr 


Asn 


Val 


Phe 


Pro 


Arg 


Pro 


Thr 


Gin 


Pro 


Phe 


Val 


Asn 


545 










550 










555 










560 


Ser Arg 


Gly 


Ser 


Val 


Arg 


Gly 


Cys 


Thr 


Arg 


Gly Gly Arg 


Leu 


He 


Thr 










565 










570 










575 




Asn 


Ser 


Tyr Arg 


Ser 


Pro 


Gly 


Gly 


Tyr 


Lys 


Gly Phe Asp 


Thr 


Tyr 


Arg 








580 










585 










590 






Gly Leu 


Pro 


Ser 


He 


Ser 


Asn 


Gly 


Asn 


Tyr 


Ser 


Gin 


Leu 


Gin 


Phe 


Gin 






595 










600 










605 








Ala 


Arg 


Glu 


Tyr 


Ser 


Gly 


Ala 


Pro 


Tyr 


Ser 


Gin Arg Asp 


Asn 


Phe 


Gin 




610 










615 










620 










Gin 


Cys 


Tyr 


Lys 


Arg 


Gly 


Gly 


Thr 


Ser 


Gly 


Gly Pro Arg 


Ala 


Asn 


Ser 


625 










630 










635 










640 


Arg 


Ala 


Gly Trp 


Ser 


Asp 


Ser 


Ser 


Gin 


Val 


Ser 


Ser 


Pro 


Glu Arg 


Asp 










645 










650 










655 




Asn 


Glu 


Thr 


Phe 


Asn 


Ser 


Gly 


TVsp 


Ser 


Gly 


Gin Gly Asp 


Ser Arg 


Ser 








660 










665 










670 






Met 


Thr 


Pro 


Val 


Asp 


Val 


Pro 


Val 


Thr 


Asn 


Pro 


Ala 


Ala 


Thr 


He 


Leu 






675 










680 










685 








Pro 


Val 


His 


Val 


Tyr 


Pro 


Leu 


Pro 


Gin 


Gin 


Met 


Arg 


Val 


Ala 


Phe 


Ser 




690 










695 










700 










Ala 


Ala 


Arg 


Thr 


Ser 


Asn 


Leu 


Ala 


Pro 


Gly 


Thr 


Leu Asp 


Gin 


Pro 


He 


705 










710 










715 










720 


Val 


Phe 


Asp 


Leu 


Leu 


Leu 


Asn 


Asn 


Leu 


Gly 


Glu 


Thr 


Phe 


Asp 


Leu 


Gin 










725 










730 










735 




Leu Gly 


Arg 


Phe 


Asn 


Cys 


Pro 


Val 


Asn 


Gly 


Thr 


Tyr 


Val 


Phe 


He 


Phe 








740 










745 










750 






His 


Met 


Leu 


Lys 


Leu 


Ala 


Val 


Asn 


Val 


Pro 


Leu 


Tyr 


Val 


Asn 


Leu 


Met 






755 










760 










765 








Lys 


Asn 


Glu 


Glu 


Val 


Leu 


Val 


Ser 


Ala 


Tyr 


Ala 


Asn 


Asp 


Gly Ala 


Pro 




770 










775 










780 










Asp 


His 


Glu 


Thr 


Ala 


Ser 


Asn 


His 


Ala 


He 


Leu 


Gin 


Leu 


Phe 


Gin 


Gly 


785 










790 










•795 










800 


Asp 


Gin 


He 


Trp 


Leu 


Arg 


Leu 


His 


Arg 


Gly 


Ala 


He 


Tyr 


Gly Ser 


Ser 










805 










810 










815 





Trp 
817 
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<400> 2965 



Phe 


Aso 


Thr 


Tvr 


1 








Gin 


Leu 


Gin 


Phe 








20 




lie 


Ser 

%tj ^ 


Ala 






35 




Glv 




lie 
A 9 


Glv 




50 






Glu 


Glv 


Ala 


Tna 


65 








Pttq 




Lvs 


His 


Tyr 


Phe 


Glu 


Ser 








100 


Pro 




Glu 


Glu 






115 






Lvs 


Thr 


Glu 

%j 




130 






Gin 


Pro 


Glu 

iriki %A 


lie 


145 








Glu 


Val 


ASD 


Tvr 


Asp 


Tyr 


Ala 


Arg 








180 


Glu 


Pro 


Asp 


Gly 






195 




Ala 


Ser 


Gly 


Lys 




210 






Gin 


Arg 


Lys 


Gin 


225 








Gin 


Lys 


Lys 


Gin 


Lys 


Gin 


Asp 


Thr 








260 


Lys 


Lys 


Gin 


Glu 






275 




Gin 


Asp 


Pro 


Lys 




290 






Ser 


Glu 


Gin 


Asn 


305 








Gin 


Asp 


Ser 


Lys 


Glu 


Ser 


Gin 


Lys 








340 


Ser 


Trp 


Gly 


Val 






355 




Pro 


Arg 


Lys 


Leu 




370 






Ser 


Ala 


Xaa 


Gly 


385 








Val 


Leu 


Arg 


Lys 



Arcr 


Glv 


Leu 


Pro 


5 








Gin 


Ala 


Arg Glu 


lie 


Thr 


Thr 


Val 








40 


Glu 


Glv 


Ala 


Glu 






55 




Ala 


Val 


Cys 


Pro 




70 








TiVQ 
JJjr o 


Asp Leu 


85 








lie 

kJU 


Pro 


Val 


Pro 


Glu 


Met 


Leu 


lie 








120 




Val 


Lys 


Glu 






135 




Gin 


Pro 


Gin 


Glu 




150 






Ser 


Asn 


Lys Gin 


165 








Lvs 


Pro 


Asn 


Leu 


Gin 


Glu 


Lys 


Lys 








200 


His 


Gin 


Glu 


Val 






215 




Asp 


Thr 


Ser Lys 




230 






Glu 


lie 


Ser 


Lys 


245 








Pro 


Lys 


Ser 


Lys 


Thr 


Pro 


Lys 


Leu 








280 


Lys 


Gin 


Thr 


Pro 






295 




Thr 


Thr 


Lys 


Ser 




310 






Gin 


Pro 


Glu 


Thr 


325 








His 


Ser 


Leu 


Thr 


Ala 


Thr 


Ala 


Ser 








360 


Asn 


Thr 


Glu 


Pro 






375 




Phe 


Leu 


Pro 


Leu 




390 






Glu 


Lys 


Leu 


Gin 



Ser 

latf A* 


lie 


Ser 


Asn 




10 






Tvr 
J. y J. 


Ser 


Gly Ala 


25 










Val 


Ala 


Trp 


Gly 


Asn 


Cys 


Lys 








60 


Thy 


Gin 


Pro 


Cys 






75 




Xiw vl 


Ser 


Lys 


Leu 




90 








Asn 


Ala 


Lys 


105 

Jw 










Ser 


Glu 


Lys 


Ser 


Glu 


Ser 


Leu 








140 


Phe 


Leu Asn Arg 






155 




Glv 


Glu 


Glu 


Gin 




170 






Pro 


Lys 


Arg 


Trp 


185 








Gin 


Glu 


Ser 


Phe 


Ser 


Lys 


Pro 


Ala 








220 


Leu 


Arg 


Ser 


Thr 






235 




Ser 


Lys 


Pro 


Ser 




250 






Ala 


Gly Tyr Val 


265 








Trp 


Pro 


Val 


Gin 


Lys 


Ser 


Trp 


Thr 








300 


Trp 


Thr 


Thr 


Pro 






315 




Pro 


Lys 


Ser 


Trp 




330 






Ser 


Gin 


Ser 


Gin 


345 








Leu 


He 


Pro 


Asn 


Lys Asp Val 


Pro 








380 


Gin 


Pro 


Pro 


Phe 






395 




Asp 


Leu 


Met 


Thr 



Gly Asn Tyr 


Ser 


15 




Pro Tvr Ser 


Gin 


30 




Lvs Val Leu 


Ser 


45 




PvR Val T1p> 




Gly Lys Ala 


Lys 




80 


Leu Asn Sei" 


Glv 


95 




Gill TiVS Olii 


V CI .!■ 


110 




TiVR Thi? Gin 

JJjfO XA*^ 




125 

mm Mi 




Met Glu Phe 


Ala 


Arg Tyr Met 


Thr 




160 


Pro Tro Glu 


Ala 


175 




Asp Met Leu 


Thr 


190 




Lys Ser Trp 


Glu 


205 




Val Ser Leu 


Glu 


Leu Pro Glu 


Glu 




240 


Pro Ser Gin 


Trp 


255 




Gin Glu Glu 


His 


270 




Leu Gin Lys 


Glu 


285 




Pro Ser Met 


Gin 


Met Cys Glu 


Glu 




320 


Glu Asn Asn 


Val 


335 




He Ser Pro 


Lys 


350 




Asp Gin Leu 


Leu 


365 




He Ala Gys 


Ala 


Arg Arg He 


His 




400 


Gin He Gin 


Gly 
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405 



Thr 


Cys 


Asn 


Phe 


Met 


Gin 


Glu 


Ser 








420 










Ser 


Ala 


lie 


Pro 


Thr 


Ser 


Gin 


Pro 






435 










440 


Arg 


Arg 


His 


Leu Lys 


Glu 


Gin 


Asn 




450 










455 




Gin 


Gly 


Ala 


Val 


Thr 


Val 


Phe 


Asn 


465 










470 






Lys 


Glu 


Gin 


Glu 


lie 


Lys 


Glu 


Ser 










485 








Ser 


Phe 


Thr 


Thr 


Ala 


Ser 


Thr 


Gin 








500 










Ser 


lie 


His 


Val 


Glu 


Gin 


Thr 


Val 






515 










520 


His 


Pro 


Asp 


Gly Thr 


lie 


Gin 


Val 




530 










535 




Pro 


Ala 


Gin 


Thr 


Asn 


Val 


Phe 


Pro 


545 










550 






Ser 


Arg 


Gly 


Ser 


Val 


Arg 


Gly 


Cys 










565 








Asn 


Ser 


Tyr 


Axg 


Ser 


Pro 


Gly 


Qly 




■ 




580 










Gly 


Leu 


Pro 


Ser 


He 


Ser 


Asn 


Gly 






595 










600 


Ala 


Arg 


Glu 


Tyr Ser 


Gly 


Ala 


Pro 




610 










615 




Gin 


Cys 


Tyr 


Lys Arg 


Gly 


Gly 


Thr 


625 










630 






Arg 


Ala 


Gly 


Trp 


Ser 


Asp 


Ser 


Ser 










645 








Asn 


Glu 


Thr 


Phe 


Asn 


Ser 


Gly 


Asp 








660 










Met 


Thr 


Pro 


Val 


Asp 


Val 


Pro 


Val 






675 










680 


Pro 


Val 


His 


Val 


Tyr 


Pro 


Leu 


Pro 




690 










695 




Ala 


Ala 


Arg 


Thr 


Ser 


Asn 


Leu 


Ala 


705 










710 






Val 


Phe 


Asp 


Leu 


Leu 


Leu 


Asn 


Asn 










725 








Leu 


Gly 


Arg 


Phe 


Asn 


Cys 


Pro 


Val 








740 










His 


Met 


Leu 


Lys 


Leu 


Ala 


Val 


Asn 






755 










760 


Lys 


Asn 


Glu 


Glu 


Val 


Leu 


Val 


Ser 




770 










775 




Asp 


His 


Glu 


Thr 


Ala 


Ser 


Asn 


His 


785 










790 






Asp 


Gin 


lie 


Trp 


Leu 


Arg 


Leu 


His 



805 



Trp 

817 
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410 






415 




Val 


Leu 


Asp 


Phe Asp Lys 


Pro 


Ser 


425 






430 






Pro 


Ser 


Ala 


Thr Pro Gly 


Xaa 


Pro 








445 






Leu 


Ser 


Val 


Lys Val lie 


Phe 


Phe 








460 






Val 


Asn 


Ala 


Pro Leu Pro 


Pro 


Arg 






475 






480 


Pro 


Tvx 


Ser 


Pro Gly Tyr 


Asn 


Gin 




490 






495 




Thr 


Pro 


Pro 


Gin Cys Gin 


Leu 


Pro 


505 






510 






His 


Ser 


Gin 


Glu Thr Ala 


Asn Tyr 








525 






Ser 


Asn 


Gly 


Ser Leu Ala 


Phe 


Tyr 








540 






Arg 


Pro 


Thr 


Gin Pro Phe 


Val 


Asn 






555 






560 


Thr 


Arcr 


Glv 


Glv Arcr Leu 


He 


Thr 




570 






575 




Tvx 

* jr ■*• 


LVS 


Glv 


Phe Aso Thr 


Tyr Arg 


585 












Asn 


Tvr 

X jr J- 


Ser 

4v 


Gin Leu Gin 

^tJ^^^A 


Phe 


Gin 








6 05 






Tvx 


Ser 


Gin 


Arcr Aso Asn 


Phe 


Gin 








620 

V A W 








Glv 


Glv 


^ w /"X^ ^ r\Jim OL 


Asn 


Ser 






V O ^ 






640 


Gin 


Val 




Coy* Pt^q f3l 11 


Arg Asp 




650 

U ^ w 






655 




Ser 


Gly 


Gin 


Glv AsD Ser 


Arg 


Ser 


o w 






670 






Thr 

A mm ^ 


Asn 


Pro 


Ala Ala Thr 


He 


Leu 








w O ^ 






Gin 


Gin 


Met 


Arci Val Ala 


Phe 


Ser 








700 






Pro 


Glv 


Thr 


Leu AsD Gin 


Pro 


He 






715 






720 


Leu 


Gly 


Glu 


Thr Phe Asn 


Leu 


Gin 




730 






735 




Asn 


Gly 


Thr 


Tvr Val Phe 


He 


Phe 


745 






750 






Val 


Pro 


Leu 


Tvr Val Asn 

W 4 4H^^»4 


Leu 


Met 








7 ^^ 






Ala 


Tyr 


Ala 


Asn Asp Gly 


Ala 


Pro 








780 






Ala 


lie 


Leu 


Gin Leu Phe 


Gin Gly 






795 






80O 


Arg 


Gly 


Ala 


lie Tyr Gly 


Ser 


Ser 




810 






815 





or nothing 
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Asp Tyr Val 


Leu 


Thr Ala 


Glu 


Leu 


His Arg Gin Arg 


Ser Pro Gly Val 


1 




5 








10 


15 




Ser Phe Gly 


Leu 


Ser Val 


Phe 


Asn 


Leu 


Met Asn Ala 


He Met Gly 


Ser 




20 








25 




30 




Gly lie Leu 


Gly 


Leu Ala 


Tyr 


Val 


Met 


Ala Asn Thr 


Gly Val Phe 


Gly 


35 








40 






45 




Phe Ser Phe 


Leu 


Leu Leu 


Thr 


Val 


Ala 


Leu Leu Ala 


Ser Tyr Ser 


Val 


50 






55 






60 






His Leu Leu 


Leu 


Ser Met 


Cys 


He 


Gin 


Thr Ala Tyr 


Leu Gly Pro Xaa 


65 




70 








75 




60 


Thr Asn Tyr 


Phe 


Met Val 


Leu 


Pro 


Ala 


His Xaa Leu 


Thr Cys Leu 


Pro 






85 








90 


95 




Leu lie Glu 


Phe 


Leu Gin 


Ser 


Leu 


Xaa 


Asn Ser Leu 


Xaa Ala Val 


Thr 




lOO 








105 




110 




Ser Tyr Glu 


Asp 


Leu Gly 


Leu 


Phe 


Ala Phe Gly Leu 


Pro Gly Lys 


Leu 


115 








120 






125 




Val Val Ala 


Gly 


Thr He 


He 


He 


Gin 


Asn He Gly 


Ala Met Ser 


Ser 


130 






135 






140 






Tyr Leu Leu 


lie 


He Lys 


Thr 


Glu 


Leu 


Pro Ala Ala 


He Ala Glu 


Phe 


145 




150 








155 




160 


Leu Thr Gly 


Asp 


Tyr Ser 


Arg 


Tyr 


Trp Tyr Leu Asp 


Gly Gin Thr Leu 






165 








170 


175 




Leu lie lie 


He 


Cys Val 


Glv 

J: 


He 


Val 


Phe Pro Leu 


Ala Leu Leu 


Pro 




180 








185 




190 




Lys lie Gly 


Phe 


Leu Gly 


Tvx 


Thr 


Ser 


Ser Leu Ser 


Phe Phe Phe 


Net 


195 








200 






205 




Met Phe Phe 


Ala 


Leu Val 


Val 


He 


He 


Lys Lys Trp 


Ser He Pro 


Cys 


210 






215 






220 






Pro Leu Thr 


Leu 


Asn Tyr 


Val 


Glu 


Lys Gly Phe Gin 


He Ser Asn 


Val 


225 




230 








235 




240 


Thr Asp Asp 


Cys 


Lys Pro 


Lvs 


Leu 


Phe 


His Phe Ser 


Lys, Glu Ser Ala 






245 








250 


255 




Tyr Ala Leu 


Pro 


Thr Met 


Ala 


Phe 


Ser 


Phe Leu Cys 


His Thr Ser 


.He 




260 








265 




270 




Leu Pro lie 


Tyr 


Cys Glu 


Leu 


Gin 


Ser 


Pro Ser Lys 


Lys Arg Met 


Gin 


275 








280 






285 




Asn Val Thr 


Asn 


Thr Ala 


He 


Ala 


Leu 


Ser Phe Leu 


He Tyr Phe 


He 


290 






295 






300 




Ser Ala Leu 


Phe 


Gly Tyr 


Leu 


Thr 


Phe 


Tyr Asp Gly 


Thr Thr Lys 


Ala 


305 




310 








315 




320 


Gin Arg Gly 


Glu 


Val Thr 


Cys 


His 


Arg 


He Lys Asp 


Lys Val Glu 


Ser 






325 








330 


335 




Glu Leu Leu 


Lys 


Gly Xaa 


Xaa 


Xaa 


He 


Pro Xaa Ser 


His Asp Val Val 




340 








345 




350 




Val Met Thr 


Val 


Lys Leu 


Cys 


He 


Leu 


Phe Ala Val 


Leu Leu Thr 


Val 


355 








360 






365 




Pro Leu lie 


His 


Phe Pro 


Ala 


Arg 


Lys 


Ala Val Thr 


Met Met Phe 


Phe 


370 






375 






380 






Ser Asn Phe 


Pro 


Phe Ser 


Tip 


He 


Arg His Phe Leu 


He Thr Leu 


Ala 


385 




390 








395 




400 


Leu Asn lie 


He 


rie Val 


Leu 


Leu 


Ala 


He Tyr Val 


Pro Asp He 


Arg 






405 








410 


415 




Asn Val Phe 


Gly 


Val Val 


Gly 


Ala 


Ser 


Thr Ser Thr 


Cys Leu He 


Phe 




420 








425 




430 




lie Phe Pro 


Gly 


Leu Phe 


Tyr 


Leu 


Lys 


Leu Ser Arg 


Glu Asp Phe Leu 


435 








440 






445 




Ser Trp Lys 


Lys 


Leu Gly 


Val 


Gly 


Cys 


Phe Cys Leu 


Leu Ser Phe 


Lys 


450 






455 






460 


* 


Thr Ser lie 


Leu 


Arg Asn 


Ser 


Leu 


Ser 


Val Tyr He 


He Leu Pro 


Ala 


465 




470 








475 




480 


Ser Arg Lys 


Ser 


He Tyr 


Phe 


Lys 


He 
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<400> 2967 



Ser 


Glv 


lie 

«k flk W 


Val 


Val 


Aire 


Ala 


Leu 




At*o 


Glu 


Lys Lys Pro 


Glv 


Glv 

*JX Jr 


1 








5 










10 








15 




Glv 






Val 








Asn 




Glv 


Aycf 
rtxy 


Gin Ala Val 


Glv 

\7X jr 


His 

XIX O 








20 










25 








30 






TVtr* 


Glu 


Glu 
35 




PT"n 

XT JU \J 






Val 

V AX 

40 


Glv 

V3X Jr 


XIXX 


xrx w 


Trp 


Lys Glu 
45 


XXX 9 


xxxx 


Glv 


50 


Glv 


J. X w 


Gin 


Glu 


Glv 
55 


OCX 


X ux 




Glu 

wX U 


Ala 
60 


Ala His 


Al a 


Xi jr O 




X JIXJL 


Glu 


Glu 


^ jr O 




Ala 

X%XOk 




Ph@ 


m V 

wX 


Val 

V dX 


Ser 


Glu Thr 


xllx 


Glv 


.65 










70 










75 








80 






It X 




Gin 
85 


Val 
vox 








T.<»u 
90 


Glu 

V3XU 


Lys 


Tyr Gly 


XJC u 


A an 


Glu 




XT iL wl 


Ala 
100 


Glu 


Glu 

wX U. 


Glv 




X ux 

105 


XIC51X 


T'ttti 


Glu 


Leu Val 

110 


X X c 


Gl u 


Gin 


Phe 


Glu 
115 


A^sn 


Leu 


Tj^i 1 


Val 


120 


Tie 

wkm JU W 


XIC iX 


XJCU 


Leu 


Ala Ala 
125 


wye 


Tie 

xxc 


Vi^ Sm» afc* 


Phe 
130 


Val 


Leu 


Ala 


Tm 

X JU k/ 


Phe 
135 


Glu 


Glu 


Glv 


Glu 


Glu 
140 


Thr He 


Thi" 

X JiXX 


Ala 


Phe 


Val 


Glu 

im W* 


Pro 


Phe 


Val 


He 


Leu 


Leu 


He 


Leu 


He 


Ala Asn 


Ala 


He 


145 










150 










155 








160 


Val 


Glv 


Val 


Trn 


Gin 
165 


Glu 


Arcr 


Asn 


Ala 


Glu 
170 


Asn 


Ala 


He Glu 


Ala 

175 


Leu 


Lvs 


Glu 


Tvx 


Glu 


Pro 


Glu 


Met 


Gly 


Lvs 


Val 


Tvr 


Arg Ala Asp 


Arcr 


Lvs 








180 










185 








190 






Ser 


Val 


Gin 


Arg 


He 


Lys 


Ala 


Arg 


Asp 


He 


Val 


Pro Gly Asp 


He 


Val 






195 










200 










205 






Glu 


Val 
210 


Ala 


Val 


Gly 


Asp 


Lys 
215 


Val 


Pro 


Ala 


Asp 


He 

220 


Azrg He 


Leu 


Ala 


lie 


Lys 


Ser 


Thr 


Thr 


Leu 


Arg 


Val 


Asp 


Gin 


Ser 


He 


Leu Thr 


Gly 


Glu 


225 










230 










235 








240 


Tyr 


Val 


Ser 


Val 


He 
245 


Lys 


His 


Thr 


Glu 


Pro 
250 


Val 


Pro 


Asp Pro 


Arg 
255 


Ala 


Val 


Asn 


Gin 


Asp 


Lys 


Lys 


Asn 


Met 


Leu 


Phe 


Ser 


Gly Thr Asn 


He 


Ala 








260 










265 








270 






Ala 


Gly 


Lys 


Ala 


Leu 


Gly 


He 


Val 


Ala 


Thr 


Thr 


Gly Val Gly 


Thr 


Glu 






275 










280 










285 






lie 


Gly 


Lys 


He 


Arg 


Asp 


Gin 


Met 


Ala 


Ala 


Thr 


Glu Gin Asp 


Lys 


Thr 




290 










295 










3O0 








Pro 


Leu 


Gin 


Gin 


Lys 


Leu 


Asp 


Glu 


Phe 


Gly 


Glu 


Gin 


Leu Ser 


Lys 


Val 


305 










310 










315 








320 


He 


Ser 


Leu 


He 


Cys 
325 


Val 


Ala 


Val 


Trp 


Leu 
330 


He 


Asn 


He Gly 


His 
335 


Phe 


Asn 


Asp 


Pro 


Val 


His 


Gly 


Gly 


Ser 


Trp 


Phe 


Arg 


Gly Ala He 


Tyr 


Tyr 








340 










345 








350 






Phe 


Lys 


He 
355 


Ala 


Val 


Ala 


Leu 


Ala 
360 


Val 


Ala 


Ala 


He 


Pro Glu 
365 


Gly 


Leu 


Pro 


Ala 


Val 


He 


Thr 


Thr 


Cys 


Leu 


Ala 


Leu 


Gly 


Thr Arg Arg 


Met 


Ala 




370 










375 










380 








Lys 


Lys 


Asn 


Ala 


He 


Val 


Arg 


Ser 


Leu 


Pro 


Ser 


Val 


Glu Thr 


Leu 


Gly 
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385 










390 






Cys 


Thr 


Ser 


Val 


He 


Cys 


Ser 


Asp 










405 








Gin 


iVIet 


Ser 


Val 


Cys 


Lys 


Met 


Phe 








420 










He 


Cys 


Leu 


Leu 


Asn 


Glu 


Phe 


Ser 






435 










440 


Glu 


Gly 


Glu 


Val 


Leu 


Lys 


Asn 


Asp 




450 










455 




Asp 


Gly 


Leu 


Val 


Glu 


Leu 


Ala 


Thr 


465 










470 






Ser 


Leu 


Asp 

■ST 


Phe 


Asn 


Glu 


Ala 


Lys 










485 








Ala 


Thr 


Glu 


Thr 


Ala 


Leu 


Thr 


Thr 








500 










Asn 


Thr 


Asp 


Val 


Arg 


Ser 


Leu 


Ser 






515 










520 


Asn 


Ser 


Val 


He 


Arg 


Gin 


Leu 


Met 




530 










535 




Ser 


Arg 


Asp 


Arg 


Lys 


Ser 


Met 


Ser 


545 










550 






Ser 


Arg 


Ala 


Ala 


Val 


Gly 

<* 


Asn 


Lys 










565 








Gly 


Val 


He 


Asp 


Arg 


Cys 


Asn 


Tyr 








580 










Pro 


Leu 


Thr 


Gly 


Pro 


Val 


Lys 


Glu 






595 










600 


Trp 


Gly 


Thr 


Gly 


Arg 


Asp 


Thr 


Leu 




610 










615 




Asp 


Thr 


Pro 


Pro 


Lys 


Aror 


Glu 


Glu 


625 










630 

*r 

r 






Phe 


Leu 


Glu 


Tyr 


Glu 


Thr 


Asp 


Leu 










645 








Leu 


Asp 


Pro 


Pro 


Arg 


Lys 


Glu 


Val 








660 










Asp 


Ala 


Gly 


He 


Arg 


Val 


He 


Met 






675 










680 


Ala 


He 


Ala 


He 


Cys 


Arg 


Arq 


He 




690 










695 




Val 


Ala 


Asp 


Arg 


Ala 


Tyr 


Thr 


Gly 


705 










710 






tAla 


Glu 


Gin 


Arg 


Glu 


Ala 


Cys 


Arg 










725 








Glu 


Pro 


Ser 


His 


Lys 


Ser 


Lys 


He 








740 










Glu 


He 


Thr 


Ala 


Met 


Thr 


Gly 


Asp 






755 










760 


Lys 


Lys 


Ala 


Glu 


He 


Gly 


He 


Ala 




770 










775 




Lys 


Thr 


Ala 


Ser 


Glu 


Met 


Val 


Leu 


785 










790 






Val 


Ala 


Ala 


Val 


Glu 


Glu 


Gly 


Arg 










805 








Phe 


He 


Arg 


Tyr 


Leu 


He 


Ser 


Ser 








820 










Phe 


Leu 


Thr 


Ala 


Ala 


Leu 


Gly 


Leu 






835 










840 


Leu 


Leu 


Trp 


Val 


Asn 


Leu 


Val 


Thr 




850 










855 




Gly 


Phe 


Asn 


Pro 


Pro 


Asp 


Leu 


Asp 


865 










870 






Pro 


Lys 


Glu 


Pro 


Leu 


He 


Ser 


Gly 










885 








He 


Gly 


Gly 


Tyr 


Val 


Gly 


Ala 


Ala 







395 










40O 


Lys 


Thr 


Gly 


Thr 


Leu 


Thr 


Thr 


Asn 




410 










415 




He 


He 


Asp 


Lys 


Val Asp 


Gly 


Asp 


425 










430 






He 


Thr 


Gly 


Ser 


Thr 


Tyr 


Ala 


Pro 










445 








Lys 


Pro 


Val 


Arg 


Pro Gly 


Gin 


Tyr 








460 










He 


Cys 


Ala 


Leu 


Cys Asn 


Asp 


Ser 






475 










480 


Gly 


Val 


Tyr 


Glu 


Lys 


Val 


Gly 


Glu 




490 










495 




Leu 


Val 


Glu 


Lys 


Met 


Asn 


Val 


Phe 


505 










510 






Lys 


Val 


Glu 


Arg 


Ala 


Asn 


Ala 


Cys 










525 








Lys 


Lys 


Glu 


Phe 


Thr 


Leu 


Glu 


Phe 








540 










Val 


Tyr 


Cys 


Ser 


Pro 


Ala 


Lys 


Ser 






555 










560 


Met 


Phe 


Val 


Lys 


Gly Ala 


Pro 


Glu 




570 










575 




Val 


Arg 


Val 


Gly 


Thr 


Thr 


Arg 


Val 


585 










590 






Lys 


He 


Met 


Ala 


Val 


lie 


Lvs 


Glu 










605 








Arcr 


Cys 


Leu 


Ala 


Leu 


Ala 


Thr 


Arcr 








620 










Met 


Val 


Leu 


Asp 


Asp 


Ser 


Ala 


Aro 






635 










640 


Thr 


Phe 


Val 


Gly 


Val 


Val 


Glv 


Met 




650 










655 




Thr 


Gly 


Ser 


He 


Gin 


Leu 


Cys 


Arcr 


665 










670 






He 


Thr 


Gly 


Asp 


Asn Lys 


Gly 


Thr 










685 








Gly 


He 


Phe 


Gly 


Glu 


Asn 


Glu 


Glu 








700 










Arg 


Glu 


Phe 


Asp 


Asp Leu 


Pro 


Leu 






715 










720 


Arg 


Ala 


Cys 


Cys 


Phe 


Ala 


Ara 


Val 




730 










735 




Val 


Glu 


Tyr 


Leu 


Gin 


Ser 


Tyr 


Asp 


745 










750 






Gly 


Val 


Asn 


Asp 


Ala 


Pro 


Ala 


Leu 










765 








Met 


Gly 


Ser 


Gly 


Thr 


Ala 


Val 


Ala 








780 










Ala 


Asp 


Asp 


Asn 


Phe 


Ser 


Thr 


He 






795 










80O 


Ala 


He 


Tyr 


Asn 


Asn 


Met 


Lys 


Gin 




810 










815 




Asn 


Val 


Gly 


Glu 


Val 


Val 


Cys 


He 


825 










830 






Pro 


Glu 


Ala 


Leu 


He 


Pro 


Val 


Gin 










845 








Asp 


Gly 


Leu 


Pro 


Ala 


Thr 


Ala 


Leu 








860 










He 


Met 


Asp 


Arg 


Pro 


Pro 


Arg 


Ser 






875 










880 


Trp 


Leu 


Phe 


Phe 


Arg Tyr 


Met 


Ala 




890 










895 




Thr 


Val 


Gly 


Ala 


Ala Ala 


Trp 


Trp 
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900 905 910 

Phe Leu Tyr Ala Glu Asp Gly Pro His Val Asn Tyr Ser Gin Leu Thr 

915 920 925 

His Phe Met Gin Cys Thr Glu Asp Asn Thr His Phe Glu Gly lie Asp 

930 935 940 

Cys Glu Val Phe Glu Ala Pro Glu Pro Met Thr Met Ala Leu Ser Val 
945 950 955 960 

Leu Val Thr lie Glu Met Cys Asn Ala Leu Asn Ser Leu Ser Glu Asn 

965 970 975 

Gin Ser Leu Leu Arg Met Pro Pro Trp Val Asn lie Trp Leu Leu Gly 

980 985 990 

Ser lie Cys Leu Ser Met Ser Leu His Phe Leu He Leu Tyr Val Asp 

995 1000 1005 

Pro Leu Pro Met He Phe Lys Leu Arg Ala Leu Asp Leu Thr Gin Trp 

1010 1015 1020 

Leu Met Val Leu Lys He Ser Leu Pro Val He Gly Leu Asp Glu He 
1025 1030 1035 1040 

Leu Lys Phe Val Ala Arg Asn Tyr Leu Glu Gly Xaa Leu Phe Pro Leu 

1045 1050 1055 

Leu His Leu Xaa Ala Arg Val Thr Asp Pro Glu Asp Glu Arg Arg Lys 

1060 1065 1070 1072 
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Gly 


Ala 


Arg 


Ser 


Cys 


Ser 


Arg 


Leu 


Gly 


Arg 


Cys 


Thr Phe Pro Leu Trp 


1 








5 










10 




15 


Lys 


Gly 


Arg 


Glu 


Met 


Glu 


Val 


Arg 


Lys 


Leu 


Ser 


He Ser Trp Gin Phe 








20 










25 






30 


Leu 


He 


Val 


Leu 


Val 


Leu 


He 


Leu 


Gin 


He 


Leu 


Ser Ala Leu Asp Phe 






35 










40 








45 


Asp 


Pro 


Tyr 


Arg 


Val 


Leu 


Gly 


Val 


Ser 


Arg 


Thr 


Ala Ser Gin Ala Asp 




50 










55 










60 


He 


Lys 


Lys 


Ala 


Tyr 


Lys 


Lys 


Leu 


Ala 


Arg 


Glu 


Trp His Pro Asp Lys 


65 










70 










75 


80 


Asn 


Lys 


Asp 


Pro 


Gly 


Ala 


Glu 


Asp 


Lys 


Phe 


He 


Gin He Ser Lys Ala 










85 










90 




95 


Tyr 


Glu 


He 


Leu 


Ser 


Asn 


Glu 


Glu 


Lys 


Arg 


Ser Asn Tyr Asp Gin Tyr 








100 










105 






110 


Gly 


Asp 


Ala 


Gly Glu 


Asn 


Gin 


Gly 


Tyr 


Gin 


Lys 


Gin Gin Gin Gin Arg 






115 










120 








125 


Glu 


Tyr 


Arg 


Phe 


Arg 


His 


Phe 


His 


Glu 


Asn 


Phe 


Tyr Phe Asp Glu Ser 




130 










135 










140 


Phe 


Phe 


His 


Phe 


Pro 


Phe 


Asn 


Ser 


Glu 


Arg 


Arg 


Asp Ser He Asp Glu 


145 










150 










155 


160 


Lys 


Tyr 


Leu 


Leu 


His 


Phe 


Ser 


His 


Tyr 


Val 


Asn 


Glu Val Ala Pro Asp 










165 










170 




175 


Ser 


Phe 


Lys 


Lys 


Pro 


Tyr 


Leu 


He 


Lys 


He 


Thr 


Ser Asp Trp Cys Phe 








180 










185 






190 


Ser 


Cys 


He 


His 


He 


Glu 


Pro 


Val 


Trp 


Lys 


Glu 


Val He Gin Glu Leu 






195 










200 








205 


Glu 


Glu 


Leu 


Gly Val 


Gly 


He 


Gly 


Val 


Val 


His Ala Gly Tyr Glu Arg 
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210 




Arg 


Leu 


Ala His 


225 






He 


He 


Asn Gly 


Asn 


Leu 


Arg Gin 






260 


Lys 


Val 


Thr Asn 






275 


Glu 


Asn 


Lys Pro 




290 




Leu 


Leu 


Tyr Lys 


305 






Gly 


Tyr 


Val Tyr 


Tyr 


Asn 


He Asn 






340 


He 


Asn 


Arg Pro 






^ ^ ^ 

355 


He 


He 


Asp Asp 




370 




Leu 


Thr 


Ser Gin 


385 






His 


Arg 


Gin Arg 


Lys 


Leu 


Ser Lys 






420 


Thr 


Gin 


Asp Thr 






435 


Glu 


Phe 


Ala Asp 




450 




Ser 


Ala 


Val Ser 


465 






Tyr 


Lys 


Thr Leu 


He 


Leu 


Leu Gly 






500 


Ser 


Ser 


Glu Ala 






515 


Phe 


Leu 


Leu Arg 




530 




Trp Asp 


Ser He 


545 






Ser 


Leu 


He Phe 


Gin 


Ala 


Phe Ser 






580 


Lys 


Glu 


Glu Ala 






595 


Lys 


Glu 


Asn Ser 




610 




Glu 


Leu 


Thr Asp 


625 






Gly His 


Met Asn 


Leu 


Leu 


Gin Lys 






660 


Cys 


Leu 


His Phe 






675 


Glu 


Tyr 


Leu Leu 




690 




Tyr Asp 


Lys His 


705 






Leu 


Asn 


Gly His 



215 

His Leu Gly Ala 
230 

Lys He Ser Phe 
245 

Phe Val Glu Ser 

Lys Asn Tyr Val 

280 

His Val Leu Leu 
295 

Leu Thr Ala Phe 
310 

Val Gly Leu Arg 
325 

He Tyr Ala Pro 

Ala Asp Val He 

360 

Phe He Thr Arg 
375 

Lys Leu Phe His 
390 

Lys Tyr Cys Val 
405 

Pro Phe Glu Ala 

Val Arg Phe Val 

440 

Thr Leu Leu Pro 
455 

He Leu Glu Arg 
470 

Glu Asp Pro Trp 
485 

Tyr Leu Asp Gin 

Val Leu Pro Asp 

520 

Trp Phe Tyr Ser 
535 

Phe His Asn Asn 

550 

Ser Ala Leu Phe 
565 

Asp Ser Asn Asp 

Gin Glu Lys Thr 

600 

Ser Lys He Pro 
615 

Val Thr Tyr Thr 
630 

Val Val Leu He 
645 

Phe Ala Leu Glu 

Ser Phe Leu Ser 

680 

Glu Phe Ala Gin 

695 

Phe Met Glu Arg 
710 

Lys Lys Tyr Phe 



HXS 


Ser 


Thr 


Pro 






235 




Phe 


His 


Asn 


Ala 




250 






Leu 


Leu 


Pro 


Gly 


265 








Arg 


Phe 


Leu 


Ser 


Phe 


Asp 


Gin 


Thr 








300 


TV 1 — 

Axa 


Tyr 


Lys 


Asp 






315 




Gly 


Thr 


Glu 


Glu 




330 






Thr 


Leu 


Leu 


Val 


345 








Gin 


Ala Arg 


Gly 


Asn 


Lys 


Tyr 


Leu 








380 


Glu 


Leu Cys 


Pro 






395 




Val 


Leu 


Leu 


Thr 




410 






Phe 


Leu 


Ser 


Phe 


425 








His 


Val 


Tyr 


Ser 


Asp 


Ser 


Glu 


Ala 








460 


Arg 


Asn 


Thr 


Ala 






475 




He 


Gly Ser 


Glu 




490 






Leu 


Arg 


Lys 


Asp 


505 








Leu 


Thr Asp 


Glu 


Ala 


Ser Asp 


Tyx 








540 


Trp 


Arg 


Glu 


Met 






555 




He 


Leu 


Phe 


Gly 




570 




t 


Glu 


Arg 


Glu 


Ser 


585 








Gly 


Lys 


Thr 


Glu 


Lys 


Lys 


Gly 


Phe 








620 


Ser 


Asn 


Leu 


Val 






635 




Leu 


Ser 


Asn 


Ser 




650 






Val 


Tyr 


Thr 


Phe 


665 








Leu 


Asp 


Lys 


His 


Asp 


Ala 


Ala 


Pro 








700 


Asp 


Tyr 


Thr 


Gly 






715 




Cys 


Leu 


Phe 


Lys 



Ser He Leu Gly 

240 

Val Val Arg Glu 
255 

Asn Leu Val Glu 
270 

Gly Trp Gin Gin 
285 

Pro He Val Pro 

Tyr Leu Ser Phe 

320 

Met Thr Arg Arg 
335 

Phe Lys Glu His 
350 

Met Lys Lys Gin 
365 

Leu Ala Ala Arg 

Val Lys Arg Ser 

400 

Ala Glu Thr Thr 
415 

Ala Leu Ala Asn 
430 

Asn Arg Gin Gin 
445 

Phe Gin Gly Lys 

Gly Arg Val Val 

480 

Ser Asp Lys Phe 
495 

Pro Ala Leu Leu 
510 

Leu Ala Pro Val 
525 

He Ser Asp Cys 

Met Pro Leu Leu 

560 

Thr Val He Val 
575 

Ser Pro Pro Glu 
590 

Pro Ser Phe Thr 
605 

Val Glu Val Thr 

Arg Leu Arg Pro 

640 

Thr Lys Thr Ser 
655 

Thr Gly Ser Ser 
670 

Arg Glu Trp Leu 
685 

He Pro Asn Gin 

Tyr Val Leu Ala 

720 

Pro Gin Lys Thr 
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Val Glu Glu Gly 

740 

Ser Leu Tyr Leu 
755 

Ser Arg Pro lie 
770 

Arg Leu Leu Glu 
785 

Glu Leu Asp 
803 



725 

Gly Lys Pro Xaa 

Gly Glu Ser Arg 

760 

Lys Gly Lys Leu 
775 

Gly Ser Leu Gin 
790 



730 

Gly Ser Cys Ser 
745 

Gly Lys Pro Ser 

Ser Lys Leu Ser 

780 

Arg Phe Tyr lie 
795 



735 

Asp Val Asp Ser 
750 

Cys Gly Leu Gly 
765 

Leu Trp Met Glu 

Pro Ser Trp Pro 

800 



<210> 2969 

<211> 359 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (357) 

<223> Xaa = any amino acid or nothing 



<400> 2969 



jjys 


«J.y 


ijeU 


oex 


Jrro 


TV g< 

iiSp 




Val 


Leu 


Ser 


Ala Phe 


Ala Pro Leu Asp 


1 








c 










10 




15 


^*ys 






irp 


JJCSU 


jjys 


vaJU 


Phe 


Thr 


Thr 


Phe Leu 


Ser Phe Ala Thr 








5 ft 










25 






30 






wS 


OCX 


Vsriy 




jLiys 


Val 


Thr 


Val 


Pro Ser 


His Thr Val His 






35 










40 








45 




V AJL 










T .011 


Tyr 


Leu 


Pro 


Val His 


Tyr Gly Phe His 




50 










55 
•J -J 








60 




Thr 


Pro 


Ala 


Ser 


Asp 


He 


Gin 


He 


He 


Trp 


Leu Phe Glu TVrg Pro His 


65 










70 










75 


80 


Thr 


Met 


Pro 


Lys 


Tyr 


Leu 


Leu 


Gly Ser 


Val 


Asn Lys 


Ser Val Val Pro 










85 










90 




95 


Asp 


Tyr 


Gly 


He 


Pro 


Tyr 


Thr. 


Ser 


Ser 


Pro 


Xaa Cys 


His Pro Met Ala 








lOO 










105 






110 


Ser 


Leu 


Leu 


He 


Asn 


Pro 


Leu 


Gin 


Phe 


Pro 


Asp Glu 


Gly Asn Tyr He 






115 










120 








125 


Val 


Lys 


Val 


Asn 


He 


Gin 


Gly 


Asn Gly 


Thr 


Leu Ser Ala Ser Gin Lys 




130 










135 








14 0 




lie 


Gin 


Val 


Thr 


Val 


Asp 


Asp 


Pro 


Val 


Thr 


Lys Pro 


Val Val Gin He 


145 










150 










155 


160 


His 


Pro 


Pro 


Ser 


Gly 


Ala 


Val 


Glu 


Tyr 


Val. 


Gly Asn Met Thr Leu Thr 










165 










170 




175 


Cys 


His 


Val 


Glu 


Gly 


Gly 


Thr 


Arg 


Leu 


Ala Tyr Gin Trp Leu Lys Asn 








180 










185 






190 


Gly 


Arg 


Pro 


Val 


His 


Thr 


Ser 


Ser 


Thr 


Tyr Ser Phe 


Ser Pro Gin Asn 






195 










200 








205 


Asn 


Thr 


Leu 


His 


He 


Ala 


Pro 


Val 


Thr 


Lys Glu Asp 


He Gly Asn Tyr 




210 










215 








220 




Ser 


Cys 


Leu 


Val 


Arg 


Asn 


Pro 


Val 


Ser 


Glu 


Met Glu 


Ser Asp He He 


225 










230 










235 


240 


Met 


Pro 


lie 


He 


Tyr 


Tyr 


Gly 


Pro 


Tyr 


Gly Leu Gin Val Asn Ser Asp 










245 










250 




255 


Lys 


Gly 


Leu 


Lys 


Val 


Gly 


Glu 


Val 


Phe 


Thr 


Val Asp 


Leu Gly Glu Ala 








260 










265 






270 


He 


Leu 


Phe 


Asp 


Cys 


Ser 


Ala 


Asp 


Ser 


His 


Pro Pro 


Asn Thr Tyr Ser 






275 










280 








285 


Trp 


He 


Arg 


Arg 


Thr 


Asp 


Asn 


Thr 


Thr 


Tyr 


He He 


Lys His Gly Pro 




290 










295 








300 




Arg 


Leu 


Glu 


Val 


Ala 


Ser 


Glu 


Lys Val 


Ala 


Gin Lys 


Thr Met Asp Tyr 
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305 310 315 320 

Val Cys Cys Ala Tyr Asn Asn lie Thr Gly Arg Gin Asp Glu Thr His 

325 330 335 

Phe Thr Val lie He Thr Ser Val Gly Met Cys Asp He Gin Gly Arg 

340 345 350 

Asp Pro Asn Lys Thr 
355 357 



<210> 2970 

<211> 291 

<212> PRT 

<213> Homo sapiens 

<221> misc_£eat:ure 

<222> (1) . . . (289) 

<223> Xaa = any amino acid or nothing 



<400> 2970 
His Ser Ala I^eu 
1 

Gin Asp Phe Phe 

20 

Asp Leu Gin Phe 
35 

Gly Lys Phe Gly 
50 

Pro Ala Ala Leu 
65 

Leu Gly Val Leu 

Lys Lys Met Asn 

100 

He Ser Leu Gin 
115 

Asn Leu Ser Thr 
130 

Leu Tyr Ser Lys 
145 

Trp He Trp His 

Thr Trp Gin Glu 

180 

Leu Lys He Asn 
195 

Arg Ser Tyr Asp 

210 

Ser Trp Tyr Glu 
225 

Arg Asn Ala Pro 

Leu Tyr Val Gin 

260 

Glu Lys Met Ala 
275 

Ala 
289 



Leu 


Thr 


£13. S 


Ser 


5 








Thr 


Tyr 


Ser 


ser 


Gin 


Asn 


Ser 


oer- 








40 


Glu 


Lys 


Ala 


Pro 






55 




Phe 


Leu 


Thr 


Leu 




70 






Ala 


Ser 


Met 


Phe 


85 








Lys 


Leu 


Gin 


Asn 


Leu 


Met 


Ser 


Asn 








120 


Thr 


Leu 


Gin 


Thr 






135 




Glu 


Gin 


Glu 


His 




150 






Lys 


Asp 


Ser 


Cys 


165 








Ser Lys 


Met 


Ala 


Asn Lys 


Asn 


Ala 








200 


Tyr Trp 


Leu 


Gly 






215 




Ser Gly Xaa 


Tyr 




230 






Asp 


Leu 


Asn 


Asn 


245 








Tyr 


Tyr 


His 


Cys 


Asn 


Pro 


Val 


Gin 








280 



Ser Phe Cys Val 
10 

Met Ser Glu Glu 
25 

Glu Met Glu Lys 

Pro Ala Pro Ser 

60 

Leu Cys Leu Leu 
75 

His Val Thr Leu 
90 

He Ser Glu Glu 
105 

Met Asn He Ser 

He Ala Thr Lys 

140 

Lys Cys Lys Pro 

155 

Tyr Phe Leu Ser 
170 

Cys Ala Ala Gin 
185 

Leu Glu Phe He 

Leu Ser Pro Glu 

220 

Asn Gin Pro Ser 
235 

Met Tyr Cys Gly 
250 

Thr Tyr Lys Gin 
265 

Leu Gly Ser Thr 



Phe Thr Leu Cys 
15 

Val Thr Tyr Ala 
30 

He Pro Glu He 
45 

His Val Trp Arg 

Leu Leu He Gly 

80 

Lys He Glu Met 
95 

Leu Gin Arg Asn 
110 

Asn Lys lie Arg 
125 

Leu Cys Arg Glu 

Cys Pro Arg Arg 

160 

Asp Asp Val Gin 
175 

Asn Ala Ser Leu 
190 

Lys Ser Gin Ser 
205 

Glu Asp Ser Tyr 

Ala Trp Val He 

240 

Tyr He Asn Arg 
255 

Arg Met He Cys 
270 

Tyr Phe Arg Glu 
285 



<210> 2971 
<211> 460 
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<213> Homo sapiens 
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<221> mis cofeature 
<222> (1) . . . (458) 

<223> Xaa = any amino acid or nothing 



<400> 2971 



Val 


Pro 


Asn 


Tyr 


Leu 


Pro 


Ser 


Val 


Ser 


Ser 


Ala He 


Gly Gly Glu Val 


1 








5 










10 








15 


Pro 


Gin 


Arg 


Tyr 
* 


Val 


Trp 


Arg 


Phe 


Cys 


He 


Gly Leu 


His 


Ser 


Ala Pro 








20 










25 








30 




Arg 


Phe 


Leu 


Val 


Ala 


Phe 


Ala 


Tvr 


Trp 


Asn 


His Tyr 


Leu Ser Cys Thr 






35 










40 








45 






Ser 


Pro 


Cvs 


Ser 


Cvs 


Tvr 


Arcr 


Pro 


Leu 


Cvs 


Arg Leu 


Asn 


Phe Gly Leu 




50 










55 








60 








Asn 


Val 


Val 


Glu 


Asn 


Leu 


Ala 


Leu 


Leu 


Val 


Leu Thr 


Tyr Val 


Ser Ser 


65 










70 










75 






80 


Ser 


Glu 


Asn 


Phe 


Thr 


Tm 


Val 


Pro 


Glv 


Xaa 


Glv Aro* 


Ser Gly Glu Val 










85 










90 








95 


Phe 


Pro 


Glu 


Glv 


Thr 


Glv 


Ldu 


Pro 


Leu 


Pro 


His Ser 


Asp Leu Pro Thr 








100 










105 








110 








Cvs 


Glv 


His 






Gin 




Glv 


SeT Gin 


Ser 


Ser 


Phe Pro 






115 










120 








125 






Paro 

^ 


Ala 


lie 


His 


Glu 


Asn 


Ala 


Phe 


Tie 


Val 

V CI ill 


Phe Tie 


Ala 


Ser 


Ser Leu 




130 










135 








140 








Glv 


His 


Met 


Leu 




Thr 


C?vs 

W Jr O 


He 


Leu 


Tim 


A*"cr Leu 


Thr 


Lys 


Lys His 


145 










ISO 










155 






160 


Thr 


Val 


Ser 


Gin 


Glu 




Glv 


Leu 




Leu 


Ala Glv 


Ala 


Pro 


Arg Gin 










165 










170 








175 


Pro 


Arcr 


Arcr 


Lvs 


Ser 


Aro" 


Thr 


Ser 


Val 


Leu 


Arcr He 


Arg Val 


Met Val 








180 










185 








190 




Arcr 


Tro 


Glu 


Leu 


Ser 


Ser 


Asn 


Glv 


Asn 


Pro 


Slv Arcf 


Gly Val 


Leu Gly 






195 










200 








205 






Leu 


Glv 


Leu 


Glv 


Leu 


Glv 


Asn 


Lvs 


Leu 


Aro 


Val Val 


Gly Gin Asn Leu 




210 










215 








220 








Gly 


Leu 


Xaa 


His 


Cvs 

J w 


Val 


Trp 


Val 


Val 


Trp 


Glu Thr 


Gly Glu Xaa Lys 


225 










230 










235 






240 


Arq 


Trp 


Arg 


Leu 


Gin 


Met 


Gly 


He 


Glu 


Xaa 


Gly Val 


Ala 


Ser 


Arg Arg 










245 










250 








255 


Gin 


Xaa 


Val 


Arg 


Asn 


Ser 


Val 


Arg 


Gly 


Leu 


Val Cys 


His 


Asn 


Ser Ser 








260 










265 








270 




Ala 


Pro 


Pro 


Met 


Tyr 


Met 


Gly 


Phe 


Phe 


Ser 


Pro Thr 


Val 


Phe 


Gly Gly 






275 










280 








285 






Gly 


Val 


Gly 


Gly 


Xaa 


Leu 


His 


Val 


Thr 


Phe 


He Leu 


His 


Pro 


Pro Glu 




290 










295 








300 








Val 


Glu 


Ala 


Ala 


Gly 


rie 


Pro 


Leu 


Leu 


Leu 


Gly Pro 


Ser 


Leu 


Pro Gin 


305 










310 










315 






320 


Arg 


Gin 


Gly 


Arg 


Glu 


His 


He 


Val 


Val 


He 


Leu Ala 


Ala 


Pro 


Ala Cys 










325 










330 








335 


Ala 


Pro 


Phe 


His 


Asp 


Arg 


Xaa 


Trp 


Glu 


Pro 


Arg Glu 


He 


Arg 


Pro Ser 








340 










345 








350 




Pro 


Xaa 


Glu 


Leu 


Gly 


Leu 


Arg 


Gly 


Glu 


Pro 


Thr Leu 


Ser 


Tyr 


Pro Ala 






355 










360 








365 






Ser 


Cys 


Arg 


Val 


He 


Arg 


Gin 


Pro 


He 


Pro 


Xaa Asp 


Arg 


Lys 


Ser Tyr 




370 










375 








380 








Ser 


Trp 


Lys 


Gin 


Arg 


Leu 


Phe 


He 


He 


Asn 


Phe He 


Ser 


Phe 


Phe Ser 


385 










390 










395 






400 


Ala 


Leu 


Ala 


Val 


Tyr 


Phe 


Arg 


His 


Asn 


Met 


Tyr Cys 


Glu 


Ala 


Gly Val 










405 










410 








415 


Tyr 


Thr 


He 


Phe 


Ala 


He 


Leu 


Glu 


Tyr 


Thr 


Val Val 


Leu 


Thr 


Asn Met 








420 










425 








430 




Ala 


Phe 


His 


Met 


Thr 


Ala 


Trp 


Trp 


Asp 


Phe 


Gly Asn 


Lys 


Glu 


Leu Leu 
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445 



450 



455 



458 



<210> 2972 

<211> 498 

<212> PRT 

<213> Homo sapiens 





<400> 2972 










Gly 


Gly 


lie 


Leu 


Ser 


Glv Arcr Asp 


Gly Arg Thr Ala Leu 


Pro Arg Pro 


1 








5 




10 


15 


Arg 


Glu 


Pro 


Ala 


Glu 


Arcr Thr Ala 


Gly Leu Arg Arg Asp Met Arg Pro 








20 






25 


30 


Gin 


Glu 


Leu 


Pro 


Ara 


Leu Ala Phe 


Pro Leu Leu Leu Leu 


Leu Leu Leu 






35 








45 




Leu. 


Leu 


Pro 


Pro 


Pro 


Pro Cvs Pro 


Ala His Ser Ala Thr Arg Phe Asp 




50 










60 




Pro 


Thr 


Trp 


Glu 




IiSii Asn Ala 

AJGU f%J>C« 


Arg Gin Leu Pro Ala Trp Phe Asp 












7ft 


75 


80 


Gin 


Ala 


Lys 


Phe 


Glv 


Tie Phe Tl^ 

^JLC JC^XJiC ^sk^Z 


His Trp Gly Val Phe 


Ser Val Pro 














90 


95 


SeiT 


Phe 


Gly 


Ser 


Glu 


Ttt3 Ttt^ 


Trp Tyr Trp Gin Lys Glu Lys He 








100 






105 


110 


Pro 


Lys 


Tyr 


Val 


Glu 


Phe Met Lvs 


Asp Asn Tyr Pro Pro 


Ser Phe Lys 






115 








125 






Glu 


Asp 


Phe 


Glv 


Pro Leu. Phe 


Thr Ala Lys Phe Phe 


Asn Ala Asn 




130 








135 
^ -J >j 


140 


* 


Gin 


Trp 


Ala 


Asp 


He 


Phe Gin Ala 


Ser Gly Ala Lys Tyr 


He Val Leu 


145 










150 

Mil w 


155 


160 


Thr 


Ser 


Lys 


His 


His 


Glu Glv Phe 


Thr Leu Trp Gly Ser Glu Tyr Ser 










165 




170 


175 


Trp 


Asn 


Trp 


Asn 


Ala 


lie Asp Glu 


Gly Pro Lys Arg Asp He Val Lys 








180 






185 


190 


Glu 


Leu 


Glu 


Val 


Ala 


lie Arg Asn 


Arg Thr Asp Leu Arg Phe Gly Leu 






195 






200 


205 




Tyr 


Tyr 


Ser 


Leu 


Phe 


Glu Trp Phe 


His Pro Leu Phe Leu Glu Asp Glu 




210 








215 


220 




Ser 


Ser 


Ser 


Phe 


His 


Lys Arg Gin 


Phe Pro Val Ser Lys 


Thr Leu Pro 


225 










230 


235 


240 


Glu 


Leu 


Tyr 


Glu 


Leu 


Val Asn Asn 


Tyr Gin Pro Glu Val 


Leu Trp Ser 










245 




250 


255 


Asp 


Gly 


Asp 


Gly 


Gly 


Ala Pro Asp 


Gin Tyr Trp Asn Ser 


Thr Gly Phe 








260 






265 


270 


Leu 


Ala 


Trp 


Leu 


Tyr 


Asn Glu Ser 


Pro Val Arg Gly Thr 


Val Val Thr 






275 






280 


285 




Asn 


Asp 


Arg 


Trp 


Gly 


Ala Gly Ser 


He Cys Lys His Gly 


Gly Phe Tyr 




290 








295 


300 




Thr 


Cys 


Ser 


Asp 


Arg 


Tyr Asn Pro 


Gly His Leu Leu Pro 


His Lys Trp 


305 










310 


315 


320 


Glu 


Asn 


Cys 


Met 


Thr 


lie Asp Lys 


Leu Ser Trp Gly Tyr 


Arg Arg Glu 










325 




330 


335 


Ala 


Gly 


lie 


Ser 


Asp 


Tyr Leu Thr 


He Glu Glu Leu Val 


Lys Gin Leu 








340 






345 


350 


Val 


Glu 


Thr 


Val 


Ser 


Cys Gly Gly 


Asn Leu Leu Met Asn 


He Gly Pro 






355 






350 


365 




Thr 


Leu 


Asp 


Gly 


Thr 


He Ser Val 


Val Phe Glu Glu Arg 


Leu Arg Gin 




370 








375 


380 




Met 


Gly 


Ser 


Trp 


Leu 


Lys Val Asn 


Gly Glu Ala He Tyr 


Glu Thr His 


385 










390 


395 


400 


Thr 


Trp 


Arg 


Ser 


Gin 


Asn Asp Thr 


Val Thr Pro Asp Val 


Trp Tyr Thr 
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405 

Ser Iiys Pro Lys Glu 

420 

Thr Ser Gly Gin Leu 
435 

Thr Glu Val Lys Leu 
450 

Leu Glu Gin Asn Gly 
465 

Gin Met Pro Cys Lys 

485 



410 

Lys Leu Val Tyr Ala 

425 

Phe Leu Gly His Pro 
440 

Leu Gly His Gly Gin 
455 

lie Met Val Glu Leu 
470 

Trp Gly Trp Ala Leu 

490 



415 

lie Phe Leu Lys Trp Pro 

430 

Lys Ala. lie Leu Gly Ala 
445 

Pro Leu Asn Trp lie Ser 
460 

Pro Gin Leu Thr lie His 
475 480 
Ala Leu Thr Asn Val lie 

495 496 



<210> 2973 

<211> 370 

<212> PRT 

<213> Homo sapiens 



<400> 2973 





V ctx 


irro 


TV v#<f 


AXcl 


v»iy 




ASp 


nec 


laXU 


Thr Gly 


iiJLa 


Ala 


Glu Leu 


1 








c 










TO 










15 


X jr 










,ueu 


vjxy 








His 


Val 


\3±,y 


Asn 


Val Gin 








20 




















30 








JJCU 




V d JL 






wX jr 






Tyr- Arg 


T ^ TO 

jjys 


Thr Asp Phe 






35 










40 




























elm U 




TV (BV^ 


TV y< » 


Met 


Gly 


Jrlie 


Pro 


Pro Gly 




SO 




















60 








Ala. 


Ala 


Gin 


ala 


UCLA 






Gin 


V g X 




Lys 


Thr 




Asp 


His Met 


65 










70 










75 








80 


Ala 




Gin 


Asn 




Glu 








Gin 


Glu 


Leu 




Glu 


Lys He 










85 










90 










95 


Arg 


Arg 


Lys 


Glu 


Glu 


Glu 


Glu 


Ala 


Lys 


Thr 


Val 


Ser 


Ala 


Ala 


Ala Ala 








100 










105 










110 




Glu 


Lys 


Glu 


Pro 


Val 


Pro 


Val 


Pro 


Val 


Gin 


Glu 


He 


Glu 


He 


Asp Ser 






115 










120 










125 






Thr 


Thr 


Glu 


Leu 


Asp 


Gly 


His 


Gin 


Glu 


Val 


Glu 


Lys 


Val 


Gin 


Pro Pro 




130 










135 










140 








Gly 


Pro 


Val 


Lys 


Glu 


Met 


Ala 


His 


Gly 


Ser 


Gin 


Glu 


Ala 


Glu 


Ala Pro 


145 










150 










155 








160 


Gly 


Ala 


Val 


Ala 


Gly 


Ala 


Ala 


Glu 


Val 


Pro 


Arg 


Glu 


Pro 


Pro 


He Leu 










165 










170 










175 


Pro 


Arg 


lie 


Gin 


Glu 


Gin 


Phe 


Gin 


Lys 


Asn 


Pro 


Asp 


Ser 


Tyr Asn Gly 








180 










185 










190 




Ala 


Val 


Arg 


Glu 


Asn 


Tyr 


Thr 


Trp 


Ser 


Gin 


Asp 


Tyr 


Thr 


Asp 


Leu Glu 






195 










200 










205 






Val 


Arg 


Val 


Pro 


Val 


Pro 


Lys 


His 


Val 


Val 


Lys 


Gly 


Lys 


Gin 


Val Ser 




210 










215 










220 








Val 


Ala 


Leu 


Ser 


Ser 


Ser 


Ser 


He 


Arg 


Val 


Ala 


Met 


Leu 


Glu 


Glu Asn 


225 










230 










235 








240 


Gly 


Glu 


Arg 


Val 


Leu 


Met 


Glu 


Gly 


Lys 


Leu 


Thr 


His 


Lys 


He 


Asn Thr 










245 










250 










255 


Glu 


Ser 


Ser 


Leu 


Trp 


Ser 


Leu 


Glu 


Pro 


Gly 


Lys 


Cys 


Val 


Leu 


Val Asn 








260 










265 










270 




Leu 


Ser 


Lys 


Val 


Gly 


Glu 


Tyr 


Trp 


Trp 


Asn 


Ala 


He 


Leu 


Glu Gly Glu 






275 










280 










285 






Glu 


Pro 


lie 


Asp 


He 


Asp 


Lys 


He 


Asn 


Lys 


Glu 


Arg 


Ser 


Met 


Ala Thr 




290 










295 










300 








Val 


Asp 


Glu 


Glu 


Glu 


Gin 


Ala 


val 


Leu 


Asp 


Arg 


Leu 


Thr 


Phe Asp Tyr 


305 










310 










315 








320 


His 


Gin 


Lys 


Leu 


Gin 


Gly 


Lys 


Pro 


Gin 


Ser 


His 


Glu 


Leu 


Lys 


Val His 
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325 330 335 

Glu Met Leu Lys Lys Gly Trp Asp Ala Glu Gly Ser Pro Phe Arg Gly 

340 345 350 

Gin Arg Phe Asp Pro Ala Met Phe Asn He Ser Pro Gly Ala Val Gin 
355 360 365 

Phe 
369 



<210> 2974 
<211> 528 
<212> PRT 

<213> Homo sapiens 



<400> 2974 
Met Gin Phe Gly 
1 

Cys Gly Cys Pro 

20 

Glu Gly Ser Phe 
35 

Gin Met Phe Ala 
50 

Thr Gin Asn Ser 
65 

Pro Asn XI e Val 

Tyr He Val Met 

100 

Lys Gin Gin Lys 
115 

Phe Thr Gin Met 
130 

Leu His Arg Asp 
145 

Lys Gly Lys Leu 

Met Ala Phe Ala 

180 

Glu He Trp Glu 
195 

Leu Gly Cys He 
210 

Ala Asn Ser Trp 
225 

Ser Pro Leu Pro 

Gin Met Phe Lys 

260 

Leu Ser Arg Gly 
275 

Glu He He Met 
290 

Ser Lys His Asn 

305 

He Ala Leu Gly 

Arg Lys Gly Ser 

340 

Glu Ser Ala Leu 
355 

Val His Leu Arg 



Arg 


Ala 


His 


Gly 


c 
O 








ber 


Met 


Asp 


TV 

ASp 


GJ.y 


Arg Ala 


Lieu 










Mec 


Lys 


Glu 


ixe 






55 




Arg 


Lys 


Glu 


i\±3L 




70 






Ala 


Phe 


Lys 


Glu 


OS 








nl It 
urXU 


Tyr 


Cys 


ASp 


wX jr 


Lys 


Leu 










120 




Leu Gly 


Val 

VOL^ 






135 




Tie 


Lys 


Ser 






150 






Gly 


Asp 


Phe 


Gly 


165 








Cvs 


Thr 


Tyr 


Val 


Asn 


Leu 


Pro 


Tyr 








200 


Leu 


Tyr 


Glu 


Leu 






215 




Lys 


Asn 


Leu 


He 




230 






Ser 


His 


Tyr 


Ser 


245 








Arg 


Asn 


Pro 


Ser 


He 


Val 


Ala 


Arg 








280 


Glu 


Tyr 


Gly 


Glu 






295 




Thr 


Pro 


Arg 


Lys 




310 






Asn 


Glu 


Ala 


Ser 


325 








His 


Thr 


Asp 


Leu 


Arg 


Arg 


Val 


Asn 








360 


Lys 


Ala 


Ser 


Ser 



Asp Cys Val 


^9 

oer 




10 






Tyr 


Met 


Val 


Leu 


25 








Leu 


Val 


Gin 


XI J. 6 


Arg 


Leu 


Pro 


Lys 








f A 

oU 


Val 


Leu 


Leu 


Axa 






75 




Ser 


Phe 


Glu 


TV 1 -> 

AX a 




90 






Gly Gly Asp 


Leu 


105 








Pro Glu Asp 


Mai- 
ne U 


Asn 


His 


He 












Asn 


He 


Phe 


T .All 






155 




Ser 


Ala 


Arg 






170 






Gly Thr 


Pro 


Tyr 


185 








Asn Asn Lys 


Ser 


Cys 


Thr 


Leu 


Lys 








220 


Leu 


Lys 


Val 


Cys 






235 




Tyr 


Glu 


Leu 


Gin 




250 






His 


Arg 


Pro 


Ser 


265 








Leu 


Val 


Gin 


Lys 


Glu 


Val 


Leu 


Glu 








300 


Lys 


Thr Asn 


Pro 






315 




Thr 


Val 


Gin 


Glu 




330 






Glu 


Ser 


He 


Asn 


345 








Arg 


Glu 


Glu 


Lys 


Pro 


Asn 


Leu 


His 



Gj.y 


Ai.a 


uj.n 


Leu 










Arg 


Met 


ij.e 


Gly 




30 






Glu 


Ser 


Ser 


Asn 










Ser 


Fne 


Ser 


Asn 


Lys 


Met 


Lys 


HXS 








oQ 


ur±U 


vjiy 


nXS 


Leu 










Mec 




jjys 


xxe 




110 






He 


Leu 


Asn 


Trp 










uys 






VOL J. 


X Hit, 














X O V 














175 




Tyr 


Val 


Pro 


Pro 




190 






Asp 


He 


Trp 


Ser 


205 








His 


Pro 


Phe 


Gin 


Gin 


Gly 


Cys 


He 








240 


Phe. 


Leu 


Val 


Lys 






255 




Ala 


Thr 


Thr 


Leu 




270 






Cys 


Leu 


Pro 


Pro 


285 








Glu 


He 


Lys 


Asn 


Ser 


Arg 


He 


Arg 








320 


Glu 


Glu 


Gin 


Asp 






335 




Glu 


Asn 


Leu 


Val 




350 






Gly 


Asn 


Lys 


Ser 



365 

Arg Arg Gin Trp 
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370 








375 




380 




Glu Lys 


Asn Val 


Pro 


Asn 


Thr 


Ala 


Leu Thr Ala Leu 


Glu Asn Ala Ser 


385 






390 






395 


400 


lie Leu 


Thr Ser 


Ser 


Leu 


Thr 


Ala 


Glu Asp Asp Arg 


Gly Gly Ser Val 






405 








410 


415 


lie Lys 


Tyr Ser 


Lys 


Asn 


Thr 


Thr 


Arg Lys Gin Trp 


Leu Lys Glu Thr 




420 










425 


430 


Pro Asp 


Thr Leu 


Leu 


Asn 


lie 


Leu 


Lys Asn Ala Asp 


Leu Ser Leu Ala 




435 








440 




445 


Phe Gin 


Thr Tyr 


Thr 


He 


Tyr Arg 


Pro Gly Ser Glu 


Gly Phe Leu Lys 


450 








455 




460 


Gly Pro 


Leu Ser 


Glu 


Glu 


Thr 


Glu 


Ala Ser Asp Ser 


Val Asp Gly Gly 


465 






470 






475 


480 


His Asp 


Ser Val 


lie 


Leu Asp 


Pro 


Glu Arg Leu Glu 


Pro Gly Leu Asp 






485 








490 


495 


Glu Glu 


Asp Thr 


Asp 


Phe 


Glu 


Glu 


Glu Asp Asp Asn 


Pro Asp Trp Val 




500 










505 


510 


Ser Glu 


Leu Lys 


Lys 


T^g Ala Gly 


Trp Gin Gly Leu 


Cys Asp Arg 




515 








520 




525 527 



<210> 2975 

<211> 939 

<212> PRT 

<213> Homo sapiens 



<400> 2975 



Pro Pro 


Gly Glu 


Pro 


1 




5 


Pro Leu 


Ser Gly 


Pro 




20 




Cys Gly 


Gin Pro 


Val 




35 




Gin Glu 


Asp Phe 


Glu 


50 






Asp Val 


Tyr Lys 


Ala 


65 






Lys Val 


He Lys 


Leu 






85 


Glu lie 


lie Met 


Met 




100 




Phe Gly 


Ser Tyr 


Leu 




115 




Cys Gly 


Ser Gly 


Ser 


130 






Ser Glu 


Leu Gin 


He 


145 






Tyr Tyr 


Leu His 


Ser 






165 


Asn He 


Leu Leu 


Thr 




180 




Val Ser 


Ala Gin 


He 




195 




Gly Thr 


Pro Tyr 


Trp 


210 






Gly Gly 


Tyr Asn 


Gin 


225 






He Glu 


Leu Ala 


Glu 






245 


Arg Ala 


Leu Phe 


Leu 




260 




Lys Asp 


Lys Met 


Lys 



Gly Ala Gly Arg Gly Ala 

10 

Pro Pro Leu Pro Gly Arg 

25 

Asn Pro Val Phe Asp Leu 
40 

Leu He Gin Arg He Gly 
55 

Arg Asn Val Asn Thr Gly 
70 75 
Glu Pro Gly Glu Asp Phe 

90 

Lys Asp Cys Lys His Pro 

105 

Arg Arg Asp Lys Leu Trp 
120 

Leu Gin Asp He Tyr His 
135 

Ala Tyr Val Ser Arg Glu 
150 155 
Lys Gly Lys Met His Arg 

170 

Asp Asn Gly His Val Lys 

185 

Thr Ala Thr He Ala Lys 

200 

Met Ala Pro Glu Val Ala 
215 

Leu Cys Asp Leu Trp Ala 
230 235 
Leu Gin Pro Pro Met Phe 

250 

Met Thr Lys Ser Asn Phe 

265 

Trp Ser Asn Ser Phe His 



Leu 


Ser Pro Cys Gly 




15 


Glu 


Ala Gly Gly Thr 




30 


Ser 


Arg Arg Asn Pro 




45 


Ser 


Gly Thr Tyr Gly 


60 




Glu 


Leu Ala Ala. He 




80 


Ala 


Val Val Gin Gin 




95 


Asp 


lie Val Ala Tyr 




110 


He 


Cys Met Glu Phe 




125 


Val 


Thr Gly Pro Leu 


140 




Thr 


Leu Gin Gly Leu 




160 


Asp 


He Lys Gly Ala 




175 


Leu 


Ala Asp Phe Gly 




190 


Arg 


Lys Ser Phe He 




205 


Ala 


Val Glu Arg Lys 


220 




Val 


Gly He Thr Ala 




240 


Asp 


Leu His Pro Met 




255 


Gin 


Pro Pro Lys Leu 




270 


His 


Phe Val Lys Met 
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275 










280 










285 








Ala Leu 


Thr 


Lys 


Asn 


Pro 


Lys 


Lys 


Arg 


Pro 


Thr 


Ala 


Glu 


Lys 


Leu 


Leu 


290 










295 










30O 










Gin His 


Pro 


Phe 


Val 


Thr 


Gin 


His 


Leu 


Thr 


Arg 


Ser 


Leu 


Ala 


He 


Glu 


305 








310 










315 










320 


Leu Leu 


Asp 


Lys 


Val 


Asn 


Asn 


Pro 


Asp 


His 


Ser 


Thr 


Tyr 


His 


Asp 


Phe 








325 










330 










335 




Asp Asp 


Asp 


Asp 


Pro 


Glu 


Pro 


Leu 


Val 


Ala 


Val 


Pro 


His 


Arg 


He 


His 






340 










345 










350 






Ser Thr 


Ser 


Arg 


Asn 


Val 


Arg 


Glu 


Glu 


Lys 


Thr 


Arg 


Ser 


Glu 


He 


Thr 




355 










360 










365 








Phe Gly 


Gin 


Val 


Lys 


Phe 


Asp 


Pro 


Pro 


Leu 


Arg 


Lys 


Glu 


Thr 


Glu 


Pro 


370 










375 










380 


■ 








His His 


Glu 


lieu 


Pro 


Asp 


Ser 


Asp 


Gly 


Phe 


Leu 


Asp 


Ser 


Ser 


Glu 


Glu 


385 








390 










395 










400 


He Tyr 


Tyr 


Thr 


Ala 


Arg 


Ser 


Asn 


Leu 


Asp 


Leu 


Gin 


Leu 


Glu 


Tyr 


Gly 








405 










410 










415 




Gin Gly 


His 


Gin 


Gly 


Gly 


Tyr 


Phe 


Leu 


Gly 


Ala 


Asn 


Lys 


Ser 


Leu 


Leu 






420 










425 










430 






Lys Ser 


Val 


Glu 


Glu 


Glu 


Leu 


His 


Gin 


Arg 


Gly 


His 


Val 


Ala 


His 


Leu 




435 










440 










445 








Glu Asp 


Asp 


Glu 


Gly 
* 


Asp 


Asp 


Asp 


Glu 


Ser 


Lys 


His 


Ser 


Thr 


Leu 


Lys 


450 










455 










460 










Ala Lys 


He 


Pro 


Pro 


Pro 


Leu 


Pro 


Pro 


Lys 


Pro 


Lys 


Ser 


He 


Phe 


He 


465 








470 










475 










480 


Pro Gin 


Glu 


Met 


His 


Ser 


Thr 


Glu 


Asp 


Glu 


Asn 


Gin 


Gly 


Thr 


He 


Lys 








485 










490 










495 




Arg Cys 


Pro 


Met 


Ser 


Gly 


Ser 


Pro 


Ala 


Lys 


Pro 


Ser 


Gin 


Val 


Pro 


Pro 






500 










505 










510 






Arg Pro 


Pro 


Pro 


Pro 


Ara 


Leu 


Pro 


Pro 


His 


Lys 


Pro 


Val 


Ala 


Leu 


Gly 




515 










520 










525 








Asn Gly 


Met 


Ser 


Ser 


Phe 


Gin 


Leu 


Asn 


Gly 


Glu 


Arg 


Asp 


Gly 


Ser 


Leu 


530 










535 










540 










Cys Gin 


Gin 


Gin 


Asn 


Glu 


His 


Arg 


Gly 


Glu 


Asn 


Leu 


Ser 


Arg 


Lys 


Glu 


545 








550 










555 










560 


Lys Lys 


Asp 


Val 


Pro 


Lys 


Pro 


He 


Ser 


Asn 


Gly 


Leu 


Pro 


Pro 


Thr 


Pro 








565 










570 










575 




Lys Val 


His 


Met 


Gly 


Ala 


Cys 


Phe 


Ser 


Lys 


Val 


Phe 


Asn 


Gly 


Cys 


Pro 






580 










585 










590 






Leu Lys 


He 


His 


Cys 


Ala 


Ser 


Ser 


Trp 


He 


Asn 


Pro 


Asp 


Thr 


Arg 


Asp 




595 










600 










605 








Gin Tyr 


Leu 


He 


Phe 


Gly 


Ala 


Glu 


Glu 


Gly 


He 


Tyr 


Thr 


Leu 


Asn 


Leu 


610 










615 










620 










Asn Glu 


Leu 


His 


Glu 


Thr 


Ser 


Met 


Glu 


Gin 


Leu 


Phe 


Pro 


Arg 


Arg 


Cys 


625 








630 










635 










640 


Thr Trp 

•* 


Leu 


Tyr 


Val 


Met 


Asn 


Asn 


Cys 


Leu 


Leu 


Ser 


He 


Ser 


Gly 


Lys- 








645 










650 










655 




Ala Ser 


Gin 


Leu 


Tyr 


Ser 


His 


Asn 


Leu 


Pro 


Gly 


Leu 


Phe 


Asp 


Tyr 


Ala 






660 










665 










670 






Arg Gin 


Met 


Gin 


Lys 


Leu 


Pro 


Val 


Ala 


He 


Pro 


Ala 


His 


Lys 


Leu 


Pro 




675 










680 










685 








Asp Arg 


He 


Leu 


Pro 


Arg 


Lys 


Phe 


Ser 


Val 


Ser 


Ala 


Lys 


He 


Pro 


Glu 


690 










695 










700 










Thr Lys 


Trp 


Cys 


Gin 


Lys 


Cys 


Cys 


Val 


Val 


Arg 


Asn 


Pro 


Tyr 


Thr 


Gly 


705 








710 










715 










720 


His Lys 


Tyr 


Leu 


Cys 


Gly 


Ala 


Leu 


Gin 


Thr 


Ser 


He 


Val 


Leu 


Leu 


Glu 








725 










730 










735 




Trp Val 


Glu 


Pro 


Met 


Gin 


Lys 


Phe 


Met 


Leu 


He 


Lys 


His 


He 


Asp 


Phe 






740 










745 










750 






Pro He 


Pro 


Cys 


Pro 


Leu 


Lys 


Met 


Phe 


Glu 


Met 


Leu 


Val 


Val 


Pro 


Glu 




755 










760 










765 








Gin Glu 


Tyr 


Pro 


Leu 


Val 


Cys 


Val 


Gly 


Val 


Ser 


Arg 


Gly 


Arg 


Asp 


Phe 


770 










775 










780 










Asn Gin 


Val 


Val 


Arg 


Phe 


Glu 


Thr 


Val 


Asn 


Pro 


Asn 


Ser 


Thr 


Ser 


Ser 
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785 










790 






795 




800 

U w w 


Trp Phe 


Thr 


Glu 


Ser 


Asp 


Thr Pro 


Gin Thr 


Asn Val 


Thr 


His Val Thr 










805 






810 






815 


Gin 


Leu 


Glu 


Arg 


Asp 


Thr 


He Leu 


Val Cys 


Leu Asp 


Cys 


Cys He Lys 








820 








825 






830 


He 


Val 


Asn 


Leu 


Gin 


Gly 


Arg Leu 


Lys Ser 


Ser Arg 


Lys 


Leu Ser Ser 






835 








840 






845 




Glu 


Leu 


Thr 


Phe 


Asp 


Phe 


Arg He 


Glu Ser 


He Val 


Cys 


Leu Gin Asp 




850 










855 




860 






Ser 


Val 


Leu 


Ala 


Phe 


Trp 


Lys His 


Gly Met Gin Gly 


Arg 


Ser Phe Arg 


865 










870 






875 




Rao 

O O w 


Ser 


Asn 


Glu 


Val 


Thr 


Gin 


Glu He 


Ser Asp 


Ser Thr 


Arg 


He Phe Arg 










885 






890 






895 


Leu 


Leu 


Gly 


Ser 


Asp 


Arg 


Val Val 


Val Leu 


Glu Ser 


Arg 


Pro Thr Asp 








9O0 








905 






910 


Asn 


Pro 


Thx 


Ala 


Asn 


Ser 


Asn Leu 


Tyr He 


Leu Ala 


Gly 


His Glu Asn 






915 








920 






925 





Ser Tyr 
930 



<210> 2976 

<211> 939 

<212> PRT 

<213> Homo sapiens 



<400> 2976 



Pro Pro 


Gly 


Glu 


Pro 


Gly 


Ala Gly 


Arg Gly Ala Leu 


Ser 


Pro Cys Gly 


1 






5 






10 






15 


Pro Leu 


Ser 


Gly 


Pro 


Pro 


Pro Leu 


Pro Gly Arg Glu 


Ala 


Gly Gly Thr 






20 








25 






30 


Cys Gly 


Gin 


Pro 


Val 


Asn 


Pro Val 


Phe Asp Leu Ser 


Arg 


Arg Asn Pro 




35 








40 






45 




Gin Glu 


Asp 


Phe 


Glu 


Leu 


He Gin 


Arg He Gly Ser 


Gly 


Thr Tyr Gly 


50 










55 




60 






Asp Val 


Tyr 


Lys 


Ala 


Arg 


Asn Val 


Asn Thr 


Gly Glu 


Leu 


Ala Ala He 


65 








70 






75 




80 


Lys Val 


He 


Lys 


Leu 


Glu 


Pro Gly 


Glu Asp 


Phe Ala 


Val 


Val Gin Gin 








85 






90 






95 


Glu He 


He 


Met 


Met 


Lys 


Asp Cys 


Lys His 


Pro Asp 


He 


Val Ala Tyr 






100 








105 






110 


Phe Gly 


Ser 


Tyr 


Leu 


Arg 


Arg Asp 


Lys Leu 
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Lvs 


Gly Asp 


Glu 




Tro 

X x^ 




490 










495 




Lvs 


Ala 


Pro 


Glu Tyr 


Ser 


He 


Val 


505 

W# W 










510 

w 






Ser 


lie 


He 


Tyr Val 


Tro 


Cvs 


Thr 










525 








Gin 


Val 


Gin 


Gin Arg 


Met 


He 

JL> •JU 


Val 








540 










Ser 


His 


Leu 


Pro Asp 


Pro 


He 


He 






555 

«pr aar wr 










560 


Gly 


Leu 


Ser 


Glu 


Thr 


Gin 


He 


He 




570 










575 




Leu 


Gin 


Asn 


He 


Glu 


Pro 


Asp 


Leu 


585 










590 






Arg 


Glu 


Glu 


Tyr Asp 


Pro 


Ser 


Asp 










605 








Leu 


He 


Lys 


Gin 


He 


Ala 


Thr 


Lys 








620 










Gin 


He 


Leu 


Asp Glu 


Phe 


Tyr 


Gly 






635 










640 


Trp 


Pro 


Tyr 


Asn Lys 


Lys 


Asp 


Ser 




650 










655 




Trp 


Asp 


Ser 


Pro 


Met 


Arg 


Val 


Lys 


665 










670 






Arg 


Thr 


Leu 


Leu 


He 


Glu 


Leu 


Leu 










685 








Ser 


Lys 


Trp 


Asp 


Leu 


Trp 


Leu 


Phe 








700 










Val 


Pro 


Ala 


Gly Lys 


He 


He 

mm ^» ^m 


He 






715 










720 


Gin 


He 


Gly 


He 


Tyr 


Trp 


Ala 


Asn 




730 










735 




Ala 


He 


Lys 


Leu 


Val 


His 


Asn 


Leu 


745 










750 






Gly 


Asn Gly 


Glu 


Val 


Val 


Thr 


Leu 
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755 760 765 

Asp Glu Glu Ala Phe Val Asp Thr Glu lie Arg Leu Gly Ala Phe Pro 

770 775 780 

Gly His Gin Lys Leu Cys Gin Phe Cys He Ser Ser Met Val Gin Gin 
785 790 795 800 

Gly lie Gin He He Gin He Glu Asp Lys Thr Thr He He Asn Asn 

805 810 815 

Thr Pro Tyr Gin He Phe Tyr Lys Pro Gin Leu Ser Val Cys Asn Pro 

820 825 830 

His Ser Gly Lys Glu Tyr Phe Arg Val Pro Asp Ser Ala Thr Phe Ser 

835 840 845 

He Cys Pro Gly Gly Glu Gin Pro Ala Met Lys Ser Ser Ser Leu Pro 

850 855 860 

Cys Trp Asp Leu Met Pro Asp He Ser Gin Ser Val Leu Asp Ala Ser 
865 870 875 880 

Leu Leu Gin Lys Gin He Met Leu Gly Phe Ser Pro Ala Pro Gly Rla 

BBS 890 895 

Asp Ser Ser Gin Cys Trp Ser Leu Pro Ala He Val Arg Pro Glu Phe 

900 905 910 

Pro Arg Gin Ser Val Ala Val Pro Leu Gly Asn Phe Arg Glu Asn Gly 

915 920 925 

Phe Cys Thr Arg Ala He Val Leu Thr Tyr Gin Glu His Leu Gly Val 

930 935 940 

Thr Tyr Leu Thr Leu Ser Glu Asp Pro Ser Pro Arg Val He He His 
945 950 955 960 

Asn Arg Cys Pro Val Lys Met Leu He Lys Glu Asn He Lys Asp He 

965 970 975 

Pro Lys Phe Glu Val Tyr Cys Lys Lys He Pro Ser Glu Cys Ser He 

980 985 990 

His His Glu Leu Tyr His Gin He Ser Ser Tyr Pro Asp Cys Lys Thr 

995 1000 1005 

Lys Asp Leu Leu Pro Ser Leu Leu Leu Arg Val Glu Pro Leu Asp Glu 

1010 1015 1020 

Val Thr Thr Glu Trp Ser Asp Ala He Asp He Asn Ser Gin Gly Thr 
1025 1030 1035 1040 

Gin Val Val Phe Leu Thr Gly Phe Gly Tyr Val Tyr Val Asp Val Val 

1045 1050 . 1055 

His Gin Cys Gly Thr Val Phe He Thr Val Ala Pro Glu Gly Lys Ala 

1060 1065 1070 

Gly Pro He Leu Thr Asn Thr Asn Arg Ala Pro Glu Lys He Val Thr 

1075 1080 1085 

Phe Lys Met Phe He Thr Gin Leu Ser Leu Ala Val Phe Asp Asp Leu 

1090 1095 1100 

Thr His His Lys Ala Ser Ala Glu Leu Leu Arg Leu Thr Leu Asp Asn . 
1105 1110 1115 1120 

He Phe Leu Cys Val Ala Pro Gly Ala Gly Pro Leu Pro Gly Glu Glu 

1125 1130 1135 

Pro Val Ala Ala Leu Phe Glu Leu Tyr Cys Val Glu He Cys Cys Gly 

1140 1145 1150 

Asp Leu Gin Leu Asp Asn Gin Leu Tyr Asn Lys Ser Asn Phe His Phe 

1155 1160 1165 

Ala Val Leu Val Cys Gin Gly Glu Lys Ala Glu Pro He Gin Cys Ser 

1170 1175 1180 

Lys Met Gin Ser Leu Leu He Ser Asn Lys Glu Leu Glu Glu Tyr Lys 
1185 1190 1195 1200 

Glu Lys Cys Phe He Lys Leu Cys He Thr Leu Asn Glu Gly Lys Ser 

1205 1210 1215 

He Leu Cys Asp He Asn Glu Phe Ser Phe Glu Leu Lys Pro Ala Arg 

1220 1225 1230 

Leu Tyr Val Glu Asp Thr Phe Val Tyr Tyr He Lys Thr Leu Phe Asp 

1235 1240 1245 

Thr Tyr Leu Pro Asn Ser Arg Leu Ala Gly His Ser Thr His Leu Ser 

1250 1255 1260 

Gly Gly Lys Gin Val Leu Pro Met Gin Val Thr Gin His Ala Arg Ala 
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1265 1270 1275 1280 

Leu Val Asn Pro Val Lys Leu Arg Lys Leu Val lie Gin Pro Val Asn 

1285 ' 1290 1295 

Leu Leu Val Ser lie His Ala Ser Leu Lys Leu Tyr lie Ala Ser Asp 

1300 1305 1310 

His Thr Pro Leu Ser Phe Ser Val Phe Glu Arg Gly Pro lie Phe Thr 

1315 1320 1325 

Thr Ala Arg Gin Leu Val His Ala Leu Ala Met His Tyr Ala Ala Gly 

1330 1335 1340 

Ala Leu Phe Arg Ala Gly Trp Val Val Gly Ser Leu Asp lie Leu Gly 
1345 1350 1355 1360 

Ser Pro Ala Ser Leu Val Arg Ser lie Gly Asn Gly Val Ala Asp Phe 

1365 1370 1375 

Phe Arg Leu Pro Tyr Glu Gly Leu Thr Arg Gly Pro Gly Ala Phe Val 

1380 1385 1390 

Ser Gly Val Ser Arg Gly Thr Thr Ser Phe Val Lys His He Ser Lys 

1395 1400 1405 

Gly Thr Leu Thr Ser lie Thr Asn Leu Ala Thr Ser Leu Ala Arg Asn 

1410 1415 1420 

Met Asp Arg Leu Ser Leu Asp Glu Glu His Tyr Asn Arg Gin Glu Glu 
1425 1430 1435 1440 

Trp Arg Arg Gin Leu Pro Glu Ser Leu Gly Glu Gly Leu Arg Gin Gly 

1445 1450 1455 

Leu Ser Arg Leu Gly He Ser Leu Leu Gly Ala He Ala Gly He Val 

1460 1465 1470 

Asp Gin Pro Met Gin Asn Phe Gin Lys Thr Ser Glu Ala Gin Ala Ser 

1475 1480 1485 

Ala Gly His Lys Ala Lys Gly Val He Ser Gly Val Gly Lys Gly He 

1490 1495 1500 

Met Gly Val Phe Thr Lys Pro He Gly Gly Ala Ala Glu Leu Val Ser 
1505 1510 1515 1520 

Gin Thr Gly Tyr Gly He Leu His Gly Ala Gly Leu Ser Gin Leu Pro 

1525 1530 1535 

Lys Gin Arg His Gin Pro Ser Asp Val His Ala Asp Gin Ala Pro Asn 

1540 1545 1550 

Ser His Val Lys Tyr Val Trp Lys Met Leu Gin Ser Leu Gly Arg Pro 

1555 1560 1565 

Glu Val His Met Ala Leu Asp Val Val Leu Val Arg Gly Ser Gly Gin 

1570 1575 1580 

Glu His Glu Gly Cys Leu Leu Leu Thr Ser Glu Val Leu Phe Val Val 
1585 1590 1595 1600 

Ser Val Ser Glu Asp Thr Gin Gin Gin Ala Phe Pro Val Thr Glu He 

1605 1610 1615 

Asp Cys Ala Gin Asp Ser Lys Gin Asn Asn Leu Leu Thr Val Gin Leu 

1620 1625 1630 

Lys Gin Pro Arg Val Ala Cys Asp Val Glu Val Asp Gly Val Arg Glu 

1635 1640 1645 

Arg Leu Ser Glu Gin Gin Tyr Asn Arg Leu Val Asp Tyr He Thr Lys 

1650 1655 1660 

Thr Ser Cys His Leu Ala Pro Ser Cys Ser Ser Met Gin He Pro Cys 
1665 1670 1675 1680 

Pro Val Val Ala Ala Glu Pro Pro Pro Ser Thr Val Lys Thr Tyr His 

1685 1690 1695 

Tyr Leu Val Asp Pro His Phe Ala Gin Val Phe Leu Ser Lys Phe Thr 

1700 1705 1710 

Met Val Lys Asn Lys Ala Leu Arg Lys Gly Phe Pro 
1715 1720 1724 
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<400> 2979 



Ala 


Trp 

ST 


Leu 


Phe 


Pro 


Ala 


Ser 


Val 


1 








5 








Ser 


Ala 


Val 


Gly 


Ser 


Ala 


Glu 


Trp 








20 










Phe 


Ser 


Ser 


Arg 


Pro 


Thr 


Leu 


Gly 






35 










40 


Lys 


Ser 


Asn 


Met 


He 


Arg 


Gly 


Arg 




50 










55 




Gin 


Pro 


His 


He 


Gly 


Asn 


Tyr 


Arg 


65 










70 






Ash 


Phe 


Ala 


Lys 


Val 


Lys 


Leu 


Ala 










85 








Val 


Ala 


Val 


Lys 


He 


He 


Asp 


Lvs 








100 










Gin 


Lys 


Leu 


Phe 


Arq 


Glu 


Val 


Ara 






115 










120 


Asn 


lie 


Val 


Lvs 


Leu 


Phe 


Glu 


Val 




130 










135 




Leu 


Val 


Met 


Glu 


Tvr 


Ala 


Ser 


Glv 


145 










150 






Ala 


His 


Gly 


Arcr 


Met 


Lvs 


Glu 


Lvs 










165 








lie 


Val 


Ser 


Ala 


Val 


Gin 


Tvr 


Cvs 








180 










ASD 


Leu 


Lvs 


Ala 


Glu 


Asn 


Leu. 


Leu 






195 










200 


lie 


Ala 


AS'D 


Phe 


Glv 


Phe 




Asn 




210 










215 




ASD 


Thr 


Phe 


Cvs 


Gly 


Ser 


Pro 


Pro 


225 










230 






Glv 


Lys 


Lvs 


Tyr 


Asp 


Glv 


Pro 


Glu 










245 








lie 


Leu 


Tyr 


Thr 


Leu 


Val 


Ser 


Gly 








260 










Leu 


Lvs 


Glu 


Leu 


ArQ 


Glu 


Arc7 


Val 






275 










280 


Phe 


Tvr 


Met 


Ser 


Thr 


Asp 


Cvs 


Glu 




290 










295 




Leu 


Asn 


Pro 


Ser 


Lys 


Aror 

w III- 


Gly 


Thr 


305 


• 








310 






rrp 


Met 


Asn 


Val 


Gly 
* 


His 


Glu 


Asp 










325 








Pro 


Leu 


Pro 


Asp 


Tyr 


Lys 


Asp 


Pro 








340 










Met 


Gly 


Tyr 


Thr 


Arg 


Glu 


Glu 


lie 






355 










360 


Tyr 


Asn 


Glu 


Val 


Met 


Ala 


Thr 


Tyr 




370 










375 




Glu 


Leu 


Glu 


Gly 


Asp 


Thr 


He 


Thr 


385 










390 






Leu 


Thr 


Asn 


Ser 


Ser 


Ala 


Pro 


Ser 










405 








Val 


Ser 


Ala 


Asn 


Pro 


Lys 


Gin 


Arg 








420 










Ala 


He 


Pro 


Thr 


Ser 


Asn 


Ser 


Tyr 






435 










440 


Ala 


Glu 


Asn 


Lys 


Arg 


Pro 


Glu 


Glu 




450 










455 




Ser 


Ser 


Thr 


Ala 


Lys 


Val 


Pro 


Ala 


465 










470 






Lys 


Lys 


Thr 


Thr 


Pro 


Thr 


Pro 


Ser 



Leu 


Cys 


Pro 


Arg 


Cys 


Leu 


Thr 


Gly 




10 










15 




Lys 


Ser 


Leu 


Val 


Val 


Leu 


Phe 


Pro 


25 










30 






His 


Leu 


Asp 


Ser 


Lys 
<• 


Pro 


Ser 


Ser 










45 








Asn 


Ser 


Ala 


Thr 


Ser 


Ala 


Asp 


Glu 








60 










Leu 


Leu 


Lys 


Thr 


He 


Gly 


Lys 


Gly 






75 










80 


Arg 


His 


He 


Leu 


Thr 


Gly 


Lys 


Glu 




90 










95 




Thr 


Gin 


Leu 


Asn 


Ser 


Ser 


Ser 


Leu 


105 










110 






He 


Met 


Lvs 


Val 


Leu 


Asn 


His 


Pro 










125 








He 


Glu 


Thr 

4A AA 


Glu 


Lvs 


Thr 


Leu 


J. yj. 








140 










Glv 


Glu 


Val 


Phe 


Ast) 


Tvif 

•b Jf JU 


Leii 


Val 






155 










160 


Qlu 


Ala 




Ala 


Lvs 


Phe 




Gin 




170 










175 




His 

AAA 10 


Gin 


Lvs 


Phe 


He 


Val 


His 




185 










190 






Lsu 




Ala 




Met 




He 












205 








Glu 


Phe 


Thr 

JU All 


Phe 


Glv 


71 jnTl 












220 










Tvr 


Ala 


Ala 


Pro 


Glu 


Leu 


Phe 


Gin 






235 










240 


Val 


ASD 


Val 


Tm 


Ser 

^ 




Glv 


Val 




250 










255 




Ser 


Leu 


Pro 


Phe 


ASD 


Glv 


Gin 




265 










270 






Leu 


Arcr 


Glv 


Lvs 


Tvr 




He 


Pro 










285 








Asn 


Leu 


Leu 


Lvs 


Lvs 


Phe 


Leu 

Wfc 


He 








300 










Leu 


Glu 


Gin 


He 


Met 


Lvs 


ASD 


Arcr 






315 










320 


Asp 


Glu 


Leu 


Lys 


Pro 


Tvr 


Gly 


Glu 




330 










335 




Arcr 


Arg 


Thr 


Glu 


Leu 


Met 


Val 


Ser 


345 










350 






Gin 


Asp 


Ser 


Leu 


Val 


Gly 


Gin 


Arcr 










365 








Leu 


Leu 


Leu 


Gly 


Tyr 


Lys 


Ser 


Ser 








380 










Leu 


Lys 


Pro 


Arg 


Pro 


Ser 


Ala 


Asp 






395 










40O 


Pro 


Ser 


His 


Lys 


Val 


Gin 


Arq- 


Ser 




410 










415 

X ^ 




Arg 


Phe 


Ser 


Asp 


Gin 


Ala 


Gly 


Pro 


425 










430 






Ser 


Lys 


Lys 


Thr 


Gin 


Ser 


Asn 


Asn 










445 








Asp 


Arg 


Glu 


Ser 


Gly 


Arg 


Lys 


Ala 








460 










Ser 


Pro 


Leu 


Pro 


Gly 


Leu 


Glu 


Arg 






475 










480 


Thr 


Asn 


Ser 


Val 


Leu 


Ser 


Thr 


Ser 
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485 










490 










495 




Thr 


Asn 


Arg 


Ser 


Arg 


Asn 


Ser 


Pro 


Leu 


Leu 


Glu 


Arg 


Ala 


Ser 


Leu 


Gly 








500 










505 










510 






Gin 


Gly 

<• 


Phe 


His 


Pro 


Glu 


Trp 


Ala 


Lys 


Thr 


Ala 


Leu 


Thr 


Met 


Pro 


Gly 






515 










520 










525 








Ser 


Arg 


Ala 


Ser 


Thr 


Ala 


Ser 


Ala 


Ser 


Ala 


Ala 


Val 


Ser 


Ala 


Ala 


Arg 




530 










535 










540 










Pro 


Arg 


Gin 


His 


Gin 


Lys 


Ser 


Met 


Ser 


Ala 


Ser 


Val 


His 


Pro 


Asn 


Lys 


545 










550 










555 










560 


Ala 


Ser 


Gly 


Leu 


Pro 


Pro 


Thr 


Glu 


Ser 


Asn 


Cys 


Glu 


Val 


Pro 


Arg 


Pro 










565 










570 










575 




Arg 


Gin 


Val 


Cys 


Trp 


Gly 


Ser 


Cys 


Thr 


Ala 


Pro 


Gin 


Arg 


Val 


Pro 


Val 








580 










585 










590 






Ala 


Ser 


Pro 


Ser 


Ala 


His 


Asn 


He 


Ser 


Ser 


Ser 


Gly 


Gly Ala 


Pro 


Asp 






595 










600 










605 








Arg 


Thr 


Asn 


Phe 


Pro 


Arg 


Gly 


Val 


Ser 


Ser 


Arg 


Ser 


Thr 


Phe 


His 


Ala 




610 










615 










620 










Gly 


Gin 


Leu 


Arg 


Gin 


Val 


Arg 


Asp 


Gin 


Gin 


Asn 


Leu 


Pro 


Tyr 


Gly 

<* 


Val 


625 










630 










635 










640 


Thr 


Pro 


Ala 


Ser 


Pro 


Ser 


Gly 


His 


Ser 


Gin 


Gly 


Arg 


Arg Gly 


Ala 


Ser 










645 










650 










655 




Gly 

•< 


Ser 


He 


Phe 


Ser 


Lys 


Phe 


Thr 


Ser 


Lys 


Phe 


Val 


Arg Arg 


Asn 


Leu 








660 










665 










o /u 






Asn 


Glu 


Pro 


Glu 


Ser 


Lys 


Asp 


Arg 


Val 


Glu 


Thr 


Leu 






His 


Val 






675 










680 










O O 3 








Val 


Asn 


Ser 


Gly 


Gly 


Asn 


Asp 


Lys 


Glu 


Lys 


Glu 


Glu 




At'ct 


Glu 


Ala 




690 










695 










700 










Lys 


Pro 


Arg 


Ser 


Leu 


ArcT 


Phe 


Thr 


Tro 


Ser 


Met 


Lvs 


Thir 


Thir 


Ser 


Ser 


705 










710 










715 










720 


Met 


Glu 


Pro 


Asn 


Glu 


Met 


Met 


Arg 


Glu 


He 


Arg 


Lys 


Val 


Leu 


Asp 


Ala 










725 










730 










735 




Asn 


Ser 


Cys 


Gin 


Ser 


Glu 


Leu 


His 


Glu 


Lys 


Tvr 


Met 


Leu 


Leu 


Cys 


Met 








740 










745 










750 






His 


Gly 


Thr 


Pro 


Gly 


His 


Glu 


Asp 


Phe 


Val 


Gin 


Tro 


Glu 


Met 


Glu 


Val 






755 










760 










765 








Cys 


Lys 


Leu 


Pro 


Arg 


Leu 


Ser 


Leu 


Asn 


Gly 


Val 


Arg 


Phe 


Lys 


Arg 


He 




770 










775 










780 










Ser 


Gly 


Thr 


Ser 


Met 


Ala 


Phe 


Lys 


Asn 


He 


Ala 


Ser 


Lys 


He 


Ala 


Asn 


785 










790 










795 










800 


Glu 


Leu 


Lys 


Leu 
































804 






















■ 
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<400> 2980 


























Asn 


Cys 


Leu 


Leu 


Leu 


Gin 


Ala 


Lys 


Gly 


Phe 


His 


Gly 


Glu 


He 


Glu 


Asp 


1 








5 










10 










15 




Leu 


Gin 


Gin 


Trp 


Leu 


Thr 


Asp 


Thr 


Glu 


Arg 


His 


Leu 


Leu 


Ala 


Ser 


Lys 








20 










25 










30 






Pro 


Leu 


Gly 


Gly 


Leu 


Pro 


Glu 


Thr 


Ala 


Lys 


Glu 


Gin 


Leu 


Asn 


Val 


His 






35 










40 










45 








Met 


Glu 


Val 


Cys 


Ala 


Ala 


Phe 


Glu 


Ala 


Lys 


Glu 


Glu 


Thr Tyr 


Lys 


Ser 




50 










55 










60 










Leu 


Met 


Gin 


Lys 


Gly 


Gin 


Gin 


Met 


Leu 


Ala 


Arg 


Cys 


Pro 


Lys 


Ser 


Ala 


65 










70 










75 










80 


Glu 


Thr 


Asn 


He 


Asp 


Gin 


Asp 


He 


Asn 


Asa 


Leu 


Lys 


Glu 


Lys 


Trp 


Glu 










85 










90 










95 




Ser 


Val 


Glu 


Thr 


Lys 


Leu 


Asn 


Glu 


Arg 


Lys 


Thr 


Lys 


Leu 


Glu 


Glu 


Ala 
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TOO 

•X \J V 










105 

W ^m 




Leu 


Ala 


Met 


Glu 


Ph.e 


His 


Asn 




115 

X ^ ^ 




Ala 






120 




Trp Lsu 


Thr 


Gin 


Glu 


Gin 


Thr 


Leu 


130 










135 






LiSU He 


Leu. 


AsD 


Thr 

^m»mm 


Val 


Leu 


Phe 


Gin 


14 5 








150 

«bp \m 








Ala Asn 


Glu 


Val 


Asn 


Ser* 


His 


Arg 


Glu 








165 










Thr Glv 


Thr 


His 


Leu 


Lvs 


Tvr 


Phe 


Ser 






180 










185 


He Lvs 


Asn 


Leu 


Leu 


lie 


Ser 


Val 


Gin 




195 

X 










200 




Gin Ara 


Leu 


Val 


Glu 


Axcr 


Glv 


Arcr 


Ser 


210 










215 






Ala Lvs 


Gin 


Phe 


His 


Glu 


Ala 


Trp 


Ser 


225 








230 








Glu Self 


Glu. 


TjVS 


Ser 


Leu 


ASD 


Ser 


Glu 








245 
A ^ w 










AsT) liva 

**»J|j/ At Jr O 


Xle 


Lvs 


Thr 


Gin 


Leu 


Ala 


Gin 






260 

^ O w 










265 

A w w 




aia 

^%XGL 


TjVS 


Hi a 


OCX 


Val 

V " ' 


















3 an 

^ o u 




OBl< 14BLL 






uyo 


XllX 


OCX 


Tj^ii 

XICLL 


Ala 


7 Qn 
















xU3^ rics w 


T lA1 1 


Q AT* 
OCX 


Gill 


TiAl 1 


**x y 




jjys 










•9X V 








OC5± VCtJL 


\i3X U 




Gin 




JJjr 0 


TtAll 
XICU 


Glu 

V9X U 








1 9 e; 












Xllx 


Han 


a la 


J_IC VA 


Gin 


Ala 

^%X A 


jjc u 


















Glu PT*rt 




Leu 


Ala 


Glu 


ASD 


Gin 


Pro 














fin 

O D U 




VAX I'lCSUi 




T I All 


Tie 

X xc 




Ann 


His 


XI y 0 


3 / U 
















T I've A TTT 


XllX 


AY* 
OCX 


0CX 


Val 

V CLX 


Gin 


Ala 


Leu 


J O 3 








^ 7 u 








Gill 


V3X y 


.Q AT" 
OCX 








0 cx 


W w X 


















m u Tj^aii 

\JXU U^IX 


WCX 


Thi* 


nx 


X x> 


Glu 

\JL 


Thr 


Val 






4.90 










425 

*x ^ ^ 


Gin Thr* 




Leu 


Glu 


Ala 


Ala 


Leu 


Aro 

«xy 














440 
*x *x vy 




Val Val 

V dx V dx 


His 

£2X 63 


Ala 


Lieu 


Leu 


Glu 




Leu 












455 






Ajtct Ph^ 


His 


Glv 


Val 


Leu 


Pro 


Aso 


ASD 


^ o ^ 








470 








Tift Asn 


Gin 


His 


Lva 


Glu 


Phe 


Met 


Lys 








48 5 










oTii r_ifi»ii 




Lvs 


Ala 

a^X 


Thr 


Thr 


Met 


Glv 






500 

^ W w 










505 

W W ^ 


His Pro 


ASD 


Ser 


lie 


Thr 


Thr 


lie 


Lys 




^ X ^ 










520 




AT a. iXycr 


Phe 


Glu 

^m 


Glu 


Val 


Leu 


Ala 


Tm 


^ J w 










535 

J 






XICU f%XC» 




Ala 


Leu 


Ala 


Glv 


Leu 


lie 

X X ^ 










550 








Ala Lpu 


lieu 


Ala 


Trt) 

XX ^ 


Leu 


Gin 


Tro 

xx^ 


Ala 

aTi<** m 








565 










Asp Lys 


Glu 


Val 


lie 


Pro 


6ln 


Glu 


He 






580 










585 


Ala Glu 


His 


Gin 


Thr 


Phe 


Met 


Glu 


Glu 




595 










600 




Val Asp 


Lys 


Val 


Thr 


Lys 


Thr 


Tyr 


Lys 
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110 



Ser 


Leu 


Gin Asp 


Phe He 


Asn 








125 






Asn 


Val 


Ala 


Ser 


Arg Pro 


Ser 






140 








He 


Asp 


Glu 


His 


Lys Val 


Phe 




155 








160 


Gin 


He 


He 


Glu 


Leu Asp 


Lys 


170 








175 




Gin 


Lys 
* 


Gin Asp 


Val Val 


Leu 










190 




Ser 


Arg 


Trp 


Glu 


Lys ,Val 


Val 








205 






Leu 


Asp 


Asp Ala 


Arq Lvs 


Ara 






220 








Lvs 


Leu 


Met 


Glu 


Trp Leu 


Glu 




235 








240 


Leu 


Glu 


He 


Ala 


Asn Asp 


Pro 


250 








255 




His 


Lvs 


Glu 


Phe 


Gin Lys 


Ser 










270 




Thr 


Thr 


Asn Arg 


Thr Gly 


Arcr 








285 






Asn 


Asn 


Asn 


Leu 


Lvs Leu 


Asn 






300 










ASD 


Thr 


He 


Cvs Glv 


Lvs 




315 








320 


Glu 


Ala 


Leu 


Leu 


Phe Ser* 


Glv 


330 








335 




He 


AST) 


Trp 


Leu 


Tvr Arcr 


Val 










350 




Val 


His 


Gly Asp 


He Asp 


Leu 








365 






Ala 


Phe 


Gin Lys 


Glu Leu 


Glv 






380 








Lvs 


Arc? 


Ser Ala 


Arg Glu 


Leu 




395 








400 


Tm 


Val 


Lys 


Val 


Gin Met 


Gin 


410 








415 




Cvs 


Ala 


Leu 


Ser 


He Ser 


Lvs 










430 




Gin 


Ala 


Glu 


Glu 


Phe His 


Ser 








445 






Ala 


Glu 


Ala 


Glu 


Gin Thr 


Leu 






460 








Glu 


Asp 


Ala 


Leu 


Arg Thr 


Leu 




475 








480 


Lys 


Leu 


Glu 


Glu 


Lys ArQ 


Ala 


490 








495 




Asp 


Thr 


Val 


Leu 


Ala He 


Cys 










510 




His 


Trp 

Mr 


He 


Thr 


He He 


Arg 








525 






Ala 


Lys 


Gin 


His 


Gin Gin 


Arg 






•540 








Ala 


Lys 


Gin 


Glu 


Leu Leu 


Glu 




555 








560 


Glu 


Thr 


Thr 


Leu 


Thr Asp 


Lys 


570 








575 




Glu 


Glu 


Val 


Lys 


Ala Leu 


He 










590 




Met 


Thr 


Arg Lys 


Gin Pro 


Asp 








605 






Arg 


Arg 


Ala 


Ala 


Asp Pro 


Ser 
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610 










615 










620 










Ser 


Leu 


Gin 


Ser 


His 


lie 


Pro 


Val 


Leu 


Asp 


Lys 


Gly 


Arg 


Ala 


Gly 


Arq 


625 










630 










635 










640 


Lys 


Arg 


Phe 


Pro 


Ala 


Ser 


Ser 


Leu 


Tyr 


Pro 


Ser 


Gly 


Ser 


Gin 


Thr 


Gin 










645 










650 










655 




lie 


Glu 


Thr 


Lys 


Asn 


Pro 


Arg 


Val 


Asn 


Leu 


Leu 


Val 


Ser 


Lys 


Trp 


Gin 








660 










665 










670 






Gin 


Val 


Trp 


Leu 


Leu 


Ala 


Leu 


Glu 


Arg 


Arg 


Arg 


Lys 


Leu 


Asn 


Asp 


Ala 






675 










680 










685 








Leu 


Asp 


Arg 


Leu 


Glu 


Glu 


Leu 


Arg 


Glu 


Phe 


Ala 


Asn 


Phe 


Asp 


Phe 


Asp 




690 










695 










700 










lie 


Trp 


Arg 


Lys 


Lys 


Tyr 

•* 


Met 


Arg 


Trp 


Met 


Asn 


His 


Lys 


Lys 


Ser 


Arq 


705 










710 










715 










720 


Val 


Met 


Asp 


Phe 


Phe 


Arg 


Arq 


He 


Asp 


Lys 


Asp 


Gin 


Asp 


Gly 


Lys 


He 










725 










730 










735 




Thr 


Arg 


Gin 


Glu 


Phe 


He 


Asp 


Gly 


He 


Leu 


Ser 


Ser 


Lys 


Phe 


Pro 


Thr 








740 










745 










750 






Ser 


Arg 


Leu 


Glu 


Met 


Ser 


Ala 


Val 


Ala 


Asp 


He 


Phe 


Asp 


Arq 


Asp 


Glv 






755 










760 










765 








Asp 


Gly 


Tyr 


He 


Asp 


Tvr 


Tvr 


Glu 


Phe 


Val 


Ala 


Ala 


Leu 


His 


Pro 


Asn 




770 










775 










780 










Lvs 


Asp 


Ala 




Lvs 


Pro 


He 


Thr 


Asp 


Ala 


Asp 


Lvs 


He 

tMm ^Mm Sm^ 


Glu 


Asp 


Glu 


785 










790 










795 










O w W 


Val 


Thr 


Arg 


Gin 


Val 


Ala 


Lvs 


Cvs 


Lvs 


Cvs 


Ala 


Lvs 


lira 


Phe 


Gin 


Val 










805 

W W V 










810 










815 




Glu 


Gin 


He 


Gly 


Asp 


Asn 


Lvs 


Tvr 


Arq 


Phe 


Phe 


Leu 


Glv 


Asn. 


Gin 


Phe 








820 

mM W 










825 

0 M W 










8!^n 

O w 






Gly 


ASD 


Ser 


Gin 


Gin 


Leu 


Ara 


Leu 


Val 


Arq 


He 


Leu 


Arcr 


Ser 


Thr 


Val 






835 








840 










845 

O *X 








Met 


Val 


Arcr 


Val 


Glv 


Glv 


Glv 


TriD 


Met 


Ala 


Leu. 


Asu 


Glu 

^7 Jb M 


Phe 


LiRU 


Val 




850 










o w ^ 










B60 

O V V 










Lvs 


Asn 


ASD 


Pro 


Cvs 


Arcr 


Ala 


Lvs 


Glv 


Arcr 




Asn 


Met 








865 










870 










875 












Glu 


Lvs 


Phe 


He 

«w 


Leu 


Ala 


Asn 


Glv 


Ala 


Ser 


Gin 


Glv 


Met 


Ala 


Ala 


Phe 










885 










890 

W ^ V 










fl95 

O ? 9 




Arq 


Pro 


Arq 


Gly 


Arcr 


Arcr 


Ser 


Arq 


Pro 


Ser 


Ser 

^^^^ 


Arq 


Glv 


Ala 


Ser 


Pro 








900 










905 










910 






Asn 


Ara 


Ser 


Thr 


Ser 


Val 


Ser 


Ser 


Gin 


Ala 


Ala 


Gin 


Ala 


Ala 


Ser 


Pro 






915 










920 










925 








Gin 


Val 


Pro 


Ala 


Thr 


Thr 


Thr 


Pro 


Lvs 


He 


Leu 


His 


Pro 


Leu 


Thr 


Arq 




930 










935 










940 










Asn 


Tyr 


Gly 


Lys 


Pro 


Trp 


Leu 


Thr 


Asn 


Ser 


Lvs 


Met 


Ser 


Thr 


Pro 


Cvs 


945 










950 










955 










960 


Lys 


Ala 


Ala 


Glu 


Cys 


Ser 


Asp 


Phe 


Pro 


Val 


Pro 


Ser 


Ala 


Glu 


Gly 


Thr, 










965 










970 










975 




Pro 


lie 


Gin 


Gly 


Ser 


Lys 


Leu 


Arg 


Leu 


Pro 


Gly 


Tyr 


Leu 


Ser 


Gly 


Lys 








980 










985 










990 






Gly 


Phe 


His 


Ser 


Gly 


Glu 


Asp 


Ser 


Gly 


Leu 


He 


Thr 


Thr 


Ala 


Ala 


Ala 






995 








1000 








1005 








Arg 


Val 


Arg 


Thr 


Gin 


Phe 


Ala Asp 


Ser 


Lys 


Lys 


Thr 


Pro 


Ser 


Arg 


Pro 



1010 1015 1020 



Gly Ser Arg Ala Gly Ser Lys Ala Gly Ser Arg Ala Ser Ser Arg Arg 
1025 1030 1035 1040 

Gly Ser Asp Ala Ser Asp Phe Asp He Ser Glu He Gin Ser Val Cys 

1045 1050 1055 

Ser Asp Val Glu Thr Val Pro Gin Thr His Arg Pro Thr Pro Arg Ala 

1060 1065 1070 

Gly Ser Arg Pro Ser Thr Ala Lys Pro Ser Lys He Pro Thr Pro Gin 

1075 1080 1085 

Arg Lys Ser Pro Ala Ser Lys Leu Asp Lys Ser Ser Lys Arg 
1090 1095 1100 1102 
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<210> 2981 

<211> 1107 

<212> PRT 

<213> Homo sapiens 



<400> 2981 



Asn 


Cys 


Leu 


Leu 


Leu 


Gin 


Ala 


Lys 


Gly Phe His 


Gly Glu 


He 


Glu 


Asp 


1 








5 










10 






15 




Leu 


Gin 


Gin 


Trp 


Leu 


Thr 


Asp 


Thr 


Glu Arg His 


Leu Leu 


Ala 


Ser 


Lys 








20 










25 






30 






Pro 


Leu 


Gly 


Gly 


Leu 


Pro 


Glu 


Thr 


Ala 


Lys Glu 


Gin Leu 


Asn 


Val 


His 






35 










40 






45 








Met 


Glu 


Val 


Cys 


Ala 


Ala 


Phe 


Glu 


Ala Lys Glu 


Glu Thr 


Tyr 


Lvs 


Ser 




50 










55 








60 








Leu 


Met 


Gin 


Lvs 


Glv 


Gin 


Gin 


Met 


Leu Ala Arg 


Cys Pro 


Lys 


Ser 


Ala 


65 










70 








75 








80 


Glu 


Thr 


Asn 


He 


Aso 


Gin 


Ast3 


He 


Asn 


Asn Leu 


Lys Glu 


Lys 


Tm 


Glu 










85 










90 






95 




Ser 


Val 


Glu 


Thr 


Lvs 


Leu 


Asn 


■Glu 


Arg Lys Thr 


Lys Leu 


Glu 


Glu 


Ala 








100 










105 






110 






Leti 


Asn. 




Ala 


Met 


Glu 


Phe 


His 


Asn 


Ser Leu 


Gin Asp Phe 


He 








115 










120 






125 








Tina 




Thr 


Gin 


Ala 


Glu 


Gin 




Leu 


Asn Val 


Ala Ser Arg 




OCX 




130 










135 








140 










lie 






Thy 


Val 




Phe 


Gin He Asp 


Glu His 


Lys 


V CLJ. 


JTXIB 


145 










150 

V 








155 








160 

4^ W \J 


Ala 


f*iOliJi 


Glu 


Val 






His 




Glu 


Gin He 


He Glu 


Leu 


A cm 












165 

Mb ^ir *V 










170 






175 






Glv 




His 




TjVS 






Ser Gin Lys 


Gin Asp Val 


Val 










180 










185 






190 






lie 


Lvs 




Leu 

XJ W Wb 




Tie 




Val 


Gin Ser Arg 


Trp Glu 


Lys 


Val 


Val 

V ox 






195 










200 






205 








Gin 




Leu 


Val 


Glu 




Glv 




Ser 


Leu Asp 


Asp Ala Arg 








210 










215 

^1 V 








220 








Ala 


Lvs 


Gin 


Phe 


His 


Glu 


Ala 


Tro 


Ser 


Lys Leu 


Met Glu 


Trp 




Glu 


225 










230 








235 








240 


Glu 


Ser 


Glu 

%J «fc \A 


Lvs 


Ser 


Leu 


ASD 


Ser 


Glu 


Leu Glu 


He Ala 


Asn 




Pro 










245 










250 






255 




Asp 


Lvs 


lie 


Lys 


Thr 


Gin 


Leu 


Ala 


Gin 


His Lys 


Glu Phe 


Gin 


Lvs 


Ser 








260 










265 






270 






Leu 


Gly 


Ala 


Lys 


His 


Ser 


Val 


Tyr 


Asp 


Thr Thr 


Asn Arg 


Thr 


Glv 


Arcr 






275 










280 






285 








Ser 


Leu 


Lys 


Glu 


Lys 


Thr 


Ser 


Leu 


Ala 


Asp Asp 


Asn Leu 


Lys 


Leu 


Asp 




290 










295 








300 








Asp 


Met 


Leu 


Ser 


Glu 


Leu 


Arq 


Asp 


Lys 


Trp Asp 


Thr He 


Cys 


Glv 


Lvs 


305 










310 








315 








320 


Ser 


Val 


Glu 


Arg 


Gin 


Asn 


Lys 


Leu 


Glu 


Glu Ala 


Leu Leu 


Phe 


Ser 


Glv 










325 










330 






335 




Gin 


Phe 


Thr 


Asp 


Ala 


Leu 


Gin 


Ala 


Leu 


He Asp 


Trp Leu 


Tyr 


Arcr 


Val 








340 










345 






350 






Glu 


Pro 


Gin 


Leu 


Ala 


Glu 


Asp 


Gin 


Pro 


Val His 


Gly Asp 


He 


Asp 


Leu 






355 










360 






365 








Val 


Met 


Asn 


Leu 


He 


Asp 


Asn 


His 


Lys 


Ala Phe 


Gin Lys Glu 


Leu 


Gly 




370 










375 








380 








Lys 


Arg 


Thr 


Ser 


Ser 


Val 


Gin 


Ala 


Leu 


Lys Arg 


Ser Ala Arg 


Glu 


Leu 


385 










390 








395 








400 


He 


Glu 


Gly 


Ser 


Arg 


Asp 


Asp 


Ser 


Ser Trp Val 


Lys Val 


Gin 


Met 


Gin 










405 










410 






415 




Glu 


Leu 


Ser 


Thr 


Arg 


Trp 


Glu 


Thr 


Val 


Cys Ala 


Leu Ser 


He 


Ser 


Lys 








420 










425 






430 






Gin 


Thr 


Arg 


Leu 


Glu 


Ala 


Ala 


Leu 


Arg Gin Ala 


Glu Glu 


Phe 


His 


Ser 






435 








* 


440 






445 








Val 


Val 


His 


Ala 


Leu 


Leu 


Glu 


Trp 


Leu 


Ala Glu 


Ala Glu 


Gin 


Thr 


Leu 
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450 










455 






Arg 


Phe 


His 


Gly Val 


Leu 


Pro 


Asp 


Asn 


465 










470 








lie 


Asp 


Gin 


His 


Lys 


Glu 


Phe 


Met 


Lvs 










485 










Glu 


Leu 


Asn 


Lys 


Ala 


Thr 


Thr 


Met 


Glv 








500 










505 


His 


Pro 


Asp 


Ser 


lie 


Thr 


Thr 


lie 


Lvs 


« 




515 










520 




Ala 


Arg 


Phe 


Glu 


Glu 


Val 


Leu 


Ala 


Trp 




530 










535 






Leu 


Ala 


Ser 


Ala 


Leu 


Ala 


Gly 


Leu 


He 


545 










550 








Ala 


Leu 


Leu 


Ala 


Trp 


Leu 


Gin 


Trp 


Ala 










565 










ASD 


Lvs 


Glu 


Val 


lie 


Pro 

A ^m 


Gin 


Glu 


He 

J> lib W 








580 










585 

W u w 


Ala 


Glu 


His 


Gin 


Thr 


Phe 


.Met 


Glu 


Glu 






595 










600 




Val 


Aso 


Lvs 


Val 


Thr 


Iiva 


Thr 


Tvr 


Lvs 




610 


















Leu 


Gin 


Ser 


His 


lie 


Pro 


Val 




625 

W M 










63 0 








Lya 


Arcr 


Phe 


Pro 


Ala 


Ser 


Ser 

A» 


Leu 












645 










lie 


Glu 


Thr 


Lvs 


Asn 


Pro 


Arcr 


Val 


Asn 








660 

%i# W 










O O 9 


Gin 


Val 


Tro 


Leu 


Leu 


Ala 


Leu 


Glu 


Arcr 




















Leu 


ASD 


Arcr 


Leu 


Glu 


Glu 










W ^ V 
















lie 


Tim 




Lys 


Lys 




PICS ^ 






705 


















Val 


Met 


Asn 


Phe 


Phe 


Aro 


Arcr 


lie 












725 












Arcr 


Gin 


Glu 


Phe 


lie 




Glv 


He 








740 












Ser 


Arcr 


Leu 


Glu 


Met 


Ser 


Ala 


Val 


Ala 






755 










760 




Asp 


Gly 


Tvr 


lie Asp 


Tvr 


Tvr 


Glu 


Phe 




770 










775 






Lys 


Asp 


Ala 


Tyr 


Lys 


Pro 


lie 


Thr 


Aso 


785 










790 








Val 


Thr 


Arg 


Gin 


Val 


Ala 


Lvs 

**jr tap 


Cvs 

^jr tar 


Lys 










805 










Glu 


Gin 


lie 


Gly Asp 


Asn 


Lvs 


Tvr 


Arcf 








820 










825 


Gly 


Asp 


Ser 


Gin 


Gin 


Leu 


Arcr 


Leu 


Val 






835 








t 


840 




Met 


Val 


Arg 


Val Gly 


Gly 


Gly 


Trp 


Met 




850 










355 






Lvs 


Asn 


Asp 


Pro 


Cys 


Arcr 


Ala 


Lvs 


Glv 


865 










870 








Glu 


Lvs 


Phe 


lie 


Leu 


Ala 


Asp 


Glv 


Ala 










885 










Arcr 


Pro 


Arg 


Gly Arg 


Arg 


Ser 


Arcr 


Pro 








900 










905 

^ V/ «J 


Asn 


Arg 


Ser 


Thr 


Ser 


Val 


Ser 


Ser 


Gin 






915 










920 




Gin 


Val 


Pro 


Ala 


Thr 


Thr 


Thr 


Pro 


Lys 




930 










935 






Asn 


Tyr 


Gly 


Lys 


Pro 


Trp Leu 


Thr 


Asn 


945 










950 








Lys 


Ala 


Ala 


Glu Cys 


Ser 


Asp 


Phe 


Pro 
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460 



Glu Asp 


Ala 


Leu 


Aror 


Thr 


Leu 




475 










480 


Lys 


Leu 


Glu 


Glu 


Lvs 


Arcr 


Ala 


490 










495 




Asp 


Thr 


Val 


Leu 


Ala 


He 


Cys 










510 






His 


Trp 


He 


Thr 


He 


He 


Atq 








525 








Ala Lys 


Gin 


His 


Gin 


Gin 


Arcr 






540 










Ala Lys 


Gin 


Glu 


Leu 


Leu 


Glu 




555 










560 


Glu 


Thr 


Thr 


Leu 


Thr 


Asn 


Lvs 


570 










575 




Glu 


Glu 


Val 


Lvs 


Ala 


Leu 


He 










590 






Met 


Thr 


Arc 


Lvs 


Gin 


Pro 


AsQ 








605 








Arg Arg 


Ala 


Ala 


Asn 




0 wX 






620 










Asp Lys 


Glv 




Ala 


Glv 


nxsj 




635 










640 


Pro 


Ser 


Glv 


OCX. 


Gin 


X XXX 


Gin 


650 










655 




Leu 


Leu 


Val 




xj y s 




Gin 










670 






Arg Arg 






21 an 

ADXX 




2X1 a 
nXel 








U O W 








Phe 


Ala 






ASp 


irxlc 








700 










Met 


Asn 


His 
fix o 


T iT/CJ 




Gov 

o CX 


«x5j 




715 










79 n 


Lys 


Asp 








T >x7a 
Xjjr «3 


XX C 


730 










735 




Leu 


Ser 


IkJ cx 


xj y 0 




C J. w 


X IXX 










750 






Asp 


He 






21 yet 




vux y 








765 








Val 


Ala 


Ala 


XJCU 


His 


Pyn 








780 










Ala 


Asp 


Lvs 


He 


Glu 

X U 


Asn 


Glu 




795 










800 

w V W 


Cys 


Ala 


Lvs 


Arcr 


Phe 


Gin 


Val 


810 










815 




Phe 


Phe 


Leu 


Glv 


Asn 


Gin 


Phe 










830 






Arg 


He 


Leu 


Ara 


Ser 


Thr 


Val 








845 








Ala 


Leu 


Asp 


Glu 

^■P M» V* 


Phe 


Leu 


Val 






860 










Arg 


Thr 


Asn 


Met 


Glu 

*v 4^ 


Leu 


Arcr 




875 










880 


Ser 


Gin 


Gly 


Met 


Ala 


Ala 


Phe 


690 










895 




Ser 


Ser 


Arcr 


Glv 


Ala 


Ser 


Pro 










910 






Ala 


Ala 


Gin 


Ala 


Ala 


Ser 


Pro 








925 








lie 


Leu 


His 


Pro 


Leu 


Thr 


Arg 






940 










Ser Lys 


Met 


Ser 


Thr 


Pro 


Cys 




955 










960 


Val 


Pro 


Ser 


Ala 


Glu 


Gly 


Thr 
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965 970 975 

Pro He Gin Gly Ser Lys Leu Arg Leu Pro Gly Tyr Leu Ser Gly Lys 

980 985 990 

Gly Phe His Ser Gly Glu Asp Ser Gly Leu He Thr Thr Ala Ala Ala 

995 1000 1005 

Arg Val Arg Thr Gin Phe Ala Asp Ser Lys Lys Thr Pro Ser T^g Pro 

1010 1015 1020 

Gly Ser Arg Ala Gly Ser Lys Ala Gly Ser Arg Ala Ser Ser Arg Arg 
1025 1030 1035 1040 

Qly Ser Asp Ala Ser Asp Phe Asp He Ser Glu He Gin Ser Val Cys 

1045 1050 1055 

Ser Asp Val Glu Thr Val Pro Gin Thr His Arg Pro Thr Pro Arg Ala 

1060 1065 1070 

Gly Ser Arg Pro Ser Thr Ala Lys Pro Ser Lys He Pro Thr Pro Gin 

1075 1080 1085 

Arg Lys Ser Pro Ala Ser Lys Leu Asp Lys Ser Ser Lys Arg 
1090 1095 1100 1102 



<210> 2982 
<211> 688 
<212> PRT 

<213> Homo sapiens 



<400> 2982 



Met 


Ala 


Ala 


Glv 


Glv 


Ala 


Glu 


Glv 


Glv 


Ser 


Gly 


Pro Gly Ala Ala Met 


1 








5 










10 








15 


Glv 


AsD 


Cvs 


Ala 


Glu 


He 


Lvs 


Ser 


Gin 


Phe 


Arcr 


Thr Arg Glu Gly Phe 








20 










25 








30 




Tyr 


Lys 


Leu 


Leu 


Pro 


Gly 


Asp 


Gly 


Ala 


Ala 


Arg 


Arg Ser Gly Pro Ala 






35 










40 










45 




Ser 


Ala 


Gin 


Thr 


Pro 


Val 


Pro 


Pro 


Gin 


Pro 


Pro 


Gin 


Pro Pro 


Pro Gly 




50 










55 










60 






Pro 


Ala 


Ser 


Ala 


Ser 


Gly 


Pro 


Gly 


Ala 


Ala 


Gly 


Pro 


Ala Ser 


Ser Pro 


65 










70 










75 






80 


Pro 


Pro 


Ala 


Gly 


Pro 


Gly 


Pro 


Qly 


Pro 


Ala 


Leu 


Pro 


Ala Val 


Arg Leu 










85 










90 








SB 


Ser 


Leu 


Val 


Arg 


Leu 


Gly 


Glu 


Pro 


Asp 


Ser 


Ala 


Gly Ala Gly Glu Pro 








100 










105 








110 




Pro 


Ala 


Thr 


Pro 


Ala 


Gly 


Leu 


Gly 


Ser 


Gly 


Gly 


Asp Arg Val 


Cys Phe 






115 










120 










125 




Asn 


Leu 


Gly 


Arg 


Glu 


Leu 


Tyr 


Phe 


Tyr 


Pro 


Gly 


Cys 


Cys Arg Arg Gly 




130 










135 










140 






Ser 


Gin 


Arg 


Tjt? 


His 


Thr 


Pro 


Leu 


Thr 


Pro 


Phe 


Leu 


Pro Pro 


Leu Lys 


145 










150 










155 






160 


Ser 


He 


Asp 


Leu 


Asn 


Lys 


Pro 


He 


Asp 


Lys 


Arg 


He 


Tyr Lys 


Gly Thr 










165* 










170 








175 


Gin 


Pro 


Thr 


Cys 


His 


Asp 


Phe 


Asn 


Gin 


Phe 


Thr 


Ala 


Ala Thr 


Glu Thr 








180 










185 








190 




He 


Ser 


Leu 


Leu 


Val 


Gly 


Phe 


Ser 


Ala 


Gly 


Gin 


Val 


Gin Tyr 


Leu Asp 






19^ 










20O 










205 




Leu 


He 


Lys 


Lys 


Asp 


Thr 


Ser 


Lys 


Leu 


Phe 


Asn 


Glu 


Glu Arg 


Leu He 




210 










215 










220 






Asp 


Lys 


Thr 


Lys 


Val 


Thr 


Tyr 


Leu 


Lys 


Trp 


Leu 


Pro 


Glu Ser 


Glu Ser 


225 










230 










235 






240 


Leu 


Phe 


Leu 


Ala 


Ser 


His 


Ala 


Ser 


Gly 


His 


Leu 


Tyr 


Leu Tyr 


Asn Val 










245 










250 








255 


Ser 


His 


Pro 


Cys 


Ala 


Ser 


Ala 


Pro 


Pro 


Gin 


Tyr 


Ser 


Leu Leu 


Lys Gin 








260 










265 








270 




Ala 


Trp 


Gly 


Phe 


Ser 


Phe 


Tyr 


Ala 


Ala 


Lys 


Ser 


Lys 


Ala Pro 


Arg Asn 






275 










280 










285 




Pro 


Leu 


Ala 


Lys 


Trp 


Ala 


Val 


Gly 


Glu 


Gly 


Pro 


Leu 


Asn Glu 


Phe Ala 
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290 


295 




300 










Phe Ser Pro Asp Gly 


Arg His Leu Ala 


Cys Val 


Ser 


Gin Asp 


Gly 


Cys 


305 


310 


315 










320 


Leu Arg Val Phe His 


Phe Asp Ser Met 


Leu Leu Arg 


Gly Leu 


Met 


Lys 


325 




330 








335 




Ser Tyr Phe Gly Gly 


Leu Leu Cys Val 


Cys T2rp 


Ser 


Pro Asp 


Gly 


Arg 


340 


345 








350 






Tyr Val Val Thr Gly 


Gly Glu Asp Asp 


Leu Val 


Thr 


Val 


Trp 


Ser 


Phe 


355 


360 






365 








Thr Glu Gly Arg Val 


Val Ala Arg Gly 


His Gly His 


Lys 


Ser 


Trp 


Val 


370 


375 




380 










Asn Ala Val Ala Phe 


Asp Pro Tyr Thr 


Thr Arg Ala 


Glu 


Glu 


Ala 


Ala 


385 


390 


395 










400 


Thr Ala Ala Gly Ala 


Asp Gly Glu Arg 


Ser Gly Glu 


Glu 


Glu 


Glu 


Glu 


405 




410 








415 




Glu Pro Glu Ala Ala 


Gly Thr Gly Ser 


Ala Gly Gly 


Ala 


Pro 


Leu 


Ser 


420 


425 








430 






Pro Leu Pro Lys Ala 


Gly Ser He Thr 


Tyr Arg 


Phe 


Gly Ser 


Ala 


Gly 


435 


440 






445 








Gin Asp Thr Gin Phe 


Cys Leu Trp Asp 


Leu Thr 


Glu 


Asp 


Val 


Leu 


Tyr 


450 


455 




460 










Pro His Pro Pro Leu 


Ala Arg Thr Arg 


Thr Leu 


Pro 


Gly Thr 


Pro 


Gly 


465 


470 


475 










480 


Thr Thr Pro Pro Ala 


Ala Ser Ser Ser 


Arg Gly Gly 


Glu 


Pro 


Gly 


Pro 


485 




490 








495 




Gly Pro Leu Pro Arg 


Ser Leu Ser Arg 


Ser Asn 


Ser 


Leu 


Pro 


His 


Pro 


500 


505 








510 






Ala Gly Gly Gly Lys 


Ala Gly Gly Pro 


Gly Val 


Ala 


Ala 


Glu 


Pro 


Gly 
<< 


515 


520 






525 








Thr Pro Phe Ser lie 


Gly Arg Phe Ala 


Thr Leu 


Thr 


Leu 


Gin 


Glu 


Arg 


530 


535 




540 










Arg Asp Arg Gly Ala 


Glu Lys Glu His 


Lys Arg 


Tyr 


His 


Ser 


Leu 


Gly 


545 


550 


555 










560 


Asii lie Ser Arg Gly 


Gly Ser Gly Gly 


Ser Gly 


Ser 


Gly Gly 


Glu 


Lys 


565 




570 








575 




Pro Ser Gly Pro Val 


Pro Arg Ser Arg 


Leu Asp 


Pro 


Ala 


Lys 


Val 


Leu 


580 


585 








590 






Gly Thr Ala Leu Cys 


Pro Arg lie His 


Glu Val 


Pro 


Leu 


Leu 


Glu 


Pro 


595 


600 






605 








Leu Val Cys Lys Lys 


He Ala Gin Glu 


Arg Leu 


Thr 


Val 


Leu 


Leu 


Phe 


610 


615 




620 










Leu Glu Asp Cys lie 


He Thr Ala Cys 


Gin Glu Gly 


Leu 


He 


Cys 


Thr 




630 

\j «j vy 


635 










640 


Trp Ala Arg Pro Gly 


Lys Ala Phe Thr 


Asp Glu 


Glu 


Thr 


Glu 


Ala 


Gin 


645 




650 








655 




Thr Gly Glu Gly Ser 


Trp Pro Arg Ser 


Pro Ser 


Lys 


Ser 


Val 


Val 


Glu 


660 


665 








670 






Gly He Ser Ser Gin 


Pro Gly Asn Ser 


Pro Ser Gly 


Thr 


Val 


Val 




675 


680 






685 




687 





<210> 2983 
<211> 1211 
<212> PRT 

<213> Homo sapiens 



<400> 2983 
Arg Arg Phe Arg 
1 

Arg Gly Leu Glu 

20 

Val Leu Gin Glu 



Leu Ser Ala His 

5 

Met Pro Arg Gly 
Leu Asn Ala Asn 



Arg Ala Gin Pro 
10 

Val Phe Gin Gin 
25 

Leu Ser Asn Leu 



Cys Cys Arg Cys 
15 

Leu Ser Asn Leu 
30 

Thr Ser Ala Phe 



4654 



wo 01/57190 



PCT/USOl/04098 







35 










40 


Glu 


Lys 


Ala 


Thr 


Ala 


Glu 


Lys 


He 




50 










55 




Thr 


Asn 


AXQ 


Val 


He 


Leu 


Leu 


Ala 


65 










70 






Ser 


Glu 


Asn 


He 


Arcr 


Tro 


Ala 


Glu 










85 








Gly 


Val 


Thr 


Leu 


Cvs 


Gly 




Val 








100 










Tyr 
* 


Val 


Gly 


Tvr 


Phe 


Thr 


Lvs 


Lvs 






115 










120 


Phe 


Trp 


He 


Pro 


Tvr 


He 


His 


As 11 




130 










135 




Asn 


Gly 


Leu 


Asp 


Pro 


Leu 


Ser 


Leu 


145 










150 






Thr 


Trp 


Asn 


Asn 


Gin 


Glv 


Leu 


Pro 










165 








Ala 


Thr 


He 


Leu 


Glv 


Asn 


Thr 


Glu 








ISO 










Gin 


Leu. 


Gin 


Glv 


He 


Lvs 


Tro 

XXJtl 


He 

^ ^^^^ 






195 










200 


Lvs 


Ala 


He 


ArcT 


Leu 


Glv 


Gin 


Lvs 




210 














Ala 


Tlrr* 






Glv 




'Plnir 




225 
















Val 




Pro 


Ala 


Leu 


Apsd 




Ij©U 










5 A 








Glv 






Tie 




Tie 


Glv 




















Val 














m n 






















Ala 


Glv 




Val 




XJdX 


















Glv 


lieu 


Glu 


Asn 


Gin 






Ala 












V ^ V/ 








Leu 


Glu 


Gin 




xijf o 


Ala 












^ ^ ij 








liVS 


lie 


Val 


Leu 


Lvs 


Glu 


T>Pii 


C3lu 








340 










Ala 


Ala 


Ser 


Glv 


Aati 


Phe 




m V 






355 

•J mJ ^ 










J \J w 


Glu 


Thr 


Thr 


Lva 


His 


Tlu:* 


Ala 
















•^7 




Ala 


Lvs 


lie 


Thr 


Glu 

%0 ^ta %A 


Val 




He 


385 










3 






Pro 


Ala 


Ala 


Glu 


Arcr 


Ala 


Ser 


Leu. 










405 

w ^ 








Asn 


Lvs 


He 


Asn 


Pro 


Val 


Tyr 


Gin 








420 










Val 


Phe 


Glu 


Lys 


Ala 


He 


Gin 


Arcr 






435 










440 


Gin 


JUrcr 


Val 


He 


Asn 


Leu 


Thr 


ASD 




450 










455 




Tvr 


Thr 


Ala 


Atq 


Glv 


Leu 


Phe 


Glu 


465 










4 70 






Gin 


Val 


Thr 


Phe 


Gin 


Val 


lieu 


Ser 










485 








Glu. 


Leu 


Asp 


Phe 


Leu 

^^^^ *M 


Leu 


Arc 


Phe 








500 










Pro 


Val 


Asp 


Phe 


Leu 


Gin 


His 


Gin 






515 










520 


Ser 


Glu 


Met 


Asp 


Glu 


Phe 


Lys 


Asn 




530 










535 




Ala 


Lys 


Arg 


Trp 


Lys 


Lys 


Leu 


Val' 



45 



Lys 


Cys 


Gin 


Gin 


Glu Ala Asp 


Ala 








60 






Asn 


Ara 


Leu 


Val 


Gly Glv Leu 


Ala 






75 






80 


Ser 


Val 


Glu 


Asn 


Phe Arg Ser 


Gin 




90 






95 




Leu 


Leu 


He 


Ser 


Ala Phe Val 


Ser 


105 








110 




Tyr 


Arg 


Asn 


Glu 


Leu Met Glu 


Lvs 










125 




Leu 


Lys 


Val 


Pro 


He Pro He 


Thr 








140 






Leu 


Thr 


Asp Asp 


Ala AsD Val 


Ala 






155 






160 


Ser 


Asp 


Arg Met 


Ser Thr Glu 


Asn 




170 






175 




Arcr 


Tro 


Pro 


Leu 


He Val Aso 


Ala 


185 








190 




Lvs 


Asn 


Lys 


Tyr 


Arci Ser Glu 


Lpu 










205 




Ser 


Tvr 


Leu Asp 


Val He Glu 


Gin 








220 






Leu 


He 

^ 


Glu 


Asn 


Tie Glv Glu 

wXjr 


XIXX 






235 






240 


Leu 


Glv 


Arg Asn 


ThT* Tl^ Tivn 






250 






255 




Lvs 


Glu 


Val Gly 


Val Pt*o Pi*o 


Gin 

V3XXX 


265 

V 








270 




Val 




Gin 


Pro 


Th5" Ti^ii Gl n 

XIXX XiCSU wXXl 


nXd 










285 




He 

^ ^ 


Asn 


Phe 


Leu 


Val Thr* Ar*cr 










300 






Ala 


Val 


Val 


Ala 




It X U 






315 








Leu 


Thr 


Lys 


Ser 


Gin Asn Glu 

V^^^A t^SHX V^oLU 






330 






335 






Ser 


Leu 


Leu 


Al a Airor Leu 


t^CX 


345 








350 




Aso 


Thr 


Ala 


Leu 


Val Glu Asn 


Lqu 










365 




Glu 


He 


Glu 


Glu 


Lvs Val Val 


Glu 








380 






Asn 


Glu 


Ala 


Arg 


Glu Asn Tvr 


Arcr 






395 






400 


Leu 


Tyr 


Phe 


He 


Leu Asn AsiD 


Leu 




410 






415 




Phe 


Ser 


Leu 


Lys 


Ala Phe Asn 


Val 


425 








430 




Thr 


Thr 


Pro 


Ala 


Asn Glu Val 


Lvs 










445 




Glu 


He 


Thr 


Tyr 


Ser Val Tyr 


Met 








460 






Arcr 


ASD 


Lys 


Leu 


He Phe Leu 


Ala 






475 






480 


Met 


Lvs 

*j jr o 


Lys 


Glu 


Leu Asn Pro 


Val 




490 






495 




Pro 


Phe 


Lys 


Ala 


Gly Val Val 


Ser 


505 








510 




Gly 


Trp 


Gly Gly 


He Lys Ala 


Leu 










525 




Leu 


Asp 


Ser Asp 


He Glu Gly 


Ser 








540 






Glu 


Ser 


Glu 


Ala 


Pro Glu Lys 


Glu 
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545 










550 








555 










560 


lie 


Phe 


Pro 


Lys 


Glu 


Trp 


Lvs Asn 


Lys 


Thr 


Ala 


Leu 


Gin 


Lys 


Leu 


Cys 










565 








570 










575 




Met 


Val 


Arg 


Cys 


Leu 


Arg 


Pro Asp 


Arg 


Met 


Thr 


Tyr 


Ala 


He 


Lys 


Asn 








580 








585 










590 






Phe 


Val 


Glu 


Glu 


Lys 


Met 


Gly Ser 


Lys 


Phe 


Val 


Glu 


Gly 


Arg 


Ser 


Val 






595 








600 










605 








Glu 


Phe 


Ser 


Lys 


Ser 


Tyr 


Glu Glu 


Ser 


Ser 


Pro 


Ser 


Thr 


Ser 


He 


Phe 




610 










615 








620 










Phe 


He 


Leu 


Ser 


Pro 


Gly 


Val Asp 


Pro 


Leu 


Lys 


Asp 


Val 


Glu 


Ala 


Leu 


625 










630 








635 










640 


Gly 

•< 


Lys 


Lys 


Leu 


Gly 


Phe 


Thr He 


Asp 


Asn 


Gly 


Lys 


Leu 


His 


Asn 


Val 










645 








650 










655 




Ser 


Leu 


Gly 


Gin 


Gly 


Gin 


Glu Val 


Val 


Ala 


Glu 


Asn 


Ala 


Leu 


Asp 


Val 








660 








665 










670 






Ala 


Ala 


Glu 


Lvs 


Glv 


His 


Tro Val 


He 


Leu 


Gin 


Asn 


He 


His 


Leu 


Val 






675 








680 

^0 










685 








Ala 


Arcr 


Tro 


Leu 


Glv 


Thr 


Leu Asp 


Lvs 


Lys 


Leu 


Glu 


Ara 


Tvr 


Ser 


Thr 




690 

\0 










695 








700 










Glv 


Arcr 


His 


Glu 

^^^^ 4^ 


ASD 


Tvr 


Arcf Val 


Phe 


He 


Arcr 


Ala 


Glu 


Pro 


Ala 


Pro 


705 










710 








715 










720 


Ser 

JU 


Pro 


Glu 

^■J 


Thr 


His 


He 


Tie Pro 


Gin 


Glv 


He 


Leu 


Glu 


Asn 


Ala 


He 

Vflf 










725 

f Ait ^ 








730 










735 




Lvs 


He 


Thr 


Asn 


Glu 


Pro 


Pro Thr 


Glv 


Met 


Tyr 


Ala 


Asn 


Leu 


Tvr 

* Jr ** 


Lvs 








740 








745 










750 






Ala 


Leu 

Wtr 


Ast) 


Leu 


Phe 


Thr 


Gin Asp 


Thr 


Leu 


Glu 


Met 


Cvs 


Thr 




Glu 






755 








760 










765 








Met 


Glu 


Phe 


Lvs 


Cvs 


Met 


Leu Phe 


Ala 


Leu 


Cvs 


Tvr 


Phe 


His 


Ala 


Val 




770 










775 








780 










Val 


Ala 


Glu 


Arcr 


Arcr 


Lys 


Phe Glv 


Ala 


Gin 


Gly 


Tro 


Asn 


Arcr 


Ser 


Tvr 

* Jf 4. 


785 










790 








795 










800 

O w U 


Pro 


Phe 


Asn 


Asn 


Glv 


Asp 


Leu Tiir 


He 


Ser 

mm 


He 


Asn 


Val 


Leu 


Tvr 


Asn 










805 

O w ^ 








810 














* JT * 


Leu 


Glu 


Ala 


Asn 


Pro 


Lvs Val 


Pro 


Trp 


Asp 


Asp 


Leu 


Arcr 


Tvr 


Leu 








820 








825 










B20 

O J V/ 






Phe 


Glv 


Glu 


He 


Met 


Tvr 


Glv Glv 


His 


He 


Thr 


Asp 


Asp 


Trp 


Asp 


Arcr 






835 








840 










845 

^ 








Arcr 


Leu 


Cys 


Arcr 


Thr 


Tvr 


Leu Ala 


Glu 


Tvr 

A jr J. 


He 


Arg 


Thr 


Glu 


Met 


Leu 




850 










855 








860 










Glu 


Glv 


Asp 


Val 


Leu 


Leu 


Ala Pro 


Glv 


Phe 


Gin 


He 


Pro 


Pro 


Asn 


Leu 


865 










870 








875 










880 

WWW 


Asp 


Tvr 


Lys 


Gly 


Tvr 


His 


Glu Tyr 


He 


Asp 


Glu 


Asn 


Leu 


Pro 


Pro 


Glu 










885 








890 










G95 

\J ^ ■mJ 




Ser 


Pro 


Tvr 


Leu 


Tyr 


Gly 


Leu His 


Pro 


Asn 


Ala 


Glu 


He 


Gly 


Phe 


Leu 








900 








905 










910 

*i* \j 






Thr 


Val 


Thr 


Ser 


Glu 


Lys 


Leu Phe 


Arg 


Thr 


Val 


Leu 


Glu 


Met 


Gin 


Pro 






915 








920 










925 








Lvs 


Glu 


Thr 


Asp 


Ser 


Gly 


Ala Gly 


Thr 


Glv 


Val 


Ser 


Aror 


Glu 

^IV 


Glu 


Lvs 




930 










935 








940 








i 


Val 


Lys 


Ala 


Val 


Leu 


Asp 


Asp He 


Leu 


Glu 


Lys 


He 


Pro 


Glu 


Thr 


Phe 


94 5 










950 








955 










960 


Asn 


Met 


Ala 


Glu 


He 


Met 


Ala Lys 


Ala 


Ala 


Glu 


Lys 


Thr 


Pro 


Tyr 


Val 










965 








970 










975 




Val 


Val 


Ala 


Phe 


Gin 


Glu 


Cys Glu 


Arg 


Met 


Asn 


He 


Leu 


Thr 


Asn 


Glu 








980 








985 










990 






Met 


Arg 


Arg 


Ser 


Leu 


Lys 


Glu Leu 


Asn 


Leu 


Gly 


Leu 


Lys 


Glv 


Glu 


Leu 






995 








1000 








1005 








Thr 


He 


Thr 


Thr 


Asp 


Val 


Glu Asp 


Leu 


Ser 


Thr 


Ala 


Leu 


Phe 


Tyr 


Asp 


lOlO 








1015 






1020 










Thr 


Val 


Pro 


Asp 


Thr 


Trp Val Ala 


Arg 


Ala 


Tyr 


Pro 


Ser 


Met 


Met 


Gly 


L025 








1030 






1035 








1040 


Leu 


Ala 


Ala 


Trp 


Tyr Ala Asn Leu 


Leu 


Leu Arg 


He Arg 


Glu 


Leu 


Glu 



1045 1050 1055 



Ala Trp Thr Thr Asp Phe Ala Leu Pro Thr Thr Val Trp Leu Ala Gly 
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1060 1065 1070 

Phe Phe Asn Pro Gin Ser Phe Leu Thr Ala He Met Gin Ser Met Ala 

1075 1080 1085 

Arg Lys Asn Glu Trp Pro Leu Asp Lys Met Cys Leu Ser Val Glu Val 

1090 1095 .1100 

Thr Lys Lys Asn Arg Glu Asp Met Thr Ala Pro Pro Arg Glu Gly Ser 
1105 1110 1115 1120 

Tyr Val Tyr Gly Leu Phe Met Glu Gly Ala Arg Trp Asp Thr Gin Thr 

1125 1130 1135 

Gly Val He Ala Glu Ala Arg Leu Lys Glu Leu Thr Pro Ala Met Pro 

1140 1145 1150 

Val lie Phe He Lys Ala He Pro Val Ala Arg Met Glu Thr Lys Asn 

1155 1160 1165 

He Tyr Glu Cys Pro Val Tyr Lys Thr Arg He Arg Gly Pro Thr Tyr 

1170 1175 1180 

Val Trp Thr Phe Asn Leu Lys Thr Lys Glu Lys Ala Ala Lys Trp He 
1185 1190 1195 1200 

Leu Ala Ala Val Ala Leu Leu Leu Gin Val 

1205 1210 



<210> 2984 
<211> 489 
<212> PRT 

<213> Homo sapiens 



<400> 2984 



Phe 


Val 


Leu 


Phe 


Pro 


Gly 


He 




1 








5 








Ser 


Ser 


Leu 


Leu 


Leu 


Pro 


Ala 


Ala 








20 










Ala 


Gly 


Glu 


Ala 


Gly 


Ala 


Ala 


Thr 






35 










40 


Glu 


Glu 


Tyr 


He 


Glu 


Gly Leu 


Gin 




50 










55 




Pro 


Asp 


Val 


Glu 


Lys 


Leu 


Gin 


Ala 


65 










70 






Glu 


Asn 


Gly 


Asp 


Leu 


Glu 


Arg 


Met 










85 








Ser 


Ala 


Leu 


Gly 


Lys 


Met 


Ser 


Arg 








100 










Pro 


Ala 


Thr 


Phe 


Glu 


Thr 


Pro 


Glu 






115 










120 


Gly 


Asn 


Lys 


Pro 


Arg 


Pro 


Arg 


Gly 




13 0 










135 




Gly 


Glu 


Glu 


Glu 


Glu 


Lys 


Glu 


Pro 


145 










150 






Ser 


Arg 


Tyr 


Thr 


Ser 


Glu 


Asp 


Asn 










165 








Val 


Ala 


Lys 


Glu 


Arg 


Ser 


Arg 


Ala 








180 










Glu 


Glu 


Glu 


Phe 


Glu 


Lys 


Arg 


Gin 






195 










20O 


Ala 


Glu 


His 


Gin 


Ala 


He 


Glu 


Ser 




210 










215 




Lys 


Tyr 


Lys 


Ala 


Lys 


Asn 


Ser 


Leu 


225 










230 






Asp 


Glu 


Glu 


Gin 


Leu 


Phe 


Lys 


Lys 










245 








Thr 


Arg 


Phe 


Leu 


Arg 


Asp 


Pro 


Phe 








260 










Leu 


Gin 


Gin 


Ala 


Ala 


Ala 


Leu 


Asn 



Met 


Glu 


Thr 


Pro 


Gly Ala Ser Ala 
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315 








320 


val 


Asp 


Ser Lys 


Lys Ser Thr Ser 


His Asp Leu 


Val 


Ser Glu 


Met 


Glu 










325 


330 






335 





Val 



337 



<210> 2989 

<21I> 1350 

<212> PRT 

<213> Homo sapiens 





<400> 2989 


















Lys 


Ser 


Gin 


Leu 


Phe 


Cys 


Phe 


Trp 


Val Glv Lva 


Ala 






1 








5 








10 






15 


Ser 


Gly Asp 


Gin 


Asp 


Lys 


Glu 


Gin 


Lys Asp Pro 


Tyr 


Phe Val 


Glu Thr 








20 










25 




30 




Pro 


Tyr 


Gly 


Tyr 


Gin 


Leu Asp 


Leu 


Asp Phe Leu 


Lys 


Tyr Val 


Asp Asp 






35 










40 






45 




lie 


Gin 


Lys 


Gly 


Asn 


Thr 


He 


Lys 


Arg Leu Asn 


He 


Gin Lys 


Arg Arg 




50 










55 






60 






Lys 


Pro 


Ser 


Val 


Pro 


Cys 


Pro 


Glu 


Pro Arg Thr 


Thr 


Ser Gly 


Gin Gin 


65 










70 






75 






80 


Gly 


He 


Trp 


Thr 


Ser 


Thr 


Glu 


, Ser 


Leu Ser Ser 


Ser 


Asn Ser 


Asp Asp 










85 








90 






95 


Asn 


Lys 


Gin 


Cys 


Pro 


Asn 


Phe 


Leu 


He Ala Arg 


Ser 


Gin Val 


Thr Ser 








100 










105 




110 




Thr 


Pro 


He 


Ser 


Lys 


Pro 


Pro 


Pro 


Pro Leu Glu 


Thr 


Ser Leu 


Pro Phe 






115 










120 






125 




Leu 


Thr 


He 


Pro 


Glu 


Asn Arg Gin 


Leu Pro Pro 


Pro 


Ser Pro 


Gin Leu 




130 










135 






140 






Pro 


Lys 


His 


Asn 


Leu 


His 


Val 


Thr 


Lys Thr Leu 


Met 


Glu Thr 


Arg Arg 


145 










150 






155 






160 


Arg 


Leu 


Glu 


Gin 


Glu 


Arg Ala Thr 


Met Gin Met 


Thr 


Pro Gly 


Glu Phe 










165 








170 






175 


Arg 


Arg 


Pro 


Arg 


Leu 


Ala 


Ser 


Phe 


Gly Gly Met 


Gly 


Thr Thr 


Ser Ser 








180 










185 




190 




Leu 


Pro 


Ser 


Phe 


Val 


Gly Ser Gly 


Asn His Asn 


Pro 


Ala Lys 


His Gin 






195 










200 






205 




Leu 


Gin 


Asn 


Gly 


Tyr 


Gin Gly Asn 


Gly Asp Tyr 


Gly 


Ser Tyr 


Ala Pro 




210 










215 






220 






Ala 


Ala 


Pro 


Thr 


Thr 


Ser 


Ser 


Met 


Gly Ser Ser 


He 


Arg His 


Ser Pro 


225 










230 






235 






240 


Leu 


Ser 


Ser 


Gly 


He 


Ser 


Thr 


Pro 


Val Thr Asn 


Val 


Ser Pro 


Met His 










245 








250 






255 


Leu 


Gin 


His 


He 


Arg 


Glu 


Gin 


Met 


Ala He Ala 


Leu 


Lys Arg 


Leu Lys 








260 










265 




270 




Glu 


Leu 


Glu 


Glu 


Gin 


Val 


Arg 


Thr 


He Pro Val 


Leu 


Gin Val 


Lys He 
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275 










280 










285 






Ser 


Val 


Leu 


Gin 


Glu 


Glu 


Lys 


Arg 


Gin 


Leu 


Val 


Ser 


Gin 


Leu 


Lys Asn 




290 










295 










300 








Gin 


Arg 


Ala 


Ala 


Ser 


Gin 


He 


Asn 


Val 


Cys 
* 


Gly 


Val 


Arg 


Lys 


Arg Ser 


305 










310 










315 








320 


Tyr 


Ser 


Ala 


Gly 


Asn 


Ala 


Ser 


Gin 


Leu 


Glu 


Gin 


Leu 


Ser 


Arg 


Ala Arg 










325 










330 










335 


Arg 


Ser 


Gly 


Gly 


Glu 


Leu 


Tyr 


He 


Asp 


Tyr 


Glu 


Glu 


Glu 


Glu 


Met Glu 








340 










345 










350 




Thr 


Val 


Glu 


Gin 


Ser 


Thr 


Gin 


Arg 


He 


Lys 


Glu 


Phe 


Arg 


Gin 


Leu Thr 






355 










360 










365 






Ala 


Asp 


Met 


Gin 


Ala 


Leu 


Glu 


Gin 


Lys 


He 


Gin 


Asp 


Ser 


Ser 


Cys Glu 




370 










375 










380 








Ala 


Ser 


Ser 


Glu 


Leu 


Arg Glu 


Asn 


Gly 


Glu 


Cys 


Arg 


Ser 


Val 


Ala Val 


385 










390 










395 








400 


Gly 


Ala 


Glu 


Glu 


Asn 


Met 


Asn 


Asp 


He 


Val 


Val 


Tyr 


His 


Arg 


Gly Ser 










405 










410 










415 


Arg 


Ser 


Cys 


Lys 


Asp 


Ala 


Ala 


Val 


Gly 


Thr 


Leu 


Val 


Glu 


Met 


Arg Asn 








420 










425 










430 




Cvs 


Gly 


Val 


Ser 


Val 




Glu 


Ala 


Met 


Leu 


Gly 


Val 


Met 


Thr 


Glu Ala 






435 










440 










445 






Asp 


Lvs 


Glu 


He 


Glu 




Gin 


Gin 


Gin 


Thr 


He 


Glu 


Ser 


Leu 


Lys Glu 




450 










V 9 3 










460 








Lvs 


He 


Tvr 


Arc 


Leu 


Glu 


Val 


Gin 


Leu 


Arcr 


Glu 


Thr 


Thr 


His 


Asp Arg 


465 




















475 








480 


Glu 


Met 


Thr 


Lys 


Leu 


Lys 


Gin 


Glu 


Leu 


Gin 


Ala 


Ala 


Gly 


Ser 


Arg Lys 










485 

\m 










490 










495 


IiVS 


Val 


Asp 


Lvs 


Ala 


Thr 


Met 


Ala 


Gin 


Pro 


Leu 


Val 


Phe 


Ser 


Lys Val 








500 










505 










510 




Val 


Glu 


Ala 


Val 


Val 


Gin 


Thr 


Arcr 


Asp 


Gin 


Met 


Val 


Gly 


Ser 


His Met 






515 










520 

w 










525 






Asp 


Leu 


Val 


Asp 


Thr 


Cys 


Val 


Gly 


Thr 


Ser 


Val 


Glu 


Thr 


Asn 


Ser Val 




530 

m»J V 










535 










540 








Glv 


He 


Ser 


Cys 


Gin 


Pro 


Glu 


Cvs 


Lys 


Asn 


Lvs 


Val 


Val 


Gly 


Pro Glu 


545 










550 










555 








560 


Leu 


Pro 


Met 


Asn 


Trp 


Trp 


He 


Val 


Lys 


Glu 


Arg 


Val 


Glu 


Met 


His Asp 










565 










570 










575 


Atq 


Cvs 


Ala 


Gly 


Arg 


Ser 


Val 


Glu 


Met 


Cys 


Asp 


Lys 


Ser 


Val 


Ser Val 








580 










585 










590 




Glu 


Val 


Ser 


Val 


Cvs 


Glu 


Thr 


Gly 


Ser 


Asn 


Thr 


Glu 


Glu 


Ser 


Val Asn 






595 










6O0 










605 






ASD 


Leu 


Thr 


Leu 


Leu 


Lys 


Thr 


Asn 


Leu 


Asn 


Leu 


Lys 


Glu 


Val 


Arg Ser 




610 










615 










620 








lie 


Glv 


Cvs 


Gly 


Asp 


Cys 


Ser 


Val 


Asp 


Val 


Thr 


Val 


Cys 


Ser 


Pro Lys 


625 










630 










635 








640 


Glu 


Cys 


Ala 


Ser 


Arg 


Gly Val 


Asn 


Thr 


Glu 


Ala 


Val 


Ser 


Gin 


Val Glu 










645 










650 










655 


Ala 


Ala 


Val 


Met 


Ala 


Val 


Pro 


Arg 


Thr 


Ala 


Asp 


Gin 


Asp 


Thr 


Ser Thr 








660 










665 










670 




Asp 


Leu 


Glu 


Gin 


Val 


His 


Gin 


Phe 


Thr 


Asn 


Thr 


Glu 


Thr 


Ala 


Thr Leu 






675 










680 










685 






He 


Glu 


Ser 


Cys 


Thr 


Asn 


Thr 


Cys 


Leu 


Ser 


Thr 


Leu 


Asp 


Lys 


Gin Thr 




690 










695 










700 








Ser 


Thr 


Gin 


Thr 


Val 


Glu 


Thr 


Arg 


Thr 


Val 


Ala 


Val 


Gly 


Glu 


Gly Arg 


705 










710 










715 








720 


Val 


Lys 


Asp 


He 


Asn 


Ser 


Ser 


Thr 


Lys 


Thr 


Arg 


Ser 


He 


Gly 


Val Gly 










725 










730 










735 


Thr 


Leu 


Leu 


Ser 


Gly 


His 


Ser 


Gly 

<< 


Phe 


Asp 


Arg 


Pro 


Ser 


Ala 


Val Lys 








740 










745 










750 




Thr 


Lys 


Glu 


Ser 


Gly 


Val Gly 


Gin 


He 


Asn 


He 


Asn 


Asp 


Asn 


Tyr Leu 






755 










760 










765 






Val 


Gly 


Leu 


Lys 


Met 


Arg 


Thr 


He 


Ala 


Cys 


Gly 


Pro 


Pro 


Gin 


Leu Thr 




770 










775 










780 








Val 


Gly 


Leu 


Thr 


Ala 


Ser Arg 


Arg 


Ser 


Val 


Gly 


Val 


Gly 


Asp 


Asp Pro 
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785 790 795 800 

Val Gly Glu Ser Leu Glu Asn Pro Gin Pro Gin Ala Pro Leu Gly Met 

805 810 815 

Met Thr Gly Leu Asp His Tyr lie Glu Arg lie Gin Lys Leu Leu Ala 

820 825 830 

Glu Gin Gin Thr Leu Leu Ala Glu Asn Tyr Ser Glu Leu Ala Glu Ala 

835 840 845 

Phe Gly Glu Pro His Ser Gin Met Gly Ser Leu Asn Ser Gin Leu lie 

850 855 860 

Ser Thr Leu Ser Ser lie Asn Ser Val Met Lys Ser Ala Ser Thr Glu 
865 870 875 880 

Glu Leu Arg Asn Pro Asp Phe Gin Lys Thr Ser Leu Gly Lys lie Thr 

885 890 895 

Gly Ser Tyr Leu Gly Tyr Thr Cys Lys Cys Gly Gly Leu Gin Ser Gly 

900 905 910 

Ser Pro Leu Ser Ser Gin Thr Ser Gin Pro Glu Gin Glu Val Gly Thr 

915 920 925 

Ser Glu Gly Lys Pro lie Ser Ser Leu Asp Ala Phe Pro Thr Gin Glu 

930 935 940 

Gly Thr Leu Ser Pro Val Asn Leu Thr Asp Asp Gin He Ala Ala Gly 
945 950 955 960 

Leu Tyr Ala Cys Thr Asn Asn Glu Ser Thr Leu Lys Ser He Met Lys 

965 970 975 

Lys Lys Asp Gly T^n Lys Asp Ser Asn Gly Ala Lys Lys Asn Leu Gin 

980 985 990 

Phe Val Gly He Asn Gly Gly Tyr Glu Thr Thr Ser Ser Asp Asp Ser 

995 1000 1005 

Ser Ser Asp Glu Ser Ser Ser Ser Glu Ser Asp Asp Glu Cys Asp Val 

1010 1015 1020 

He Glu Tyr Pro Leu Glu Glu Glu Glu Glu Glu Glu Asp Glu Asp Thr 
1025 1030 1035 1040 

Arg Gly Met Ala Glu Gly His His Ala Val Asn He Glu Gly Leu Lys 

1045 1050 1055 

Ser Ala Arg Val Glu Asp Glu Met Gin Val Gin Glu Cys Glu Pro Glu 

1060 1065 1070 

Lys Val Glu He Arg Glu Arg Tyr Glu Leu Ser Glu Lys Met Leu Ser 

1075 1080 1085 

Ala Cys Asn Leu Leu Lys Asn Thr He Asn Asp Pro Lys Ala Leu Thr 

1090 1095 1100 

Ser Lys Asp Met Arg Phe Cys Leu Asn Thr Leu Gin His Glu Trp Phe 
1105 1110 1115 1120 

Arg Val Ser Ser Gin Lys Ser Ala He Pro Ala Met Val Gly Asp Tyr 

1125 1130 1135 

He Ala Ala Phe Glu Ala He Ser Pro Asp* Val Leu Arg Tyr Val He 

1140 1145 1150 

Asn Leu Ala Asp Gly Asn Gly Asn Thr Ala Leu His Tyr Ser Val Ser 

1155 1160 1165 

His Ser Asn Phe Glu He Val Lys Leu Leu Leu Asp Ala Asp Val Cys 

1170 1175 1180 

Asn Val Asp His Gin Asn Lys Ala Gly Tyr Thr Pro He Met Leu Ala 
1185 1190 1195 1200 

Ala Leu Ala Ala Val Glu Ala Glu Lys Asp Met Arg He Val Glu Glu 

1205 1210 1215 

Leu Phe Gly Cys Gly Asp Val Asn Ala Lys Ala Ser Gin Ala Gly Gin 

1220 1225 1230 

Thr Ala Leu Met Leu Ala Val Ser His Gly Arg He Asp Met Val Lys 

1235 1240 1245 

Gly Leu Leu Ala Cys Gly Ala Asp Val Asn He Gin Asp Asp Glu Gly 

1250 1255 1260 

Ser Thr Ala Leu Met Cys Ala Ser Glu His Gly His Val Glu He Val 
1265 1270 1275 1280 

Lys Leu Leu Leu Ala Gin Pro Gly Cys Asn Gly His Leu Glu Asp Asn 

1285 1290 1295 

Asp Gly Ser Thr Ala Leu Ser He Ala Leu Glu Ala Gly His Lys Asp 
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1300 1305 1310 

lie Ala Val Leu Leu Tyr Ala His Val Asn Phe Ala Lys Ala Gin Ser 

1315 1320 1325 

Pro Gly Thr Pro Arg Leu Gly Arg Lys Thr Ser Pro Gly Pro Thr His 

1330 1335 1340 

Arg Gly Ser Phe Asp 
1345 1349 



<210> 2990 

<211> 541 

<212> PRT 

<213> Homo sapiens 



<400> 2990 
61u Arg Leu Arg 
1 

Ala Gly Ala Cys 

20 

Arg His Ala Ala 

35 

Gly Val Arg Leu 
50 

Deu Pro Gin Arg 
65 

Pro Tyr Glu Cys 

Ala Leu Leu Ser 

100 

Ala Asn Pro Asp 
115 

Lys Lys lie Gin 
130 

Thr Phe Thr Lys 
145 

Ser Val Leu Cys 

Thr Arg Leu Phe 

180 

Lys Tyr Thr Glu 
195 

He Leu Glu Thr 
210 

Leu Glu Pro Asp 
225 

Leu Ala Gly Glu 

Pro Ala Ala Pro 

260 

Pro Pro Pro Gly 

275 

Gin Ser Arg Pro 
290 

Pro Gly Leu Gly 
305 

Thr Pro Pro Pro 

Pro Gly Gly Leu 

340 

Leu Tyr Ser Gly 

355 

Pro Leu Gly Ser 



Pro Gly Gin Arg 
5 

Ala Ser Leu Pro 

Leu Gly Gly Ala 

40 

Qln Arg Arg Glu 
55 

Gly Gly Ser Ala 
70 

Gin Cys Pro Gly 

85 

Leu He Leu Glu 

Lys Asp His Ser 

120 

lie Ser Arg He 
135 

Arg Lys Phe Gly 
150 

Asp Cys Glu . He 
165 

Gin Tyr Ala Ser 

Tyr Ser Glu Pro 

200 

Leu Lys Arg Arg 
215 

Glu Gly Pro Glu 
230 

Gly Gly Asp Pro 
245 

Ala Met Pro Ser 

Cys Asp Pro Ser 

280 

Ser Pro Phe Arg 
295 

His Pro Leu Phe 
310 

Leu Tyr Leu Pro 
325 

Ala Gly Pro Arg 

Leu Gin Asn Pro 

360 

Phe Pro Phe Leu 





Glv 


10 




Pro Arg Ala 


Gly 


25 




VsXU \JMy 


QCX 




vzrx jr 




60 


17X11 XXXX \3JLy 


nxB 


75 




IT X \7X1X jri,\J 


\3x y 


90 




Glu Thr Arg 


Gly 


105 

X W 




Thr Gin Pro 


Glv 


Leu Asi3 Gin 


Arcf 




140 


Leu Met: Lvs 


Lvs 


155 




Ala Leu He 


He 


170 




Thr Asp Met 


Asp 


185 




His Glu Ser 


Arg 


Gly He Gly 


Leu 




220 


Glu Pro Gly 


Glu 


235 




Ala Leu Pro 


Arg 


250 




Pro Asp Val 


Val 


265 




Gly Leu Gly 


Glu 


Pro Ala Ala 


Pro 




300 


Ser Pro Ser 


His 


315 




Thr Glu Gly 


Arg 


330 




Gly Gly Leu 


Asn 


345 




Cys Ser Thr 


Ala 


Pro Gly Gly 


Pro 



Pro Val Pro Ala 
15 

Pro Ala Gin Gly 
30 

His Leu His Cys 
45 

Gin Gin Arg Leu 

Gin His Pro Gly 

80 

Gly Thr Thr Pro 
95 

Pro Pro Ala Ser 
110 

Thr Met Gly Arg 
125 

Asn Arg Gin Val 

Ala Tyr Glu Leu 

160 

Phe Asn Ser Ala 
175 

Arg Val Leu Leu 
190 

Thr Asn Thr Asp 
205 

Asp Gly Pro Glu 

Lys Phe Arg Arg 

240 

Pro Arg Leu Tyr 
255 

Tyr Gly Ala Leu 
270 

Ala Leu Pro Ala 
285 

Lys Ala Gly Pro 

Leu Thr Ser Lys 

320 

Arg Ser Asp Leu 
335 

Thr Ser Arg Ser 
350 

Thr Pro Gly Pro 
365 

Pro Val Gly Ala 
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370 










375 


Glu 


Ala 


Trp 


Ala 


Arg 


Arg 


Val Pro Gin 


385 










390 




Pro 


Pro 


Gin 


Ser 


Ser 


He 


Lys Ser Glu 










405 






Gly 


Ala 


Pro 


Ala 


Thr 


Phe 


Leu Arg Pro 








420 






425 


Pro 


Gly 


Pro 


Trp 


Gin 


Ser 


Leu Cys Gly 






435 








440 


Cys 


Pro 


Trp 


Pro 


Thr 


Ala 


Gly Pro Gly 




450 










455 


Ser 


Pro 


Glu 


Arg 


Ser 


Pro 


Gly Thr Ala 


465 










470 




Ser 


Leu 


Gin 


Ala 


Phe 


Ser 


Glu Lys Thr 










485 






Arg 


Gly 


Gly 


Gly 


Leu 


Glu 


Val Gly Gly 








500 






505 


Gly 


Leu 


Leu 


Ser 


Phe 


Phe 


Leu Phe Val 






515 








520 


Ala 


Arg 


Gly 


Val 


Arg 


Gly 

•* 


Pro Glu Lys 




530 










535 




<210> 2991 










<2.11> 386 










<212> PRT 










<213> Homo 


sapiens 






<400> 2991 








lie 


Pro 


Gin 


Pro 


Leu 


His 


Cys Ala Ser 


1 








5 






Arg 


Cys 


Gly 


Asp 


Ala 


Ala 


Arg Thr Leu 








20 






25 


Tyr 


Phe 


Cys 


Ser 


Pro 


Val 


Arg Pro Leu 






35 








40 


Lys 


Glu 


Leu 


Leu 


Gin 


Asn 


Gly Pro Asp 




50 










55 


Asp 


Leu 


Ala 


Asp 


Arg 


Ser 


Thr Trp Asp 


65 










70 




Arg 


Gin 


Lys 


Gly 


Glu 


Arg 


Leu Arg Leu 










85 






He 


Pro 


Met 


Gly 


Lys 


Asn 


Tyr Asn Lys 








100 






105 


Leu 


Asn 


Leu 


His 


Thr 


Val 


Cys Glu Glu 






115 








120 


Glu 


Cys 


Trp 


Gly 


Gly 


Gly 


Glu Tyr Ala 




130 










135 


Leu 


Met 


Gly 


Asp 


Thr 


Cys 


Thr Arg Gly 


145 










150 




Thr 


Ala 


Arg 


Asn 


Pro 


Pro 


Pro Leu Asp 










165 






Ala 


Lys 


Ala 


He 


Ala 


Glu 


Trp Gly Leu 








180. 






185 


Val 


Asp 


Arg 


Asp 


Asp 


Met 


Pro Asp Gly 






195 








200 


Thr 


Val 


Ser 


Tyr 


Leu 


Lys 


Glu Arg Asn 




210 










215 


Leu 


Thr 


Pro 


Asp 


Phe 


Arg 


Gly Asp Leu 


225 










230 




Leu 


Ser 


Gly 


Leu 


Asp 


Val 


Tyr Ala His 










245 






Leu 


Gin 


Ser 


Lys 


Val 


Arg 


Asp Pro Arg 
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380 



Pro 


Ala 


Ala 


Pro 


Pro 


Arg 


Arg 




395 










400 


Arg 


Leu 


Phe 


Leu 


Arg 


Pro 


Pro 


410 










415 




Ser 


Pro 


He 


Pro 


Cys 


Ser 


Ser 










430 






Leu 


Gly 


Pro 


Pro 


Cys 


Ala 


Gly 








445 








Arg 


Arg 


Ser 


Pro 


Gly 


Gly 


Thr 






460 










Arg 


Ala 


Arg 


Gly 


Asp 


Pro 


Thr 




475 










480 


His 


Thr 


Val 


Thr 


Ala 


Pro 


Leu 


490 










495 




Trp 


Thr 


Gin 


Ser 


Ser 


Ala 


Gly 










510 






Cys 


He 


Ser 


Thr 


Asn 


Lys 


Asn 








525 








Lys 














538 














Pro 


Lvs 


Glu 


Glu 


Met 


Ser 


Leu 


10 










15 




Gly 


Pro 




Val 


Phe 


Glv 


Arcr 










30 






Ser 


Ser 


Leu 


Pro 


ASD 


Lvs 


Lvs 








45 








Leu 


Gin 


Asp 


Phe 


Val 


Ser 


Glv 






60 










Glu 


Tvr 


Lvs 


Glv 


Asn 


Leu 


Lvs 




75 










80 


Pro 


Pro 


Trp 


Leu 


Lys 


Thr 


Glu 


90 










95 




Leu 


Lys 


Asn 


Thr 


Leu 


Arg 


Asn 










110 






Ala 


Arg 


Cys 


Pro 


Asn 


He 


Gly 








125 








Thr 


Ala 


Thr 


Ala 


Thr 


He 


Met 






140 










Cys 


Arg 


Phe 


Cys 


Ser 


Val 


Lys 




155 










160 


Ala 


Ser 


Glu 


Pro 


Tyr 


Asn 


Thr 


170 










175 




Asp 


Tyr 


Val 


Val 


Leu 


Thr 


Ser 










190 






Gly 


Ala 


Glu 


His 


He 


Ala 


Lys 








205 








Pro 


Lys 


He 


Leu 


Val 


Glu 


Cys 






220 










Lys 


Ala 


He 


Glu 


Lys 


Val 


Ala 




235 










240 


Asn 


Val 


Glu 


Thr 


Val 


Pro 


Glu 


250 










255 




Ala 


Asn 


Phe 


Asp 


Gin 


Ser 


Leu 
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260 265 270 

Arg Val Leu Lys His Ala Lys Lys Val Gin Pro Asp Val lie Ser Lys 

275 280 285 

Thr Ser lie Met Leu Gly Leu Gly Glu Asn Asp Glu Gin Val Tyr Ala 

290 295 300 

Thr Met Lys Ala Leu Arg Glu Ala Asp Val Asp Cys Leu Thr Leu Gly 
305 310 315 320 

Gin Tyr Met Gin Pro Thr Arg Arg His Leu Lys Val Glu Glu Tyr lie 

325 330 335 

Thr Pro Glu Lys Phe Lys Tyr Trp Glu Lys Val Gly Asn Glu Leu Gly 

340 345 350 

Phe His Tyr Thr Ala Ser Gly Pro Leu Val Arg Ser Ser Tyr Lys Ala 

355 360 365 

Gly Glu Phe Phe Leu Lys Asn Leu Val Ala Lys Arg Lys Thr Lys Asp 
370 375 380 

Leu* 
385 



<210> 2992 

<211> 545 

<212> PRT 

<213> Homo sapiens 



<400> 2992 



iflLsJ 




CrXO 


Gly Val 


c L \j 






Pro 


Pro 




Cys 


Cys 






ASp 


1 








5 










10 










15 




I*lB& 


\jXxl 


v» j.y 


Pro 


Trp 








Leu 


Leu 




Leu Arg 




\7XX1 










20 










25 
















Ser 


Leu 


Gly 


Val 


He 


Pro 


Ala 


Glu 


Glu 


Glu 


Asn 


Pro 


Ala 


Phe 


Trp 


Asn 






35 










40 










45 








Arg 


Gin 


Ala 


Ala 


Glu 


Ala 


Leu 


Asp 


Ala 


Ala 


Lys 


Lys 


Leu 


Gin 


Pro 


He 




50 










55 










60 










Gin 


Lys 


Val 


Ala Lys 


Asn 


Leu 


He 


Leu 


Phe 


Leu 


Gly Asp 


Gly 


Leu 


Gly 


65 










70 










75 










80 


Val 


Pro 


Thr 


Val 


Thr 


Ala 


Thr 


Arg 


He 


Leu 


Lys 


Gly Gin 


Lys 


Asn 


Gly 










85 










90 










95 




Lys 


Leu 


Gly 


Pro 


Glu 


Thr 


Pro 


Leu 


Ala 


Met 


Asp 


Arg 


Phe 


Pro 


Tyr 


Leu 








100 










105 










110 






Ala 


Leu 


Ser 


Lys 


Thr 


Tyr 


Asn 


Val 


Asp Arg 


Gin 


Val 


Pro 


Asp 


Ser 


Ala 
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120 










125 








Ala 


Thr 


Ala 


Thr 


Ala 


Tyr 


Leu 


Cys 


Gly Val 


Lys 


Ala 


Asn 


Phe 


Gin 


Thr 
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140 










lie 


Gly 


Leu 
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Ala 


Ala 


Ala 


Arg 


Phe 


Asn 


Gin 


Cys 


Asn 


Thr 


Thr 


Arg 


145 










150 










155 










160 


Gly 


Asn 


Glu 


Val 


He 


Ser 


Val 


Met 


Asn Arg 


Ala 


Lys 


Gin 


Ala 


Gly 


Lys 










165 
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Val 


Gly 


Val 


Val 


Thr 


Thr 


Thr 


Arg 


Val 


Gin 


His 


Ala 


Ser 


Pro 


Ala 
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185 
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Thr 


Tyr 


Ala 


His 


Thr 


Val 


Asn 


Arg Asn 


Trp 


Tyr 


Ser 


Asp 


Ala 


Asp 
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205 








Met 
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Ala 


Ser 


Ala 


Arg 


Gin 


Glu 


Gly Cys 


Gin 


Asp 


He 


Ala 


Thr 


Gin 
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215 










220 
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Met 
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He 


Asp 


Val 


He 


Leu 


Gly Gly 


Gly 


Arg 


Lys 
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Tyr 


Met 


Phe 


Pro 


Met 


Gly 
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Pro 


Asp 
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Glu 


Tyr 
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Ala 


Asp 


Ala 










245 










250 
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Gly 


He 


Arg 
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Asp 


Gly Lys 
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Val 


Gin 


Glu 


Trp 
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Ala 
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Gly 
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Trp 


Tyr Val 


Trp 


Asn Arg 


Thr 
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Met 
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Ser 
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Val 
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His 
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Met 


Gly 
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290 






Glu 


Pro 


Gly 


Asp 


305 








Pro 


Ser 


Leu 


Met 


Asn 


Pro 


AXQ 


Gly 








340 


Gly 


His 


His 


Glu 






355 




Phe 


Asp 


Asp 


Ala 




370 






Thr 


Leu 


Thr 


Leu 


385 








Gly 


Tyr 


Thr 


Leu 


Ala 


Gin 


Asp 


Ser 








420 


Gly 


Tyr 


Val 
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435 






Glv 


Ser 
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Glu 


Thr 


His 


Glv 


465 
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Ala 


His 
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Val 


Met 


Ala 


Phe 


Ala 








500 


Pro 


Pro 


Ala 


Cys 






515 




Pro 


Leu 


Leu 


Ala 




530 







295 

Thr Lys Tyr Glu 
310 

Glu Met Thr Glu 
325 

Phe Tyr Leu Phe 

Gly Val Ala Tyr 

360 

lie Glu Arg Ala 
375 

Val Thr Ala Asp 

390 

Arg Gly Ser Ser 
405 

Lys Ala Tyr Thr 

Asn Ser Gly Val 

440 

Asp Tyr His Gin 
455 

Gly Glu Asp Val 
470 

His Gly Val Gin 
485 

Ala Cys Leu Glu 

Thr Thr Asp Ala 

520 

Gly Thr Leu Leu 
535 



3O0 

lie His Arg Asp 
315 

Ala Ala Leu Arg 

330 

Val Glu Gly Gly 
345 

Gin Ala Leu Thr 

Gly Gin Leu Thr 

380 

His Ser His Val 
395 

lie Phe Gly Leu 
410 

Ser lie Leu Tyr 
425 

Arg Pro Asp Val 

Gin Ala Gly Val 

460 

Ala Val Phe Ala 
475 

Glu Gin Ser Phe 
490 

Pro Tyr Thr Ala 
505 

Ala His Pro Val 

Leu Leu Gly Ala 

540 
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Pro Thr Leu Asp 

320 

Leu Leu Ser Arg 
335 

Arg lie Asp His 
350 

Glu Ala Val Met 
365 

Ser Glu Glu Asp 

Phe Ser Phe Gly 

400 

Ala Pro Ser Lys 

415 

Gly Asn Gly Pro 
430 

Asn Glu Ser Glu 
445 

Pro Leu Ser Ser 

Arg Gly Pro Gin 
p 480 
Val Ala His Val 
495 

Cys Asp Leu Ala 
510 

Ala Ala Ser Leu 
525 

Ser Ala Ala Pro 

544 



<210> 2993 
<211> 229 
<212> PRT 

<213> Homo sapiens 



<400> 2993 



Asp 


Ala 
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Ala 


Arg 


Leu 


Leu 


Lys 


Met 


Asn 


Arg 


Leu 


Phe 


Gly Lys 


Ala 
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Lys 


Ala 


Pro 


Pro 


Pro 


Ser 


Leu 


Thr 


Asp 


Cys 
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Gly Thr 


Val 
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25 










30 






Asp 


Ser 


Arg 


Ala 


Glu 


Ser 


lie 


Asp 


Lys 


Lys 


He 


Ser 


Arg 


Leu Asp 


Ala 






35 










40 










45 








Glu 


lieu 


Val 


Lys 


Tyr 


Lys 


Asp 


Gin 


He 


Lys 


Lys 


Met 


Arg 


Glu 


Gly 


Pro 
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55 
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Ala 


Lys 
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Met 


Val 


Lys 


Gin 


Lys 


Ala 


Leu 


Arg 


Val 


Leu 


Lys 


Gin 


Lys 
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Arg 


Met 


Tyr 


Glu 


Gin 


Gin 


Arg 


Asp 


Asn 


Leu 


Ala 
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Ser 


His 


Ser 


Thr 










85 










90 










95 




Trp 
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Ser 


His 


Tyr 


Thr 


He 


Gin 


Ser 


Leu 


Lys 


Asp 


Thr 


Lys 


Thr 


Thr 
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105 










110 






Val 


Asp 


Ala 


Met 


Lys 


Leu 


Gly 


Val 


Lys 


Glu 


Met 
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Ala 
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Lys 






115 










120 










125 
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Val 
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Asp 


Gin 
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Glu 


Asp 
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Asp 
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Glu 


Asp 
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140 










Met 


Met 


Glu 


Asp 


Ala 


Asn 


Glu 


He 


Gin 


Glu 


Ala 


Leu 


Ser 


Arg 


Ser 


Tyr 


145 










150 










155 










160 


Gly 


Thr 


Pro 


Glu 


lieu 


Asp 


Glu 


Asp 


Asp 


Leu 


Glu 


Ala 


Glu 


Leu 


Asp 


Ala 
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165 

Leu Gly Asp Glu Leu Leu Ala Asp Glu 

180 185 
Ala Ala Ser Ala Pro Ala lie Pro Glu 

195 200 
Asn Lys Asp Gly Val Leu Val Asp Glu 

210 215 
Ala Ser 
225 226 



PCT/USOl/04098 

170 175 
Asp Ser Ser Tyr Leu Asp Glu 

190 

Gly Val Pro Thr Asp Thr Lys 

205 

Phe Gly Leu Pro Gin lie Pro 
220 



<210> 2994 

<211> 517 

<212> PRT 

<213> Homo sapiens 



<400> 2994 
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Ala 
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Val 
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Ala 


Gly 


Ala 


Pro 


Gly Pro 


Gly Leu Gly 










165 










170 








175 


Leu 


Cys 


Ser 


Ser 


Ser 


Pro 


Thr 


Gly 


Asp 


Phe 


Val 


Asp 


Ala 


Ser Val Leu 








180 










185 










190 


Val 


Arg 


Gin 
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Ser 


Leu 


Ser 


Pro 


Ser 


Ser 


Gly 


Gly His 


Phe Val Phe 






195 










200 










205 




Gin 


Asp 


Gly 


Ser 


Gly 


Leu 


Thr 


Gin 


lie 


Ala 


Gin 


Gly Ala 


Gin Val Gin 




210 










215 










220 






Leu 


Gin 


His 


Pro 


Gly 


Thr 


Pro 


lie 


Thr 


Val 


Arg 


Glu Arg 


Arg Pro Ser 


225 










230 










235 






240 


Gin 


Pro 


His 


Thr 


Gin 


Ser 


Gly 


Gly 


Thr 


lie 


His 


His 


Leu 


Gly Pro Gin 










245 










250 








255 


Ser 


Pro 


Ala 


Ala 


Ala 


Gly 


Gly 


Ala 


Gly 


Leu 


Gin 


Pro 


Leu 


Ala Ser Pro 








260 










265 










270 


Ser 


His 


He 


Thr 


Thr 


Ala 


Asn 


Leu 


Pro 


Pro 


Gin 


lie 


Ser 


Ser He lie 






275 










280 










285 




Gin 


Gly 


Gin 


Leu 


Val 


Gin 


Gin 


Gin 


Gin 


Val 


Leu 


Gin Gly 


Pro Pro Leu 




290 










295 










300 






Pro 


Arg 


Pro 


Leu 


Gly 


Phe 


Glu 


Arg 


Thr 


Pro 


Gly 


Val 


Leu 


Leu Pro Gly 


305 










310 










315 






320 


Ala 


Gly 


Gly 


Ala 


Ala 


Gly 


Phe 


Gly 


Met 


Thr 


Ser 


Pro 


Pro 


Pro Pro Thr 










325 










330 








335 


Ser 


Pro 


Ser 


Arg 


Thr 


Ala 


Val 


Pro 


Pro 


Gly. 


Jjeu 


Ser 


Ser 


Leu Pro Leu 








340 










345 










350 


Thr 


Ser 


Val 


Gly 


Asn 


Thr 


Gly 


Met 


Lys 


Lys 


Val 


Pro 


Lys 


Lys Leu Glu 
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355 








360 






365 


Glu lie 


Pro 


Pro 


Ala 


Ser 


Pro Glu 


Met 


Ala 


Gin Met Arg Lys Gin Cys 


370 










375 






380 


Leu Asp 


Tyr 


His 


His 


Gin 


Glu Met 


Gin Ala 


Leu Lys Glu Val Phe Lys 


385 








390 








395 40O 


Glu Tyr 


Leu 


lie 


Glu 


Leu 


Phe Phe 


Leu 


Gin 


His Phe Gin Gly Asn Met 




• 




405 








410 


415 


Met Asp 


Phe 


Leu 


Ala 


Phe 


Lys Glu 


Arg Leu 


Tyr Gly Pro Leu Gin Ala 






420 








425 




430 


Tyx Leu 


Arq 


Gin Asn 


Asp 


Leu Asp 


He 


Glu 


Glu Glu Glu Glu Glu His 




435 








440 






445 


Phe Glu 


Val 


lie Asn Asp Glu Val 


Lys 


Val 


Val Ala Arg Lys His Gly 


450 










455 






460 


Gin Pro 


Gly 


Thr 


Pro 


Val 


Ala lie 


Ala 


Thr 


Gin Leu Pro Pro Arg Thr 


465 








470 








475 480 


Ser Ala 


Ala 


Phe 


Pro 


Ala 


Gin Gin 


Gin 


Pro 


Leu Gin Val Leu Ser Asp 
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490 


495 


Gly Ser 


Thr 


Val 


Gin Leu Pro Arg 


Leu 


Ser 


Ser Leu Gly Phe Glu Asp 






500 








505 




510 


Ser Met 


Cys 
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<210> 2995 

<211> 308 

<212> PRT 

<213> Homo sapiens 



<400> 2995 



Ser 
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Ser 
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Ser 
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Ala 
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He 
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Val 


Arg 
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Arg 
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100 


Gly Glu 


Gly 


Lys 
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Met 
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Thr 
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Ser 


Lys 


Gin 


Pro 


145 








Ser 


Lys 


Glu 


Ser 


Glu 


Asp 


Arg 


Tyr 








180 


Asp 


Ser 


Gly 


Thr 






195 




Gin 


Lys 


Arg 


Gin 




210 






Pro 


Thr 


Glu 


Gly 


225 








Leu Trp 


Asn 


Pro 


Lys 


Ala 


He 


Lys 



Gly He Asp Ala 
5 

Asn Val Arg Arg 

He Leu Leu Asn 

40 

Leu Thr Asn He 
55 

Ala Pro Ala Pro 
70 

Leu He Ala Ser 
85 

Leu Lys Asn Lys 

Leu Ser Lys Arg 

120 

Gin Gin Ala Arg 
135 

Ala Gly His Arg 
150 

Ser Lys Glu Lys 
155 

Ala Glu His Val 

Ala Ala Trp Lys 

200 

Gin Leu Ser Glu 
215 

Tyr Gin Ala Leu 
230 

Ser Gly Thr Pro 
245 

Gin Lys Leu Trp 



Ser Thr 


His 


Ala 


10 






Asp Pro 


Ser 


He 


25 






Thr Arg 


Leu 


Gin 


Trp Met 


Ala 


Arg 






60 


Ala Thr 


Thr 


Ser 




75 




Ser Phe 


Ser 


Leu 


90 






Cys Cys 


Pro 


Pro 


105 






Leu Lys 


His 


Lys 


Lys Arg 


Asn 


Phe 






14 0 


Arg Pro 


Ala 


Gly 




155 




Lys Leu 


Thr 


Val 


170 






Ala Ala 


Thr 


Gin 


185 






Gly Arg 


Val 


Leu 


Asp Thr 


Leu 


Thr 






220 


Tyr His 


Ala 


Val 




235 




Lys Arg 


Tyr 


Ser 


250 






Glu Ala 


Leu 


Cys 



Phe Ala Arg Cys 
15 

Pro He Tyr Gly 
30 

Asp Cys Tyr Val 
45 

Thr Cys Ala Lys 

Ser Trp Glu Val 

80 

Val Lys Leu Val 
' 95 

Pro Cys Lys Phe 
110 

Asp Asp Ser Val 
125 

He Ser Ser Lys 

Gly He Arg Glu 

160 

Arg Gin Asp Leu 
175 

Ala Leu Pro Gin 
190 

Leu Pro Glu Thr 
205 

He His Gly Leu 

Val Glu Pro Met 

240 

Leu Glu Leu Gly 
255 

Ser Gin Gly Ala 
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260 

He Ser Glu Gly Ala Gin 
275 

Gly Val His Glu Glu Pro 

290 
Lys Lys 
305 306 



265 

Arg Asp Arg Phe Pro Gly 
280 

Val Leu Lys Lys Trp Pro 
295 300 
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• 270 
Arg Lys Gin Pro 
285 

Lys Leu Lys Ser 



<210> 2996 

<211> 573 

<212> PRT 

<213> Homo sapiens 



<400> 2996 

Gly Lys Phe Gly He Lys Pro Ser Gin Arg Arg He Ser Gly Lys Ser 

15 10 15 

Thr Phe His Ser Glu Met Glu Gly Glu Asp Thr Arg Asp Asp Ser Leu 

20 25 30 

Tyr Ser He Leu Glu Glu Leu Trp Gin Asp Ala Glu Gin He Lys Arg 

35 40 45 

Cys Gin Glu Lys His Asn Lys Leu Leu Ser Arg Thr Thr Phe Leu Asn 

50 55 60 

Lys Lys He Leu Asn Thr Glu Trp Asp Tyr Glu Tyr Lys Asp Phe Gly 
65 70 75 80 

Lys Phe Val His Pro Ser Pro Asn Leu He Leu Ser Gin Lys Arg Pro 

85 90 95 

His Lys Arg Asp Ser Phe Gly Lys Ser Phe Lys His Asn Leu Asp Leu 

100 105 110 

His He His Asn Lys Ser Asn Ala Ala Lys Asn Leu Asp Lys Thr He 

115 120 125 

Gly His Gly Gin Val Phe Thr Gin Asn Ser Ser Tyr Ser His His Glu 

130 .135 140 

Asn Thr His Thr Gly Val Lys Phe Cys Glu Arg Asn Gin Cys Gly Lys 
145 150 155 160 

Val Leu Ser Leu Lys His Ser Leu Ser Gin Asn Val Lys Phe Pro He 

165 170 175 

Gly Glu Lys Ala Asn Thr Cys Thr Glu Phe Gly Lys He Phe Thr Gin 

180 185 190 

Arg Ser His Phe Phe Ala Pro Gin Lys He His Thr Val Glu Lys Pro 

195 200 205 

His Glu Leu Ser Lys Cys Val Asn Val Phe Thr Gin Lys Pro Leu Leu 

210 215 220 

Ser He Tyr Leu Arg Val His Arg Asp Glu Lys Leu Tyr He Cys Thr 
225 230 235 240 

Lys Met Cys Gly Lys Gly Leu His Pro Arg Asn Ser Glu Leu He Met 

245 250 255 

His Glu Lys Thr His Thr Arg Glu Lys Pro Tyr Lys Cys Asn Glu Cys 

260 265 270 

Gly Lys Ser Phe Phe Gin Val Ser Ser Leu Leu Arg His Gin Thr Thr 

275 280 285 

His Thr Gly Glu Lys Leu Phe Glu Cys Ser Glu Cys Gly Lys Gly Phe 

290 295 300 

Ser Leu Asn Ser Ala Leu Asn He His Gin Lys He His Thr Gly Glu 
305 310 315 320 

Arg His His Lys Cys Ser Glu Cys Gly Lys Ala Phe Thr Gin Lys Ser 

325 330 335 

Thr Leu Arg Met His Gin Arg He His Thr Gly Glu Arg Ser Tyr He 

340 345 350 

Cys Thr Gin Cys Gly Gin Ala Phe He Gin Lys Ala His Leu He Ala 

355 360 365 

His Gin Arg He His Thr Gly Qlu Lys Pro Tyr Glu Cys Ser Asp Cys 
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Asp 


Gin Asn 


Thr 


Trp 


Lys 


Ser 




140 










Cys 


Asp Arg 


Lys 


Trp 


Leu 


Ala 




155 








160 


Gly 


Gly Pro 


Thr 


Gly 


He 


Gly 


170 








175 




Leu 


Gly Arg 


Arg 


Val 


Val 


Leu 








190 






Phe 


Gly He 


Ala 


Ala 


Ala 


Phe 






205 








Ala 


Arg Phe 


Phe 


Leu 


Ala 


Met 




220 










Phe 


Val Tyr 


Val 


Met 


Glu 


Phe 
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225 






230 


lie Gly Met 


Lys 


Ser 


Arg 






245 




Phe Ala Val 


Gly Thr 


Leu 




260 






Thr Trp Trp 


Leu 


Tyr 


Gin 


275 








lie Leu Cys 


Cys 


Trp 


Val 


290 








Glu Gly Arg 


Tyr 


Glu 


Glu 


305 






310 


Trp Abu Arg 


Ala 


Ser 


Ser 






325 




Leu Gin Glv 


Pro 


Val 


Ser 




340 






Leu Ser Tvr 


Leu 


Phe 


Tvr 


355 








Val Trp Leu 


lie 


Trp 


Phe 


370 








Leu Ash Ser 


Val 


Asn 


Leu 


385 

w O W 






390 

fair w 


Leu Glv Val 


Val 


Glu 


He 






405 




AsD Lvs Val 


Gly Arg 


Arcr 




420 






AT a Tiftu Ala 


Cys Gly 


Val 


435 

^ (J 








T.^n Glv Val 

UCLL VCLiL 


Val 


Thr 


Ala 


450 








Ala Phe GXv 

^UUCL JrXAw \S^Y 


Leu 


lie 


Tvr 


465 
^ o ^ 






470 


Val Arcr Ser 


Leu Ala 


Val 






485 




Ser lie Leu 


Ala 


Pro 


Phe 




500 






lie Pro Gin 


Leu 


Phe 


Val 


515 








Thr Leu Lys 


Leu 


Pro 


Glu 



530 



Glu Glu Ala Ala Lys Leu 

545 550 
Leu Leu Leu Thr Thr Asn 

565 

Thr Pro Arg Asp Ser Gly 

580 









235 




Thr Trp Ala 


Ser 


Val 


His 






250 






Leu Val 


Ala 


Leu 


Thr Gly 




265 








Met He 


Leu 


Ser 


Thr 


Val 


280 










Leu Pro 


Glu 


Thr 


Pro 


Phe 


295 








300 


Ala Gin 


Lys 


He 


Val 


Asp 








315 




Cys Lys 


Leu 


Ser 


Glu 


Leu 






330 






Asn Ser 


Pro 


Thr 


Glu 


Val 




345 








Asn Trp 


Ser 


tie 


Thr • Lys 


360 










Thr Gly Ser Leu 


Gly Phe 


375 








i9 O U 


Gly Gly Asn Glu 












395 




Pro Ala 


Tyr 


Thr 


Phe 


Val 






410 






Thr Val 


Leu Ala 


Tyr 


Ser 




425 








Val Met 


Val 


He 


Pro 


Gin 


440 










Met Val 


Gly Lys 


He 


Leu 


455 








460 


Leu Tyr 


Thr 


Ala 


Glu 


Leu 








475 




Gly Ser Gly 


Ser 


Met 


Val 






490 






Ser Val 


Asp 


Leu 


Ser 


Ser 




505 








Gly Thr Met 


Ala 


Leu 


Leu 


520 










Thr Leu Gly 


Lys 


Arg 


Leu 


535 








540 


Glu Ser 


Glu 


Asn 


Glu 


Ser 








555 




Asn Ser Gly 


Leu 


Glu 


Lys 






570 






Leu Gly Glu 










585 









PCT/USOl/04098 

240 



Leu 


His 


Ser 


Phe 






255 




Tyr 


Leu 


Val 


Arg 




270 






Thr 


Val 


Pro 


Phe 


285 








Trp Leu Leu 


Ser 


He 


Met 


Ala 


Lys 








320 


Leu 


Ser 


Leu 


Asp 






335 




Gin Lys 


His 


Asn 




350 






Arg Thr Leu 


Thr 


365 








Tyr Ser 


Phe 


Ser 


Asn 


Leu 


Phe 


Leu 








400 


Cys 


He 


Ala 


Met 






415 




Leu 


Phe 


Cys 


Ser 




430 






Lys 


His 


Tyr 


He 


445 








Pro 


He Gly 


Ala 


Tyr 


Pro 


Thr 


He 








480 


Cys 


Arg 


Leu 


Ala 






495 




He 


Trp 


He 


Phe 




510 






Ser Gly Val 




525 








Ala 


Thr 


Thr 


Trp 


Lys 


Ser 


Ser 


Lys 








560 


Thr 


Glu 


Ala 


He 






575 





.<210> 2998 
<211> 480 
<212> PRT 

<213> Homo sapiens 



<400> 2998 



Gin Arg 


Pro Ala 


Ser Gin Leu Leu Ala 


Pro 


Phe 


Ala 


Ala 


Glu 


Ala 


Leu 


1 




5 


10 










15 




Pro Gly Ala Pro Arg Ala Ala Met Ala 


Gin 


His 


Phe 


Ser 


Leu 


Ala 


Ala 




20 


25 










30 






Cys Asp 


Val Val 


Gly Phe Asp Leu Asp 


His 


Thr 


Leu 


Cys 


Arg Tyr 


Asn 




35 


40 








45 








Leu Pro 


Glu Ser 


Ala Pro Leu He Tyr 


Asn 


Ser 


Phe 


Ala 


Gin 


Phe 


Leu 


50 




55 






60 










Val Lys 


Glu Lys 


Gly Tyr Asp Lys Glu 


Leu 


Leu 


Asn 


Val 


Thr 


Pro 


Glu 
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65 70 75 80 

Asp Trp Asp Phe Cys Cys Lys Gly Leu Ala Leu Asp Leu Glu Asp Gly 

85 90 95 

Asn Phe Leu Lys Leu Ala Asn Asn Gly Thr Val Leu Arg Ala Ser His 

ICQ 105 110 

Gly Thr Lys Met Met Thr Pro Glu Val Leu Ala Glu Ala Tyr Gly Lys 

115 120 125 

Lys Glu Trp Lys His Phe Leu Ser Asp Thr Gly Met Ala Cys Arg Ser 

130 135 140 

Gly Lys Tyr Tyr Phe Tyr Asp Asn Tyr phe Asp Leu Pro Gly Ala Leu 
145 . 150 155 160 

Leu Cys Ala Arg Val Val Asp Tyr Leu Thr Lys Leu Asn Asn Gly Gin 

165 170 175 

Lys Thr Phe Asp Phe Trp Lys Asp He Val Ala Ala lie Gin His Asn 

ISO 185 190 

Tyr Lys Met Ser Ala Phe Lys Glu Asn Cys Gly He Tyr Phe Pro Glu 

195 200 205 

He Lys Arg Asp Pro Gly Arg Tyr Leu His Ser Arg Pro Glu Ser Val 

210 215 220 

Lys Lys Trp Leu Axg Gin Leu Lys Asn Ala Gly Lys He Leu Leu Leu 
225 230 235 240 

He Thr Ser Ser His Ser Asp Tyr Cys Arg Leu Leu Cys Ala Tyr He 

245 250 255 

Leu Gly Asn Asp Phe Thr Asp Leu Phe Asp He Val He Thr Asn Ala 

260 265 270 

Leu Lys Pro Gly Phe Phe Ser His Leu Pro Ser Gin Arg Pro Phe Arg 

275 280 285 

Thr Leu Glu Asn Asp Glu Glu Gin Glu Ala Leu Pro Ser Leu Asp Lys 

290 295 300 

Pro Gly Trp Tyr Ser Gin Gly Asn Ala Val His Leu Tyr Glu Leu Leu 
305 310 315 320 

Lys Lys Met Thr Gly Lys Pro Glu Pro Lys Val Val Tyr Phe Gly Asp 

325 330 335 

Ser Met His Ser Asp He Phe Pro Ala Arg His Tyr Ser Asn Trp Glu 

340 345 350 

Thr Val Leu He Leu Glu Glu Leu Arg Gly Asp Glu Gly Thr Arg Ser 

355 360 365 

Gin Arg Pro Glu Glu Ser Glu Pro Leu Glu Lys Lys Gly Lys Tyr Glu 

370 375 380. 

Gly Pro Lys Ala Lys Pro Leu Asn Thr Ser Ser Lys Lys Trp Gly Ser 
385 390 395 400 

Phe Phe He Asp Ser Val Leu Gly Leu Glu Asn Thr Glu Asp Ser Leu 

405 410 415 

Val Tyr Thr Trp ser Cys Lys Arg He Ser Thr Tyr Ser Thr He Ala 

420 425 430 

He Pro Ser He Glu Ala He Ala Glu Leu Pro Leu Asp Tyr Lys Phe 

435 440 445 

Thr Arg Phe Ser Ser Ser Asn Ser Lys Thr Ala Gly Tyr Tyr Pro Asn 

450 455 460 

Pro Pro Leu Val Leu Ser Ser Asp Glu Thr Leu He Ser Lys 
465 470 475 478 



<210> 2999 
<211> 699 
<212> PRT 

<213> Homo sapiens 



<400> 2999 

Leu Arg Arg Arg Lys Met Thr Pro Gin Ser Leu Leu Gin Thr Thr Leu 

1 5 10 15 ' 

Phe Leu Leu Ser Leu Leu Phe Leu Val Gin Gly Ala His Gly Arg Gly 
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20 










25 








30 






His 


Arg 


Glu 


Asp 


Phe 


Arg 


Phe 


Cys 


Ser 


Gin Arg Asn 


Gin 


Thr 


His 


Arg 






35 










40 








45 








Ser 


Ser 


Leu 


His 


Tyr 


Lys 


Pro 


Thr 


Pro 


Asp 


Leu Arg 


He 


Ser 


He 


Glu 




50 










55 








60 










Aaii 


Ser 


Glu 


Glu 


Ala 


Leu 


Thr 


Val 


His 


Ala 


Pro Phe 


Pro 


Ala 


Ala 


His 


65 










70 










75 








80 


Pro 


Ala 


Ser 


Arg 


Ser 


Phe 


Pro 


Asp 


Pro 


Arg 


Gly Leu 


Tyr His 


Phe 


Cvs 










85 










90 








95 




Leu 


Tyr 


Trp 

** 


Asn 


Arg 


His 


Ala 


Gly 


Arg 


Leu 


His Leu 


Leu 


Tyr 


Gly 


Lvs 








100 










105 








110 






Arg 


Asp 


Phe 


Leu 


Leu 


Ser 


Asp 


Lys 
•< 


Ala 


Ser 


Ser Leu 


Leu 


Cys 


Phe 


Gin 






115 










120 








125 








His 


Gin 


Glu 


Glu 


Ser 


Leu 


Ala 


Gin 


Gly 


Pro 


Pro Leu 


Leu Ala 


Thr 


Ser 




130 










135 








140 










Val 


Thr 


Ser 


Trp 


Trp 


Ser 


Pro 


Gin 


Asn 


He 


Ser Leu 


Pro 


Ser 


Ala 


Ala 


145 










150 










155 








160 


Ser 


Phe 


Thr 


Phe 


Ser 


Phe 


His 


Ser 


Pro 


Pro 


His Thr 


Gly Ala 


His 


Asn 










165 










170 








175 




Ala 


Ser 


Val 


Asp 


Met 


Cys 
* 


Glu 


Leu 


Lys 


Arg Asp Leu 


Gin 


Leu 


Leu 


Ser 








180 










185 








190 






Gin 


Phe 


Leu 


Lys 


His 


Pro 


Gin 


Lys 


Ala 


Ser Arg Arg 


Pro 


Ser 


Ala 


Ala 






195 










200 








205 








Pro 


Ala 


Ser 


Gin 


Gin 


Leu 


Gin 


Ser 


Leu 


Glu Ser Lys 


Leu 


Thr 


Ser 


Val 




210 










215 








220 










Arg 


Phe 


Met 


Gly 


Asp 


Met 


Gly Ser 


Phe Glu Glu Asp 


Arg 


He 


Asn 


Ala 


225 










230 










235 








240 


Thr 


Val 


Trp 


Lvs 


Leu 


Gin 


Pro 


Thr 


Ala 


Gly Leu Gin 


Asp 


Leu 


His 


He 










245 










250 








255 




His 


Ser 


Arg 


Gin 


Glu 


Glu 


Glu 


Gin 


Ser 


Glu 


He Met 


Glu 


Tyr 


Ser 


Val 








260 










265 








270 






Leu. 


Leu 


Pro 


Arcr 


Thr 


Leu 


Phe 


Gin 


Arg 


Thr 


Lys Gly 


Arg 


Ser 


Glv 


Glu 

w J> U 






275 










280 








285 








Ala 


Glu 


Lys 


Arq 


Leu 


Leu 


Leu 


Val 


Asp 


Phe 


Ser Ser 


Gin Ala 


Leu 


Phe 




290 










295 








300 










Gin 


Asp 


Lys 


Asn 


Ser 


Ser 


Gin 


Val 


Leu Gly Glu Lys 


Val 


Leu 


Glv 


He 

^ ^ 


305 










310 










315 








320 


Val 


Val 


Gin 


Asn 


Thr 


Lys 


Val 


Ala 


Asn 


Leu 


Thr Glu 


Pro 


Val 


Val 


Leu 










325 










330 








335 

"mi^ ^ >m/ 




Thar 


Phe 


Gin 


His 


Gin 


Leu 


Gin 


Pro 


Lys 


Asn 


Val Thr 


Leu Gin 


Cvs 


Val 








340 










345 








350 






Phe 


Trp 


Val 


Glu 


Asp 


Pro 


Thr 


Leu 


Ser 


Ser 


Pro Gly 


His 


Trp 


Ser 


Ser 






355 










360 








365 








Ala 


Gly 


Cys 


Glu 


Thr 


Val 


Arg Arg 


Glu 


Thr 


Gin Thr 


Ser 


Cys 


Phe 


Cvs 




370 










375 








380 










Asn 


His 


Leu 


Thr 


Tyr 


Phe 


Ala 


Val 


Leu 


Met 


Val Ser 


Ser 


Val 


Glu 


Val 


385 










390 










395 








400 


Asp 


Ala 


Val 


His 


Lys 


His 


Tyr Leu 


Ser 


Leu 


Leu Ser 


Tyr Val 


Gly 


Cvs 










405 










410 








415 




Val 


Val 


Ser 


Ala 


Leu 


Ala 


Cys Leu 


Val 


Thr 


He Ala 


Ala 


Tyr 


Leu 


Cvs 








420 










425 








430 






Ser 


Arg 


Val 


Pro 


Leu 


Pro 


Cys 


Arg 


Arg Lys 


Pro Arg 


Asp 


Tyr 


Thr 


He 






435 










440 








445 








Lys 


Val 


His 


Met 


Asn 


Leu 


Leu 


Leu 


Ala 


Val 


Phe Leu 


Leu Asp 


Thr 


Ser 




450 










455 








460 










Phe 


Leu 


Leu 


Ser 


Glu 


Pro 


Val 


Ala 


Leu Thr Gly Ser 


Glu 


Ala 


Gly 


Cvs 


465 










470 










475 








480 


Arg 


Ala 


Ser 


Ala 


lie 


Phe 


Leu 


His 


Phe 


Ser 


Leu Leu 


Thr 


Cys 


Leu 


Ser 










485 










490 








495 




Trp 


Met 


Gly 


Leu 


Glu 


Gly Tyr Asn 


Leu Tyr Arg Leu 


Val 


Val 


Glu 


Val 








500 










505 








510 






Phe 


Gly 


Thr 


Tyr 


Val 


Pro Gly Tyr 


Leu Leu Lys Leu 


Ser 


Ala 


Met 


Gly 






515 










520 








525 








Trp 


Gly 


Phe 


Pro 


lie 


Phe 


Leu 


Val 


Thr 


Leu 


Val Ala 


Leu 


Val 


Asp 


Val 
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530 

Asp Asn Tyr Gly 
545 

Val He Tyr Pro 

He Thr Asn Leu 

580 

Met Leu Ala Thr 

595 

Gin Lys Trp Ser 
610 

Gly Leu Pro Trp 
625 

Gin Leu Val Val 

Phe Leu He Phe 

660 

Gly Pro Ser Pro 
675 

Ser Ser Gly Ser 
690 







535 




Pro 


He 


He 


Leu 




550 






Ser 


Met 


Cys 


Trt) 


565 








Glv 


Leu 


Phe 


Ser 


Met 


Val 


Val 


Gin 








600 


His 


Val 


Leu 


Thr 






615 




Ala 


Leu 


He 


Phe 




630 






Leu 


Tyr Leu 


Phe 










He 


Trp Tyr 


Trp 


Leu 


Lys 


Ser 


Asn 








680 


Thr 


Ser 


Ser 


Ser 






695 





540 

Ala Val His Arg 
555 

He Arg Asp Ser 
570 

Leu Val Phe Leu 
585 

He Leu Arg Leu 

Leu Leu Cys Leu 

620 

Phe Ser Phe Ala 
635 

Ser He He Thr 
650 

Ser Met Arg Leu 
665 

Ser Asp Ser Ala 

TVrg He 
698 



Thr Pro Glu Gly 

560 

Leu Val Ser Tyr 

575 

Phe Asn Met Ala 

590 

Arg Pro His Thr 
605 

Ser Leu Val Leu 

Ser Gly Thr Phe 

640 

Ser Phe Gin Gly 
655 

Gin Ala Arg Gly 
670 

Arg Leu Pro He 
685 



<210> 3000 
<211> 313 
<212> PRT 

<213> Homo sapiens 



<400> 3000 



Ser Arg Gly 


Gin 


Leu 


Asp Ala 


Gly Gin 


Ser Ser Glu Gin 


His Gly Gly 


1 




5 








10 




15 




Asn Arg Gin 


Pro 


Glu 


Gin Ser 


Arg 


Ser 


Arg Ser Ser Ser 


Ser 


Ser 


Ser 




20 








25 




30 






Ser Pro Arg 


Arg 


Ser 


Arg Ser 


Ala 


Ala 


Glu Pro Ala Met 


Ala 


Leu 


Ser 


35 








40 




45 








Met Pro Leu 


Asn 


Gly 


Leu Lys 


Glu 


Glu 


Asp Lys Glu Pro 


Leu 


He 


Glu 


50 






55 






60 








Leu Phe Val 


Lys 


Ala 


Gly Ser 


Asp 


Gly Glu Ser He Gly 


Asn Cys 


Pro 


65 






70 






75 






80 


Phe Ser Gin 


Arg 


Leu 


Phe Met 


He 


Leu 


Trp Leu Lys Gly 


Val 


Val 


Phe 






85 








90 




95 




Ser Val Thr 


Thr 


Val 


Asp Leu 


Lys 


Arg 


Lys Pro Ala Asp 


Leu 


Gin 


Asn 




100 








105 




110 






Leu Ala Pro 


Gly 


Thr 


His Pro 


Pro 


Phe 


He Thr Phe Asn 


Ser 


Glu 


Val 


115 








120 




125 








Lys Thr Asp 


Val 


Asn 


Lys He 


Glu 


Glu 


Phe Leu Glu Glu 


Val 


Leu 


Cys 


130 






135 






140 






Pro Pro Lys 


Tyr 


Leu 


Lys Leu 


Ser 


Pro 


Lys His Pro Glu 


Ser 


Asn 


Thr 


145 






150 






155 






160 


Ala Gly Met 


Asp 


He 


Phe Ala 


Lys 


Phe 


Ser Ala Tyr He 


Lys 


Asn 


Ser 






165 








170 




175 




Arg Pro Glu 


Ala 


Asn 


Glu Ala 


Leu 


Glu 


Arg Gly Leu Leu 


Lys 


Thr 


Leu 




180 








IBS 




190 






Gin Lys Leu 


Asp 


Glu 


Tyr Leu 


Asn 


Ser 


Pro Leu Pro Asp 


Glu 


He 


Asp 


195 








20O 




205 








Glu Asn Ser 


Met 


Glu 


Asp He 


Lys 


Phe 


Ser Thr Arg Lys 


Phe Leu Asp 


210 






215 






220 








Gly Asn Glu 


Met 


Thr 


Leu Ala 


Asp 


Cys 


Asn Leu Leu Pro 


Lys 


Leu 


His 


225 






230 






235 






240 


He Val Lys 


Val 


Val 


Ala Lys 


Lys Tyr Arg Asn Phe Asp 


He 


Pro 


Lys 






245 








250 




255 




Glu Met Thr 


Gly 


He 


Trp Arg 


Tyr Leu Thr Asn Ala Tyr 


Ser Arg Asp 
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260 

Glu Phe Thr Asa Thr Cys 
275 

Ser Asp Val Ala Lys Arg 
290 

Glu Val Ser Phe Met Ser 
305 310 



265 

Pro Ser Asp Lys Glu Val 
280 

Leu His Gin Val Lys Ser 
295 300 
Ser Pro 
312 



PCT/USOl/04098 

270 

Glu He Ala Tyr 
285 

Arg Leu Leu Lys 



<210> 3001 
<211> 181 
<212> PRT 

<213> Homo sapiens 

<221> raisc_f eature 
<222> (1) . . . (181) 

<223> Xaa =: any amino acid or nothing 



<400> 3001 



Leu 


Ala 


Leu 


Thr Phe 


Arg 


Ser 


Ala 


Leu 


Ser 


Thr Leu Pro Gly Ser Pro 


1 






5 










10 


15 




Met 


Thr 


Ser 


Ser Gly 


Ser 


Pro 


Asp 


Leu 


Gin 


Leu Ala Trp Gly Pro 


Ser 








20 








25 




30 




Leu 


Leu 


Pro 


His Pro 


Pro 


Ser 


Val 


Trp 


Ser 


Pro Ala Leu Pro Ser 


Cys 






35 








40 






45 




Phe 


Ala 


Gly 


Pro cys 


Pro 


Leu 


Leu 


Pro 


Leu 


Ser Asp Thr Gin Gly Trp 




50 








55 








60 




Trp 


Gly 


Pro 


Asn Trp 


Leu 


Ala 


Pro 


Pro 


Ser 


Ala Ala Leu Cys Arg 


Pro 


65 








70 










75 


80 


Asp 


Ala 


Ala 


Val Trp 


Pro 


Asp 


Leu 


Pro 


Ser 


Ser Asn He Leu Leu 


Val 








85 










90 


95 




Thr 


Pro 


Pro 


Pro Ala 


Lys 


Xaa 


Ser 


Ala 


Val 


Ala Val Xaa Pro Cys 


Pro 








100 








105 




110 




Arg 


Gly 


Ala 


His Ser 


Leu 


Glu 


Arg 


Ala 


Ala 


Arg Gin Tyr Thr He 


Ser 






115 








120 






125 




Gly 


Ser 


Ser 


Thr Ser 


Gin 


Ser 


Gly Lys 


Cys 


Ser Lys Arg Asp Thr 


Lys 




130 








135 








140 




Cys 


Cys 


Ala 


Val Thr 


Thr 


Ser 


Trp 


Gly 


Cys 


Phe Trp Gin Lys His 


Trp 


145 








150 










155 


160 


Lys 


Gly 


Asp 


Glu Asp 


Ser 


Gly 


Trp 


Ala 


Phe 


Gin Glu Gly Ser His 


Leu 








165 










170 


175 




Gly 


Glu 


Gly 


His Leu 

















180 181 



<210> 3002 
<211> 629 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)...(629) 

<223> Xaa = any amino acid or nothing 



<400> 3002 
Val Glu Glu Ala Trp Thr Val Trp 

1 5 
Leu Leu Glu Glu Glu Thr Asn Gin 

20 

Trp Thr Lys Ala Arg Gly Pro Phe 



Leu His Trp Gly Val Arg Glu Cys 

10 L5 
Lys Glu Glu Ala Ala Ser Ser Asn 

25 30 
Trp Gin Glu Asp Trp Val Trp Asp 
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35 










40 






45 


Met Arg 


Leu 


Lys 


Met 


Thr 


Thr 


Arg 


Asn 


Phe Pro Glu 


Arg Glu Val Pro 


50 










55 






60 




Cys Asp 


Val 


Glu 


Val 


Glu 


Arg 


Phe 


Thr 


Arg Glu Val 


Pro Cys Leu Ser 


65 








70 








75 


80 


Ser Leu 


Gly 


Asp 


Gly 


Trp 


Asp 


Cys 


Glu 


Asn Gin Glu 


Gly His Leu Arg 








85 










90 


95 


Gin Ser 


Ala 


Leu 


Thr 


Leu 


Glu 


Lys 


Pro 


Gly Thr Gin 


Glu Ala He Cys 






lOO 










105 




110 


Glu Tyr 


Pro 


Gly 


Phe 


Gly 


Glu 


His 


Leu 


He Ala Ser 


Ser Asp Leu Pro 




115 










120 






125 


Pro Ser 


Gin 


Arg 


Val 


Leu 


Ala 


Thr 


Asn 


Gly Phe His 


Ala Pro Asp Ser 


130 










135 






14 0 




Asn Val 


Ser 


Gly 


Leu 


Asp 


Cys 


Asp 


Pro 


Ala Leu Pro 


Ser Tyr Pro Lys 


145 








150 








155 


160 


Ser Tyr 


Ala 


Asp 


Lys 


Arg 


Thr 


Gly 


Asp 


Ser Asp Ala 


Cys Gly Lys Gly 








165 










170 


175 


Phe Asn 


His 


Ser 


Met 


Glu 


Val 


He 


His 


Gly Arg Asn 


Pro Val Arg Glu 






180 










185 




190 


Lys Pro 


Tyr 


Lys 


Tyr 


Pro 


Glu 


Ser 


Val 


Lys Ser Phe 


Asn His Phe Thr 




195 










200 






205 


Ser Leu 


Gly 


His 


6ln 


Lys 


He 


Met 


Lys 


Arg Gly Lys 


Lys Ser Tyr Glu 


210 










215 






220 




Gly Lys 


Asn 


Phe 


Slu 


Asn 


He 


Phe 


Thr 


Leu Ser Ser 


Ser Leu Asn Glu 


225 








230 








235 


240 


Asn Gin 


Arg 


Asn 


Leu 


Pro 


Gly 


Glu 


Lys 


Gin Tyr Arg 


Cys Thr Glu Cys 








245 










250 


255 


Gly Lya 


Cys 


Phe 


Lys 


Arg 


Asn 


Ser 


Ser 


Leu Val Leu 


His His Arg Thr 






260 










265 




270 


His Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Thr 


Cys 


Asn Glu Cys 


Gly Lys Ser Phe 




275 










280 






285 


Ser Lys 


Asn 


Tyr 




Leu 


He 


Val 


His 


Gin Arg He 


His Thr Gly Glu 


290 










295 






300 




Lys Pro 


Tyr 


Glu 


Cys 


Ser 


Lys 


Cys 


Gly 


Lys Ala Phe 


Ser Asp Gly Ser 


305 








310 








315 


320 


Ala Leu 


Thr 


Gin 


His 


Gin 


Arg 


He 


His 


Thr Gly Glu 


Lys Pro Tyr Glu 








325 










330 


335 


Cys Leu 


Glu 


Cys 


Gly 


Lys 


Thr 


Phe 


Asn 


Arg Asn Ser 


Ser Leu He Leu 






340 










345 




350 


His Gin 


Arg 


Thr 


His 


Thr 


Gly 


Glu 


Lys 


Pro Tyr Arg 


Cys Asn Glu Cys 




355 










360 






365 


Gly Lys 


Pro 


Phe 


Thr 


Asp 


He 


Ser 


His 


Leu Thr Val 


His Leu Arg He 


370 










375 






380 




His Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Glu 


Cys 


Ser Lys Cys 


Gly Lys Ala Phe 


385 








390 








395 


400 


Arg Asp 


Gly 


Ser 


Tyr 


Leu 


Thr 


Gin 


His 


Glu Arg Thr 


His Thr Gly Glu 








405 










410 


415 


Lys Pro 


Phe 


Glu 


Cys 


Ala 


Glu 


Cys 


Gly 


Lys Ser Phe 


Asn Arg Asn Ser 






420 










425 




430 


His Leu 


He 


Val 


His 


Gin 


Lys 


He 


His 


Ser Gly Glu 


Lys Pro Tyr Glu 




435 










440 






445 


Cys Lys 


Glu 


Cys 


Gly 


Lys 


Thr 


Phe 


He 


Glu Ser Ala 


Tyr Leu He Arg 


450 










455 






460 




His Gin 


Arg 


He 


His 


Thr 


Gly 


Glu 


Lys 


Pro Tyr Gly 


Cys Asn Gin Cys 


465 








470 








475 


480 


Gin Lys 


Leu 


Phe 


Arg 


Asn 


He 


Ala 


Gly 


Leu He Arg 


His Gin Arg Thr 








485 










490 


495 


His Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Glu 


Cys 


Asn Gin Cys 


Gly Lys Ala Phe 


* 




500 










505 




510 


Arg Asp 


Ser 


Ser 


Cys 


Leu 


Thr 


Lys 


His 


Gin Arg He 


His Thr Lys Glu 




515 










520 






525 


Thr Pro 


Tyr 


Gin 


Cys 


Pro 


Glu 


Cys 


Gly 


Lys Ser Phe 


Lys Gin Asn Ser 


530 










535 






540 




His Leu 


Ala 


Val 


His 


Gin 


Arg 


Leu 


His 


Ser Arg Glu 


Gly Pro Ser Arg 
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545 




550 








555 










560 


Cys Pro 


Gin Cys Gly 


Lys 


Met 


Phe 


Gin Lys 


Ser 


Ser 


Ser 


Leu 


Val 


Arg 




55 5 








570 










575 




His Gin 


Arg Ala His 


Leu Gly 


Glu 


Gin Pro 


Met 


Glu 


Thr 


Xaa 


Trp 


Leu 




580 








585 








590 






Gly Ala 


Thr Xaa Val 


Phe 


Gin 


Phe 


Thr Leu 


Thr 


Pro 


Val 


Phe 


Arg 


Arg 




595 






6O0 








605 








Arg Val 


Leu Asp Leu 


Thr 


Pro 


Leu Trp Ser Val 


Glu Lys Asn Pro 


Leu 


610 






615 








620 










Ser Tyr 


Pro Val Asn 






















625 


629 























<210> 3O03 
<211> 495 
<212> PRT 

<213> Homo sapiens 

<221> tnisc_featxire 
<222> (1) . (495) 

<223> Xaa s any amino acid or nothing 



<400> 3003 







THr 


Glu 


His 






Phe Phe 


Gin 


Pro 


Thr Ala His Ser 


Leu 


1 








5 








10 




15 








Lieu 


Leu Gly 


Thr 


Met 


Thr Thr 


Cvs 


Ser 


Ara Gin Phe Thr 


Ser 








20 








25 






30 








Ser 


Met 


Lys 


Glv 


Ser 


Cvs Glv 


He 


Glv 


Gly Gly He Gly 


Gly 






35 










40 






45 




Glv 


Ser 

•wr 


Ser 


Arg 


lie 


Ser 


Ser 


Val Leu 


Ala 


Gly 


Gly Ser Cys Arg 


Ala 




50 










55 








60 




Pro 


Ser 


Thr 


Tyr 


Gly 


Gly 


Gly 


Leu Ser 


Val 


Ser 


Ser Arg Phe Ser 


Ser 


65 










70 








75 




80 


Gly 


Gly 


Ala 


Cys 


Gly 


Leu 


Gly 


Gly Gly 


Tyr 


Gly 


Gly Gly Phe Ser 


Ser 










85 








90 




95 




Ser 


Ser 


Ser 


Phe 


Gly 


Ser 


Gly 


Phe Gly 


Gly 


Gly 


Tyr Gly Gly Gly 


Leu 








10 0 








105 






110 




Gly 


Ala 


Gly 


Phe 


Gly 


Gly 


Gly 


Leu Gly 


Ala 


Gly 


Phe Gly Gly Gly 


Phe 






115 










120 






125 




Ala 


Gly 


Gly 


Asp 


Gly 


Leu 


Leu 


Val Gly 


Ser 


Glu 


Lys Val Thr Met 


Gin 




130 










135 








140 




Asn 


Leu 


Asn 


Asp 


Arg 


Leu 


Ala 


Ser Tyr 


Leu 


Asp 


Lys Val Arg Ala 


Leu 


145 










150' 








155 




160 


Glu 


Glu 


Ala 


Asn 


Ala 


Asp 


Leu 


Glu Val 


Lys 


lie 


Arg Asp Trp Tyr 


Gin 










165 








170 




175 




Arg 


Gin 


Arg 


Pro 


Ser 


Glu 


He 


Lys Asp 


Tyr 


Ser 


Pro Tyr Phe Lys 


Thr 








18 0 








185 






190 




lie 


Glu 


Asp 


Leu 


Arg 


Asn 


Lys 


He lie 


Ala 


Ala 


Thr He Glu Asn 


Ala 






195 










200 






205 




Gin 


Pro 


lie 


Leu 


Gin 


lie 


Asp 


Asn Ala 


Arg 


Leu 


Ala Ala Asp Asp 


Phe 




210 










215 








220 




Arg 


Thr 


Lys 


Tyr 


Glu 


His 


Glu 


Leu Ala 


Leu 


Arg 


Gin Thr Val Glu 


Ala 


225 










230 








235 




240 


Asp 


Val 


Asn 


Gly Leu 


Arg 


Arg 


Val Leu 


Asp 


Glu 


Leu Thr Leu Ala 


Arg 










245 








250 




255 




Thr 


Asp 


Leu 


Glu 


Met 


Gin 


lie 


Glu Gly 


Leu 


Lys 


Glu Glu Leu Ala 


Tyr 








260 








265 






270 




Leu 


Arg 


Lys 


Asn 


His 


Xaa 


Glu 


Glu Met 


Leu 


Ala 


Leu Arg Gly Gin 


Thr 






275 










280 






285 




Gly 


Gly 


Glu 


Val 


Asn 


Val 


Glu 


Thr Asp 


Ala 


Ala 


Pro Gly Val Asp 


Leu 




290 










295 








300 




Ser 


Cys 


lie 


Leu 


Asn 


Glu 


Met 


T^g Asn 


Gin 


Tyr 


Glu Gin Met Ala 


Glu 



4679 



wo 01/57190 



PCT/l)S01/O4098 



305 

Lys Asn Arg Arg 

Leu Asn Lys Glu 

340 

Ser Glu Val Thr 
355 

Leu Gin Ser Gin 
370 

Glu Thr Lys Gly 
385 

lie Gly Ser Val 

Gin Gin Ser Gin 

420 

Glu Gin Glu lie 

435 

His Leu Ser Ser 
450 

Val Phe Thr Ser 
465 

Leu Lys Glu Gin 



310 

Asp Ala Glu Thr 
325 

Val Ala Ser Asn 

Glu Leu Arg Arg 

360 

Leu Ser Met Lys 

375 

Arg Tyr Cys Met 
390 

Glu Glu Gin Leu 
405 

Glu Tyr Gin lie 

Ala Thr Tyr Arg 

440 

Gin Gin Ala Ser 
455 

Ser Ser Ser Ser 
470 

Ser Ser Ser Ser 
485 



315 

Trp Phe Leu Ser 
330 

Ser Glu Leu Val 
345 

Val Leu Gin Gly 

Ala Ser Leu Glu 

380 

Gin Leu Ser Gin 
395 

Ala Gin Leu Arg 
410 

Leu Leu Asp Val 
425 

Arg Leu Leu Glu 

Gly Gin Ser Tyr 

460 

Ser Ser Arg Gin 
475 

Phe Ser Gin Gly 
490 



320 

Lys Thr Glu Glu 
335 

Gin Ser Ser Arg 
350 

Leu Glu lie Glu 
365 

Asn Ser Leu Glu 

lie Gin Gly Leu 

400 

Cys Glu Met Glu 
415 

Lys Thr Arg Leu 
430 

Gly Glu Asp Ala 
445 

Ser Ser Arg Glu 

Thr Arg Pro He 

480 

Gin Ser Ser 
495 



<210> 3004 

<211> 312 

<212> PRT 

<213> Homo sapiens 



<400> 3004 



Gly 


Cys 


Ala 


Pro 


Asp 


Thr 


Arg 


Phe 


Phe 


Val 


Pro 


Glu 


Pro 


Gly Gly Arg 


1 








5 










10 








15 


Gly 


Ala 


Ala 


Pro 


Trp 


Val 


Ala 


Leu 


Val 


Ala 


Arg Gly Gly 


Cys Thr Phe 








20 










25 










30 


Lys 


Asp 


Lys 


Val 


Leu 


Val 


Ala 


Ala 


Arg Arg 


Asn 


Ala 


Ser 


Ala Val Val 






35 










40 










45 




Leu 


Tyr 


Asn 


Glu 


Glu 


Arg 


Tyr Gly 


Asn 


He 


Thr 


Leu 


Pro 


Met Ser His 




50 










55 










60 






Ala 


Gly 


Thr 


Gly 


Asn 


He 


Val 


Val 


He 


Met 


He 


Ser 


Tyr 


Pro Lys Gly 


65 










70 










75 






80 


Arg 


Glu 


He 


Leu 


Glu 


Leu 


Val 


Gin 


Lys 


Gly 


He 


Pro 


Val 


Thr Met Thr 










85 










90 








95 


He 


Gly 


Val 


Gly 


Thr 


Arg 


His 


Val 


Gin 


Glu 


Phe 


He 


Ser 


Gly Gin Ser 








100 










105 










110 


Val 


Val 


Phe 


Val 


Ala 


He 


Ala 


Phe 


He 


Thr 


Met 


Met 


He 


He Ser Leu 






115 










120 










125 




Ala 


Trp 


Leu 


He 


Phe 


Tyr 


Tyr 


He 


Gin 


Arg 


Phe 


Leu 


Tyr 


Thr Gly Ser 




130 










135 










140 






Gin 


He 


Gly 


Ser 


Gin 


Ser 


His 


Arg 


Lys 


Glu 


Thr 


Lys 


Lys 


Val He Gly 


145 










150 










155 






160 


Gin 


Leu 


Leu 


Leu 


His 


Thr 


Val 


Lys 


His 


Gly Glu Lys Gly 


He Asp Val 










165 










170 








175 


Asp 


Ala 


Glu 


Asn 


Cys 


Ala 


Val 


Cys 


He 


Glu 


Asn 


Phe 


Lys 


Val Lys Asp 








180 










185 










190 


He 


He 


Arg 


He 


Leu 


Pro 


Cys 


Lys 


His 


He 


Phe 


His 


Arg 


He Cys He 






195 










200 










205 




Asp 


Pro 


Trp 


Leu 


Leu 


Asp 


His 


Arg 


Thr 


Cys 


Pro 


Met 


Cys 


Lys Leu Asp 




210 










215 










220 






Val 


He 


Lys 


Ala 


Leu 


Gly 


Tyr Trp 


Gly Glu 


Pro 


Gly Asp 


Val Gin Glu 


225 










230 










235 






'240 


Met 


Pro 


Ala 


Pro 


Glu 


Ser 


Pro 


Pro 


Gly Arg Asp Pro Ala 


Ala Asn Leu 
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245 

Ser Leu Ala Leu Pro Asp 

260 

Ser Ala Ser Pro Ala Glu 
275 

Gly Asp Ala Gly Glu Asn 
290 

Ser Arg His Gly Gly Pro 
305 310 



250 

Asp Asp Gly Ser Asp Glu 
265 

Ser Glu Pro Gin Cys Asp 
280 

Thr Ala Leu Leu Glu Ala 
295 300 
lie Ser 
312 



PCT/USOl/04098 

255 

Ser Ser Pro Pro 
270 

Pro Ser Phe Lys 
285 

Gly Arg Ser Asp 



<210> 3005 
<211> 789 
<212> PRT 

<213> Homo sapiens 



<400> 3005 



X ixx fits u> 






1 






•UC U f ^ w 










^ V 










35 




lie Leu 


His 


Arg 










Glu 












Gin 




Aso Glv 


Ala 


Glv 






100 


His Ala 


Thr 


Ara 




115 




Arg Ala 


Gin 


Ala 


130 






Ser Glu 


Phe 

Mm A 1^ m 


Val 


145 






Phe Pro 


Glu 


Glu 


Gly Thr 


Ser 


Val 






180 


Tyr Gly 


Asn 


Ser 




195 




Tyr Phe 


Ser 


Val 


210 






Asn Met 


Asn 


Arg 


225 






Lys Asp 


Met 


Gly 


Asn He 


Thr 


Leu 






260 


Asn Thr 


lie 


His 




275 




lie Gly 


Ser 


Val 


290 






Val Glu 


Tyr 


Arg 


305 






Val Thr 


Glu 


Lys 


Leu Asp 


Tyr 


Glu 






340 


Asn Thr 


His 


Val 



£1x5 


Gin 


Phe 




C 










Ser 


Pro 


Gl It 


xxc 


Leu 


Ser 


OCX 








40 


Gl n 


Lys 


Arg 


^axy 






55 




Thr 


Gly Ser 


Asp 




70 






Lvs 


Gly Asp 


Glv 


85 








Thr 


Leu 


Phe 


He 

^X G 


Arg 


He Asp 


Arcr 








120 


He 


Asn Arg 


Arg 






135 




He 


Lys 


He 


His 




150 






He 


Tyr 


Thr 


Ala 


165 








Val 


Gin 


Val 


Thr 


Ala 


Arg Val 


He 








200 


Glu 


Pro 


Glu 


Thr 






215 




Glu 


Asn 


Arg 


Glu 




230 






Gly 


Gin 


Met 


Gly 


245 








Thr 


Asp 


Val 


Asn 


Leu 


Arg 


Val 


Leu 








280. 


Lys 


Ala 


Thr 


Asp 






295 




He 


He 


Asp 


Gly 




310 






Asp 


Thr 


Gin 


Glu 


325 








Ser 


Arg Arg 


Leu 


Asp 


Pro Arg 


Phe 



Leu Leu Phe 


Leu 


Xv/ 




^j.e neu Fne 


Arg 






Arg vaj. Jrro 


Arg 


1 rp neu i rp 


Asn 




C ft 


lyr V3±n. lyr 


vax 


75 




Ser Leu Lys 


Tyr 


90 




XXC V9XU 


T .\rct 


105 




Gill GT u Ti'vcj 


AX CI 


Thi" Ti^ii At'ct 


C X KJ 




140 


Ast) He Asn 




155 




Ser Val Pro 


Glu 


170 




Ala Thr Asp 


Ala 


185 




Tyr Ser He 


Leu 


Gly He He 


Arg 




220 


Gin Tyr Gin 


Val 


235 




Gly Leu Ser 


Gly 


250 




Asp Asn Pro 


Pro 


265 




Glu Ser Ser 


Pro 


Ala Asp Thr 


Gly 




300 


Asp Gly Thr 


Asp 


315 




Gly He He 


Thr 


330 




Tyr Thr Leu 


Lys 


345 




Tyr Tyr Leu 


Gly 



Phe Trp Val Cys 
15 

Arg Thr Pro Val 
30 

Ser Asp Gly Lys 
45 

Gin Phe Phe Leu 

Gly Lys Leu His 

80 

He Leu Ser Gly 
95 

Thr Gly Asp He 
110 

Phe Tyr Thr Leu 
125 

Val Glu Pro Glu 

Asn Glu Pro Thr 

160 

Met Ser Val Val 
175 

Asp Asp Pro Ser 
190 

Gin Gly Gin Pro 
205 

Thr Ala Leu Pro 

Val He Gin Ala 

240 

Thr Thr Thr Val 

255 

Arg Phe Pro Gin 
270 

Val Gly Thr Ala 
285 

Lys Asn Ala Glu 

Met Phe Asp He 

320 

Val Lys Lys Pro 

335 

Val Glu Ala Glu 
350 

Pro Phe Lys Asp 
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355 






360 


Thr 


Thr 


He 


Val 


Lys He 


Ser He 




370 








375 


Phe 


Ser 


Arg 


Ser 


Ser Tyr 


Leu Phe 


385 








390 




Gly 


Thr 


He 


He 


Gly Thr 


Val Met 










405 




Ser 


Pro 


He 


Arg 


Phe Ser 


Leu Asp 








420 






Phe 


Asn 


He 


His 


Ser Gly 


Asn Gly 






435 






440 


Asp 


Arg 


Glu 


Leu 


Ser Gin 


Trp His 




450 








455 


He 


Asn 


Asn 


Pro 


Lys Glu 


Thr Thr 


465 








470 




Leu 


Asp 


Ala 


Asn 


Asp Asn 


Ala Pro 










485 




Phe 


Val 


Cys 


Glu 


Asn Ala 


Arg Pro 








500 






Ala 


Val 


Asp 


Lys 


Asp Asp 


Pro Leu 






515 






520 


Leu 


Ala 


Ala 


Val 


hsn Pro 


Asn Phe 




530 








535 


Thr 


Ala 


Arg 


He 


Leu Thr 


Arcr Lvs 


545 








550 




Ser 


Thr 


Tyr 


Leu 


Leu Pro 


Val Val 










565 




Gin 


Ser 


Ser 


Thr Gly Thr 


Leu Thr 








580 






Gin 


Gly 


Asn 


Met 


Gin Ser 


Cys Ser 






595 






600 


Gly 


Leu 


Ser 


Thr Gly Ala 


Leu He 




610 








615 

W i^W «r 


Leu 


Leu 


Val 


He Val Val 


Leu Phe 


625 








630 




Lys 


Glu 


Pro 


Leu 


He Leu 


Ser Lys 










645 




Ser 


Tyr 


Asn Asp Glu Gly 


Gly Gly 








660 






lie 


Gly 


Thr 


Leu Arg Asn 


Pro Ala 






675 






660 


Arg 


Asp 


He 


He 


Pro Glu 


Thr Leu 




690 








695 


Ala 


Pro 


Asp Asn Thr Asp 


Val Arg 


705 








710 




Glu 


His 


Asp 


Leu Asp Pro 


Thr Ala 










725 




Tyr 


Ala 


Tyr 


Glu Gly Asn 


Asp Ser 








740 






Glu 


Ser 


Gly 


Thr 


Thr Glu 


Gly Asp 






755 






760 


Trp 


Gly 


Pro 


Arg 


Phe Asn 


Lys Leu 




770 








775 


Ser 


Asp 


Lys 


Asp 


Ser 




785 








789 





<210> 3006 

<211> 179 

<212> PRT 

<213> Homo sapiens 



365 



Glu Asp 


Val Asp 


Glu 


Pro Pro Val 




380 






Glu Val 


His Glu 


Asp 


He Glu Val 




395 




400 


Ala Arg 


Asp Pro 


Asp 


Ser He Ser 


410 






415 


Arg His 


Thr Asp 


Leu 


Asp Arg He 


425 






430 


Ser Leu 


Tyr Thr 


Ser 


Lys Pro Leu 






445 




Asn Leu 


Thr Val 


He 


Ala Ala Glu 




460 






Arg Val 


Ala Val 


Phe 


Val Arg He 




475 




480 


Gin Phe 


Ala Val 


Phe 


Tyr Asp Thr 


490 






495 


Gly Gin 


Leu He 


Gin 


Thr He Ser 


505 






510 


Gly Gly 


Gin Lys 


Phe 


Phe Phe Ser 






525 




Thr Val 


Gin Asp 


Asn Glu Asp Asn 




540 






Asn Gly 


Phe Asn 


Arg His Glu He 




555 




560 


He Ser 


Asp Asn 


Asp 


Tyr Pro He 


570 






575 


lie Arg 


Val Cys 


Ala Cys Asp Ser 


585 






590 


Ala Glu 


Ala Leu 


Leu 


Leu Pro Ala 






605 




Ala He 


Leu Leu 


Cys 


He He He 




620 






Ala Ala 


Leu Lys 


Arg Gin Arg Lys 




635 




640 


Glu Asp 


lie Arg 


Asp Asn He Val 


650 






655 


Glu Glu 


Asp Thr 


Gin 


Ala Phe Asp 


665 






670 


Ala He 


Glu Glu 


Lys 


Lys Leu Arg 






685 




Phe He 


Pro Arg 


Arg Thr Pro Thr 




700 






Asp Phe 


He Asn 


Glu Arg Leu Lys 




715 




720 


Pro Pro 


Tvr AsTD 


Ser 


Leu Ala Thr 


730 






735 


He Ala 


Glu Ser 


Leu 


Ser Ser Leu 


745 






750 


Gin Asn 


Tyr Asp 


Tyr Leu Arg Glu 






765 




Pro Gin 


Lys Tyr 


Gly Gly Gly Glu 




780 
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<400> 3006 

Gly Arg Val Asp Lys Thr Trp Trp Gly Lys Ser Val Gly He Met Leu 

1 5 10 15 

Thr Glu Leu Glu Lys Ala Leu Asn Ser Xle He Asp Val Tyr His Lys 

20 25 30 

Tyr Ser Leu He Lys Gly Asn Phe His Ala Val Tyr Arg Asp Asp Leu 

35 40 45 

Lys Lys Leu Leu Glu Thr Glu Cys Pro Gin Tyr He Arg Lys Lys Gly 

50 55 60 

Ala Asp Val Trp Phe Lys Glu Leu Asp He Asn Thr Asp Gly Ala Val 
65 70 -75 80 

Asn Phe Gin Glu Phe Leu He Leu Val He Lys Met Gly Val Ala Ala 

85 50 95 

Leu Asn Ser He He Asp Val Tyr His Lys Tyr Ser Leu He Lys Gly 

100 105 110 

Asn Phe His Ala Val Tyr Arg Asp Asp Leu Gin Lys Leu Leu Glu Thr 

115 120 125 

Glu Cys Pro Gin Tyr He Arg Lys Lys Gly Ala Asp Val Trp Phe Lys 

130 135 140 

Glu Leu Asp He Asn Thr Asp Gly Ala Val Asn Phe Gin Glu Phe Leu 
145 150 155 160 

He Leu Val He Lys Met Gly Val Gly Ser Pro Gin Lys Lys Val Ala 

165 170 175 

Ser Tyr Phe 
179 



<210> 3007 
<211> 417 
<212> PRT 

<213> Homo sapiens 



<400> 3007 
Met Tyr Glu Gly 
1 

Ser Leu Ala He 

20 

Pro Gly Ser Leu 
35 

Asp Ser Tyr Tyr 
50 

Val Glu Glu Gly 

65 

Leu Gly Ser Leu 

Pro Ser Trp He 

100 

His Val Ser Tyr 
115 

His Arg Val He 
130 

His Trp Pro Pro 

145 

Gin Arg Ser Pro 

Phe Gly Pro Phe 

180 

Leu Phe Thr Gly 
195 

Gin Arg Phe Ser 

210 

Pro Ala Gin Phe 



He Arg 
5 

Gly Thr 

Gly He 

Arg Asp 

Gly Gin 
70 

Ala Phe 

85 

Glu Tyr 

Gin Lys 

Ser Leu 

Glu Lys 
150 
Asp Lys 

165 

Trp Asp 
He Ser 
Pro Lys 
Pro Val 



Cys Leu 

Leu Tyr 

Glu Ala 
40 

Met Ala 

55 
Gly Arg 

Ala Lys 

Gin His 

Tyr Phe 
120 
Glu Asp 
135 

Arg Val 

Lys Thr 

Gin Phe 

Phe Ser 
200 
Glu His 
215 

Leu Glu 



Leu Lys Ala 
10 

Cys Pro Arg 
25 

He Asn Val 

Thr Trp Pro 

Phe Gly Asn 
75 

Leu Leu Asn 

90 . 
His Lys Pro 
105 

Lys Leu Glu 

Phe Met Glu 

Ala Tyr Cys 
155 

Cys Pro Met 
170 

His Val Ser 
185 

Ala Ser Tyr 
Pro Val Leu 
Glu His Arg 



Leu Leu Gly Phe Val 

15 

Gin Tyr Arg Pro Phe 
30 

Pro Glu Pro He Pro 
45 

Thr His Ala Pro Ser 

60 

Gin Ala Asp His Phe 

80 

Arg Ser Leu Ala Val 

95 

Pro Phe Thr Asn Leu 
110 

Pro Leu Gin Ala Tyr 
125 

Lys Leu Ala Pro Thr 
140 

Phe Glu Val Ala Ala 

160 

Lys Glu Gly Asn Pro 

175 

Phe Asn Lys Ser Glu 
190 

Arg Glu Gin Trp Ser 
205 

Ala Leu Pro Gly Ala 
220 

Pro Leu Gin Lys Tyr 
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225 230 235 240 

Met Val Trp Ser Asp Glu Met Val Lys Thr Gly Glu Ala Gin He His 

245 250 255 

Ala His Leu Val Arg Pro Tyr Val Gly He His Leu Arg He Gly Ser 

260 265 270 

Asp Trp Lys Asn Ala Cys Ala Met Leu Lys Asp Gly Thr Ala Gly Ser 

275 280 285 

His Phe Met Ala Ser Pro Gin Cys Val Gly Tyr Ser Arg Ser Thr Ala 

290 295 3O0 

Ala Pro Leu Thr Met Thr Met Cys Leu Pro Asp Leu Lys Glu lie Gin 
305 310 315 320 

Arg Ala Val Lys Leu Trp Val Arg Ser Leu Asp Ala Gin Ser Val Tyr 

325 330 335 

val Ala Thr Asp Ser Glu Ser Tyr Val Pro Glu Lea Gin Gin Leu Phe 

340 345 350 

Lys Gly Lys Val Lys Val Val Ser Leu Lys Pro Glu Val Ala Gin Val 

355 360 365 

Asp Leu Tyr He Leu Gly Qln Ala Asp His Phe lie Gly Asn Cys Val 

370 375 380 

Ser Ser Phe Thr Ala Phe Val Lys Arg Glu Arg Asp Leu Gin Gly Arg 
385 390 395 400 

Pro Ser Ser Phe Phe Gly Met Asp Arg Pro Pro Lys Leu Arg Asp Glu 

405 410 415 

Phe 
417 



<210> 3008 

<211> 412 

<212> PRT 

<213> Homo sapiens 



<400> 3008 

Thr Ala Arg Gly Gly Gly Ser Glu Pro Gly Pro Thr Met Ala Ala Asn 

1 5 10 15 

Tyr Ser Ser Thr Ser Thr Arg Arg Glu His Val Lys Val Lys Thr Ser 

20 25 30 

Ser Gin Pro Gly Phe Leu Glu Arg Leu Ser Glu Thr Ser Gly Gly Met 

35 40 45 

Phe Val Gly Leu Met Ala Phe Leu Leu Ser Phe Tyr Leu He Phe Thr 

50 55 60 

Asn Glu Gly Arg Ala Leu Lys Thr Ala Thr Ser Leu Ala Glu Gly Leu 
65 70 75 80 

Ser Leu Val Val Ser Pro Asp Ser He His Ser Val Ala Pro Glu Asn 

B5 90 95 

Glu Gly Arg Leu Val His He He Gly Ala Leu Arg Thr Ser Lys Leu 

100 105 110 

Leu Ser Asp Pro Asn Tyr Gly Val His Leu Pro Ala Val Lys Leu Arg 

115 120 125 

Arg His Val Glu Met Tyr Gin Trp Val Glu Thr Glu Glu Ser Arg Glu 

130 135 140 

Tyr Thr Glu Asp Gly Gin Val Lys Lys Glu Thr Arg Tyr Ser Tyr Asn 
145 150 155 160 

Thr Glu Trp Arg Ser Glu He He Asn Ser Lys Asa Phe Asp Arg Glu 

165 170 175 

He Gly His Lys Asn Pro Arg Ala Met Ala Gly Glu Ser Phe Met Ala 

180 185 190 

Thr Ala Pro Phe Val Gin He Gly Arg Phe Phe Leu Ser Ser Gly Leu 

195 200 205 

He Asp Lys Val Asp Asn Phe Lys Ser Leu Ser Leu Ser Lys Leu Glu 

210 215 220 

Asp Pro His Val Asp He He Arg Arg Gly Asp Phe Phe Tyr His Ser 
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225 230 



Glu 


Asn 


Pro 


Lys 


Tyr 


Pro 


Glu 


Val 










245 








Tyr 


Ala 


Gly 


Leu 


Ser 


Gly 


Asp 


Asp 








260 










Val 


Thr 


Val 


He 


Ala 


Arg 


Gin 


Arg 






275 










280 


Thr 


Lys 


Ser 


Gly 


Asp 


Thr 


Leu 


Leu 




290 










295 




Ala 


Glu 


Glu 


Val 


Phe 


His 


Arg 


Glu 


305 










310 






Trp 


Gly 


Leu 


Arg 


Ala 


Ala 


Gly 


Trp 










325 








Leu 


Met 


Thr 


Arg 


He 


Leu 


Tyr 


Thr 








340 










Arg 


Asp 


Leu 


Val 


Asn 


He 


Gly 


Leu 






3 55 










360 


Thr 


Ser 


T — - a 

Leu 


Thr 


Leu 


Leu 


Thr 


Val 




370 










375 




Pro 


Leu 


Trp 


Ala 


Leu 


Leu 


He 


Ala 


385 










390 






Val 


Ala 


Arg 


Thr 


Arg 


Val 


Pro 


Ala 










405 










<210> 3009 






* 






<2ii> : 


L88 












<212> PRT 












<213> Homo 


sapiens 








<400> 3009 










Asp 


Ala 


Ala 


Val 


Ala 


Met 


Thr 


Ala 


1 








5 








Gly 


Arg 


Arg 


Phe 


Lys 


Trp 


Ala 


He 








20 










Ser 


Arg 


Gly Arg 


Ser 


Asp 


Arg 


Gly 






35 










40 


Pro 


Val 


Gly Tyr 


Leu 


Asp 


Lys 


Gin 




50 










55 




Thr 


Asp 


Arg 


He 


Leu 


Val 


Glu 


Lys 


65 










70 






Pro 


Leu 


Lys Gin 


He 


Pro 


Met 


Asn 










85 








Asn 


Thr 


He 


Ser 


He 


Phe 


Pro 


Thr 








100 










Arg 


Pro 


He 


Gin 


Ala 


Leu 


Met 


Ala 






115 










120 


Glu 


Ser 


Ser 


Ser 


Gin 


Lys 


Phe 


Leu 




130 










135 




Asn 


Leu 


Met Gly 


Leu 


Ala 


Leu 


Ala 


145 










150 






Leu 


Leu 


Pro 


Thr 


His 


Ala 


Ser 


Asp 










165 








Glu 


Arg 


Met 


Glu 


Phe 


Ser 


Gly 


Gly 



ISO 



<210> 3010 

<211> 346 

<212> PRT 

<213> Homo sapiens 



235 240 



Gly 


Asp 


Leu 


Arg 


Val 


Ser 


Phe 


Ser 




250 










255 




Pro 


Asp 


Leu 


Gly 


Pro 


Ala 


_ _ m 

His 


Val 


265 










270 






Gly 


Asp 


Gin 


Leu 


Val 


Pro 


Phe 


Ser 










285 








Leu 


Leu 


His 


His 


Gly 


Asp 


Phe 


Ser 








300 










Leu 


Arg 


Ser 


Asn 


Ser 


Met 


Lys 


Thr 






315 










320 


Met 


Ala 


Met 


Phe 


Met 


Gly 


Leu 


Asn 




330 










335 




Leu 


Val 


Asp 


Trp 


Phe 


Pro 


Val 


Phe 


345 










350 






Lys 


Ala 


Phe 


Ala 


Phe 


Cys 


Val 


Ala 










365 








Ala 


Ala 


Gly 


Trp 


Leu 


Phe 


Tyr 


Arg 








380 










Gly 


Leu 


Ala 


Leu 


Val 


Pro 


He 


Leu 






395 










400 


Lys 


Lys 


Leu 


Glu 












410 




412 










Gin 


Gly 


Gly 


Leu 


Val 


Ala 


Asn 


f 

Arg 




10 










15 




Glu 


Leu 


Ser 


Gly 


Pro 


Gly 


Gly 


Gly 


25 










30 






Ser 


Gly 


Gin 


Gly 


Asp 


Ser 


Leu 


Tyr 










45 








Val 


Pro 


Asp 


Thr 


Ser 


Val 


Gin 


Glu 








60 










Arg 


Cys 


Trp 


Asp 


He 


Ala 


Leu 


Gly 






75 










80 


Leu 


Phe 


He 


Met 


Tyr 


Met 


Ala 


Gly 




90 










95 




Met 


Met 


Val 


Cys 


Met 


Met 


Ala 


Trp 


105 










110 






He 


Ser 


Ala 


Thr 


Phe 


Lys 


Met 


Leu 










125 








Gin 


Gly 


Leu 


Val 


Tyr 


Leu 


He 


Gly 








140 










Val 


Tyr 


Lys 


Cys 


Gin 


Ser 


Met 


Gly 






155 










160 


Trp 


Leu 


Ala 


Phe 


He 


Glu 


Pro 


Pro 




170 










175 




Gly 


Leu 


Leu 


Leu 










185 






188 
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<400> 3010 



Leu 


He 


Asp Ser 


Ala 


Lys 


Ala 


Arg 


Tyr 


Trp 


Thr 


Gin 


Arg 


Gly 


Thr 


Trp 


a 






5 










10 










15 




Val 


Tyr 


Asp Asn 


Ala 


Leu 


Leu 


Leu 


Leu 


Leu 


Lys 


Cys 


Leu 


Trp 


Ser 


Asn 






20 










25 










30 






Val 


Val 


Pro Glu 


Cys 


Thr 


Met 


Ala 


Ser 


Ser 


Asn 


Thr 


Val 


Leu 


Met 


Arg 






35 








40 










45 








Leu 


Val 


Ala Ser 


Ala 


Tyr 


Ser 


He 


Ala 


Gin 


Lys 


Ala 


Gly 


Met 


He 


Val 




50 








55 










60 










Arg 


Arg 


Val He 


Ala 


Glu 


Gly 


Asp 


Leu 


Gly 


He 


Val 


Glu 


Lys 


Thr 


Cys 


65 








70 










75 










80 


Ala 


Thr 


Asp Leu 


Gin 


Thr 


Lys 


Ala 


Asp 


Arg 


Leu 


Ala 


Gin 


Met 


Ser 


He 








85 










' 90 










95 




Cys 


Ser 


Ser Leu 


Ala 


Arg 


Lys 


Phe 


Pro 


Lys 


Leu 


Thr 


He 


He 


Gly Glu 






100 










105 










110 






Glu 


Asp 


Leu Pro 


Ser 


Glu 


Glu 


Val 


Asp 


Gin 


Glu 


Leii 


He 


Glu 


Asp 


Ser 






115 








120 










125 








Gin 


Trp 


Glu Glu 


He 


Leu 


Lys 


Gin 


Pro 


Cys 


Pro 


Ser 


Gin 


Tyr 
* 


Ser 


Ala 




130 








135 










140 










He 


Lys 


Glu Glu 


Asp 


Leu 


Val 


Val 


Trp 


Val 


Asp 


Pro 


Leu 


Asp 


Gly Thr 


145- 








150 










155 










±o u 


Lys 


Glu 


Tyr Thr 


Glu 


Gly 


Leu 


Leu 


Asp 


Asn 


Val 


Thr 


Val 


Leu 












165 










170 














He 


Ala 


Tyr Glu 


Gly 


Lys 


Ala 


He 


Ala 


Gly 


Val 


He 


Asn 


Gin 


Pro 


Tyr 






180 










185 










190 






Tyr 


Asn 


Tyr Glu 


Ala 


Gly 


Pro 


Asp 


Ala 


Val 


Leu 


Gly 


Arg 


Thr 


He 


Trp 






195 








200 










205 








Gly 


Val 


Leu Gly 


Leu 


Gly 
* 


Ala 


Phe 


Gly 


Phe 


Gin 


Leu 


Lys 


Glu 


Val 


Pro 




210 








215 










220 










Ala 


Gly 


Lys His 


He 


He 


Thr 


Thr 


Thr 


Arg 


Ser 


His 


Ser 


Asn 


Lys 


Leu 


225 








230 










235 










240 


Val 


Thr 


Asp Cys 


Val 


Ala 


Ala 


Met 


Asn 


Pro 


Asp 


Ala 


Val 


Leu 


Ara 


Val 








245 










250 










255 




Gly 


Gly 


Ala Gly 


Asn 


Lys 


He 


He 


Gin 


Leu 


He 


Glu 


Gly 


Lys 


Ala 


Ser 






260 










265 


• 








270 






Ala 


Tyr 


Val Phe 


Ala 


Ser 


Pro 


Gly 


Cys 


Lys 


Lys 


Trp 


Asp 


Thr 


Cys 


Ala 






275 








280 










285 








Pro 


Glu 


Val He 


Leu 


His 


Ala 


Val 


Gly 


Gly 


Lys 


Leu 




Asp 


He 


His 




290 








295 










300 










Gly 


Asn 


Val Leu 


Gin 


Tyr 


His 


Lys 


Asp 


Val 


Lys 


His 


Met 


Asn 


Ser 


Ala 


305 








310 










315 










320 


Gly 


Val 


Leu Ala 


Thr 


Leu 


Arg 


Asn 


Tyr 


Asp 


Tyr 


Tyr 


Ala 


Ser 


Arg 


Val 








325 










330 










335 




Pro 


Glu 


Ser He 


Lys 


Asn 


<A1 a 


Leu 


Val 


Pro 


















340 










345 


346 
















<210> 3011 




























<211> 386 




























<212> PRT 




























<213> Homo 


sapiens 
























<400> 3011 


























Ser 


Pro Gin Lys 


Thr 


Met 


Arg 


Ser 


His 


Thr 


He 


Thr 


Met 


Thr 


Thr 


Thr 


1 






5 










10 










15 




Ser 


Val 


Ser Ser 


Trp 


Pro 


Tyr 


Ser 


Ser 


His Arg 


Met 


Arg 


Phe 


He 


Thr 






20 










25 










30 






Asn 


His 


Ser Asp 


Gin 


Pro 


Pro 


Gin 


Asn 


Phe 


Ser 


Ala 


Thr 


Pro 


Asn 


Val 






35 








40 










45 








Thr 


Thr 


Cys Pro 


Met 


Asp 


Glu 


Lys 


Leu 


Leu 


Ser 


Thr 


Val 


Leu 


Thr 


Thr 
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50 










55 




60 






Ser 


Tyr 


Ser 


Val 


He 


Phe 


He Val 


Gly Leu Val Gly 


Asn 


He He Ala 


65 










70 






75 




80 


Leu 


Tyr 


Val 


Phe 


Leu 


Gly 


He His 


Arg 


Lys Arg Asn 


Ser 


He Gin He 










85 








90 




95 


Tyr 


Leu 


Leu 


Asn 


Val 


Ala 


He Ala 


Asp 


Leu Leu Leu 


He 


Phe Cys Leu 








100 








105 






110 


Pro 


Phe 


Arg 


He 


Met 


Tyr 


His He 


Asn Gin Asn Lys 


Trp Thr Leu Gly 






115 








120 






125 




Val 


lie 


Leu 


Cys 


Lys 


Val 


Val Gly 


Thr 


Leu Phe Tyr 


Met 


Asn Met Tyr 




130 










135 




140 






rie 


Ser 


He 


He 


Leu 


Leu Gly Phe 


He 


Ser Leu Asp 


Arg Tyr He Lys 


145 










150 






155 




160 


lie 


Asn 


Arg 


Ser 


He 


Gin Gin Arg 


Lys Ala He Thr 


Thr 


Lys Gin Ser 










165 








170 




175 


He 


Tyr 


Val 


Cys 


Cys 


He 


Val Trp 


Met 


Leu Ala Leu 


Gly Gly Phe Leu 








180 








185 






190 


Thr 


Met 


He 


He 


Leu 


Thr 


Leu Lys 


Lys Gly Gly His 


Asn 


Ser Thr Met 






195 








200 






205 




Cys 


Phe 


His 


Tyr 


Ara 


Asp 


Lys His 


Asn Ala Lys Gly 


Glu 


Ala He Phe 




210 










215 




220 






Asn 


Phe 


He 


Leu 


Val 


Val 


Met Phe 


Trp Leu He Phe 


Leu 


Leu He He 


225 










230 










240 


Leu 


Ser 


Tvr 


He 


Lvs 


He 


Gly Lys 


Asn 


Leu Leu Arg 


He 


Ser Lys Arg 










245 












255 




Ser 


Lys 


Phe 


Pro 


Asn Ser Gly 


tiVS 




Thr Ala Arg Asn 








260 








A « ^ 






270 


Ser 


Phe 


He 


Val 


Leu 


He 


lie Phe 


Thr 


Tie* fVQ Plltfl^ 


Val 


Pro Tyr His 






275 








280 

^ o w 






285 




Ala 


Phe 


Arg 


Phe 


He 


Tyr 


He Ser 


Ser 


Gin Leu Asn 


Val 


Ser Ser Cys 




290 

mm W 










295 




300 






Tyr 


Trp 


Lys 


Glu 


He 


Val 


His Lys 


Thr 


Asn Glu He 


Met 


Leu Val Leu 


305 










310 






315 




320 


Ser 


Ser 


Phe 


Asn 


Ser 


Cys 


Leu Asp 


Pro 


Val Met Tyr 


Phe 


Leu Met Ser 










325 








330 




335 


Ser 


Asn 


He 


Arcr 


Lvs 


He 


Met Cys 


Gin 


Leu Leu Phe 


Arg Arg Phe Gin 








340 








345 






350 


Gly 


Glu 


Pro 


Ser 


Arg 


Ser 


Glu Ser 


Thr 


Ser Glu Phe 


Lys 


Pro Gly Tyr 






355 








360 






365 




Ser 


Leu 


His 


Asp 


Thr 


Ser 


Val Ala 


Val 


Lys He Gin 


Ser 


Ser Ser Lys 




370 










375 




380 






Ser 


Thr 




















385 


386 
• 






















<210> 3012 


















<211> 366 


















<212> PRT 


















<213> Homo 


sapiens 














<400> 3012 
















Thr 


Glu 


Pro 


Val 


Gly 


Tyr 


Thr Lys 


Ala 


Glu Glu Pro 


He Ala Met Arg 


1 








5 








10 




15 


Ser 


Leu 


Gly Ala 


Leu 


Leu 


Leu Leu 


Leu 


Ser Ala Cys 


Leu 


Ala Val Ser 








20 








25 






30 


Ala 


Gly 


Pro 


Val 


Pro 


Thr 


Pro Pro 


Asp Asn He Gin 


Val 


Gin Glu Asn 






35 








40 






45 




Phe 


Asn 


He 


Ser 


Arg 


He 


Tyr Gly 


Lys Trp Tyr Asn 


Leu 


Ala He Gly 




50 










55 




60 






Ser 


Thr 


Cys 


Pro 


Trp 


Leu 


Lys Lys 


He 


Met Asp Arg 


Met 


Thr Val Ser 


65 










70 






75 




80 


Thr 


Leu 


Val 


Leu 


Gly 


Glu Gly Ala 


Thr 


Glu Ala Glu 


He 


Ser Met Thr 
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85 90 95 



Ser 


Thr 


Arg 


Trp 


Arg 


Lys 


Gly Val Cys 


Glu Glu Thr Ser 


Gly Ala Tyr 








100 






105 




110 




Glu 


Lys 


Thr 


Asp 


Thr 


Asp 


Gly Lys Phe 


Leu Tyr His Lys 


Ser Lys Trp 






115 








120 


125 






Asn 


He 


Thr 


Met 


Glu 


Ser 


Tyr Val Val 


His Thr Asn Tyr 


Asp Glu Tyr 




130 










135 


140 






Ala 


He 


Phe 


Leu 


Thr 


Lys 


Lys Phe Ser 


Arg His His Gly 


Pro 


Thr He 


145 










150 




155 




160 


Thr 


Ala 


Lys 


Leu 


Tyr Gly 


Arg Ala Pro 


Gin Leu Arg Glu 


Thr 


Leu Leu 










165 






170 




175 


Gin 


Asp 


Phe 


Arg 


Val 


Val 


Ala Gin Gly 


Val Gly He Pro 


Glu Asp Ser 








180 






185 




190 




lie 


Phe 


Thr 


Met 


/aa 


Asp 


Arg Gly Glu 


Cys Val Pro Gly 


Glu 


Gin Glu 






195 








200 


205 






Pro 


Glu 


Pro 


He 


Leu 


lie 


Pro Arg Val 


Arg Arg Ala Val 


Leu 


Pro Gin 




210 










215 


220 






Glu 


Glu 


Glu 


Gly 


Ser 


Gly 


Gly Gly Gin 


Leu Val Thr Glu 


Val 


Thr Lys 


225 










230 




235 




240 


Lys 


Glu 


Asp 


Ser 


Cys 


Gin 


Leu Gly Tyr 


Ser Ala Gly Pro 


Cys 


Met Gly 










245 






250 




255 


Met 


Thr 


Ser 


Arg 


Tyr 


Phe 


Tyr Asn Gly 


Thr Ser Met Ala 


Cys 


Glu Thr 








260 






265 




270 




Phe 


Gin 


Tyr 


Gly 


Gly Cys 


Met Gly Asn 


Gly Asn Asn Phe 


Val 


Thr Glu 






275 








280 


285 






Lys 


Glu 


Cys 


Leu 


Gin 


Thr 


Cys Arg Thr 


Val Ala Ala Cys 


Asn 


Leu Pro 




290 










295 


300 






lie 


Val 


Arg 


Gly 


Pro 


Cys 


Arg Ala Phe 


He Gin Leu Trp 


Ala 


Phe Asp 


305 










310 




315 




320 


Ala 


Val 


Lys 


Gly 


Lys 


Cys 


Val Leu Phe 


Pro Tyr Gly Gly 


Cys 


Gin Gly 










325 






330 




335 


Asn 


Gly 


Asn 


Lys 


Phe 


Tyr 


Ser Glu Lys 


Glu Cys Arg Glu 


Tyr Cys Gly 








340 






345 




350 




Val 


Pro 


Gly 


Asp 


Gly Asp 


Glu Glu Leu 


Leu Arg Phe Ser 


Asn 








355 








360 


365 


366 





<210> 3013 

<211> 104 

<212> PRT 

<213> Homo sapiens 



<400> 3013 



Arg 


Gin 


Met 


Ala 


Leu 


Leu 


Lys 


Ala- 


Asn 


Lys 


Asp Leu He 


Ser Ala Gly 


1 








5 










10 






15 




Leu 


Lys 


Glu 


Phe 


Ser 


Val 


Leu 


Leu 


Asn 


Gin 


Gin Val Phe 


Asn 


Asp 


Pro 








20 










25 






30 




Leu 


Val 


Ser 


Glu 


Glu 


Asp 


Met 


Val 


Thr 


Val 


Val Glu Asp 


Trp 


Met 


Asn 






35 










40 






45 








Phe 


Tyr 


He 


Asn 


Tyr 


Tyr 


Arg 


Gin 


Gin 


Val 


Thr Gly Glu 


Pro 


Gin 


Glu 




50 










55 








60 








Arg 


Asp 


Lys 


Ala 


Leu 


Gin 


Glu 


Leu 


Arg 


Gin 


Glu Leu Asn 


Thr 


Leu 


Ala 


65 










70 










75 






80 


Asn 


Pro 


Phe 


Leu 


Ala 


Lys 


Tyr Arg 


Asp 


Phe 


Leu Lys Ser 


His 


Glu 


Leu 










85 










90 






95 




Pro 


Ser 


His 


Pro 


Pro. Pro 


Ser 


Ser 















100 104 



<210> 3014 
<211> 124 
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<212> PRT 

<213> Homo sapiens 
<400> 3014 



Gly 


Thr 


Ser 


Trp 


Ser 


Thr 


Leu 


Arg 


Ala 


Val 


Met 


Ser 


Ala 


Ser Val Val 


1 








5 










10 








15 


Ser 


Val 


Val 


Ser 


Arg 


Val 


Leu 


Glu 


Glu 


Tyr 


Leu 


Ser 


Ser 


Thr Pro Gin 








20 










25 










30 


Arg 


Leu 


Lys 


Leu 


Leu Asp Ala 


Tyr 


Leu 


Leu 


Tyr 


He 


Leu Leu Thr Gly 






35 










40 










45 




Ax3i 


lieu 


Lixn 


vne 


Gly Tyr Cys 


Leu 


n V» 

Pile 


Val 


Leu 


Thr 


Phe 


His Phe Asn 




50 










55 










60 






Ser 


Leu 


Leu 


Leu 


Phe 


Phe 


Phe 


Phe 


Cys 


Val 


Gly Ser 


Phe 


His Ser Asn 


65 










70 










75 






80 


Val 


Tyr 


Phe 


Leu 


Leu 


Phe 


Thr 


Leu 


Ser 


Phe 


Leu Cys 


Phe 


Leu Phe He 










85 










90 








95 


Ala 


Tyr 


Phe 


Phe 


Leu 


He Arg 


Phe 


Phe 


Ser 


Leu 


Phe 


He 


Trp Phe Phe 








100 










105 










110 


His 


Val 


Phe 


Phe 


He 


Glu 


Leu 


Ser 


Leu 


Phe 


Tyr Phe 










115 










120 








124 








<210> : 


3015 
























<211> 439 




















■ 




<212> PRT 
























<213> Homo 


sapiens 




















<400> : 


2015 






















Ala 


Ala 


Ala 


Glu 


Gly 


Thr 


Ala 


Pro 


Ser 


Pro 


Gly Arg 


Val 


Ser Pro Pro 


1 








5 










10 








15 


Thr 


Pro 


Ala 


Arg 


Gly 


Glu 


Pro 


Glu 


Val 


Thr 


Val 


Glu 


He 


Gly Glu Thr 








20 










25 










30 


Tyr 


Leu 


Cys 


Arg 


Ar^ 


Pro Asp 


Ser 


Thr 


Trp 


His 


Ser 


Ala 


Glu Val He 






35 










40 










45 




Gin 


Ser 


Arg 


Val 


Asn 


Asp Gin 


Glu 


Gly 


Arg 


Glu 


Glu 


Phe 


Tyr Val His 




50 










55 










60 






Tyr 


Val 


Gly 


Phe 


Asn 


Arg Arg 


Leu 


Asp 


Glu 


Trp Val 


Asp 


Lys Asn Arg 


65 


4 








70 










75 






80 


Leu 


Ala 


Leu 


Thr 


Lys 


Thr 


Val 


Lys 


Asp 


Ala 


Val 


Gin 


Lys 


Asn Ser Glu 










85 










90 








95 


Lys 


Tyr 


Leu 


Ser 


Glu 


Leu 


Ala 


Glu 


Gin 


Pro 


Glu 


Arg 


Lys 


He Thr Arg 








lOO 










105 










110 


Asn 


Gin 


Lys 


Arg 


Lys 


His 


Asp 


Glu 


He 


Asn 


His 


Val 


Gin 


Lys Thr Tyr 






115 










120 










125 




Ala 


Glu 


Met 


Asp 


Pro 


Thr 


Thr 


Ala 


Ala 


Leu 


Glu 


Lys 


Glu 


His Glu Ala 




130 










135 










140 






He 


Thr 


Lys 


Val 


Lys 


Tyr 


Val 


Asp 


Lys 


He 


His 


He 


Gly Asn Tyr Glu 


145 










150 










155 






160 


He 


Asp 


Ala 


Trp 


Tyr 


Phe 


Ser 


Pro 


Phe 


Pro 


Glu 


Asp 


Tyr 


Gly Lys Gin 










165 










170 








175 


Pro 


Lys 


Leu 


Trp 


Leu 


Cys 


Glu 


Tyr 


Cys 


Leu 


Lys 


Tyr 


Met 


Lys Tyr Glu 








180 










185 










190 


Lys 


Ser 


Tyr 


Arg 


Phe 


His 


Leu 


Gly 


Gin 


Cys 


Gin 


Trp 


Arg 


Gin Pro Pro 






195 










200 










205 




Gly 


Lys 


Glu 


He 


Tyr 


Arg 


Lys 


Ser 


Asn 


He 


Ser 


Val 


Tyr 


Glu Val Asp 




210 










215 










220 






Gly 


Lys 


Asp 


His 


Lys 


He 


Tyr 


Cys 


Gin 


Asn 


Leu 


Cys 


Leu Leu Ala Lys 


225 










230 










235 






240 


Leu 


Phe 


Leu 


Asp 


His 


Lys 


Thr 


Leu 


Tyr 


Phe 


Asp 


Val 


Glu 


Pro Phe Val 










245 










250 








255 


Phe 


Tyr 


He 


Leu 


Thr 


Glu 


Val 


Asp 


Arg 


Gin 


Gly Ala 


His 


He Val Gly 
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260 








265 




270 


Tyr 


Phe 


Ser 


Lys 


Glu 


Lys 


Glu 


Ser Pro Asp Gly Asn 


Asn 


Val Ala Cys 






275 










280 


285 




He 


Leu 


Thr 


Leu 


Pro 


Pro 


Tyr 


Gin Arg Arg Gly Tyr 


Gly Lys Phe Leu 




290 










295 


300 






He 


Ala 


Phe 


Ser 


Tyr 


Glu 


Leu 


Ser Lys Leu Glu Ser 


Thr 


Val Gly Ser 


305 










310 




315 




320 


Pro 


Glu 


Lys 


Pro 


Leu 


Ser 


Asp 


Leu Gly Lys Leu Ser 


Tyr Arg Ser Tyr 










325 






330 




335 


Trp 


Ser 


Trp 


Val 


Leu 


Leu 


Glu 


He Leu Arg Asp Phe 


Arg 


Gly Thr Leu 








340 








345 




350 


Ser 


He 


Lys 


Asp 


Leu 


Ser 


Gin 


Met Thr Ser He Thr 


Gin Asn Asp He 






355 










360 


365 




He 


Ser 


Thr 


Leu 


Gin 


Ser 


Leu 


Asn Met Val Lys Tyr 


Trp 


Lys Gly Gin 




370 










375 


380 






His 


Val 


He 


Cys 


Val 


Thr 


Pro 


Lys Leu Val Glu Glu 


His 


Leu Lys Ser 


385 










390 




395 




400 


Ala 


Gin 


Tyr 


Lys 


Lys 


Pro 


Pro 


He Thr Gly Gly Trp 


Gly Ala Ala Val 










405 






410 




415 


Cys 


Arg 


Gly 


Arg 


Trp 


Gly 


Ser 


Val Ser He Trp Thr 


Gly Arg Ser Gin 








420 








425 






Gly 


Leu 


Leu 


He 


Ala 


Val 


Thr 












435 








439 










<210> 3016 
















<211> 439 
















<212> PRT 
















<213> Homo 


sapiens 












<400> 3016 














Ala 


Ala 


Ala 


Glu 


Gly 


Thr 


Ala 


Pro Ser Pro Gly Arg 


Val 


Ser Pro Pro 


1 








5 






10 




15 


Thr 


Pro 


Ala 


Arg 


Gly 


Glu 


Pro 


Glu Val Thr Val Glu 


He 


Gly Glu Thr 








20 








25 




30 


Tyr 


Leu 


Cys 


Arg 


Arg 


Pro 


Asp 


Ser Thr Tzp His Ser 


Ala 


Glu Val He 






35 










40 


45 




Gin 


Ser 


Arg 


Val 


Asn 


Asp 


Gin 


Glu Gly Arg Glu Glu 


Phe 


Tyr Val His 




50 










55 


60 






Tyr 


Val 


Gly 


Phe 


Asn 


Arg 


Arg 


Leu Asp Glu Trp Val 


Asp 


Lys Asn Arg 


65 










70 




75 




80 


Leu 


Ala 


Leu 


Thr 


Lys 


Thr 


Val 


Lys Asp Ala Val Gin 


Lys 


Asn Ser Glu 










85 






90 




95 


Lys 


Tyr 


Leu 


Ser 


Glu 


Leu 


Ala 


Glu Gin Pro Glu Arg 


Lys 


He Thr Arg 








100 








105 




110 


Asn 


Gin 


Lys 


Arg 


Lys 


His 


Asp 


Glu He Asn His Val 


Gin 


Lys Thr Tyr 






115 










120 


125 




Ala 


Glu 


Met 


Asp 


Pro 


Thr 


Thr 


Ala Ala Leu Glu Lys 


Glu 


His Glu Ala 




130 










135 


140 






He 


Thr 


Lys 


Val 


Lys 


Tyr 


Val 


Asp Lys He His He 


Gly Asn Tyr Glu 


145 










150 




155 




160 


He 


Asp 


Ala 


Trp 


Tyr 


Phe 


Ser 


Pro Phe Pro Glu Asp 


Tyr Gly Lys Gin 










165 






170 




175 


Pro 


Lys 


Leu 


Trp 


Leu 


Cys 


Glu 


Tyr Cys Leu Lys Tyr 


Met 


Lys Tyr Glu 








180 








185 




190 


Lys 


Ser 


Tyr 


Arg 


Phe 


His 


Leu 


Gly Gin Cys Gin Trp 


Arg Gin Pro Pro 






195 










200 


205 




Gly 


Lys 


Glu 


He 


Tyr 


Arg 


Lys 


Ser Asn He Ser Val 


Tyr Glu Val Asp 




210 










215 


220 






Gly 


Lys 


Asp 


His 


Lys 


He 


Tyr 


Cys Gin Asn Leu Cys 


Leu 


Leu Ala Lys 


225 










230 




235 




240 


Leu 


Phe 


Leu 


Asp 


His 


Lys 


Thr 


Leu Tyr Phe Asp Val 


Glu 


Pro Phe Val 
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245 250 255 



Phe 


Tyr 


He 


Leu 
260 


Thr 


Glu 


Val 


Asp 


Arg 
265 


Gin 


Gly 


Ala 


His He Val Gly 

270 


Tyr 


Phe 


Ser 
275 


Lys 


Glu 


Lys 


Glu 


Ser 
280 


Pro 


Asp 


Gly 


Asn 


Asn Val Ala Cys 
285 


He 


Leu 
290 


Thr 


Leu 


Pro 


Pro 


Tyr 
295 


Gin 


Arg 


Arg 


Gly 


Tyr 
300 


Gly Lys Phe Leu 


He 


Ala 


Phe 


Ser 


Tyr 


Glu 


Leu 


Ser 


Lys 


Leu 


Glu 


Ser 


Thr Val Gly Ser 


305 










310 










315 




320 


Pro 


Glu 


Lys 


Pro 


Leu 

325 


Ser 


Asp 


Leu 


Gly 


Lys 
330 


Leu 


Ser 


Tyr. Arg Ser Tyr 
335 


Trp 


Ser 


Trp 


Val 
340 


Leu 


Leu 


Glu 


He 


Leu 
345 


Arg 


Asp 


Phe 


Arg Gly Thr Leu 

350 


Ser 


He 


Lys 
355 


Asp 


Leu 


Ser 


Gin 


Met 
360 


Thr 


Ser 


He 


Thr 


Gin Asn Asp He 
365 


He 


Ser 
370 


Thr 


Leu 


Gin 


Ser 


Leu 
375 


Asn 


Met 


Val 


Lys 


Tyr 
380 


Trp Lys Gly Gin 


His 


Val 


He 


Cva 

\p» jr o 


Val 


Thr 


Pro 


Lvs 




Val 


Glu 


aiu 


His Leij TjVS 55^** 


385 










230 










395 




400 


Ala 


Gin 


Tyr 


Lys 


Lys 
405 


Pro 


Pro 


He 


Thr 


Gly 
410 


Gly 


Trp 


Gly Ala Ala Val 
415 


Cys 


Arg 


Gly 


Arg 
420 


Trp 


Gly 


Ser 


Val 


Ser 
425 


He 


Trp 


Thr 


Gly Arg Ser Gin 
430 


Gly 


Leu 


Leu 
435 


He 


Ala 


Val 


Thr 
439 















<210> 3017 

<211> 222 

<212> PRT 

<213> Homo sapiens 



<400> 3017 



Glu 


Ala 


His 


Pro 


1 








Met 


Asp 


Glu 


Asp 








20 


Ser 


Gly 


Val 


Gly 






35 




Phe 


Asp 


Pro 


Glu 




50 






Thr 


He 


Ser 


Val 


65 








Ala 


Gly 


Gin 


Glu 


Ala 


Gin 


Gly 


Val 








100 


Val 


Lys 


Leu 


Asp 






115 




Asn 


Asp 


He 


Val 




13 0 






Arg 


Glu 


Val 


Asp 


145 








Met 


Leu 


Phe 


He 


Ala 


Phe 


Glu 


Glu 








180 


Glu 


Ser 


Glu 


Asn 






195 




Gly 


Gin 


Gly 


Gly 




210 







Gly Gly Gin Leu 
5 

Val Leu Thr Thr 

Lys Ser Ser Leu 

40 

Leu Ala Ala Thr 
55 

Asp Gly Asn Lys 
70 

Arg Phe Arg Thr 
85 

He Leu Val Tyr 

Asn Trp Leu Asn 

120 

Asn Met Leu Val 

135 

Arg Asn Glu Gly 
150 

Glu Ala Ser Ala 
165 

Leu Val Glu Lys 

Gin Asn Lys Gly 

200 

Gly Ala Cys Gly 
215 



Gly 


Ser 


Glu 


Arg 




10 






Leu 


Lys 


He 


Leu 


25 








Leu 


Leu 


Arg 


Phe 


He 


Gly 


Val 


TVsp 








60 


Ala 


Lys 


Leu 


Ala 






75 




Leu 


Thr 


Pro 


Ser 




90 






Asp 


Val 


Thr 


Arg 


105 








Glu 


Leu 


Glu 


Thr 


Gly 


Asn 


Lys 


He 








140 


Leu 


Lys 


Phe 


Ala 






155 




Lys 


Thr 


Cys 


Asp 




170 






He 


He 


Gin 


Thr 


185 








Val 


Lys 


Leu 


Ser 


Gly 


Tyr 


Cys 


Ser 



220 



Asn Gly Val Arg 
15 

He He Gly Glu 
30 

Thr Asp Asp Thr 
45 

Phe Lys Val Lys 

He Trp Asp Thr 

80 

Tyr Tyr Arg Gly 
95 

Arg Asp Thr Phe 
110 

Tyr Cys Thr Arg 
125 

Asp Lys Glu Asn 

Arg Lys His Ser 

160 

Gly Val Gin Cys 
175 

Pro Gly Leu Trp 
190 

His Arg Glu Glu 
205 

Val Leu 
222 
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<210> 3018 ' 
<211> 73 
<212> PRT 

<213> Homo sapiens 





<400> 3018 












Ala 


Pro Val Leu 


He 


Leu 


Gin Met Val Lys Leu Ser He Val 


Leu 


Thr 


1 




5 




10 


15 




Pro 


Gin Phe Leu 


Ser His 


Asp Gin Gly Gin Leu Thr Lys Glu 


Leu 


Gin 




20 






25 30 






Gin 


His Val Lys 
35 


Ser 


Val 


Thr Cys Pro Cys Glu Tyr Leu Arg 
40 45 


Lys 


Val 


Ser 


Glu Cys Arg 
50 


Gin 


Met 


Gly Pro Gly Ala Leu Qlu Gin Phe 
55 60 


Pro 


Gly 


Leu 


Ser Cys His 


Thr 


Ser 


His Ser Gly 






65 






70 


73 







<210> 3019 
<211> 198 
<212> PRT 

<213> Homo sapiens 



<4O0> 3019 



Pro 


Gly 


He 


Thr 


Met 


Ala 


Ala Ser 


1 








5 






Val 


Thr 


Gly 


Asn 


Ala 


Lys 


Lys Leu 








20 








Asp 


Lys 


Phe 


Pro 


Cys 


Thr 


Leu Val 






35 








40 


Tyr 


Gin 


Gly 


Glu 


Pro 


Asp 


Glu He 




50 










55 


Val 


Arg 


Gin 


Val 


Gin 


Gly 


Pro Val 


65 










70 




Phe 


Asn 


Ala 


Leu 


Gly 


Gly 


Leu Pro 










85 






Glu 


Lys 


Leu 


Lys 


Pro 


Glu 


Gly Leu 








100 








Asp 


Lys 


Ser 


Ala 


Tyr 


Ala 


Leu Cys 






115 








12 0 


Pro 


Ser 


Gin 


Pro 


Val 


Arg 


Leu Phe 




130 










135 


Val 


Ala 


Pro 


Arg 


Gly 


Cys 


Gin Asp 


145 










150 




Pro 


Asp 


Gly 


Tyr 


Glu 


Gin 


Thr Tyr 










165 






Asn 


Ala 


Val 


Ser 


His 


Arg 


Phe Arg 








180 








Phe 


Gly 


Ser 


Leu 


Ala 


Ala 








195 






198 





Leu Val Gly Lys 


Lys 


He 


Val 


Phe 


10 








15 




Glu Glu Val 


Val 


Gin 


He 


Leu 


Gly 


25 






30 






Ala Gin Lys 


He 


Asp 


Leu 


Pro 


Glu 






45 








Ser He Gin 


Lys 


Cys 


Gin 


Glu 


Ala 




60 










Leu Val Glu 


Asp 


Thr 


Cys 


Leu 


Cys 


75 










80 


Gly Pro Tyr 


He 


Lys 


Trp 


Phe 


Leu 


90 








95 




His Gin Leu 


Leu 


Ala 


Gly 


Phe 


Glu 


105 






110 






Thr Phe Ala 


Leu 


Ser 


Thr 


Gly 


Asp 






125 








Arg Gly Arg Thr Ser Gly 


Arg 


He 




140 










Phe Gly Trp Asp Pro Cys 


Phe 


Gin 


155 










160 


Ala Glu Met 


Pro 


Lys 


Ala 


Glu 


Lys 


.170 








175 




Ala Leu Leu 


Glu 


Leu 


Gin 


Glu 


Tyr 


165 






190 







/ 



<210> 3020 
<211> 340 
<212> PRT 

<213> Homo sapiens 
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<400> 3020 



Val 


Ser 


Cys 


Leu 


Pro 


Thr 


Ser 


Cys 


Lys 


1 








5 










Asp 


Gin 


Pro 


Val 
20 


Pro 


Phe 


Asn 


Ser 


Ser 
25 


Ala 


Ala 


Leu 
35 


Val 


Phe 


Tyr 


Ser 


Cys 

40 


He 


Asn 


lie 


Thr 


Ala 


Leu 


Trp Val 


Phe 


Ser 




50 










55 






Thr 


Val 


Thr 


He 


Tyr 


Met 


Met 


Asn 


Val 


65 










70 








He 


Met 


Thr 


Leu 


Pro 
85 


Phe 


Arg 
• 


Met 


Phe 


Pro Phe Gly Glu Tyr 


Phe 


Cys 


Gin 


He 








100 










105 


Tyr 


Pro 


Ser 
115 


He 


Ala 


Leu 


Trp 


Leu 
120 


Leu 


Tyr Met 


Ala 


He 


Val 


Gin 


Pro 


Lys 


Tyr 




130 










135 






Cys 


Lys 


Ala 


Val 


Leu 


Ala 


Cys 


Val Gly 


145 










150 








Thr 


Thr 


Thr 


Pro 


Leu 


Leu 


Leu 


Leu Tyr 










165 










Thr 


Pro 


Ala 


Thr 
180 


Cys 


Leu 


Lys 


He 


Ser 
185 


Val 


Asn 


Val 


Leu 


Asn 


Leu 


Thr 


Arg Leu 






195 










200 




Leu 


Phe 


He 


Met 


He 


Gly Cys 


Tyr 


Leu 




210 










215 






His 


Gly Arg 


Thr 


Ser 


Lys 


Leu 


Lys 


Pro 


225 










230 








Arg 


lie 


He 


He 


Thr 
245 


Leu 


Leu 


Val 


Gin 


Phe 


His 


He 


Cys 
260 


Phe 


Ala 


Phe 


Leu 


Met 
265 


Tyr Asn 


Pro 


Trp Gly 


Ala 


Phe 


Thr 


Thr 






275 










280 




Cys 


Leu Asp 


Val 


He 


Leu Tyr 


Tyr 


He 




290 










295 






Arg Val 


He 


Ser 


Val 


Met 


Leu 


Tyr Arg 


305 










310 








Arg Lys 


Ser 


Phe 


Arg 


Ser Gly 


Ser 


Leu 










325 










Ser 


Glu 


Met 


Leu 













340 



PCT/USOl/04098 



Met 


He Thr 


Leu Asn 


Asn 


Gin 


10 






15 




His 


Pro Asp Glu Tyr 


Lys 


He 






30 






Phe 


He He Gly Leu 


Phe 


Val 






45 






Cys 


Thr Thr 


Lys Lys 


Arg 


Thr 




60 








Ala 


Leu Val Asp Leu 


He 


Phe 




75 




• 


80 


Tyr 


Tyr Ala Lys Asp 


Glu 


Trp 


90 






95 




Leu 


Gly Ala Leu Thr 


Val 


Phe 






110 






Ala 


Phe He 


Ser Ala 


Asp 


Arg 






125 






Ala 


Lys Glu 


Leu Lys 


Asn 


Thr 




140 








Val 


Trp He 


Met Thr 


Leu 


Thr 




155 






160 


Lys 


Asp Pro Asp Lys 


Asp 


Ser 


170 






175 




Asp 


He He 


Tyr Leu 


Lys 


Ala 






190 






Thr 


Phe Phe 


Phe Leu 


He 


Pro 






205 






Val 


He He 


His Asn 


Leu 


Leu 




22 0 








Lys 


Val Lys 


Glu Lys 


Ser 


He 




235 






240 


Val 


Leu Val 


Cys Phe 


Met 


Pro 


250 






255 




Leu 


Gly Thr 


Gly Glu 


Asn 


Ser 






270 






Phe 


Leu Met 


Asn Leu 


Ser 


Thr 






285 






Val 


Ser Lys 


Gin Phe 


Gin 


Ala 




300 








Asn 


Tyr Leu Arg Ser 


Met 


Arg 




315 






320 


Arg 


Ser Leu 


Ser Asn 


He 


Asn 


330 






335 





<210> 3021 
<211> 623 
<212> PRT 
<213> Homo 



<400> 3021 

Glu Glu Phe Cys 
1 

Ala Pro Lys Pro 

20 

Thr Lys Arg Lys 
35 

Thr Thr Ala Gly 
50 

Glu Leu Arg Pro 



sapiens 



Thr Trp He Ala 
5 

Gly Lys Asp Val 
Lys Pro Arg Arg 

40 

Ala Ser Pro Gly 
55 

Gin Arg Pro Lys 



Val Arg Val Gly 
10 

Pro Pro Lys Lys 
25 

Tyr Trp Glu Glu 

Pro Pro Arg Asn 

60 

Asn Ala Tyr He 



Glu Met Glu Thr 
15 

Asp Lys Leu Gin 
30 

Glu Thr Val Pro 
45 

Lys Lys Asa Arg 
Leu Lys Lys Ser 
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Arg 


lie 


Ser 


Lys 


Asn 


Pro 


Glu 


Ser 








100 


Gly 


Pro 


Ala 


Pro 






115 




Asp 


Lys 


Ser 


Arg 




130 






Leu 


Glu 


Val 


Ala 


145 








Arg 


Ser 


Glu 


Leu 


Asp 


Gly 


Glu 


Asp 








180 


Val 


Asp 


He 


Ala 






195 




Phe 


Gly 


Pro 


Tvr 




210 






Phe 


Gly 


Gly 


Arcr 


225 








Lys 


Leu 


Met 


Cvs 


Pile 


Leu 


Hd.s 


Ser 








260 


His 


He 


Tyr 


Asp 






275 




Asp 


Arcr 


Val 


Thx 




290 






Thr 


Ala 


Ser 


Glu 


305 








LVS 


He 


Val 


Ala 


Ser 


Gin 


Asn 


Pro 








340 


Thr 


Val 


Ser 


Leu 






355 




Leu 


CvS 


His 


Ara 




3 70 






Thr 


Tvr 


Met 


Ala 


385 








Leu 


Arq 


Gly 


Thr 


Ala 


Gly 


His 


Leu 








420 


Gly 


Asp 


Val 


Val 






435 




Ser 


Leu 


Glu 


Gin 




450 






Gly 


Leu 


Gin 


Phe 


465 








Gly 


Gly 


He 


Thr 


Asp 


Gly 


Leu 


Glu 








500 


Trp 


Glu 


Val 


Lys 






515 




Leu 


Asp 


Pro 


Arg 




530 






Gly 


Lys 


Lys 


Glu 


545 








Ala 


Pro 


Phe 


Gin 


Ser 


Leu 


Val 


Lys 



70 

Lys Pro Gin Val 
85 

Gin Arg Gly Leu 

Val Pro Val Glu 

120 

Lys Leu Pro His 
135 

Glu Ala Glu Glu 
150 

Leu Leu Ala Glu 

165 

Thr Ala Lys He 

Ser Ala Ala Lys 

200 

Arg Leu Asn Tyr 
215 

T^g Gly His Val 
230 

Glu He Asn Val 
245 

Glu Ala Leu Leu 

Asn Gin Gly He 

280 

Arg Leu Glu Phe 
295 

Thr Gly Phe Leu 
310 

Ala Leu Asn Ala 
325 

Tyr Asn Ala Val 

Trp Ser Pro Ala 

360 

Gly Gly Val Arg 
375 

Thr Ser Gly Leu 
390 

Tyr Gin Pro Leu 
405 

Ala Phe Ser Gin 

Asn He Trp Ala 

440 

Pro Tyr Leu Thr 
455 

Cys Pro Phe Glu 
470 

Ser Met Leu Val 
485 

Ser Asn Pro Tyr 

Ala Leu Leu Glu 

520 

Ala Leu Ala Glu 

535 

Gin He Glu Arg 
550 

Pro Lys Pro Lys 
565 

Arg Lys Arg Lys 







75 




Pro 


Lys 


Lys 


Pro 




90 






Ser 


Gly 


Ala 


Gin 


105 








Val 


Val 


Gin 


Lys 


Ser 


Lys 


Ala 


Lys 








140 


Glu 


Glu 


Thr 


Ser 






155 




Glu 


Pro 


Gly 


Phe 




170 






Cvs 


Gin 


Ala 


Asp 


185 








His 


Phe 


ASD 


Leu 


Ser 


Aro 


Thr 


Glv 








220 

mm V 


Ala 


Ala 


Leu 


Asp 






235 




Met 


Glu 


Ala 


Val 




250 






Ala 


Val 


Ala 


Gin 


265 








Glu 


Leu 


His 


Cvs 

w jr 0 


Leu 


Pro 


Phe 


His 








3 00 
^ \j \j 


Thr 


Tyr 


Leu 


Asp 






315 






Ala 


Glv 


Atci 




330 






He 


His 


Leu 


Glv 


345 
•J ^ ^ 








Met 


Lvs 


Glu 


Pro 


Ala 


Val 


Ala 


Val 








380 

^ W w 


Asp 


His 


Gin 


Leu 






395 




Ser 


Thr 


Arcr 


Thr 




410 






Arg 


Gly 


Leu 


Leu 


425 








Gly 


Gin 


Gly 


Lys 


His 


Arg 


Leu 


Ser 








460 


Asp 


Val 


Leu 


Gly 






475 




Pro 


Gly 


Ala 


Gly 




490 






Arg 


Ser 


Arg 


Lys 


505 








Lys 


Val 


Pro 


Ala 


Val 


Asp 


Val 


lie 








540 


Leu 


Gly 


Tyr 


Asp 






555 




Gin 


Lys 


Gly 


Arg 




570 






Val 


Met 


Asp 


Glu 



80 

Arg Glu Trp Lys 
95 

Asp Pro Phe Pro 

110 

Phe Cys Arg He 
125 

Thr Arg Ser Arg 

He Lys Ala Ala 

160 

Leu Glu Gly Glu 

175 

He Val Glu Ala 
190 

Asn Leu Arg Gin 
205 

Arg His Leu Ala 

Trp Val Thr Lys 

240 

T^g Asp He Arg 
255 

Asn Arg Trp Leu 
270 

He Arg Arg Cys 
285 

Phe Leu Leu Ala 

Val Ser Val Gly 

320 

Leu Asp Val Met 
335 

His Ser Asn Gly 
350 

Leu Ala Lys lie 
365 

Asp Ser Thr Gly 

Lys He Phe Asp 

400 

Leu Pro His Gly 
415 

Val Ala Gly Met 
430 

Ala Ser Pro Pro 
445 

Gly Pro Val His 

Val Gly His Thr 

480 

Glu Pro Asn Phe 
495 

Gin Arg Gin Glu 
510 

Glu Leu He Cys 
525 

Ser Leu Glu Gin 

Pro Gin Ala Lys 

560 

Ser Ser Thr Ala 
575 

Glu His Arg Asp 
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580 

Lys Val Arg Gin 
595 

Lys Pro Thr Gly 
610 



Ser Leu Gin Gin 

600 

Ala Arg Pro Ser 
615 



585 

Gin His His Lys 

Ala Leu Asp Arg 

620 



590 

Glu Ala Lys Ala 
605 

Phe Val Arg 
623 



<210> 3022 

<211> 749 

<212> PRT 

<213> Homo sapiens 



<400> 3022 
Met Thr Ala Gin 
1 



Pro Glu Leu Pro 

20 







OCX 




35 




Arg 


Asp Arg 


Glu 




50 






Glv Gill 


JJCU 












VAX 


Ala 


Ala Val 


Ala 






100 


Val 


Ala. lie 






115 




Gin 


Arg Phe 


Leu 




130 




Thr 


Ser Leu 


Glv 


145 






Glu 


Gin Ser 


Val 


Thr 


Gin Lvs 


Thr 






180 


Lys 


Asp lie 


Leu 




195 




Lys 


Ser Tyr 


Leu 




210 




Asp 


Leu His 


Gin 


225 






Arg 


Lys Val 


Asp 


Leu 


Asn Tyr 


Phe 






260 


Leu 


Gin His 


Glu 




275 




Ser 


Lys His 


He 




290 




Gly 


Glu Tyr 


Arg 


305 






Gin 


Ser Val 


Cys 


Lys 


Ala Phe 


Thr 






340 


Thr 


Gly Gin 


Lys 




355 




Lys 


Lys Cys 


His 




370 




Pro 


Tyr Glu 


Cys 



Asp Ser Asn Thr 
5 

Ala Ser Ser Ser 

Pro Pro Val Ser 

40 

Val Ala Lys Val 
55 

Arg Gin Ala Arg 
70 

Gly Arg Arg Ser 
85 

Leu Arg Asp Ser 

Phe Ser Gin Glu 

120 

Tyr Cys Asp Val 

135 ^ 
Tyr Cys His Gly 
150 

Ser He Gin Val 
165 

His Leu Ser Glu 

Pro Ala Ala Glu 

200 

Gly Ser Thr Ser 

215 

His Gin Lys His 
230 

Glu Ala Thr Phe 
245 

Thr Cys Gly Glu 

Ala Thr Pro Ser 

280 

Gin Ala Phe Phe 

295 

Lys Ala Ser Ser 
310 

Ser Glu Gly Gly 
325 

Cys Lys Asn Thr 

Met Phe Glu Cys 

360 

Leu He Leu His 
375 

Ser Asp Arg Glu 



Ser Ala His Ala 
10 

Trp Arg Ser Phe 
25 

Ala Val Glu Val 

Gly Gin Arg Phe 

60 

Asp Arg Asp Cys 
75 

Pro Pro Ser Pro 
90 

Ala Gin Gly Met 
105 

Glu Trp Glu Leu 

Met Leu Glu Asn 

140 

Met Glu Asn Glu 
155 

Arg Thr Ser Lys 
170 

He Lys Met Cys 
185 

His Gin Thr Thr 

Met Arg Gly Phe 

220 

Tyr Asn Glu Glu 
235 

Val Thr Gly Cys 
250 

Ala Phe Pro Ala 

265 

Gly Glu Glu Pro 
Asn Ala Lys Ser 

300 

His Lys His Thr 
315 

Leu Tyr Glu Cys 
330 

Leu Val Gin His 

345 

Ser Glu Cys Glu 

Lys He He His 

380 

Lys Ala Phe He 



Gin Arg Asp Gly 
15 

Trp Pro Leu Ser 
30 

Ala Thr Glu Gly 
45 

Cys Asp Thr Thr 

Cys Val Arg Met 

80 

Arg Ser Ser Met 
95 

Thr Phe Glu Asp 
110 

Leu Asp Glu Ser 
125 

Phe Ala His Val 

Ala He Ala Ser 

160 

Gly Asn Thr Pro 

175 

Val Pro Val Leu 
190 

Ser Pro Val Gin 
205 

Cys Phe Ser Ala 

Glu Pro Trp Lys 

240 

Arg Phe His Val 
255 

Pro Thr Asp Leu 

270 

His Ser Ser Ser 
285 

Tyr Tyr Lys Trp 

Leu Val Gin His 

320 

Ser Lys Cys Glu 
335 

Gin Gin He His 
350 

Glu Ser Phe Ser 
365 

Thr Gly Glu Arg 
His Lys Ser Glu 
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385 390 395 400 

Phe lie His His Gin Arg Arg His Thr Gly Gly Val Arg His Glu Cys 

405 410 415 

Gly Glu Cys Arg Lys Thr Phe Ser Tyr Lys Ser Asn Leu lie Glu His 

420 425 430 

Gin Arg Val His Thr Gly Glu Arg Pro Tyr Glu Cys Gly Glu Cys Gly 

435 440 445 

Lys Ser Phe Arg Gin Ser Ser Ser Leu Phe Arg His Gin Arg Val His 

450 455 460 

Ser Gly Glu Arg Pro Tyr Gin Cys Cys Glu Cys Gly Lys Ser Phe Arg 
465 470 475 480 

Gin lie Phe Asn Leu He Arg His Arg Arg Val His Thr Gly Glu Met 

485 490 495 

Pro Tyr Gin Cys Ser Asp Cys Gly Lys Ser Phe Ser Cys Lys Ser Glu 

500 505 510 

Leu He Gin His Gin Arg He His Ser Gly Glu Arg Pro Tyr Glu Cys 

515 520 525 

Arg Glu Cys Gly Lys Ser Phe Arg Gin Phe Ser Asn Leu He Arg His 

530 535 540 

Arg Ser He His Thr Gly Asp Arg Pro Tyr Glu Cys Ser Glu Cys Glu 
545 550 555 560 

Lys Ser Phe Ser Arg Lys Phe He Leu He Gin His Gin Arg Val His 

565 570 575 

Thr Gly Glu Arg Pro Tyr Glu Cys Ser Glu Cys Gly Lys Ser Phe Thr 

580 585 590 

Arg Lys Ser Asp Leu He Gin His Arg Arg He His Thr Gly Thr Arg 

595 600 605 

Pro Tyr Glu Cys Ser Glu Cys Gly Lys Ser Phe Arg Gin Arg Ser Gly 

610 615 620 

Leu He Gin His Arg Arg Leu His Thr Gly Glu Arg Pro Tyr Glu Cys 
625 630 635 640 

Ser Glu Cys Gly Lys Ser Phe Ser Gin Ser Ala Ser Leu He Gin His 

645 650 655 

Gin Arg Val His Thr Gly Glu Arg Pro Tyr Gin Cys Cys Glu Cys Gly 

660 665 670 

Lys Ser Phe Arg Gin He Phe Asn Leu He Arg His Arg Arg Val His 

675 680 685 

Thr Gly Glu Met Pro Tyr Gin Cys Ser Asp Cys Gly Lys Ser Phe Ser 

690 695 700 

Cys Lys Ser Glu Leu He Gin His Arg Arg He His Ser Gly Glu Arg 
705 710 715 720 

Pro Tyr Glu Cys Ser Glu Cys Gly Lys Ser Phe Ser Arg Lys Ser Asn 

725 730 735 

Leu He Arg His Arg Arg Val His Thr Glu Glu Arg Pro 

740 745 749 



<210> 3023 
<211> 838 
<212> PRT 

<213> Homo sapiens 





<400> 3023 










Ala 


Ala Gly Ala 


Leu Arg Cys Leu Ala Ala Phe 


Pro Arg Ala 


Glu Pro 


1 




5 10 






15 


Ala 


Ser Arg Gly 


Arg Gin Ser Ser Pro Ala Arg 


Ala 


Cys Ala 


Ala Ser 




20 


25 




30 




Arg 


Ala Glu Arg 


Ala Thr Ala Ala Ala Met Ala 


His 


Arg Cys 


Leu Arg 




35 


40 




45 




Leu 


Trp Gly Arg 


Gly Gly Cys Trp Pro Arg Gly 


Leu 


Gin Gin 


Leu Leu 




50 


55 


60 






Val 


Pro Gly Gly 


Val Gly Pro Gly Glu Gin Pro 


Cys 


Leu Arg Thr Leu 



4696 



wo 01/57190 PCT/USOl/04098 

65 70 75 80 

Tyr Arg Phe Val Thr Thr Gin Ala Arg Ala Ser Arg Asn Ser Leu Leu 

85 90 95 

Thr Asp He He Ala Ala Tyr Gin Arg Phe Cys Ser Arg Pro Pro Lys 

100 105 110 

Gly Phe Gly Lys Tyr Phe Pro Asn Gly Lys Asn Gly Lys Lys Ala Ser 

115 120 125 

Glu Pro Lys Glu Val Met Gly' Glu Lys Lys Glu Ser Lys Pro Ala Ala 

130 135 140 

Thr Thr Arg Ser Ser Gly Gly Gly Gly Gly Gly Gly Gly Lys Arg Gly 
145 ISO 155 160 . 

Gly Lys Lys Asp Asp Ser His Trp Trp Ser Arg Phe Gin Lys Gly Asp 

165 170 175 

He Pro Trp Asp Asp Lys Asp Phe Arg Met Phe Phe Leu Trp Thr Ala 

180 185 190 

Leu Phe Trp Gly Gly Val Met Phe Tyr Leu Leu Leu Lys Arg Ser Gly 

195 200 205 

Arg Glu He Thr Trp Lys Asp Phe Val Asn Asn Tyr Leu Ser Lys Gly 

210 215 220 

Val Val Asp Arg Leu Glu Val Val Asn Lys Arg Phe Val Arg Val Thr 
225 230 235 240 

Phe Thr Pro Gly Lys Thr Pro Val Asp Gly Gin Tyr Val Trp Phe Asn 

245 250 255 

He Gly Ser Val Asp Thr Phe Glu Arg Asn Leu Glu Thr Leu Gin Gin 

260 265 270 

Glu Leu Gly He Glu Gly Glu Asn Arg Val Pro Val Val Tyr He Ala 

275 280 285 

Glu Ser Asp Gly Ser Phe Leu Leu Ser Met Leu Pro Thr Val Leu He 

290 295 300 

He Ala Phe Leu Leu Tyr Thr He Arg Arg Gly Pro Ala Ala He Gly 
305 310 315 - 320 

Arg Thr Gly Arg Gly Met Gly Gly Leu Phe Ser Val Gly Glu Thr Thr 

325 330 335 

Ala Lys Val Leu Lys Asp Glu He Asp Val Lys Phe Lys Asp Val Ala 

340 345 350 

Gly Cys Glu Glu Ala Lys Leu Glu He Met Glu Phe Val Asn Phe Leu 

355 360 365 

Lys Asn Pro Lys Gin Tyr Gin Asp Leu Gly Ala Lys He Pro Lys Gly 

370 375 380 

Ala He Leu Thr Gly Pro Pro Gly Thr Gly Lys Thr Leu Leu Ala Lys 
385 390 395 400 

Ala Thr Ala Gly Glu Ala Asn Val Pro Phe He Thr Val Ser Gly Ser 

405 410 415 

Glu Phe Leu Glu Met Phe Val Gly Val Gly Pro Ala Arg Val Arg Asp 

420 425 430 

Leu Phe Ala Leu Ala Arg Lys Asn Ala Pro Cys He Leu Phe He Asp 

435 440 445 

Glu He Asp Ala Val Gly Arg Lys Arg Gly Arg Gly Asn Phe Gly Gly 

450 455 460 

Gin Ser Glu Gin Glu Asn Thr Leu Asn Gin Leu Leu Val Glu Met Asp 
465 470 475 480 

Gly Phe Asn Thr Thr Thr Asn Val Val He Leu Ala Gly Thr Asn Arg 

485 490 495 

Pro Asp He Leu Asp Pro Ala Leu Leu Arg Pro Gly Arg Phe Asp Arg 

500 505 510 

Gin He Phe lie Gly Pro Pro Asp He Lys Gly Arg Ala Ser He Phe 

515 520 525 

Lys Val His Leu Arg Pro Leu Lys Leu Asp Ser Thr Leu Glu Lys Asp 

530 535 540 

Lys Leu Ala Arg Lys Leu Ala Ser Leu Thr Pro Gly Phe Ser Gly* Ala 
545 . 550 555 560 

Asp Val Ala Asn Val Cys Asn Glu Ala Ala Leu He Ala Ala Arg His 

565 570 575 

Leu Ser Asp Ser He Asn Gin Lys His Phe Glu Gin Ala He Glu Arg 
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580 



Val 


lie 


Gly 
595 


Gly 


Leu 


Glu 


Lys 


Lys 
600 


Lys 


Lys 
610 


Thr 


Val 


Ala 


Tyr 


His 
615 


Glu 


Tyr 


Leu 


Glu 


His 


Ala 


Asp 


Pro 


Leu 


625 










630 






Gly 


Lys 


Gly 


Leu 


Gly 
645 


Tyr 


Ala 


Gin 


Tyr 


Thr 


Lys 


Glu 
660 


Gin 


Leu 


Leu 


Asp 


Arg 


Val 


Ser 
675 


Glu 


Glu 


He 


Phe 


Phe 
680 


Asp 


Asp 
690 


Leu 


Arg 


Lys 


Val 


Thr 
695 


Gin 


Phe 


Gly 


Met 


Asn 


Glu 


Lys 


Val 


Gly 


705 










710 






Gin 


Gly 


Asp 


Met 


Val 
725 


Leu 


Glu 


Lys 


Leu 


He 


Asp 


Asp 
740 


Glu 


Val 


ATQ 


He 


Thr 


Val 


Ala 
755 


Leu 


Leu 


Thr 


Glu 


Lys 
760 


Leu 


Leu 
770 


Leu 


Leu 


Glu 


Lys 


Glu 
775 


Val 


Leu 


L^u. 


Glv 


C ^ w 








AT a 


785 










790 






Val 


Glu 


Gly 


Thr 


Gly 
805 


Ser 


Leu 


Asp 


Leu 


Lys 


Asp 


Trp 
820 


Asn 


Lys 


Glu 


Arg 


Gly 


Glu 


Lys 
835 


Val 


Ala 


Asn 
838 







585 








590 


Thr 


Gin Val 


Leu 


Gin 


Pro Glu Glu 








605 




Ala 


Gly His 


Ala 


Val 


Ala Gly Trp 






620 






Leu 


Lys Val 


Ser 


He 


He Pro Arg 




635 






640 


Tyr 


Leu Pro 


Lys 


Glu 


Gin Tvx Leu 




650 






655 


Arg 


Met Cys 


Met 


Thr 


Leu Gly Gly 


665 








670 


Gly 


Arg He 


Thr 


Thr 


Gly Ala Gin 








685 




Ser 


Ala Tyr 


Ala 


Gin 


He Val Gin 






700 






Gin 


He Ser 


Phe 


Asp 


Leu Pro Arg 




715 






720 


Pro 


Tyr Ser 


Glu 


Ala 


Thr Ala Arg 




730 






735 


Leu 


He Asn 


Asp Ala 


Tvr Lvs Aro 


745 








750 


Lys 


Ala AsD 


Val 


Glu 


Lvs Val Ala 








765 




Leu 


AsD' Lvs 


Asn Asp 


Met Val Glu 






780 






Glu 


Lys Ser 


Thr Tyr 


Glu Glu Phe. 




795 






800 


Glu 


Asp Thr 


Ser 


Leu 


Pro Glu Gly 




810 






815 


Glu 


Lys Glu 


Lys 


Glu 


Glu Pro Pro 


825 








830 



<210> 3024 

<211> 394 

<212> PRT 

<213> Homo sapiens 



<40O> 3024 
Leu Arg Ala Cys 
1 

His Leu Gly Arg 

20 

Ser Gin Ser Gly 
35 

Phe Ser Pro Val 
50 

Glu Val Glu Asn 

65 

Gly Ser Glu Gly 

Ala Leu Ser, Trp 
. 100 

Cys Arg He Val 

115 

Lys Asa Pro Glu 
130 

Asn Val Val Glu 
145 

He Gly His Ser 



Ser Leu Pro Ser 
5 

Leu Pro Ser Arg 

Ala Lys Met Arg 

40 

Pro Trp Ser Gin 
55 

Glu Thr Gly Lys 
70 

Pro Val Leu Leu 
85 

Ala Val Phe Thr 

Ala Leu Asp Leu 

120 

Asp Leu Ser Ala 

135 

Ala Met Tyr Gly 

150 

Met Gly Gly Ala 



Met Ser Ala Leu 
10 

Pro Pro Leu Pro 

25 

Met Gly Pro Gly 

Tyr Phe Glu Ser 

60 

Asp Thr Phe Arg 

75 

Leu Leu His Gly 
90 

Ala Ala He He 
105 

Arg Ser His Gly 
Glu Thr Met Ala 

140 

Asp Leu Pro Pro 
155 

He Ala Val His 



Glu 


Lys Ser Met 




15 


Gly 


Ser Gly Gly 




30 


Arg 


Lys Arg Asp 


45 




Met 


Glu Asp Val 


Val 


Tyr Lys Ser 




80 


Gly 


Gly His Ser 




95 


Ser 


Arg Val Gin 




110 


Glu 


Thr Lys Val 


125 




Lys 


Asp Val Gly 


Pro 


He Met Leu 




160 


Thr 


Ala Ser Ser 
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165 170 175 



hsn 


Leu 


Val 


Pro 


Ser 


Leu 


Leu Gly 


Leu 


Cys Met He Asp Val Val Glu 








180 








185 


190 


Gly 


Thr 


Ala 


Met 


Asp 


Ala 


Leu Asn 


Ser 


Met Gin Asn Phe Leu Arg Gly 






195 








200 




205 


Arg 


Pro 


Lys 


Thr 


Phe 


Lys 


Ser Leu 


Glu 


Asn Ala He Glu Trp Ser Val 




210 










215 




220 




Ser 


Gly 


Gin 


He 


Arg 


Asn Leu 


Glu 


Ser Ala Arg Val Ser Met Val 


225 










230 






235 240 


Gly 


Gin 


Val 


Lys 


Gin 


Cys 


Glu Gly 


He 


Thr Ser Pro Glu Gly Ser Lys 










245 








250 255 


Ser 


lie 


Val 


Glu 


Gly 


He 


He Glu 


Glu 


Glu Glu Glu Asp Glu Glu Gly 








260 








265 


270 


Ser 


Glu 


Ser 


lie 


Ser '^Lys 


Arg Lys 


Lys 


Glu Asp Asp Met Glu Thr Lys 






275 








280 




285 


Lys 


Asp 


His 


Pro 


Tyr 


Thr 


Trp Arg 


He 


Glu Leu Ala Lys Thr Glu Lys 




290 










295 




300 


Tyr 


Trp 

*• 


Asp 


Gly 


Trp 


Phe 


Arg Gly 


Leu 


Ser Asn Leu Phe Leu Ser Cys 


305 










310 






315 320 


Pro 


lie 


Pro 


Lvs 
•« 


Leu 


Leu 


Leu Leu 


Ala 


Gly Val Asp Arg Leu Asp Lys 










325 








330 335 




Zieu 


Tlir 


lie 


Gly 


Oln 


Met Qln 


Glv 


Lvs Phe Gin Met Gin Val Leu 








340 








345 


350 


Pro 


Gin 


Cys 


Gly 


His 


Ala 


Val His 


Glu 


Asp Ala Pro Asp Lys Val Ala 






355 








360 




365 


61u 


Ala 


Val 


Ala 


Thr 


Phe 


Leu lie 


Arg 


His Arg Phe Ala Glu Pro He 




370 










375 




380 


Gly 


Gly 


Phe 


Gin 


Cys 


Val 


Phe ■ Pro 


Gly 


Cys 


385 










390 






394 



. <210> 3025 
<211> 104 
<212> PRT 

<213> Homo sapiens 





<400> 3025 










Tyr 


His 


Gly 


Gly 


Gin Arg 


Gly Arg 


Ala 


Gly Gly Ser Phe Arg Ser Val 


1 








5 






10 15 


Gin 


Gly 


Trp 


Gly 


Gly Gin 


Leu Arg 


Asn 


Pro Phe Arg Thr Ser Lys Ser 








20 






25 


30 


Leu 


Ser 


Trp 


Lys 


Gly Leu 


Ser Ser 


Leu 


Leu Phe Pro Leu Tyr Asn Leu 






35 






40 




45 


Gin 


Met 


Gly 


Arg 


Pro Arg 


Asp Arg 


Lys 


Glu Leu Gly Arg Gly His Ser 




50 








55 




60 


Pro 


Pro 


His 


Leu 


Glu Gly 


Pro His 


Met 


Leu Pro Ser Gly Ala Ala Arg 


65 








70 






75 80 


Trp 


Arg 


Trp 


Leu 


Glu Ala 


Pro Val 


Leu 


Val Leu Glu Pro Leu Val Leu 










85 






90 95 


Arg 


Pro 


Ala 


Ala 


Ala Pro 


Thr Pro 












lOO 




104 







4 



<210> 3026 

<211> 360 

<212> PRT 

<213> Homo sapiens 



<400> 3026 

Ala Lys Val Pro Gin Ser Thr Arg Glu Glu Lys T^g Glu Asn Gly Leu 
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1 5 10 15 

Glu Ala Arg Ser Pro Ala lie Asn Leu Met Gly Phe Asn Val Glu Glu 

20 25 30 

Met Tyr Glu Ala His Ala Trp He Gin Arg He Leu Ser Leu Gin Asn 

35 40 ' 45 

His His He He Glu Asn Asn His He Leu Tyr Leu Gly Arg Lys Glu 

50 55 60 

His Asp He Leu Ser Gin Leu Gin Lys Thr Ser Ser Val Ser He Thr 
65 70 75 80 

Glu He He Ser Pro Gly Arg Thr Glu Leu Glu He Glu Gly Ala Arg 

85 90 95 

Ala Asp Leu He Glu Val Val Met Asn He Glu Asp Met Leu Cys Lys 

100 105 HO 

Val Gin Glu Glu Met Ala Arg Lys Lys Glu Arg Gly Leu Trp Arg Ser 

115 120 125 

Leu Gly Gin Trp Thr He Gin Gin Gin Lys Thr Gin Asp Glu Met Lys 

130 135 140 

Glu Asn He He Phe Leu Lys Cys Pro Val Pro Pro Thr Gin Glu Leu 
145 150 155 160 

Leu Asp Gin Lys Lys Gin Phe Glu Lys Cys Gly Leu -Gin Val Leu Lys 

165 170 175 

Val Glu Lys He Asp Asn Glu Val Leu Met Ala Ala Phe Gin Arg Lys- 

180 185 190 

Lys Lys Met Met Glu Glu Lys Leu His Arg Gin Pro Val Ser His Arg 

195 200 205 

Leu Phe Gin Gin Val Pro Tyr Gin Phe Cys Asn Val Val Cys Arg Val 

210 215 220 

Gly Phe Gin Arg Met Tyr Ser Thr Pro Cys Asp Pro Lys Tyr Gly Ala 
225 230 235 240 

Gly He Tyr Phe Thr Lys Asn Leu Lys Asn Leu Ala Glu Lys Ala Lys 

245 250 255 

Lys He Ser Ala Ala Asp Lys Leu. He Tyr Val Phe Glu Ala Glu Val 

260 265 270 

Leu Thr Gly Phe Phe Cys Gin Gly His Pro Leu Asn He Val Pro Pro 

275 280 285 

Pro Leu Ser Pro Gly Ala He Asp Gly His Asp Ser Val Val Asp Asn 

290 295 300 

Val Ser Ser Pro Glu Thr Phe Val He Phe Ser Gly Met Gin Ala He 
305 310 315 320 

Pro Gin Tyr Leu Trp Thr Cys Thr Gin Glu Tyr Val Gin Ser Gin Asp 

325 330 335 

Tyr Ser Ser Gly Pro Met Arg Pro Phe Ala Gin His Pro Trp Arg Gly 

340 345 350 

Phe Ala Ser Gly Ser Pro Val Asp 
355 360 



<210> 3027 
<211> 174 
<212> PRT 

<213> Homo sapiens 



<400> 3027 
Pro Phe His Leu 
1 

Thr Gin Glu Ser 

20 

Ser Lys Ser Met 
35 

Met Asn Ala Arg 
50 

Met Arg Glu Arg 



Gly Ala Ser Ser 
5 

Lys Ala Gin Lys 
Asn Glu Ser Met 

40 

Leu Gin Leu Glu 

55 

Gin Met Ala Met 



Asn Thr Phe Arg 
10 

Glu Val Lys Met 
25 

Lys Asn Gin Lys 

Arg Gin Leu He 

60 

Gin He Ala Trp 



Leu Gin Val Gin 
15 

Gly Phe He Phe 
30 

Glu Phe Met Leu 
45 

Met Gin Ser Glu 
Ser Arg Glu Phe 
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65 70 75 80 



Leu 


Lys 


Tyr 


Phe 


Gly Thr 


Phe Phe Gly Leu 


Ala Ala lie Ser 


Leu 


Thr 










85 




90 




95 




Ala 


Gly 


Ala 


lie 


Lys 


Lys 


Lys Lys Pro Ala 


Phe Leu Val Pro 


lie 


Val 








100 






105 


110 






Pro 


Leu 


Ser 


Phe 


lie 


Leu 


Thr Tyr Gin Tyr 


Asp Leu Gly Tyr 


Gly Thr 






115 








120 


12 5 






Leu 


Leu 


Glu 


Arq 


Met 


Lys 


Glv Glu Ala Glu 

y 4Mi «M» M a flak MB mmm 


Asp lie Leu Glu 


Thr 


Glu 




130 










135 


140 






Lys 


Ser 


Lys 


Leu 


Gin 


Leu 


Pro Arg Gly Met 


lie Thr Phe Glu 


Ser 


He 


145 










150 




155 




160 


Glu 


Lys 


Ala 


Arg 


Lys 


Glu 


Gin Ser Arg Phe 


Phe lie Asp Lys 














165 




170 


174 








<210> 3028 
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Asp 


Val 


Pro 


Ala 


Glu 


He Gin 


Val 


Leu Lys 


Glu 


Pro 


Leu 


65 










70 








75 








80 


Gin 


Gin 


Pro 


Thr 


Phe 


Pro 


Phe 


Ala 


Val Ala 


Asn 


Gin Leu 


Leu 


Leu 


Val 










85 








90 








95 




Ser 


Leu 


Leu 


Glu 


His 


Leu 


Ser 


His 


Val His 


Glu 


Pro Asn 


Pro 


Leu 


Arg 








100 










105 






110 






Ser 


Arg 


Gin 


Val 


Phe 


Lys 


Leu 


Leu 


Cys Gin 


Thr 


Phe He 


Lys 


Met 


Gly 






115 










120 






125 








Leu 


Leu 


Ser 


Ser 


Phe 


Thr 


Cys 


Ser 


Asp Glu 


Phe 


Ser Ser 


Leu 


Arg 


Leu 




130 










135 








140 








His 


His 


Asn 


Arg 


Ala 


He 


Thr 


His 


Leu Met 


Arg 


Ser Ala 


Lys 


Glu 


Arg 


145 










150 








155 








160 


Val 


Arg 


Gin 


Asp 


Pro 


Cys 


Glu 


Asp 


He Ser 


Arg 


He Gin 


Lys 


He 


Arg 










165 








170 








175 




Ser 


Arg 


Glu 


Val 


Ala 


Leu 


Glu 


Ala 


Gin Thr 


Ser 


Arg Tyr 


Leu 


Asn 


Glu 








180 










185 






190 






Phe 


Glu 


Glu 


Leu 


Ala 


He 


Leu 


Gly 


Lys Gly Gly 


Tyr Gly 


Arg 


Val 


Tyr 






195 










200 






205 








Lys 


Val 


Arg 


Asn 


Lys 


Leu 


Asp 


Gly 


Gin Tyr 


Tyr 


Ala He 


Lys 


Lys 


He 




210 










215 








220 








Leu 


He 


Lys 


Gly 


Ala 


Thr 


Lys 


Thr 


Val Cys 


Met 


Lys Val 


Leu 


Arg 


Glu 


225 










230 








235 








240 


Val 


Lys 


Val 


Leu 


Ala 


Gly 


Leu 


Gin 


His Pro 


Asn 


He Val 


Gly 


Tyr 


His 










245 








250 








255 




Thr 


Ala 


Trp 


He 


Glu 


His 


Val 


His 


Val He 


Gin 


Pro Arg 


Ala 


Asp 


Arg 








260 










265 






270 






Ala 


Ala 


He 


Glu 


Leu 


Pro 


Ser 


Leu 


Glu Val 


Leu 


Ser Asp 


Gin 


Glu 


Glu 






275 










280 






285 








Asp 


Arg 


Glu 


Gin 


Cys 


Gly 


Val 


Lys 


Asn Asp 


Glu 


Ser Ser 


Ser 


Ser 


Ser 




290 










295 








300 








He 


He 


Phe 


Ala 


Glu 


Pro 


Thr 


Pro 


Glu Lys 


Glu 


Lys Arg 


Phe 


Gly 


Glu 
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305 

Ser Asp Thr Glu 

Leu Val lie Arg 

340 

Glu Asn Gly Leu 
355 

Leu Pro Leu Arg 
370 

Glu Glu Ser Ser 
385 

Gin Tyr His Leu 

Leu Trp Asp Trp 

420 

Asp Glu Ser Ala 
435 

Phe Gin Glu Leu 
450 

Val His Arg Asp 
465 

Gin Gin Val Lys 

Gin Lys Asn Thr 

500 

His Thr Ser Arg 
515 

Glu Gly Ser Glu 
530 

Val Leu Leu Glu 
545 

Glu Val Leu Thr 

Lys Arg Cys Pro 

580 

Asn Ser Ser Gin 
595 

Phe Gin Asn Ser 
610 

Glu Gin Glu Lys 

625 

Ser Gin Asp Lys 





310 






Asn 


Gin 


Asn 


Asn 


325 








Glu 


Ser Gly Glu 


Ala 


Gly Leu 


Ser 








360 


Arg 


Asn 


Ser 


His 






375 




Glu 


Glu 


Asn 


Val 




390 






Met 


Leu 


His 


He 


405 








lie 


Val 


Glu Arg 


Cys 


Pro Tyr Val 








440 


Val 


Glu Gly Val 






455 




Leu 


Lys 


Pro 


Arg 




470 






lie 


Gly Asp 


Phe 


485 








Asp 


Trp 


Thr 


Asn 


Val 


Gly Thr Cys 








520 


Tyr 


Asp 


Ala 


Lys 






535 




Leu 


Phe 


Gin 


Pro 




550 






Gly 


Leu 


Arg 


Thr 


565 








Val 


Gin 


Ala 


Lys 


Arg 


Pro 


Ser 


Ala 








600 


Gly 


Asn 


Val 


Asn 






615 




Glu 


lie 


Ala 


Glu 




630 






Gly 


Val 


Arg 


Asp 


645 









315 

Lys Ser Val Lys 
330 

Leu Glu Ser Thr 
345 

Ala Ser Ser He 

Leu Glu Glu Ser 

380 

Asn Phe Leu Gly 
395 

Gin Met Gin Leu 
410 

Asn Lys Arg Gly 
425 

Met Ala Asn Val 



Php TvT^ T"L& 


His 




460 

«r 


Asn xj.e PAe 


Leu 


475 




Gly Leu Ala 


Cys 


490 




Arg Asn Gly 


Lys 


505 




Leu Tyr Ala 


Ser 


Ser Asp Met 


Tyr 




540 


Phe Gly Thr 


Glu 


555 




Gly Gin Leu 


Pro 


570 




Tyr He Gin 


His 


585 




He Gin Leu 


Leu 


Leu Thr Leu 


Gin 




620 


Leu Lys Lys 


Gin 


635 




Asp Gly Lys 


Asp 


650 





320 



Tyr 


Thr 


Thr 


Asn 






335 




Leu 


Glu 


Leu 


Gin 




350 






Val 


Glu 


Gin 


Gin 


365 








Phe 


Thr 


Ser 


Thr 


Gin 


Thr 


Glu 


Ala 








400 


Cys 


Glu 


Leu 


Ser 






415 




Arg 


Glu 


Tyr 


Val 




430 






Ala 


Thr 


Lys 


He 


445 








Asn 


Met 


Gly 


He 


His 


Gly 


Pro 


Asp 








480 


Thr 


Asp 


He 


Leu 






495 




Arg 


Thr 


Pro 


Thr 




510 






Pro 


Glu 


Gin 


Leu 


525 








Ser 


Leu 


Glv 


Val 


Met 


Glu 


Arcr 


Ala 








560 


Glu 


Ser 


Leu 


Arg 






575 




Leu 


Thr 


Ara 


Arcr 




590 






Gin 




Glu 




605 








Met 


Lys 


He 


He 


Leu 


Asn 


Leu 


Leu 








640 


Gly 


Gly 


Val 


Gly 






655 


656 



<210> 3035 
<211> 354 
* <212> PRT 
<213> Homo sapiens 



<400> 3035 



Lys 


Leu 


Ser Cys 


Pro Cys Ser His Gly Thr Arg 


Val 


Thr 


Ala 


Val 


Arg 


1 






5 10 








15 




Gly 


Pro Arg Leu Lys Ala Gly Val Gin Trp His 


Asp 


Leu 


Gly 


Ser 


Leu 






20 


25 






30 






Gin 


Pro 


Pro Pro 


Ser Gly Leu Lys Gin Ser Ser 


His 


Leu 


Ser 


Leu 


Ser 






35 


40 




45 








Ser 


Ser 


Trp Asp 


Phe Arg His Ala Pro Thr His 


Pro 


Glu 


Thr 


Tyr 


Thr 




50 




55 


60 










Cys 


Pro 


Lys Met 


He Glu Met Glu Gin /aa Glu 


Ala 


Gin 


Leu 


Ala 


Glu 
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65 70 75 80 

Leu Asp Leu Leu Ala Ser Met Phe Pro Gly Glu Asn Glu Leu He Val 

85 90 95 

Asn Asp Gin Leu Ala Val Ala Glu Leu Lys Asp Cys lie Glu Lys Lys 

100 105 110 

Thr Met Glu Gly Arg Ser Ser Lys Val Tyr Phe Thr He Asn Met Asn 

115 120 125 

Leu Asp Val Ser Asp Glu Lys Met Ala Met Phe Ser Leu Ala Cys He 

130 135 140 

Leu Pro Phe Lys Tyr Pro Ala Val Leu Pro Glu He Thr Val Arg Ser 
145 150 155 160 

Val Leu Leu Ser Arg Ser Gin Gin Thr Gin Leu Asn Thr Asp Leu Thr 

165 170 175 

Ala Phe Leu Gin Lys His Cys His Gly Asp Val Cys He Leu Asn Ala 

180 185 190 

Thr Glu Trp Val Arg Glu His Ala Ser Gly Tyr Val Ser Arg Asp Thr 

195 200 205 

Ser Ser Ser Pro Thr Thr Gly Ser Thr Val Gin Ser Val Asp Leu lie 

210 215 220 

Phe Thr Arg Leu Trp He Tyr Ser His His He Tyr Asn Lys Cys Lys 
225 230 235 240 

Arg Lys Asn He Leu Glu Trp Ala Lys Glu Leu Ser Leu Ser <31y Phe 

245 250 255 

Ser Met Pro Gly Lys Pro Gly Val Val Cys Val Glu Gly Pro Gin Ser 

260 • 265 270 

Ala Cys Glu Glu Phe Trp Ala Arg Leu Arg Lys Leu Asn Trp Lys Arg 

275 280 285 

He Leu He Arg His Arg Glu Asp He Pro Phe Asp Gly Thr Asn Asp 

290 295 300 

Glu Thr Glu Arg Gin Arg Lys Phe Ser He Phe Glu Glu Lys Val Phe 
305 310 315 320 

Ser Val Asn Gly Ala Arg Gly Asn His Met Asp Phe Gly Gin Leu Tyr 

325 330 335 

Gin Phe Leu Asn Thr Lys Gly Cys Gly Asp Val Phe Gin Met Phe Leu 

340 345 350 

Trp Val 
354 



<210> 3036 

<211> 762 

<212> PRT 

<213> Homo sapiens 



<400> 3036 
Phe Arg Phe Ala 
1 

Ala Lys Met Ala 

20 

Glu Leu Ser Leu 
35 

Ser Gly Gin His 
50 

Phe Thr Leu Lys 
65 

Ser Leu Pro Gin 

Glu Val Ser Leu 

100 

Met Thr He Glu 
115 

Pro Tyr Asp Thr 



Glu 


Arg Arg 


Ala 


5 






Gly 


Arg Ser 


Met 


Thr 


Asn Cys 


Ala 






40 


Val 


He Val 


Arg 




55 




Thr 


His Pro 


Ser 




70 




Arg 


Lys Trp 


Ala 


85 






Tyr 


Thr Phe 


Asp 


He 


Asp Phe 


Leu 






120 


Asp 


Lys Met 


Ala 



Ala Ala Ala Glu 
10 

Gin Ala Ala Arg 
25 

Val Val Asn Glu 

Thr Ser Pro Asn 

60 

Val Val Pro Gly 
75 

Gly Leu Ser He 
90 

Lys Ala Lys Gin 
105 

Gin Lys Lys Ser 
Ala Glu Phe He 



Ser Asp Val Ser 
15 

Cys Pro Thr Asp 
30 

Lys Asp Phe Gin 

45 

His Arg Tyr Thr 

Ser He Ala Phe 

80 

Gly Gin Glu He 
95 

Cys He Gly Thr 
110 

He Asp Ser Asn 

125 

Gin Gin Phe Asn- 
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130 



Asn 


Gin 


Ala 


Phe 


Ser 


Val 


145 










150 


Lys 


Leu 


Phe 


Gly 


Leu 


Leu 










165 




lie 


Leu 


Asn 


Gly 


Glu 


Pro 








180 






Gly 


Leu 


Val 


Val 


Gly 


Asn 






195 








Ser 


Ser 


Leu 


Asn 


Leu 


He 




210 










Ser 


He 


He 


Asn 


Pro 


Asp 


225 










230 


Leu 


Asp 


Lys 


Glu 


Phe 


Ser 










245 




Val 


Phe 


Pro 


Pro 


Glu 


He 








260 






Gly 


He 


Leu 


Leu 


Tyr 


Gly 






275 








Arg 


Gin 


He 


Gly 


Lys 


Met 




290 










Gly 


Pro 


Glu 


He 


Leu 


Asn 


305 










310 


Arg 


Lys 


Leu 


Phe 


Ala 


Asp 










325 




Asn 


Ser 


Qly 


Leu 


His 


lie 








340 






Lys 


Gin 


Arg 


Gly 


Ser 


Met 






355 








Val 


Asn 


Gin 


Leu 


Leu 


Ser 




370 










lie 


Leu 


Val 


He 


Gly 


Met 


385 










390 


Leu 


Leu 


Aircr 


Pro 


Gly 


Ara 










405 




Asp 


Glu 


Lys 


Gly 


Arg 


Leu 








420 






Arg 


Gly 


His 


Gin 


Leu 


Leu 






435 








Val 


Glu 


Thr 


Lys 


Asn 


Phe 




450 










Ala 


Ala 


Gin 


Ser 


Thr 


Ala 


465 










470 


Val 


Glu 


Val 


Asp 


Met 


Glu 










485 




Asp 


Phe 


Leu 


Ala 


Ser 


Leu 








500 






Asn 


Gin 


Glu 


Asp 


Tyr 

mm 


Ala 






515 








Gly 


Asp 


Pro 


Val 


Thr 


Arg 




530 










Gin 


Thr 


Lys 


Asn 


Ser 


Asp 


545 










550 


Gly 


Pro 


Pro 


His 


Ser 


Gly 










565 




Glu 


Ser 


Asn 


Phe 


Pro 


Phe 








580 






Gly 


Phe 


Ser 


Glu 


Thr 


Ala 






595 








Asp 


Ala 


Tyr 


Lys 


Ser 


Gin 




610 










Arg 


Leu 


Leu 


Asp 


Tyr 


Val 


625 










630 


Leu 


Gin 


Ala 


Leu 


Leu 


Val 



135 










140 


Gly 


Gin 


Gin 


Leu 


Val 


Phe 










155 




Val 


Lys 


Asp 


lie 


Glu 


Ala 








170 






Ala 


Thr 


Gly 


Lys 


Arg 


Gin 






185 








Ser 


Gin 


Val 


Ala 


Phe 


Glu 




200 










Gly 


Lys 


Ala 


Lys 


Thr 


Lys 


215 










220 


Trp 


Asn 


Phe 


Glu 


Lys 


Met 










235 




Asp 


Ile 


Phe 


Arg 


Arg 


Ala 








250 






Val 


Glu 


Gin 


Met 


Gly 


Cys 






265 








Pro 


Pro 


Gly 


Cys 


Gly 


Lys 




280 










Leu 


Asn 


Ala 


Arcr 


Glu 


Pro 


295 










300 


Lys 


Tyr 


Val 


Gly 


Glu 


Ser 










315 




Ala 


Glu 


Glu 


Glu 


Gin 


Arg 








330 






He 


lie 


Phe 


Asp 


Glu 


Ile 






345 








Ala 


Gly 


Ser 


Thr 


Glv 


Val 




360 










Lvs 


He 


ASD 


Glv 


Val 


Glu 

\MJm %A 


375 










380 


Thr 




Arcr 


Pro 


Asp 


Leu 










395 

^ ^ 




Leu 


Glu 


Val 


Lvs 


Met 


Glu 








410 






Gin 


Ile 


Leu 


His 


Ile 


His 






425 








Ser 


Ala 


Asp 


Val 


Asp 


Ile 




440 










Ser 


Gly 


Ala 


Glu 


Leu 


Glu 


455 










460 


Met 


Asn 


Arg 


His 


He 


Lys 










475 




Lys 


Ala 


Glu 


Ser 


Leu 


Gin 








490 






Glu 


Asn 


Asp 


He 


Lys 


Pro 






505 








Ser 


Tyr 


He 


Met 


Asn- Gly 




520 










Val 


Leu 


Asp 


Asp 


Gly 


Glu 


535 










540 


Arg 


Thr 


Pro 


Leu 


Val 


Ser 










555 




Lys 


Thr 


Ala 


Leu 


Ala 


Ala 








570 






ile 


Lys 
<• 


lie 


Cys 
* 


Ser 


Pro 






585 








Lys 


Cys 


Gin 


Ala 


Met 


Lys 




600 










Leu 


Ser 


Cys 


Val 


Val 


Val 


615 










620 


Pro 


Ile 


Qly 


Pro 


Arg 


Phe 










635 




Leu 


Leu 


Lys 


Lys 


Ala 


Pro 



PCT/USOl/04098 

Ser Phe Asn Glu 

160 

Met Asp Pro Ser 

' 175 



Lys 


lie 


Glu 


Val 




190 






Lys 


Ala 


Glu 


Asn 


205 








Glu 


Asn 


Arg Gin 


Gly 


He 


Gly Gly 








240 


Phe 


Ala 


Ser Arg 






255 




Lys 


His 


Val 


Lys 




270 






Thr 


Leu 


Leu 


Ala 


285 








Lys 


Val 


Val 


Asn 


Glu 


Ala 


Asn 


He 








320 


Arg 


Leu 


Gly Ala 






335 




ASD 


Ala 


He 


Cys 




350 






His 


Asn 


Thr 


Val 


365 








Gin 


Leu 


Asn 


Asn 


lie 


Asp 


Glu 


Ala 








400 


lie 


Glv 


Leu 


Pro 






415 




Thr 


Ala 


Arg Met 




430 






Lys 


Glu 


Leu 


Ala 


445 








Gly 


Leu 


Val 


Arg 


Ala 


Ser 


Thr 


Lys 








480 


Val 


Thr 


Arg Gly 






495 




Ala 


Phe 


Gly Thr 




510 






lie 


He 


Lys 


Trp 


525 








Leu 


Leu 


Val 


Gin 


Val 


Leu 


Leu 


Glu 








560 


Lys 


He 


Ala 


Glu 






575 




Asp 


Lys 


Met 


He 




590 






Lys 


lie 


Phe 


Asp 


605 








Asp 


Asp 


He 


Glu 


Ser 


Asn 


Leu 


Val 








640 


Pro 


Gin 


Qly Arg 
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645 650 655 



Lys 


Leu 


Leu 


lie 


He 


Gly 


Thr 


Thr 


Ser 


Arg 


Lys 


Asp 


Val 


Leu 


Gin 


Glu 








660 










665 










670 






Met 


Glu 


Met 


Leu 


Asn 


Ala 


Phe 


Ser 


Thr 


Thr 


He 


His 


Val 


Pro 


Asn 


He 






675 










680 










685 








Ala 


Thr 


Gly 


Glu 


Gin 


Leu 


Leu 


Glu 


Ala 


Leu 


Glu 


Leu 


Leu 


Gly 


Asn 


Phe 




690 










695 










700 










Lys 


Asp 


Lys 


Glu 


Arg 


Thr 


Thr 


He 


Ala 


Gin 


Gin 


Val 


Lys 


Gly 


Lys 


Lys 


705 










710 










715 










720 


Val 


TriD 


lie 


Glv 


lie 


Lvs 


Lys 


Leu 


Leu 


Met 


Leu 


■He 


Glu 


Met 


Ser 


Leu 










725 










730 










735 




Gin 


Met 


Asp 


Pro 


Glu 


Tyr 


Arg 


Val 


Arg 


Lys 


Phe 


Leu 


Ala 


Leu 


Leu 


Arg 








740 










745 










750 






Glu 


Glu 


Gly 


Ala 


Ser 


Pro 


Leu 


Asp 


Phe 


Asp 


















755 










760 




762 
















<2a0> 3037 




























<211> 449 




























<212> PRT 




























<213> Homo 


sapiens 
























<400> 3037 








• 


















Met 


Lieu 










Glu 


His 


Leu 


Asn 


Arg 


He 


Leu 


Lys 


Ala 


Leu 


1 








w 










10 










15 




Pro 


Ala 


Tieu 


Gin 




aXgL 


Gly 


Ser 


Glu 


Gly 


Gin 


Asn 


Gly 


Ser 


Ala 


Glu 








20 










25 










30 






Ser 


Leu 


Glv 


Glu 


i»xy 




Thr 


Arg 


Asp 


Ser 


Asp 


Arg 


Ala 


Arg 


Arg 


Lys 






35 










40 










45 








Leu 


Arg 


Glv 


Glv 






Glu 


He 


Pro 


Thr 


Phe 


Tyr 


Pro 


Cys 


Leu 


Val 




50 










55 










60 










Val 


Arg 


Ser 


Pro 


V Cl J. 


Thy 


Ala 


Ser 


Asp 


Leu 


Arg 


Gly 


Thr 


Gin 


Asp 


Phe 


65 










70 










75 










80 


Ala 


Ala 


Tyr 


His 


Gly 


Leu 


Ser 


Leu 


He 


Leu 


Glu 


Pro 


Leu 


Gly 


Ala 


Cys 










85 










90 










95 




Asn 


Arg 


Leu 


Ser 


Val 


Cys 


Val 


Pro 


Val 


His 


Ser 


Pro 


Pro 


Gly 


Met 


Arg 








100 










105 










110 






Val 


Ser 


Pro 


Arg 


Ser 


Pro 


Ser 


Leu 


Arg 


Thr 


Leu 


Val 


He 


Asp 


Pro 


Ala 






115 










120 










125 








Glu 


Pro 


Ala 


Gly 


Ala 


Gin 


Arg 


Leu 


Arg 


Phe 


Ser 


Gly 


Lys 


Glu 


Arg 


Ser 




130 










135 










140 










Gly 


Glu 


Ala 


Gly 


Ser 


Ala 


Val 


Glu 


Gly 


Leu 


Ala 


Val 


Ala 


Val 


Ser 


Met 


145 










150 










155 




• 






160 


Gly 


Asp 


Gly 


Gly 


Ala 


Glu 


Arg 


Asp 


Arg 


Gly 


Pro 


Ala 


Arg 


Arg 


Ala 


Glu 










165 










170 










175 




Ser 


Gly 


Gly 


Gly 


Gly 


Gly 


Arg 


Cys 


Gly 


Asp 


Arg 


Ser 


Gly 


Ala 


Gly 


Asp 








180 










185 










190 






Leu 


Arg 


Ala 


Asp 


Gly 


Gly 


Gly 


His 


Ser 


Pro 


Thr 


Glu 


Val 


Ala 


Gly 


Thr 






195 










200 










205 








Ser 


Ala 


Ser 


Ser 


Pro 


Ala 


Gly 


Ser 


Arg 


Glu 


Ser 


Gly 


Ala 


Asp 


Ser 


Asp 




210 










215 










220 










Gly 


Gin 


Pro 


Gly 


Pro 


Gly 


Glu 


Ala 


Asp 


His 


Cys 


Arg 


Arg 


He 


Leu 


Val 


225 










230 










235 










240 


Arg 


Asp 


Ala 


Lys 


Gly 


Thr 


He 


Arg 


Glu 


He 


Val 


Leu 


Pro 


Lys 


Gly 


Leu 










245 










250 










255 




Asp 


Leu 


Asp 


Arg 


Pro 


Lys 


Arg 


Thr 


Arg 


Thr 


Phe 


Phe 


Thr 


Ala 


Glu 


Gin 








260 










265 










270 






Leu 


Tyr 


Arg 


Leu 


Glu 


Met 


Glu 


Phe 


Gin 


Arg 


Cys 


Gin 


Tyr 


Val 


Val 


Gly 






275 










280 










285 








Arg 


Glu 


Arg 


Thr 


Glu 


Leu 


Ala 


Arg 


Gin 


Leu 


Asn 


Leu 


Ser 


Glu 


Thr 


Gin 




290 










295 










300 










Val 


Lys 


Val 


Trp 


Phe 


Gin 


Asn 


Arg 


Arg 


Thr 


Lys 


Gin 


Lys 


Lys 


Asp 


Gin 
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305 






310 




315 










320 


Ser 


Arg 


Asp Leu 


Glu Lys 


Arg Ala Ser Ser 


Ser 


Ala 


Ser 


Glu 


Ala 


Phe 








325 


330 










335 




Ala 


Thr 


Ser Asn 


lie Leu 


Arg Leu Leu Glu 


Gin Gly Arg 


Leu 


Leu 


Ser 




■ 


340 




345 








350 






Val 


Pro 


Arg Ala 


Pro Ser 


Leu Leu Ala Leu 


Thr 


Pro 


Ser 


Leu 


Pro Gly 






355 




360 






365 








Leu 


Pro 


Ala Ser 


His Arg Gly Thr Ser Leu 


Gly Asp 


Pro 


Arg Asn Ser 




370 






375 




380 










Ser 


Pro 


Arg Leu 


Asn Pro 


Leu Ser Ser Ala 


Ser 


Ala 


Ser 


Pro 


Pro 


Leu 


385 






390 




395 










400 


Pro 


Pro 


Pro Leu 


Pro Ala 


Val Cys Phe Ser 


Ser 


Ala 


Pro 


Leu 


Leu 


Asp 








405 


410 










415 




Leu 


Pro 


Ala Gly 


Tyr Glu Leu Gly Ser Ser 


Ala 


Phe 


Glu 


Pro Tyr 


Ser 






420 












430 






Trp 


Leu 


Glu Arg 


Lvs Val 


Glv Ser Ala Ser 

ft^dk 


Ser 


Cys 


Lys 


Lys Ala Asn 






435 










445 








Thr 






















449 
























<210> 3038 




















<211> 140 




















<212> PRT 




















<213> Homo 


sapiens 


















<400> 3038 


















Thr 


Glu 


Leu Leu 


Pro Leu 


Cys Ser Arg Ser 


Gly Pro Lys 


Pro 


Gin 


Ser 


1 






5 


10 










15 




61y Asp 


Pro Leu 


Leu Gin 


Leu Ala Gin Gin 


Ala 


Arg Pro 


Arg 


Leu 


Ser 






20 




25 








30 






Gly Glu 


Arg Leu 


Glu Thr 


Ala Pro Ser Leu 


Leu 


Leu 


Ser 


Arg Met 


Ala 






35 




40 






45 








Cys 


Val 


lie Ser 


Gly Trp 


Ala Leu Ser Arg 


Gly Ala Arg 


Thr 


Trp 


Tlrr 




50 






55 




60 










Trp Ala 


Thr Pro 


Thr Gly 


Pro Val His Arg 


Ala 


Gin 


Pro 


Ala 


He 




65 






70 




75 










O \J 


Ser 


Leu 


Ser Ala 


Glu Gly Ala Leu Thr Arg 


Leu 


Lys 


Glu 


Glu 


Lys 


Tim 








85 


90 










95 




Pro Gly 


Arg Tyr 


lie Leu 


Pro Asn His Leu 


Thr 


Pro 


Pro 


Phe 


Leu 


Tvr 

* jf J. 






100 




105 








110 






Lys 


His 


Leu Gly 


Ser Val 


Pro Pro Ser His 


Trp 


Arg 


Ser 


Pro 


Leu 


He 






115 




120 






125 








Ser 


His 


Ser Val 


Asn lie 


Leu Ala Leu Asn 


Trp 


Arg 












130 






135 




140 












<210> 3039 




















<211> 383 




















<212> PRT 




















<213> Homo 


sapiens 


















<400> 3039 


















Ala Cys Gly lie 


Arg His 


Glu Gly Ala Leu 


Pro. Gly Leu 


Thr 


Ala 


Thr 


1 






5 


10 










15 




Pro 


Glu 


Ala Met 


Leu Arg 


Phe Leu Pro Asp 


Leu 


Ala 


Phe 


Ser 


Phe 


Leu 






20 




25 








30 






Leu 


lie 


Leu Ala 


Leu Gly Gin Ala Val Gin 


Phe 


Gin 


Glu 


Tyr 


Val 


Phe 






35 




40 






45 








Leu 


Gin 


Phe Leu 


Gly Leu Asp Lys Ala Pro 


Ser 


Pro 


Gin 


Lys 


Phe 


Gin 
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50 

Pro Val Pro Tyr 
65 

Ala Thr Thr Gly 

Val Arg Gly Asn 

100 

Tyr Pro Lys Lys 
115 

Tyr Phe Asn Leu 
130 

61x1 Leu Gly Leu 
145 

Glu Leu Glu Leu 

Gin Thr Thr Pro 

180 

Trp Pro Gin Gly 
195 

Trp Asn Asp Asn 
210 

Val Lys Glu Asp 
225 

Cys Ala Arg Leu 

Leu Asn Pro Asp 

260 

Pro Val Pro Lys 
275 

Phe lie Asn Phe 
290 

Lys Gly Phe Met 
305 

Thr lie Ser Leu 

His Ala Val Asp 

340 

Leu Ser Pro He 
355 

Leu Arg His Tyr 
370 



<210> 3040 
<2ia> 277 
<212> PRT 
<213> Homo 



<400> 3040 
Ala Ser Arg Leu 
1 

Leu Leu Gly Leu 

20 

Leu Leu Ser Thr 
35 

Glu Ala Gly Gly 
50 

Arg Glu Leu Ser 
65 

Tyr Val Phe Leu 
Ala He Pro Gly 







55 




He 


Leu 


Lys 
<* 


Lys 




70 






Val 


Ser 


Arg 


Asp 


85 








Val 


Leu 


Arg 


Phe 


He 


Ser 


Gin 


Ala 








120 


Ser 


Ala 


He 


Lys 






^ ^ 

135 




Asp 


Leu 


Gly 


Pro 




150 






Ala 


Leu 


Phe 


Leu 


165 








Lys 


Pro 


Gly 


Lys 


Ala 


Val 


His 


Phe 








200 


Pro 


Arg 


Lys 


Asn 






215 




Arg 


Asp 


Ser 


Gly 




230 






Arg 


Cys 


Ser 


Leu 


245 








Gin 


Cys 


His 


Pro 


Leu 


Ser 


Cvs 


Lvs 








280 


Arg 


Asp 


Leu 


Gly 






295 




Ala 


Asn 


TVT 


Cvs 




310 






Asn 


Ser 


Ser 


Asn 


*^ R 








Pro 


Glu 


He 


Pro 


Ser 


Met 


Leu 


Tyr 








360 


Glu 


Asp 


Met 


Val 






375 





sapiens 



Pro 


Arg 


Gly 


Pro 


5 








Leu 


Leu 


Val 


Phe 


Arg 


Leu 


Pro 


Arg 








40 


Arg 


Ser 


Leu 


Trp 






55 




Glu 


Val 


Leu 


Arg 




70 






Leu 


Phe 


Cys 


Gly 


85 








Ser 


Ser 


Phe 


Leu 





60 


He Phe Gin 


Asp 


75 




Leu Cys Tyr 


Val 


90 




Leu Pro Asp 


Gin 


105 




Ser Ser Cys 


Leu 


Glu Arg Glu 


Gin 




140 


Asn Ser Tyr 


Tyr 


155 




Val Gin Glu 


Pro 


170 




Met Phe Val 


Leu 


185 




Asn Leu Leu 


Asp 


Phe Gly Leu 


Phe 




220 


Val Asn Phe 


Gin 


235 




His Ala Ser 


Leu 


250 

mm mm W 




Ser Arg Lys 


Arc 


265 




Asn Leu Cvs 


His 


Tro His Lvs 


Tro 




300 


His Gly Glu 


Cys 


315 




Tyr Ala Phe 


Met 






Gin Ala Val 


Cys 


345 




Gin Asp Asn 


Asn 


Val Asp Glu 


Cys 




380 



Gly Cys Gly Ala 
10 

Ala Gly Cys Thr 
25 

Gly Arg Arg Leu 

Phe Pro Ser Asp 

60 

Glu Tyr Arg Lys 
75 

Ala Tyr Leu Tyr 

90 

Asn Val Leu Ala 



Arg Glu Ala Ala 

80 

Lys Glu Leu Gly 
95 

Gly Phe Phe Leu 
110 

Gin Lys Leu Leu 
125 

Leu Thr Leu Ala 

Asn Leu Gly Pro 

160 

His Val Trp Gly 

175 

Arg Ser Val. Pro 
190 

Val Ala Lys Asp 
205 

Leu Glu He Leu 

Pro Glu Asp Thr 

240 

Leu Val Val Thr 
255 

Arg Ala Ala He 
270 

Arg His Gin Leu 
285 

He He Ala Pro 

Pro Phe Ser Leu 

320 

Gin Ala Leu Met 
335 

He Pro Thr Lys 
350 

Asp Asn Val He 
365 

Gly Cys Gly 
383 



Asp Met Arg Pro 
15 

Phe Ala Leu Tyr 
30 

Gly Ser Thr Glu 
45 

Leu Ala Glu Leu 

Glu His Gin Ala 

80 

Lys Gin Gly Phe 
95 

Gly Ala Leu ^he 
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100 

Gly Pro Trp Leu 
115 

Ala Thr Cys Cys 

130 

Val Ser Tyr Phe 
145 

Glu Asn Arg Asn 

Pro Met Thr Pro 

180 

lie Pro lie Val 
195 

Tyr Asn Phe lie 
210 

Ser Leu Asp Ala 

225 

He Ala Met Val 

Gin Lys His Leu 

260 

Ser Arg Lys Asp 
275 



Gly Leu Leu Leu 

120 

Tyr Leu Leu Ser 
135 

Pro Asp Lys Val 
150 

Ser Leu Phe Phe 

165 

Asn Trp Phe Leu 

Gin Phe Phe Phe 

200 

Cys Val Gin Thr 

215 

Leu Phe Ser Trp 
230 

Ala Leu He Pro 
245 

Gin Leu Asn Glu 

Thr 
277 



105 

Cys Cys Val Leu 

Ser He Phe Gly 

140 

Ala Leu Leu Gin 
155 

Phe Leu Leu Phe 
170 

Asn Leu Ser Ala 

185 

Ser Val Leu He 

Gly Ser He Leu 

220 

Asp Thr Val Phe 
235 

Gly Thr Leu He 
250 

Thr Ser Thr Ala 
265 



110 

Thr Ser Val Gly 
125 

Lys Gin Leu Val 

Arg Lys Val Glu 

160 

Leu Arg Leu Phe 
175 

Pro He Leu Asn 
190 

Gly Leu He Pro 
205 

Ser Thr Leu Thr 

Lys Leu Leu Ala 

240 

Lys Lys Phe Ser 
255 

Asn His He His 
270 



<210> 3041 
<211> 280 
<212> PRT 

<213> Homo sapiens 



<400> 3041 



Gly Leu 


Lys 


Arg 


1 






Gly Cys 


Leu 


Ser 






20 


He Ser 


He 


Leu 




35 




Lys Val 


Pro 


Cys 


50 






Gly Thr 


Ser 


Gly 


65 






Glu Asn 


Ser 


Gly 


Lys Thr 


Ser 


Ala 






100 


Leu Met 


Lys 


Ser 




115 




Lys Phe 


Ser 


He 


130 






Trp Asp 


Gly 


Val 


145 






Lys Leu 


Gly 


Glu 


Gly He 


Ala 


Gly 






180 


Thr Gin 


Phe 


Glu 




195 




Asp Asn 


Pro 


Lys 


210 






Lys Arg 


Phe 


He 


225 






Lys Ala 


Thr 


Gly 



Arg Arg Leu Cys 
5 

Leu Pro Pro Ser 

Ser Cys He Ser 

40 

Ser Val Thr Met 
55 

Ser Asp Lys Gly 
70 

Glu Ala Leu Ala 
85 

Thr Lys Asn Cys 

Glu Pro Glu Ser 

120 

Glu Asp Leu Lys 
135 

Arg Asn Tyr Gin 
150 

Glu Ala Phe Phe 
165 

Leu Met Lys He 

Lys Asn Asn Pro 

200 

Trp Ser Met Val 

215 

Pro Leu Ala Glu 
230 

Gly Pro Leu Lys 



Phe Ala Lys Val 
10 

Arg Ser Ala Arg 
25 

Val Asp Ser Arg 

Ser Arg Pro Arg 

60 

Leu Ser Gly Lys 
75 

Lys Val Glu Asp 
90 

Leu Lys Asn Leu 
105 

Arg Leu Glu Lys 

Ala Gin Fro Lys 

140 

Ala Arg Asn Phe 

155 

Tyr His Ser Asn 
170 

Val Lys Glu Ala 
185 

His Tyr Asp Pro 

Asp Val Gin Phe 

220 

Leu Lys Ser Tyr 
235 

Asn Met Val Leu 



Gly Asp Val Leu 
15 

Val Leu Glu Asp 
30 

He Val Arg Thr 
45 

Lys Arg Leu Ala 

Arg Thr Lys Thr 

80 

Ser Asn Pro Gin 
95 

Ser Ser His Trp 
110 

Gly Val Asp Val 
125 

Gin Thr Thr Cys 

Leu Arg Ala Met 

160 

Cys Lys Glu Pro 
175 

Tyr Pro Asp His 

190 

Ser Ser Lys Glu 
205 

Val Arg Met Met 

His Gin Ala His 

240 

Phe Thr Arg Gin 
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245 250 
Arg Leu Ser lie Gin Pro Leu Thr Gin Glu Glu Phe Asp Phe 

260 265 270 

Ser Leu Glu Glu Lys Glu Pro Ser 
275 * 280 



255 

Val Leu 



<210> 3042 

<211> 280 

<212> PRT 

<213> Homo sapiens 



<400> 3042 



Gly 


Leu 


Lys 


Arg 


1 








Glv 






















T .oil 






35 






VdJ. 


Vim 


^ys 




50 






oJ.y 




Q AY* 




65 








Glu 


Asn 


Ser 


Gly 






Q AT* 


AX a. 








100 


Leu 


Met 


Lys 


Ser 






115 




Lys 


Phe 


Ser 


He 




130 






Trp 


Asp 


Gly 


Val 


145 








Lys 


Leu 


Gly 


Glu 


Gly 


He 


Ala 


Gly 








180 


Thr 


Gin 


Phe 


Glu 






195 




Asp 


Asn 


Pro 


Lys 




210 






Lys 


Arg 


Phe 


He 


225 








Lys 


Ala 


Thr 


Gly 


Arg 


Leu 


Ser 


He 








260 


Ser 


Leu 


Glu 


Glu 



275 



Arg Arg Leu Cys 
5 

Leu Pro Pro Ser 

Ser Cys He Ser 

40 

Ser Val Thr Met 

•55 

Ser Asp Lys Gly 
70 

Glu Ala Leu Ala 
85 

Thr Lys Asn Cys 

Glu Pro Glu Ser 

120 

Glu Asp Leu Lys 
135 

Arg Asn Tyr Gin 
150 

Glu Ala Phe Phe 
165 

Leu Met Lys He 

Lys Asn Asn Pro 

200 

Trp Ser Met Val 

215 

Pro Leu Ala Glu 
230 

Gly Pro Leu Lys 
245 

Gin Pro Leu Thr 

Lys Glu Pro Ser 

280 



DViA 

XrlJ.CS 


Ala Lys 


V ClX 




10 








Ser 


Ala 


Arg 


25 








Val 


Asp 


Ser 


Arg 


Cot* 


Arg 


Pro 


Arg 










T.All 

JJBU 


Ser Gly 


TP m ret 

jjys 






75 




ijys 


Val 


Glu 


ASp 




30 






Leu 


Lys Asn 


Leu 


105 








Arg 


Leu 


Glu 


Lys 


Ala 


Gin 


Pro 


Lys 








140 


Ala 


Arg 


Asn 


Phe 






155 




Tyr 


His 


Ser 


Asn 




170 






Val 


Lys 


Glu 


Ala 


185 








His 


Tyr Asp 


Pro 


Asp 


Val 


Gin 


Phe 








220 


Leu 


Lys 


Ser 


Tyr 






235 




Asn 


Met 


Val 


Leu 




250 






Gin 


Glu 


Glu 


Phe 



Gly Asp Val Leu 
15 

Val Leu Glu Asp 
30 

He Val Arg Thr 
45 

Lys Arg Leu Ala 

Arg Thr Lys Thr 

80 

Ser Asn Pro Gin 
95 

Ser Ser His Trp 
110 

Gly Val Asp Val 
125 

Gin Thr Thr Cys 

Leu Arg Ala Met 

160 

Cys Lys Glu Pro 
175 

Tyr Pro Asp His 
190 

Ser Ser Lys Glu 

205 

Val Arg Met Met 

His Gin Ala His. 

240 

Phe Thr Arg Gin 
255 

Asp Phe Val Leu 
270 



<210> 3043 
<211> 326 
<212> PRT 

<213> Homo sapiens 



<400> 3043 

Val Gly Thr Ala Pro Ala Pro Gly Gly Arg Asp Arg Ala Pro Ala Met 

15 10 15 

Gly Ser Phe Gin Leu Glu Asp Phe Ala Ala Gly Trp He Gly Gly Ala 



4714 



wo 01/57190 



PCT/USOl/04098 







20 








25 




30 


Ala 


Ser 


Val He Val 


Gly 


His 


Pro 


Leu 


Asp Thr Val 


Lys Thr Arg Leu 






35 






40 






45 


Gin 


Ala 


Gly Val Gly 


Tyr 

mm 


Gly 


Asn 


Thr 


Leu Ser Cys 


He Arg Val Val 




50 






55 






60 




Tyr 


Arg 


Arg Glu Ser 


Met 


Phe 


Gly 


Phe 


Phe Lys Gly 


Met Ser Phe Pro 


65 






70 








75 


80 


Leu 


Ala 


Ser He Ala 


Val 


Tyr 


Asn 


Ser 


Val Val Phe 


Gly Val Phe Ser 






85 










90 


95 


Asn 


Thr 


Gin Arg Phe 


Leu 


Ser 


Gin 


His 


Arg Cys Gly 


Glu Pro Glu Ala 






100 








105 




110 


Ser 


Pro 


Pro Arg Thr 


Leu 


Ser 


Asp 


Leu 


Leu Leu Ala 


Ser Met Val Ala 






115 






120 






125 


Gly 


Val 


Val Ser Val 


Gly 


Leu 


Gly 


Gly 


Pro Val Asp 


Leu He Lys He 




130 






135 






140 




Arg 


Leu. 


Gin Met: Gin 


Thr 


Gin 


Pro 


Phe 


Arg Asp Ala 


Asn Leu Gly Leu 


145 






150 








155 


160 


Lys 


Ser 


Arg Ala Val 


Ala 


Pro 


Ala 


Glu 


Gin Pro Ala 


Tyr Gin Gly Pro 






165 










170 


175 


Val 


His 


Cys He Thr 


Thr 


He 


Val 


Arg 


Asn Glu Gly 


Leu Ala Gly Leu 






180 








185 




190 


Tyr 


Arg 


Gly Ala Ser 


Ala 


Met 


Leu 


Leu 


Arg Asp Val 


Pro Glv Tyr Cys 






195 






200 






205 


Leu 


Tyr 


Phe He Pro 


Tyr 


Val 


Phe 


Leu 


Ser Glu Trp 


He Thr Pro Glu 




210 






215 






220 

W 




Ala 


Cys 


Thr Gly Pro 


Ser 


Pro 


Cvs 


Ala 


Val Trp Leu 


Ala Gly Gly Met 


225 






230 








235 

MB «V «V 


240 


Ala 


Gly 


Ala He Ser 


Trp 


Glv 


Thr 


Ala 


Thr Pro Met 


AsD Val Val Lvs 






245 










250 


255 

ij 


Ser 


Arg 


Leu Glxi Ala 


Asp 


Gly 


Val 


Tvr 


Leu Asn Lvs 


Tvr Lvs Glv Val 






260 








265 

w W W 




270 


Leu 


Asp 


Cvs He Ser 


Gin 


Ser 


Tvr 


Gin 


Lvs Glu Glv 


Leu Lvs Val Ph& 






275 






280 






285 


Phe 


Arg 


Gly He Thr 


Val 


Asn 


Ala 


Val 


Arg Gly Phe 


Pro Met Ser Ala 




290 






295 






300 




Ala 


Met 


Phe Leu Gly 


Tyr 


Glu 


Leu 


Ser 


Leu Gin Ala 


He Airg Gly Asp 


305 






310 








315 


320 

•i' M W 


His 


Ala 


Val Thr Ser 


Pro 
















325 


326 














<210> 3044 










• 






<211> 425 
















<212> PRT 
















<213> Homo sapiens 














<400> 3044 














Pro 


Pro 


Leu Gly Ala 


Gly 


Ala 


Gly 


He 


His Ala Arg 


Ser Pro His Pro 


1 




5 










10 


15 


Ala 


Arg 


Arg Leu Arg 


Leu 


Thr 


Ala 


Ala 


Gly Val Gly 


Gly Arg Ala Ser 






20 








25 




30 


Qly 


Leu 


Leu Pro Thr 


Pro 


Trp 


Arg 


Arg 


His His Gly 


Pro Ser Gly Ala 






35 






40 






45 


Ala 


Pro 


Tyr Pro Ala 


Ala 


Arg 

m^ 


Leu 


Trp 


Gin Gly Pro 


Trp Arg Cys Arg 




50 






55 






60 




Arg 


Pro 


Gin Pro Met 


Ala 


Gin 


Arg 


Tyr 


Asp Glu Leu 


Pro His Tyr Pro 


65 






70 








75 


80 


Gly 


lie 


Ala Asp Gly 


Pro 


Ala 


Ala 


Leu 


Ala Gly Phe 


Pro Glu Ala Val 






85 










90 


95 


Pro 


Ala 


Ala Pro Gly 


Pro 


Tyr 


Gly 


Pro 


His Arg Pro 


Pro Gin Pro Leu 






100 








105 




110 


Pro 


Pro 


Gly Leu Asp 


Ser 


Asp 


Gly 


Leu 


Lys Arg Asp 


Lys Asp Glu He 
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115 




Tyr 


Gly 


His 


Pro 




130 






Glu 


Leu 


Ala 


Thr 


145 








Thr 


Pro 


Arg Gly 


Aszi 


Thr 


Ala 


i_ _ 
Pne 








180 


Ash 


Pro 


Glu 


Leu 






195 




Phe 


His 


Leu 


Leu 




210 






lie 


Glu 


Asp 


Arg 

Ham 


225 








Ala 


Pro 


Cys 


Pro 


His 


Glu 


Asp 


Ser 








260 


Gly 


Gly 


Leu 


Ala 






275 




Gly 


Leu 


Asp 


Thr 




290 






Asp 


Leu 


Asp 


Gin 


305 








Lvs 


Val 


Ala 


Thr 


His 


Pro 


Tyr 


Pro 








340 


«riy 




Thr 


He 






355 




Arg 


lie 


Val 


Gin 




370 






Ala 


Ala 


Phe 


Ser 


385 








Glu 


Pro 


His 


Val 



Asn Ser Glu Gly 

420 



120 



Leu 


Phe 


Pro 


Leu 






135 




Cys 


Ser 


Pro 


Arg 




150 






Gly 


Asp 


Val 


Cys 


165 








Ala 


Lys 


Gin 


Val 


Asp 

JET 


Asn 


Leu 


Met 








200 


Glu 


Leu 


Glu 


Lys 






215 




Asp 


Gly 


Gly 


Cys 




230 






Ser 


Leu 


Pro 


Asp 


245 








Gly 


Ser 


Val 


His 


Ser 


Gin 


Ser 


Gly 








280 


Ser 


Val 


Ala 


Ser 






295 




Glu 


Pro 


Arci 


Arcr 




310 






Asn 


He 


Met 


Arcr 


325 








Ser 


Glu 

Hft v« 


Glu 


Gin 


Leu 


Gin 


Val 


Asn 








360 


Pro 


Met 


He 


Asp 






375 




Pro 


Glu 


Gly 


Gin 




390 






Ala 


Phe 


Arg 


Ala 


405 








Glu 


Trp 


His 


Tyr 



Leu Ala Leu Gly 

140 

Asp Gly Ala Gly 
155 

Ser Ser Asp Ser 
170 

Cys Ser Glu Arg 
185 

He Gin Ala He 

Gly Lys Met Pro 

220 

Arg Glu Asp Phe 
235 

Gin Asn Asn He 
250 

Leu Gly Thr Pro 
265 

Asp Asn Ser Ser 

Pro Ser Ser Gly 

300 

Asn Lys Lys Arg 
315 

Ala Trp Leu Phe 
330 

Lys Lys Gin Leu 
345 

Asn Trp Phe He 

Gin Ser Asn Arg 

380 

Pro He Gly Gly 
395 

Pro Ala Ser Val 
410 

Leu 
425 



125 




Phe Glu 


Lvs Cvs 


Ala Gly 


Leu Gly 




160 

\J W 


Phe Asn 


Glu Asp 




175 


Pro Phe 


Ser Ser 


190 




Gin Val 


Leu Arg 


205 




He Asp 


Leu Val 


Glu Asp 


Tyr Pro 




240 


Trp He 


Arg Asp 




255 


Qlv Pro 


Ser Ser 


270 






Glv Val 


285 




Glv Glu. 


Asn Glu 


Qlv He 


Phe Pro 






Gin His 


Leu Ser 




335 


Ala Gin 


no ^ 4> 1 AX 


J 3 w 








^ f C 

365 




Thr Gly 


Gin Gly 


Tyr Thr 


Glu Thr 




400 


Gly Met 


Ser Leu 




415 



<210> 3045 
<211> 321 
<212> PRT 

<213> Homo sapiens 



<4O0> 3045 



Val 


Ala 


His 


Thr 


Gin 


Trp 


His 


Thr Cys Gin Arg Leu 


Ser 


Gin 


Leu 


Thr 


1 








5 






10 






15 




His 


Arg 


Ser 


He 


Leu 


Lys 


Tyr 


Leu Leu He Asp Thr 


His 


Ala 


Cys 


Gin 








20 








25 




30 






Val 


Leu 


He 


Leu 


Lys 


His 


Thr 


His Ala Ser Leu Ser 


Leu 


Pro 


Ser 


Cys 






35 










40 


45 








Gin 


Glu 


Cys 


Phe 


Pro 


Ser 


Ser 


He Pro Ser Ala Ser 


His 


Met 


Val 


Ser 




50 










55 


60 










His 


Pro 


His 


Pro 


Pro 


Pro 


Ser 


Pro Arg Trp Gly Gin 


Thr 


Pro 


Glu Gly 


65 










70 




75 








80 


Leu 


Pro 


Ala 


Ala 


Ser 


Pro 


Cys 


Gly Pro Gly Pro Arg 


Ser 


Cys 


Phe 


Ser 










85 






90 






95 




Ser 


He 


Leu 


Pro 


Thr 


Gly 


Asp 


Ser Trp Gly Met Leu 


Ala 


Cys 


Leu 


Cys 








100 








105 




110 






Thr 


Val 


Leu 


Trp 


His 


Leu 


Pro 


Ala Val Pro Ala Leu 


Asn Arg 


Thr Gly 
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115 










120 






125 








Asp 


Pro 


Gly 


Pro 


Gly 


Pro 


Ser 


He 


Gin 


Lys Thr Tyr 


Asp 


Leu 


Thr 


Arg 




130 










135 






140 










Tyr 


Leu 


Glu 


His 


Gin 


Leu 


Arg 


Ser 


Leu 


Ala Gly Thr 


Tyr 


Leu 


Asn 


Tyr 


145 










150 








155 








160 


Leu 


Gly 


Pro 


Pro 


Phe 


Asn 


Glu 


Pro 


Asp 


Phe Asn Pro 


Pro 


Arg 


Leu 


Gly 










165 










170 






175 




Ala 


Glu 


Thr 


Leu 


Pro 


Arg 


Ala 


Thr 


Val 


Asp Leu Glu 


Val 


Trp Arg 


Ser 








180 










185 






190 






Leu 


Asn 


Asp 


Lys 


Leu 


Arg 


Leu 


Thr 


Gin 


Asn Tyr Glu Ala 


Tyr 


Ser 


His 






195 










200 






205 








Leu 


Leu 


Cys 


Tyr 


Leu 


Arg 


Gly Leu 


Asn 


Arg Gin Ala Ala 


Thr 


Ala 


Glu 




210 










215 






220 










Leu 


Arg 


Arg 


Ser 


Leu 


Ala 


His 


Phe 


Cys 


Thr Ser Leu 


Gin 


Gly Leu 


Leu 


225 










230 








235 








240 


Gly 


Ser 


lie 


Ala 


Gly 


Val 


Met 


Ala 


Ala 


Leu Gly Tyr 


Pro 


Leu 


Pro 


Gin 










245 










250 






255 




Pro 


Leu 


Pro 


Gly 


Thr 


Glu 


Pro 


Thr 


Trp 


Thr Pro Gly 


Pro 


Ala 


His 


Ser 








260 










265 






270 






Asp 


Phe 


Leu 


Gin 


Lys 


Met 


Asp Asp 


Phe 


Trp Leu Leu 


Lys 


Glu 


Leu 


Gin 






275 










280 






285 








Thr 


Trp 


Leu 


Trp 


Arg 


Ser 


Ala 


Lys 


Asp 


Phe Asn Arg 


Leu 


Lys 


Lys 


Lys 




290 










295 






300 










Met 


Gin 


Pro 


Pro 


Ala 


Ala 


Ala 


Val 


Thr 


Leu His Leu Gly 


Ala 


His 


Gly 


305 










310 








315 








320 



Phe 
321 



<210> 3046 
<211> 132 
<212> PRT 

<213> Homo sapiens 





<400> : 


3046 


Met 


Tyr 


Ala 


Tyr 


1 








Arg 


Gly 


He 


His 








20 


He 


Trp 


He 


His 






35 




He 


Cys 


Thr 


His 




50 






Thr 


Tyr 


Met 


Tyr 


65 








Leu 


Cys 


Val 


His 


Thr 


His 


He 


Cys 








100 


Val 


Tyr 


He 


His 






115 




Val 


Tyr 


Met 


Tyr 




130 




132 



Met 


Tyr 


He Cys 


5 






He 


Asp 


Val Tyr 


Thr 


Tyr 


Leu Cys 






40 


Xle 


Cys 


Met Cys 






55 


Val 


Tyr 


Thr Tyr 




70 




He 


Tyr 


Leu Cys 


85 






Met 


Cys 


He His 


Met 


Tyr 


Thr Cys 






120 



Thr His He Cys 
10 

Leu Tyr Met Cys 
25 

Val His He Tyr 

He His Thr Tyr 

60 

He Cys Leu Cys 
75 

Val Tyr He His 
90 

Thr Tyr Val His 
105 

Val Tyr Val Tyr 



He 


Cys 


Ala 


Tyr 






15 




He 


Tyr 


He 


His 




30 






Val 


Tyr Val 


Tyr 


45 








Val 


Tyr 


Val 


Tyr 


Val 


Tyr 


He 


Cys 








80 


Met 


Tyr 


Met 


Cys 






95 




Met 


Cys 


He 


Cys 




110 






Thr 


Tyr 


Thr 


Cys 


125 









V 



<210> 3047 

<211> 226 

<212> PRT 

<213> Homo sapiens 
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<400> 3047 

Ser Leu Asp Leu Leu Gly Pro lie Gly He Leu Gin Glu Gly Arg Asp 

15 10 15 

Pro Gly Thr Gin Gly Pro Gin Glu Lys Glu Lys Gin Met Pro Ala Ser 

20 25 30 

Pro Met Asn Thr Asp Ala His Leu Asp He Asn Phe Lys Glu Gly Leu 

35 40 45 

Lys Lys Glu Arg Ser Tyr Thr Gly Gin Phe Glu Ala Asn Val Arg Asp 

50 55 60 

Glu Glu Arg Gin Cys Gly Cys Gly Val Val Pro Asp Ser Leu Leu Met 
65 70 75 80 

Lys Val Leu Ser Gin Arg Leu Asp Gin Gin Asp Cys He Gin Lys Gly 

85 90 95 

Trp Val Leu His Gly Val Pro Arg Asp Leu Asp Gin Ala His Leu Leu 

100 105 110 

Asn Arg Leu Gly Tyr Asn Pro Asn Arg Glu Phe Phe Leu Asn Val Pro 

115 120 . 125 

Phe Asp Ser He Met Glu Arg Leu Thr Leu Arg Arg He Asp Pro Val 

130 135 140 

Thr Gly Glu Arg Tyr His Leu Met Tyr Lys Pro Pro Pro Thr Met Glu 
145 150 155 160 

He Gin Ala Arg Leu Leu Gin Asn Pro Lys Asp Ala Glu Glu Gin Val 

165 170 175 

Lys Leu Lys Met Asp Leu Phe Tyr Arg Asn Ser Ala Asp Leu Glu Gin 

180 185 190 

Leu Tyr Gly Ser Ala He Thr Leu Asn Gly Asp Gin Asp Pro Tyr Thr 

195 200 205 

Val Phe Glu Tyr He Glu Ser Gly He He Asn Pro Leu Pro Lys Lys 

210 • 215 220 

He Pro 
225 226 



<210> 3048 
<211> 388 
<212> PRT 

<213> Homo sapiens 





<400> 3048 










Arg 


Pro 


Arg Arg Gly 


Gin Gly Leu Val Gin 


Glu 


Val Gin Thr Glu 


Asn 


1 




5 


10 




15 


His 


Val 


Thr 


Val Ala Glu 


Gly Gly Val Ala Glu. He 


Thr Cys Arg Leu 






20 


25 




30 




Gin 


Tyr 


Asp Gly Ser 


He Val Val He Gin 


Asn 


Pro Ala Arg Gin 


Thr 




35 


40 




45 




Leu 


Phe 


Phe Asn Gly 


Thr TUrg Ala Leu Lys 


Asp 


Glu Arg Phe Gin 


Leu 




50 




55 




60 




Glu 


Glu 


Phe Ser Pro 


Arg Arg Val Arg He 


Arg 


Leu Ser Asp Ala 


Arg 


65 






70 


75 




80 


Leu 


Glu 


Asp Glu Gly 


Gly Tyr Phe Cys Gin 


Leu 


Tyr Thr Glu Asp 


Thr 






85 


90 




95 




His 


His 


Gin He Ala 


Thr Leu Thr Val Leu 


Val 


Ala Pro Glu Asn 


Pro 






100 


105 




110 




Val 


Val 


Glu Val Arg 


Glu Gin Ala Val Glu Gly Gly Glu Val Glu 


Leu 






115 


120 




125 




Ser 


Cys 


Leu Val Pro 


Arg Ser Arg Pro Ala 


Ala 


Thr Leu Arg Trp 


Tyr 




130 




135 




140 




Arg Asp 


Arg Lys Glu 


Leu Lys Gly Val Ser 


Ser 


Ser Gin Glu Asn Gly 


145 






150 


155 




160 


Lys 


val 


Trp Ser Val 


Ala Ser Thr Val Arg 


Phe Arg Val Asp Arg Lys 




165 


170 




175 




Asp Asp 


Gly Gly He 


He He Cys Glu Ala 


Gin 


Asn Gin Ala Leu 


Pro 
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180 



Ser 


Gly 


His 


Ser 


Lys 


Gin 


Thr 


Gin 






195 










200 


Pro 


Thr 


Ala Arg 


He 


His 


Ala 


Ser 




210 










215 




Thr 


Leu 


Val 


Leu 


Thr 


Cys 


Ala 


Val 


225 










230 






lie 


Arg 


Trp Asn 


Arg 


Gly 


Asn 


Glu 










245 








Val 


Gly 


Glu 


Thr 


Leu 


Thr 


Leu 


Pro 








260 










Thr 


Tyr 


Thr 


Cys 


Glu 


Ala 


Ser 


Asn 






275 










280 


Tyr 


Val 


Leu 


Val 


Val 


Tyr 


Gly 


Glu 




290 










295 




Gly 


Gly 


Gly Ala 


Pro 


Asp 


Pro 


Gly 


305 










310 






Val 


Pro 


Tyr Ala 


He 


Val 


Gly 


Gly 










325 








He 


He 


Cys Val 


Leu 


Val 


Gly 


Met- 








340 










Gly 


Ser 


Tyr Leu 


Thr 


His 


Glu 


Ala 






355 










360 


Ala 


Arg 


Glu 


Ala 


Phe 


Leu 


Asn 


Gly 




370 










375 




61u 


Phe 


Phe 


He 










385 






388 












<210> : 


3049 












<211> ■ 


758 












<212> PRT 












<213> Homo 


sapiens 








<400> : 


3049 










Val 


Gly Cys 


Thr 


Leu 


Arg 


Val 


Gly 


1 








5 








Lys 


Arg 


Arg 


Leu 


Ala 


Glu 


Leu 


Thr 








20 










Phe 


Asp 


Ser 


Glu 


Ser 


Glu 


Ser 


Glu 






35 










40 


Thr 


Arg 


Glu 


Ala 


Arg 


Glu 


Ala 


Ala 




50 










55 




Ser 


Pro 


Ser 


Ala 


Ser 


Arg 


Arg 


Lys 


65 










70 






Gin 


Leu 


Ser 


Arg 


Leu 


Lys 


Asp 


Arg 










85 








Gin 


Glu 


Asn 


Asp 


Gin 


Ser 


Leu 


Leu 








100 










Glu 


Glu 


Glu 


Glu 


Gly 


Pro 


Phe 


His 






115 










120 


Ala 


Ser 


Glu 


Glu 


Glu 


Asp 


Gly 


Ala 




130 










135 




Val 


Pro 


Arg 


Gly 


Leu 


Lys 


Gly 


Lys 


145 










150 






Ala 


Met 


Val 


Glu 


Arg 


Trp 


Lys 


Gin 










165 








Lys 


Leu 


Phe 


His 


Glu 


Val 


Val 


Gin 








180 










Thr 


Arg 


Gly 


Asp 


Gin 


Glu 


Ser 


Ala 






195 










200 


Asp 


Ser 


Ala 


Ala 


Phe 


Asn 


Ala 


Leu 



185 




190 






Tyr 


Val Leu Asp Val 


Gin 


Tyr 


Ser 




205 








Gin 


Ala Val Val Arg 


Glu 


Gly 


Asp 




220 








Thr 


Gly Asn Pro Arg 


Pro 


Asn 


Gin 




235 






240 


Ser 


Leu Pro Glu Arg 


Ala 


Glu 


Ala 




250 




255 




Gly 


Leu Val Ser Ala 


Asp 


Asn 


Gly 


265 




270 






Lys 


His Gly His Ala 


Arg 


Ala 


Leu 




285 








Ser 


Arg Leu Arg Pro 


Thr 


Glu 


Gly 




300 








Ala 


Val Val Glu Ala 


Gin 


Thr 


Ser 




315 






320 


He 


Leu Ala Leu Leu 


Val 


Phe 


Leu 




330 




335 




Val 


Trp Cys Ser Val 


Arg 


Gin 


Lys 


345 




350 






Ser 


Gly Leu Asp Glu 


Gin 


Gly 


Glu 




365 








Ser 


Asp Gly His Lys 


Arg 


Lys 


Glu 



380 



Val 


Met 


Ala Ala 


Ala 


Gly 


Ser 


Arg 




10 








15 




Val 


Asp 


Glu Phe 


Leu 


Ala 


Ser 


Gly 


25 








30 






Ser 


Glu 


Asn Ser 


Pro 


Gin 


Ala 


Glu 








45 








Arg 


Ser 


Pro Asp 


Lys 


Pro 


Gly 


Gly 






60 










Gly 


Arg 


Ala Ser 


Glu 


His 


Lys 


Asp 






75 








80 


Asp 


Pro 


Glu Phe 


Tyr 


Lys 


Phe 


Leu 




90 








95 




Asn 


Phe 


Ser Asp 


Ser 


Asp 


Ser 


Ser 


105 








110 






Ser 


Leu 


Pro Asp Val 


Leu 


Glu 


Glu 








125 








Glu 


Glu Gly Glu Asp 


Gly 


Asp 


Arg 






140 










Lys 


Asn 


Ser Val 


Pro 


Val 


Thr 


Val 






155 ■ 








160 


Ala 


Ala Lys Gin Arg 


Leu 


Thr 


Pro 




170 








175 




Ala 


Phe Arg Ala Ala 


Val 


Ala 


Thr 


185 








190 






Glu 


Ala Asn Lys 


Phe 


Gin 


Val 


Thr 








205 








Val 


Thr 


Phe Cys 


He 


Arg 


Asp 


Leu 
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210 

lie Gly Cys Leu 
225 

Ser Axg Met Leu 

Val Asp lie Lys 

260 

Leu Ser Glu Thr 
275 

Leu Val Pro Cys 
290 

Lys Axg Met Val 

305 

Leu Ala Phe Leu 

Phe Leu Gly Pro 

340 

Cys Lys Phe Thr 
355 

Trp Thr Leu Thr 
370 

His Ala Phe Leu 
385 

Met Thr Thr Arg 

Tyr Val His Cys 

420 

Pro Ser Glu Ala 
435 

lie Gly Cys lie 
450 

Met His Cys lie 
465 

Phe lie Pro Val 

Phe Asn Arg Lys 

500 

Val lie Leu Lys 
515 

Asp Gly Leu Val 
530 

Ser Glzi Ala His 
545 

Leu Gin Leu Lys 

Arg Gin Val Gin 

580 

lie Cys Ser Arg 
595 

Ala Val Glu Ala 
610 

Thr Leu Tyr Tyr 
625 

Leu Glu He Ser 

• He Lys Arg Arg 

660 

Phe Lys Asp Leu 
675 

Gly Phe Ser Glu 
690 

Val Glu Asp Asp 
705 

Asn Ser Glu Asp 







215 




Gin 


Lys 


Leu 


Leu 




230 






Gin 


Pro 


Ser 


Ser 


245 








Ala 


Tyr 


Leu 


Gly 


Thr 


Val 


Leu 


Ala 








280 


Phe 


Leu 


Thr 


Phe 






295 




Val 


Val 


Trp 


Ser 




310 






Val 


Leu 


Ser 


Arg 


325 








Val 


Leu 


Lys 


Gin 


Ser 


Pro 


Gly 


Ala 








360 


Glu 


Leu 


Leu 


Ala 






375 




Tyr 


He 


Arg 


Gin 




390 






Lys 


Lys 


Glu 


Thr 


405 








Leu 


Phe 


Leu 


Trp 


Leu 


Gin 


Pro 


Leu 








440 


Lys 


Leu 


He 


Pro 






455 




Arg 


Ala 


Leu 


Thr 




470 






Leu 


Pro 


Phe 


He 


485 








Pro 


Gly 


Arg 


Met 


Leu 


Ser 


Asn 


Val 








520 


Glu 


Gin 


Leu 


Tyr 






535 




Cys 


He 


Gly 


Phe 




550 






Ser 


Phe 


Leu 


Arg 


565 








Gin 


Leu 


Leu 


Gly 


Arg 


Gin 


Arg 


Val 








600 


Trp 


Glu 


Lys 


Leu 






615 




Ser 


His 


Trp 


Arg 




630 






Gly 


Lys 


Glu 


Arg 


645 








Lys 


Met 


Ala 


Asp 


Phe 


Asp 


Leu 


Asn 








680 


Arg 


Gly 


rie 


Leu 






695 




Glu 


Glu 


Asp 


Glu 




710 






Gly 


Asp 


Pro 


Asp 



220 

Phe Gly Lys Val 
235 

Ser Pro Leu Trp 
250 

Ser Ala He Gin 
265 

Ala Val Leu Arg 

Pro Lys Gin Cys 

300 

Thr Gly Glu Glu 
315 

Val Cys Arg His 

330 

Met Tyr He Thr 
345 

Leu Pro Phe He 

Leu Glu Pro Gly 

380 

Leu Ala He His 
395 

Tyr Gin Ser Val 
410 

Cys Arg Val Leu 
425 

Val Tyr Pro Leu 

Thr Ala Arg Phe 

460 

Leu Leu Ser Gly 
475 

Leu Glu Met Phe 
490 

Ser Ser Lys Pro 
505 

Asn Leu Gin Glu 

Asp Leu Thr Leu 

54 0 

Pro Glu Leu Val 

555 

Glu Cys Lys Val 
570 

Lys Val Gin Glu 
585 

Ser Phe Gly Val 

Thr Arg Glu Glu 

62 0 

Lys Leu Arg Asp 

635 

Leu Glu Asp Leu 
650 

Arg Lys Asp Glu 

665 

Ser Ser Glu Glu 

Arg Pro Leu Ser 

700 

Glu Glu Gly Glu 
715 

Ala Glu Ala Gly 



Ala 


Lys 


Asp 


Ser 








240 


Gly 


Lys 


Leu 


Arg 






255 




Leu 


Val 


Ser 


Cys 




270 






His 


He 


Ser 


Val 


285 








Arg 


Met 


Leu 


Leu 


Ser 


Leu 


Arg 


Val 








320 


Lys 


Lys 


Asp 


Thr 






335 




Tyr 

Mi 


Val 


Arg 


Asn 




350 






Ser 


Phe 


Met 


Gin 


365 








Val 


Ala 


Tyr 


Gin 


Leu 


Arg 


Asn 


Ala 








40O 


Tyr 


Asn 


Trp 


Gin 






415 




Ser 


Thr 


Ala 


Gly 




430 






Ala 


Gin 


Val 


He 


445 








Tyr 


Pro 


Leu 


Atq 


Ser 


Ser 


Gly 


Ala 








480 


Gin 


Gin 


Val 


Asp 






495 




He 


Asn 


Phe 


Ser 




510 






Lys 


Ala 


Tyr 


Atq 


525 








Glu 


Tyr 


Leu 


His 


Leu 


Pro 


Val 


Val 








560 


Ala 


Asn 


Tyr 


Cys 






575 




Asn 


Ser 


Ala 


Tyr 




590 






Ser 


Glu 


Gin 


Gin 


605 








Gly 


Thr 


Pro 


Leu 


Arg 


Glu 


He 


Gin 








640 


Asn 


Pile 


Pro 


Glu 






655 




Asp 


Arg 


Lys 


Gin 




670 






Asp 


Asp 


Thr 


Glu 


685 








Thr 


Arg 


His 


Gly 


Glu 


Asp 


Ser 


Ser 








720 


Leu 


Ala 


Pro 


Gly 
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725 730 735 

Glu Leu Gin Gin Leu Ala Gin Gly Pro Glu Asp Glu Leu Glu Asp Leu 

740 745 750 

Gin Leu Ser Glu Asp Asp 
755 758 



<210> 3050 

<211> 229 

<212> PRT 

<213> Homo sapiens 





<400> 3050 














His 


Leu 


ASD 


Arcr 


Tvr 


He 


Lvs Ser Pro Glv 


Ser Glv S&v 

>9^y w^s^ 


Cay* TVit" 


f ^ w 










c 












Ala 


Pro 


Pro 


Ser 

m0 ^nff 


Hi a 




Tj^ii Tj^u Tvt* r»P»ti 




V3X1JL OCX 


JlXiX 








20 










"i ft 






Thr 


Met 


Glv 




V.» Jf o 


CJl V fvs fi**T" JXtvt 












35 








An 


A. c 






Glv 


Glv 


Cvs 

^ Jr o 


Glv 






f^i/et fiT V ft! V fvH 


\f Q*ay* cay 

»JJ. Jf OCX vTX 




vjixy 




50 












bU 








w±y 


oer 


v»iy 


nx ^ 




V7Xjr ^ySa V3XJf 




vsxy v-«yB 


Gay* 
OCX 


65 










70 




75 




80 


Ser 


Ser 


Cys 


Gly 


Gly 


Cys 


Gly Ser Arg Cys 


Tyr Val Pro 


Val Cys 


Cys 










85 




90 




95 




Cys 


Lys 


Pro 


Val 


Cys 


Ser 


Trp Val Pro Ala 


Cys Ser Cys 


Thr Ser 


Cys 








100 






105 




110 




Gly 


Ser 


Cys 


Gly 


Gly 


Ser 


Lys Gly Gly Cys 


Gly Ser Cys 


Gly Gly 


Ser 






115 








120 


125 






Lys 


Gly 


Gly 


Cys 


Gly 


Ser 


Cys Gly Cys Ser 


Gin Ser Ser 


Cys Cys 


Lys 




130 










135 


140 






Pro 


Cys 


Cys 


Cys 


Ser 


Ser 


Gly Cys Gly Ser 


Ser Cys Ser 


Gin Ser 


Ser 


145 










150 




155 




160 


Cys 


Cys 


Lys 


Pro 


Cys 


Cys 


Cys Ser Ser Gly 


Cys Gly Ser 


Ser Cys 


Cys 










165 




170 




175 




Gin 


Ser 


Ser 


Cys 


Cys 


Lys 


Pro Tyr Cys Cys 


Gin Ser Ser 


Cys Cys 


Lys 








180 






. 185 




190 




Pro 


Cys 


Ser 


Cys 


Phe 


Ser 


Gly Cys Gly Ser 


Ser Cys Cys 


Gin Ser 


Ser 






195 








200 


205 






Cys 


Tyr 


Lys 


Pro 


Cys 


Cys 


Cys Gin Ser Ser 


Cys Cys Val 


Pro Val 


Cys 




210 










215 


220 






Cys 


Gin 


Cys 


Lys 


He 












225 








229 













<210> 3051 

<211> 1385 

<212> PRT 

<213> Homo sapiens 



<400> 3051 
Asn He Pro Arg 
1 

Val His Phe Ser 

20 

Arg Ser Leu Asp 
35 

He Phe Glu Leu 
50 

Tyr Lys Qly Arg 



Trp Asn Phe Glii 
5 

Ser Glu Glu Val 

Glu He Asp Leu 

40 

Val Glu Leu Val 
55 

His Val Lys Thr 



Gly Lys Ser Phe 
10 

Asp Met Ala Ser 

25 

Ser Ala Leu Arg 

Gly Asn Gly Thr 

60 

Gly Gin Leu Ala 



Gly Val Val Leu 
15 

Asp Ser Pro Ala 

30 

Asp Pro Ala Gly 

45 

Tyr Gly Gin Val 
Ala He Lys Val 
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65 




70 




75 


80 


Met 


Asp 


Val Thr 61y Asp Glu 


Glu 


Glu Glu He Lys Gin 


Glu He Asn 






85 




90 


95 


Met 


Leu 


Lys Lys Tyr Ser His 


His 


Arg Asn He Ala Thr 


Tyr Tyr Gly 






100 




105 


110 


Ala 


Phe 


lie Lys Lys Asn Pro 


Pro 


Gly Met Asp Asp Gin 


Leu Trp Leu 






115 


120 


125 




Val 


Met 


Glu Phe Cys Gly Ala 


Gly Ser Val Thr Asp Leu 


He Lys Asn 




130 


13 5 




140 




Thr 


Lys 


Gly Tyr Thr Leu Lys 


Glu Glu Trp He Ala Tyr 


He Cys Arg 


145 




150 




• 155 


160 


Glu 


lie 


Leu Arg Gly Leu Ser 


His 


Leu His Gin His Lys 


Val He His 






165 




170 


175 


Arg Asp 


lie Lys Gly Gin Asn 


Val 


Leu Leu Thr Glu Asn 


Ala Glu Val 






180 




185 


190 


Lys 


Leu 


Val Asp Phe Gly Val 


Ser 


Ala Gin Leu Asp Arg Thr Val Gly 






195 


200 


205 




Arg 


Arg 


Asn Thr Phe lie Gly 


Thr 


Pro Tyr Trp Met Ala 


Pro Glu Val 




210 


215 




220 




lie 


Ala 


Cys Asp Glu Asn Pro 


Asp 


Ala Thr Tyr Asp Phe 


Lys Ser Asp 


225 




230 




235 


240 


Leu 


Trp 


Ser Leu Gly lie Thr 


Ala 


He Glu Met Ala Glu Gly Ala Pro 






245 




250 


255 


Pro 


Leu 


Cys Asp Met His Pro 


Met Arg Ala Leu Phe Leu 


He Pro Arg 






260 




265 


270 


Asn 


Pro 


Ala Pro Arg Leu Lys 


Ser 


Lys Lys Trp Ser Lys 


Lys Phe Gin 






275 


280 


285 




Ser 


Phe 


lie Glu Ser Cys Leu 


Val 


Lys Asn His Ser Gin Arg Pro Ala 




290 


295 




300 




Thr 


Glu 


Gin Leu Met Lys His 


Pro 


Phe He Arg Asp Gin 


Pro Asn Glu 


305 




310 




315 


320 


Arg 


Gin 


Val Arg He Gin Leu 


Lys 


Asp His He Asp Arg 


Thr Lys Lys 






325 . 




330 


335 


Lys 


Arg 


Gly Glu Lys Asp Glu 


Thr 


Glu Tyr Glu Tyr Ser Gly Ser Glu 






340 




345 


350 


Glu 


Glu 


Glu Glu Glu Asn Asp 


Ser Gly Glu Pro Ser Ser 


He Leu Asn 






355 


360 


365 




Leu 


Pro 


Gly Glu Ser Thr Leu 


Arg 


Arg Asp Phe Leu Arg 


Leu Gin Leu 




370 


375 




380 




Ala 


Asn 


Lys Glu Arg Ser Glu 


Ala 


Leu Arg Arg Gin Gin 


Leu Glu Gin 


385 




390 




395 


400 


Gin 


Gin 


Arg Glu Asn Glu Glu 


His 


Lys Arg Gin Leu Leu 


Ala Glu Arg 






405 




410 


415 


Gin 


Lys 


Arg He Glu Glu Gin 


Lys 


Glu Gin Arg Arg Arg Leu Glu Glu 






420 




425 


430 


Gin 


Gin 


Arg Arg Glu Lys Glu 


Leu 


Arg Lys Gin Gin Glu Arg Glu Gin 






435 


440 


445 




Arg Arg 


His Tyr Glu Glu Gin 


Met 


Arg Arg Glu Glu Glu 


Arg Arg Arg 




450 


455 




460 




Ala 


Glu 


His Glu Gin Glu Tyr 


He Arg Arg Gin Leu Glu 


Glu Glu Gin 


465 




470 




475 


480 


Arg 


Gin 


Leu Glu He Leu Gin 


Gin 


Gin Leu Leu His Glu 


Gin Ala Leu 






485 




490 


495 


Leu 


Leu 


Glu Tyr Lys Arg Lys 


Gin 


Leu Glu Glu Gin Arg Gin Ala Glu 






500 




505 


510 


Arg 


Leu 


Gin Arg Gin Leu Lys 


Gin 


Glu Arg Asp Tyr Leu 


Val Ser Leu 






515 


520 


525 




Gin 


His 


Gin Arg Gin Glu Gin 


Arg 


Pro Val Glu Lys Lys 


Pro Leu Tyr 




530 


535 




540 




His 


Tyr 


Lys Glu Gly Met Ser 


Pro 


Ser Glu Lys Pro Ala 


Trp Ala Lys 


545 




550 




555 


560 


Glu 


Val 


Glu Glu Arg Ser Arg 


Leu Asn Arg Gin Ser Ser 


Pro Ala Met 






565 




570 


575 


Pro 


His 


Lys Val Ala Asn Arg 


He 


Ser Asp Pro Asn Leu 


Pro Pro Arg 
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580 585 590 

Ser Glu Ser Phe Ser lie Ser Gly Val Gin Pro Ala Arg Thr Pro Pro 

595 600 605 

Met Leu Arg Pro Val Asp Pro Gin lie Pro His Leu Val Ala Val Lys 

610 615 620 

Ser Gin Gly Pro Ala Leu Thr Ala Ser Gin Ser Val His Glu Gin Pro 
625 630 635 640 

Thr Lys Gly Leu Ser Gly Phe Gin Glu Ala Leu Asn Val Thr Ser His 

645 650 655 

Arg Val Glu Met Pro Arg Gin Asn Ser Asp Pro Thr Ser Glu Asn Pro 

660 665 ' 670 

Pro Leu Pro Thr Arg He Glu Lys Phe Asp Arg Ser Ser Trp Leu Arg 

675 680 685 

Gin Glu Glu Asp lie Pro Pro Lys Val Pro Gin Arg Thr Thr Ser He 

690 695 700 

Ser Pro Ala Leu Ala Arg Lys Asn Ser Pro Gly Asn Gly Ser Ala Leu 
705 710- 715 720 

Gly Pro Arg Leu Gly Ser Gin Pro He Arg Ala Ser Asn Pro Asp Leu 

725 730 735 

Arg Arg Thr Glu Pro He Leu Glu Ser Pro Leu Gin Arg Thr Ser Ser 

740 745 750 

Gly Ser Ser Ser Ser Ser Ser Thr Pro Ser Ser Gin Pro Ser Ser Gin 

755 760 765 

Gly Gly Ser Gin Pro Gly Ser Qln Ala Gly Ser Ser Glu Arg Thr Arg 

770 775 780 

Val Arg Ala Asn Ser Lys Ser Glu Gly Ser Pro Val Leu Pro His Glu 
785 790 795 800 

Pro Ala Lys Val Lys Pro Glu Glu Ser Arg Asp He Thr Arg Pro Ser 

805 810 815 

Arg Pro Ala Ser Tyr Lys Lys Ala He Asp Glu Asp Leu Thr Ala Leu 

820 825 830 

Ala Lys Glu Leu Arg Glu Leu Arg He Glu Glu Thr Asn Arg Pro Met 

835 840 845 

Lys Lys Val Thr Asp Tyr Ser Ser Ser Ser Glu Glu Ser Glu Ser Ser 

850 855 860 

Glu Glu Glu Glu Glu Asp Gly Glu Ser Glu Thr His Asp Gly Thr Val 
865 870 875 880 

Ala Val Ser Asp He Pro Arg Leu He Pro Thr Gly Ala Pro Gly Ser 

885 890 895 

Asn Glu Gin Tyr Asn Val Gly Met Val Gly Thr His Gly Leu Glu Thr 

900 905 910 

Ser His Ala Asp Ser Phe Ser Gly Ser He Ser Arg Glu Gly Thr Leu 

915 920 925 

Met He Arg Glu Thr Ser Gly Glu Lys Lys Arg Ser Gly His Ser Asp 

930 935 940 

Ser Asn Gly Phe Ala Gly His He Asn Leu Pro Asp Leu Val Gin Gin 
945 950 955 960 

Ser His Ser Pro Ala Gly Thr Pro Thr Glu Gly Leu Gly Arg Val Ser 

965 970 975 

Thr His Ser Gin Glu Met Asp Ser Gly Thr Glu Tyr Gly Met Gly Ser 

980 985 990 

Ser Thr Lys Ala Ser Phe Thr Pro Phe Val Asp Pro Arg Val Tyr Gin 

995 1000 1005 

Thr Ser Pro Thr Asp Glu Asp Glu Glu Asp Glu Glu Ser Ser Ala Ala 

1010 1015 1020 

Ala Leu Phe Thr Ser Glu Leu Leu Arg Gin Glu Gin Ala Lys Leu Asn 
1025 1030 1035 1040 

Glu Ala Arg Lys He Ser Val Val Asn Val Asn Pro Thr Asn lie Arg 

1045 1050 1055 

Pro His Ser Asp Thr Pro Glu He Arg Lys Tyr Lys Lys Arg Phe Asn 

1060 1065 1070 

Ser Glu He Leu Cys Ala Ala Leu Trp Gly Val Asn Leu Leu Val Gly 

1075 1080 1085 

Thr Glu Asn Gly Leu Met Leu Leu Asp Arg Ser Gly Gin Gly Lys Val 
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1090 1095 1100 

• Tyr Asn Leu He Asn Arg Arg Arg Phe Gin Gin Met Asp Val Leu Glu 
1105 1110 1115 1120 

Gly Leu Asn Val Leu Val Thr lie Ser Gly Lys Lys Asn Lys Leu Arg 

1125 1130 1135 

Val Tyr Tyr Leu Ser Trp Leu Arg Asn Arg He Leu His Asn Asp Pro 

1140 1145 1150 

Glu Val Glu Lys Lys Gin Gly Trp He Thr Val Gly Asp Leu Glu Gly 

1155 1160 1165 

Cys He His Tyr Lys Val Val Lys Tyr Glu Arg He Lys Phe Leu Val 

1170 1175 1180 

He Ala Leu Lys Asn Ala Val Glu He Tyr Ala Tarp Ala Pro Lys Pro 
1185 1190 1195 1200 

Tyr His Lys Phe Met Ala Phe Lys Ser Phe Ala Asp Leu Gin His Lys 

1205 1210 1215 

Pro Leu Leu Val Asp Leu Thr Val Glu Glu Gly Gin Arg Leu Lys Val 

1220 1225 1230 

He Phe Gly Ser His Thr Gly Phe His Val He Asp Val Asp Ser Gly 

1235 1240 1245 

Asn Ser Tyr Asp He Tyr He Pro Ser His He Gin Gly Asn He Thr 

1250 1255 1260 

Pro His Ala He Val He Leu Pro Lys Thr Asp Giy Met Glu Met Leu 
1265 1270 1275 1280 

Val Cys Tyr Glu Asp Glu Gly Val Tyr Val Asn Thr Tyr Gly Arg He 

1285 1290 1295 

Thr Lys Asp Val Val Leu Gin Trp Gly Glu Met Pro Thr Ser Val Ala 

1300 1305 1310 

Tyr He His Ser Asn Gin He Met Gly Trp Gly Glu Lys Ala He Glu 

1315 1320 1325 

He Arg Ser Val Glu Thr Gly His Leu Asp Gly Val Phe Met His Lys 

1330 1335 1340 

Arg Ala Gin Arg Leu Lys Phe Leu Cys Glu Arg Asn Asp Lys Val Phe 
1345 1350 1355 1360 

Phe Ala Ser Val Arg Ser Gly Gly Ser Ser Gin Val Phe Phe Met Thr 

1365 1370 1375 

Leu Asn Arg Asn Ser Met Met Asn Trp 

1380 1385 



<210> 3052 

<211> 205 

<212> PRT 

<213> Homo sapiens 



<400> 3052 



Met 


Gly 


Gin 


Val Glu 


Cys 


Gly Gly 


Gin 


Lys Leu Gly 


Asn 


Gin 


Leu 


Glu 


1 






5 








10 






15 




Asp 


Asp 


Ser 


Glu Pro 


Ala 


Glu Gly 


Lys 


Val Tyr Ser 


Ser 


Asp 


Glu 


Glu 








20 






25 






30 






Lys 


Leu 


Glu 


Ala Ser 


Ala 


Gly Asp 


Pro 


Ala Gly Ser 


Glu 


Gin 


Glu 


Glu 






35 






40 






45 








Glu 


Gly 


Ser 


Gly Gly 


Asp 


Ser Glu 


Asp 


Asp Gly Phe 


Leu 


Asp 


Ser 


Ser 




50 








55 




60 










Ala 


Gly 


Gly 


Pro Gly 


Ala 


Leu Leu 


Gly 


Pro Lys Pro 


Lys 


Leu 


Lys 


Gly 


65 








70 






75 








80 


Ser 


Leu 


Gly 


Thr Gly 


Ala 


Glu Glu 


Gly 


Ala Pro Val 


Thr 


Ala 


Gly 


Val 








85 








90 






95 




Thr 


Ala 


Pro 


Gly Gly 


Lys 


Ser Arg 


Arg 


Arg Arg Thr 


Ala 


Phe 


Thr 


Ser 








lOO 






105 






110 






Glu 


Gin 


Leu 


Leu Glu 


Leu 


Glu Lys 


Glu 


Phe His Cys 


Lys 


Lys 


Tyr 


Leu 






115 






120 






125 








Ser 


Leu 


Thr 


Glu Arg 


Ser 


Gin He 


Ala 


His Ala Leu 


Lys 


Leu 


Ser 


Qlu 



4724 



wo 01/5719U 



PCT/USOl/04098 



130 

Val Gin Val Lys He 

145 

He Lys Ala Gly Asn 

165 

Pro Lys He Val Val 

180 

Arg Ser Gin His Gin 
195 



135 

Trp Phe Gin Asn Arg Arg 
150 155 
Val Ser Ser Arg Ser Gly 

170 

Pro He Pro Val His Val 

185 

Gin Met Glu Gin Gly Ala 
200 



140 

Ala Lys Trp Lys Arg 

160 

Glu Pro Val Arg Asn 

175 

Asn Arg Phe Ala Val 
190 

Arg Pro 
205 



<210> 3053 
<211> 654 
<212> PRT 

<213> Homo sapiens 



<400> 3053 



Plie 


C3lv 


Val 

V Ci mlm 




Val 


<k ^ V 






Thr Gin 


Cys 


UCU V CL JL K ^ \J 


OCX f XIB 


1 








5 








10 






15 
xs 


His 




Met 


Gin 






Glu 




Asp Ser 


Glu 


C*\r^ TiiAii TluT* 


OCX XJCU 








20 










25 








Gin 
















Pro Ala 


Ala 




nxo xjtsix 






35 










40 






45 




Gin 


Thi? 


Ala 


Ala 


He 




Ij©U 




Thr Val 


Val 


Ala Ala Val 

l*L^CL X^Xn VAX 


Gin Ala 

wXXX MX CI 




50 










55 








60 




He 


Glu 


Arcr 


Lvs 


Val 


Glu 


He 

lAm idhft ^M* 


His 


Ser Arg Arg 


Leu Ti^iJ Hi s 


Tj^u GT 11 


65 










70 








75 




80 


Glv 


Arcr 


Thr 


Glv 


Thr 


Ala 


Glu 


Lvs 


Lys Leu 


Ala 


SeT" Cva Glu 


TiVS THt* 










85 








90 






95 


Val 


Thr 


Glu 


Leu 


Glv 


Asn 


Gin 


Leu 


Glu Gly Lys 


Glv Ala Val 


Leu Glv 








100 










105 




110 




Thr 


Leu 


Leu 


Gin 


Glu 


Tyr 


Gly 


Leu 


Leu Gin 


Arg 


Arcr Leu Glu 


Asn Leu 






115 










120 






125 




Glu 


Asn 


Leu 


Leu 


Arg 


Asn 


Arci 


Asn 


Phe Trp 


He 


Leu Arcr Leu 


Pro Pro 




130 










135 








140 




Gly 


He 


Lys 


Gly 


Asp 


He. 


Pro 


Lys 


Val Pro 


Val 


Ala Phe Asp 


Asp Val 


145 










ISO 








135 




160 


Ser 


He 


Tyr 


Phe 


Ser 


Thr 


Pro 


Glu 


Trp Glu Lys 


Leu Glu Glu 


Trp Gin 










165 








170 






175 


Lys 


Glu 


Leu 


Tyr 


Lys 


Asn 


He 


Met 


Lys Gly Asn 


Tyr Glu Ser 


Leu He 








180 










185 




190 




Ser 


Met 


Asp 


Tyr 


Ala 


He 


Asn 


Gin 


Pro Asp 


Val 


Leu Ser Gin 


He Gin 






195 










200 






205 




Pro 


Glu 


Gly 


Glu 


His 


Asn 


Thr 


Glu 


Asp Gin Ala 


Gly Pro Glu 


Glu Ser 




210 










215 








220 




Glu 


He 


Pro 


Thr 


Asp 


Pro 


Ser 


Glu 


Glu Pro 


Gly 


He Ser Thr 


Ser Asp 


225 










230 








235 




240 


He 


Leu 


Ser 


Trp 


He 


Lys 


Gin 


Glu 


Glu Glu 


Pro 


Gin Val Gly 


Ala Pro 










245 








250 






255 


Pro 


Glu 


Ser 


Lys 


Glu 


Ser 


Asp 


Val 


Tyr Lys 


Ser 


Thr Tyr Ala 


Asp Glu 








260 










265 




270 




Glu 


Leu 


Val 


He 


Lys 


Ala 


Glu 


Gly 


Leu Ala 


Arg 


Ser Ser Leu 


Cys Pro 






275 










280 






285 




Glu 


Val 


Pro 


Val 


Pro 


Phe 


Ser 


Ser 


Pro Pro 


Ala 


Ala Ala Lys 


Asp Ala 




290 










295 








300 




Phe 


Ser 


Asp 


Val 


Ala 


Phe 


Lys 


Ser 


Gin Gin 


Ser 


Thr Ser Met 


Thr Pro 


305 










310 








315 




320 


Phe 


Gly 


Arg 


Pro 


Ala 


Thr 


Asp 


Leu 


Pro Glu 


Ala 


Ser Glu Gly 


Gin Val 










325 








330 






335 


Thr 


Phe 


Thr 


Gin 


Leu 


Gly 


Ser 


Tyr 


Pro Leu 


Pro 


Pro Pro Val 


Gly Glu 








340 










345 




350 




Gin 


Val 


Phe 


Ser 


Cys 


His 


His 


Cys 


Gly Lys Asn 


Leu Ser Gin 


Asp Met 
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355 










360 


Leu 


Leu 


Thr 


His 


Gin 


Cys 


Ser 


His 




370 










375 




Ala 


Gin 


Cys 


Pro 


Lys 


His 


Phe 


Thr 


385 










390 






Ser 


Gin 


Asp 


His 


Ala 


Ser 


Glu 


Thr 










405 








Arg 


Thr 


Phe 


Thr 


His 


Pro 


Ser 


Arg 








420 










Asn 


Ser 


Thr 


Glu 


Arg 


Pro 


Phe 


Pro 






435 










440 


Ala 


Asp 


Gin 


Ala 


Arg 


Leu 


Thr 


Ser 




450 










455 




Arg 


Pro 


Phe 


Arg 


Cys 


Ala 


Gin 


Cys 


465 










470 






Ser 


Leu 


Leu 


Leu 


His 


Gin 


Arg 


Gly 










485 








Cys 


Pro 


Gin 


Cys 


Gly 


He 


Asp 


Phe 








500 










His 


61n 


Met 


He 


His 


Thr 


Gly Glu 






515 










520 


Ser 


Lys 


Ser 


Phe 


Met 


Arg 


Lys 


Glu 




530 










535 




His 


Thr 


Gly 


Glu 


Arg 


Pro 


Phe 


Ser 


545 










550 






He 


Arg 


Lys 


His 


His 


Leu 


Met 


Lys 










565 








Arg 


Pro 


Tyr 


Pro 


Cys 


Ser 


Tyr 


Cys 








580 










Thr 


Leu 


Lys 


Asp 


His 


Leu 


Arg 


Ser 






595 










600 


Asp 


Ser 


Asp 


Pro 


Ser 


Gly 


Gin 


Pro 




610 










615 




Thr 


Gly 


Leu 


Glu 


Thr 


Ser 


Gly Leu 


625 










63 0 






Thr 


Asn 


Gin 


Trp 


Tyr 


Gly 


Glu Gly 










645 










<210> 3054 












<211> 736 












<212> PRT 












<213> Homo 


sapiens 








<400> 3054 










Ser 


Cys 


Gly 


His 


Lys 


Ser 


Ala 


Tyr 


1 








5 








Phe 


Trp 


Glu 


Asp 


Gly Gin 


Glu 


Leu 








20 










Leu 


Arg 


Leu 


Cys 


Val 


His 


Leu Arg 






35 










40 


Ser 


Leu 


Trp 


Thr 


Leu 


Phe 


Val 


Val 




50 










55 




Arg 


Glu 


Lys 


Leu 


Gly Lys 


Ala Gly 


65 










70 






Gly 

<• 


Arg 


Pro 


Gly 


Ala 


Glu 


Arg 


Ala 










85 








Leu 


Thr 


Ala 


Glu 


Ser Arg 


Trp 


Glu 








lOO 










Ser 


Ser 


Pro 


Ala 


Gly Val 


Gly Pro 






115 










120 


Leu 


Tyr 


Phe 


Phe 


Ala 


Pro 


Trp Ala 



365 



Ala Thr Glu 


His Pro Leu 


Pro 


Cys 




380 






Pro Gin Ala 


Asp Leu Ser 


Ser 


Thr 


395 






400 


Pro Pro thr 


Cys Pro His 


Cys 


Ala 


410 




415 




Leu Thr Tyr 


His Leu Arg 


Val 


His 


425 


430 






Cys Pro Asp 


Cys Pro Lys 


Arg 


Phe 




445 






His Arg Arg 


Ala His Ala 


Ser 


Glu 




460 






Gly Arg Ser 


Phe Ser Leu 


Lys 


He 


475 






480 


His Ala Gin 


Glu Arg Pro 


Phe 


Ser 


490 




495 




Asn Gly His 


Ser Ala Leu 


He 


Arg 


505 


510 






Arg Pro Tyr 


Pro Cys Thr 


Asp 


Cys 

* 




525 






His Leu Leu 


Asn His Arg 


Arg 


Leu 




540 






Cys Pro His 


Cys Gly Lys 


Ser 


Phe 


555 






560 


His Gin. Arg 


He His Thr 


Gly 


Glu 


570. 




575 




Gly Arg Ser 


Phe Arg Tyr 


Lys 


Gin 


585 


590 






Gly His Asn 


Gly Gly Cys 


Gly 


Gly 




605 






Pro Asn Pro 


Pro Gly Pro 


Leu 


He 




620 






Gly Val Asn 


Thr Glu Gly 


Leu 


Glu 


635 






640 


Ser Gly Gly 


Gly Val Leu 






650 


654 






Gly Ser Tyr 


Thr Gly Leu 


Gin 


Leu 


10 




15 




Leu Gin His 


Gin Gin Leu 


Gin 


Asp 


25 


30 






Pro Gin Ser 


Glu Lys Val 


Glu 


Leu 




45 






Gly Lys Gly 


Glu Pro Ser 


Ala 


Val 




60 






Phe Ala Ala 


Ala Ser Gly 


Pro 


Gly 


75 






80 


Ser Thr Val 


Leu Asn He 


Leu 


His 


90 




95 




Pro Asn Ala 


Cys Asn Arg 


Val 


Ser 


105 


110 






Leu Asp Leu 


Pro Val Gly 


Pro 


Leu 




125 






Arg Ala Ser 


Phe Leu Cys 


His 


Ala 
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130 






135 






140 








Phe 


Gin 


Arg 


Pro Leu Thr 


Gly lie 


Gly Leu Asn Thr 


Val Arg 


Phe 


Thr 


145 






150 








155 






160 


Ser 


Glu 


Phe 


Pro Leu His 


Ser 


Lys 


Asp 


Pro Thr Ala 


His Lys 


Leu 


Leu 








165 








170 




175 




Phe 


Thr 


Gly 


Asn Tyr Leu 


Cys 


Lys 


Leu 


His Pro Arg 


Pro Arg 


His 


Ala 








180 






185 




190 






Pro 


Gin 


Gly 


Ser Leu Ser 


Asp 


Phe 


Cys His Gly Thr 


Glu Gly 


Lys 


Asp 






195 






200 






205 






Leu 


Pro 


Ser 


Glu His Asn 


Val 


Ser 


Val Glu Gly Val 


Ala Gin 


Asp T^g 




210 






215 






220 








Ser 


Pro 


Glu 


Ala Thr Leu 


Cys 


Pro 


Gin 


Lys Thr Cys 


Pro Cys 


Asp 


He 


225 






230 








235 






240 


Cys 


Gly 


Leu 


Arg Leu Lys 


Asp 


lie 


Leu 


His Leu Ala 


Glu His 


Gin 


Thr 








245 








250 




255 




Thr 


.His 


Pro 


Arg Gin Lys 


Pro 


Phe 


Val 


Cys Glu Ala 


Tyr Val 


Lys Gly 








260 






265 




270 






Ser 


Glu 


Phe 


Ser Ala Asn 


Leu 


Pro 


Arg 


Lys Gin Val 


Gin Gin 


Asn 


Val 






275 






280 






285 






His 


Asn 


Pro 


lie Arg Thr 


Glu 


Glu 


Gly Gin Ala Ser 


Pro Val 


Lys 


Thr 




290 






295 






300 








Cys 


Arg 


Asp 


His Thr Ser 


Asp 


Gin 


Leu 


Ser Thr Cys 


Arg Glu 


Gly Gly 


305 






3X0 








315 






320 


Lys 


Asp 


Phe 


Val Ala Thr 


Ala Gly 


Phe 


Leu Gin Cys 


Glu Val 


Thr 


Pro 








325 








330 




335 




Ser 


Asp 


Gly 


Glu Pro His 


Glu 


Ala 


Thr Glu Gly Val 


Val Asp 


Phe 


His 








340 






345 




350 






lie 


Ala 


Leu 


Arg His Asn 


Lys 


Cys 


Cys 


Glu Ser Gly 


Asp Ala 


Phe 


Asn 






355 






360 






365 






Asn 


Lys 


Ser 


Thr Leu Val 


Gin His 


Gin Arg lie His 


Ser Arg 


Glu Arg 




370 






375 






380 








Pro 


Tyr 


Glu 


Cys Ser Lys 


Cys Gly 


lie 


Phe Phe Thr 


Tyr Ala 


Ala Asp 


385 






390 








395 






400 


Leu 


Thr 


Gin 


His Gin Lys 


Val 


His 


Asn Arg Gly Lys 


Pro Tyr 


Glu Cys 








405 








410 




415 




Cys 


Glu 


Cys 


Gly Lys Phe 


Phe 


Ser 


Gin 


His Ser Ser 


Leu Val 


Lys 


His 








420 






425 




430 






Arg 


Arg 


Val 


His Thr Gly 


Glu 


Ser 


Pro 


His Val Cys 


Gly Asp 


Cys 


Gly 






435 






440 






445 






Lys 


Phe 


Phe 


Ser Arg Ser 


Ser 


Asn 


Leu 


He Gin His 


Lys Arq 


Val 


His 




450 






455 






460 








Thr 


Gly 


Glu 


Lys Pro Tyr 


Glu Cys 


Ser 


Asp Cys Gly 


Lys Phe 


Phe 


Ser 


465 






470 








475 






480 


Gin 


Arg 


Ser 


Asn Leu lie 


His 


His 


Lys 


Arg Val His 


Thr Gly 


Arg 


Ser 








485 








490 




495 




Ala 


His 


Glu 


Cys Ser Glu 


Cys Gly 


Lys 


Ser Phe Asn 


Cys Asn 


Ser 


Ser 








500 






505 




510 






Leu 


lie 


Lys 


His Trp Arg 


Val 


His 


Thr 


Gly Glu Arg 


Pro Tyr 


Lys 


Cys 






515 






520 






525 






Asn 


Glu 


Cys 


Gly Lys Phe 


Phe 


Ser 


His 


He Ala Ser 


Leu He 


Gin 


His 




530 






535 






540 








Gin 


lie 


Val 


His Thr Gly 


Glu Arg 


Pro 


His Gly Cys 


Gly Glu 


Cys* 


Gly 


545 






550 








555 






560 


Lys 


Ala 


Phe 


lie Arg Ser 


Ser Asp 


Leu 


Met Lys His 


Gin Arg 


Val 


His 








565 








570 




575 




Thr 


Gly 


Glu 


Arg Pro Tyr 


Glu 


Cys 


Asn 


Glu Cys Gly 


Lys Leu 


Phe 


Ser 








580 






585 




590 






Gin 


Ser 


Ser 


Ser Leu Asn 


Ser 


His 


Arg Arg Leu His 


Thr Gly 


Glu 


Arg 






595 






600 






605 






Pro 


Tyr 


Gin 


Cys Ser Glu 


Cys 


Gly 


Lys 


Phe Phe Asn 


Gin Ser 


Ser 


Ser 




610 






615 






620 








Leu 


Asn 


Asn 


His Arg Arg 


Leu 


His 


Thr Gly Glu Arg 


Pro Tyr 


Glu 


Cys 


625 


Glu 




630 








635 






640 


Ser 


Cys 


Gly Lys Thr 


Phe Arg 


Gin Arg Ser Asn 


Leu Arg 


Gin 


His 
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645 



650 



655 



Leu Lys Val His Lys Pro Asp Arg Pro Tyr Glu Cys Ser Glu Cys Gly 

660 665 670 

Lys Ala Phe Asn Gin Arg Pro Thr Leu lie Arg His Gin Lys lie His 

675 680 685 

lie Arg Glu Arg Ser Met Glu Asn Val Leu Leu Pro Cys Ser Gin His 

690 695 700 

Thr Pro Glu He Ser Ser Glu Asn Arg Pro Tyr Gin Gly Ala Val Asn 
705 710 715 720 

Tyr Lys Leu Lys Leu Val His Pro Ser Thr His Pro Gly Glu Val Pro 



<210> 3055 
<211> 895 
<212> PRT 

<213> Homo sapiens 



<400> 3055 



Ala Aro 


Aro 


Ser 


Ser 




wJUA* fULCl 


Ala 


Pro 


Thr 


Pro Cys 


1 






5 




10 








15 


Gin Val 


Val 


Glu 


Ala 


Ser 


Arcf Asn Gin lieu Val 


Ala 


Gly Pro 


Ser Gly 






20 






25 






30 




Lvs Meti 


Glv 


Asn Arg 


Glu 


Met Glu Glu Leu Tie 


Pro 


Leu Val Asn Arg 




35 








40 




45 






Leu Gin 


Asp 


Ala 


Phe 


Ser 


Ala Leu Glv Gin Ser 


Cys 


Leu 


Leu 


Glu Leu 


50 










55 


60 








Pro Gin 


He 


Ala 


Val 


Val 


Glv Glv Gin Ser Ala 


Gly Lys 


Ser 


Ser Val 


65 








70 


75 








80 


Leu Glu 


Asn 


Phe 


Val 


Gly 


Arcr Asp Phe Leu Pro 


Arg Gly Ser Gly He 








85 




90 








95 


Val Thr 


Arg 


Arg 


Pro 


Leu 


Val Leu Gin Leu Val 


Thr 


Ser 


Lys 


Ala Glu 






lOO 






105 






HQ 




Tyr Ala 


Glu 


Phe 


Leu 


His 


Cys Lys Gly Lys Lys 


Phe 


Thr Asp 


Phe Asp 




115 








120 




125 






Glu Val 


Arg 


Leu 


Glu 


He 


Glu Ala Glu Thr Asp 


Arg Val 


Thr Gly Met 


130 










135 


140 








Asn Lys 


Gly 


He 


Ser 


Ser 


He Pro He Asn Leu 


Arg 


Val 


Tyr 


Ser Pro 


145 








150 


155 








160 


His Val 


Leu 


Asn 


Leu 


Thr 


Leu He Asp Leu Pro 


Gly 


He 


Thr 


Lys Val 








165 




170 








175 


Pro Val 


Gly 


Asp 


Gin 


Pro 


Pro Asp He Glu Tyr 


Gin 


He 


Arg 


Met He 






180 






185 






190 




Met Gin 


Phe 


He 


Thr 


Arg 


Glu Asn Cys Leu He 


Leu 


Ala 


Val 


Thr Pro 




195 








200 




205 






Ala Asn 


Thr 


Asp 


Leu 


Ala 


Asn Ser Asp Ala Leu 


Lys 


Leu 


Ala 


Lys Glu 


210 










215 


220 








Val Asp 


Pro 


Gin Gly 


Leu 


Arg Thr He Gly Val 


He 


Thr 


Lys 


Leu Asp 


225 








230 


235 








240 


Leu Met 


Asp 


Glu Gly 


Thr 


Asp Ala Arg Asp Val 


Leu 


Glu 


Asn 


Lys Leu 








245 




250 








255 


Leu Pro 


Leu 


Arg Arg 


Gly 


Tyr Val Gly Val Val 


Asn Arg Ser Gin Lys 






260 






265 






270 




Asp He 


Asp 


Gly Lys 


Lys 


Asp He Lys Ala Ala 


Met 


Leu Ala Glu Arg 




275 








280 




285 






Lys Phe 


Phe 


Leu 


Ser 


His 


Pro Ala Tyr Arg His 


He Ala Asp Arg Met 


290 










295 


300 








Gly Thr 


Pro 


His 


Leu 


Gin 


Lys Val Leu Asn Gin 


Gin 


Leu 


Thr 


Asn His 


305 








310 


315 








320 


lie Arg 


Asp 


Thr 


Leu 


Pro 


Asn Phe Arg Asn Lys 


Leu Gin Gly Gin Leu 



725 



730 



735 736 
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Leu 


Ser 


lie 


Glu His 


Glu 


Val 


Glu 








340 








Asp 


Pro 


Thr 


Arg Lys 


Thr 


Lys 


Ala 






355 








360 


Ala 


Val 


Asp 


Phe Glu 


Lys 


Arg 


He 




370 








375 




Thr 


Leu 


Glu 


Leu Ser 


Gly 


Gly Ala 


385 








390 






Arg 


Phe 


Pro 


Phe Glu 


He 


Val 


Lys 








405 








Arg 


Arg 


Glu 


He Ser 


Tyr 


Ala 


He 








420 








Gly 


Leu 


Phe 


Thr Pro 


Asp 


Met 


Ala 






435 








440 


He 


Val 


Lys 


Leu Lys 


Gly 


Pro 


Ser 




450 








455 




Gin 


Glu 


Leu 


He i\sn 


Thr 


Val 


Lys 


465 








470 






Phe 


Pro 


Arg 


Leu Cys 


Glu 


Glu 


Thr 








485 








Arg 


Glu 


Arcr 


Glu Gly 


Lys 


Thr 


Lvs 








5O0 








He 


Gin 


Val 


Ser Tyr 


He 


Asn. 


Thr 






515 








520 


Ala 


Asn 


Ala 


Qln Gin 


Arc 


Ser 


Ser 




530 








535 




Gly 


Asn 


Gin 


Val He 


Ara 


Lvs 


Glv 


545 








550 






He 


Met 


Lys 


Glv Glv 


Ser 


Lvs 

4-1 a 


Gly 








565 








Ser 


Leu 


Ser 


Trp Tvr 


Lvs 


Asp 


Asp 








580 








Leu 


Pro 


Leu 


Asp Asn 


Leu 


Lvs 


Val 






595 








600 


Ser 


Ser 


Lys 


His lie 


Phe 


Ala 


Leu 




610 








615 




Tyr 


Lys 


Asp 


Tyx Arcr 


Phe 


Leu 


Glu 


625 








63 0 






Val 


Asp 


Ser 


Trp Lys 


Ala 


Ser 


Leu 








645 








Lys 


Ser 


Val 


Gly Asn 


Asn 


Lys 


Ala 








660 








Glu 


Asn 


Phe 


Ser Met 


Asp 


Pro 


Gin 






675 








680 


Arg 


Asn 


Leu 


Val Asp 


Ser 


Tyr 


Met 




690 








695 




Asp 


Leu 


He 


Pro Lys 


Thr 


He 


Met 


705 








710 






Asp 


Phe 


He 


Asn Ser 


Glu 


Leu 


Leu 








725 








Gin 


Asn 


Thr 


Leu Met 


Glu 


Glu 


Ser 








740 








Glu 


Met 


Leu 


Arg Met 


Tyr 


Gin 


Ala 






755 








760 


Gly 


Asp 


He 


Gly Thr 


Ala 


Thr 


Val 




770 








775 




Asp 


Asp 


Ser 


Trp He 


Gin 


His 


Ser 


785 








790 






Thr 


Thr 


Gin 


Arg Arg 


Pro 


Thr 


Leu 








805 








Ser 


Gly 


Arg 


Gly Pro 


Ala 


Pro 


Ala 








820 








Gly 


Ala 


Pro 


Pro Val 


Pro 


Phe 


Arg 





330 










335 




Ala 


Tvr 


Lvs 


Asn 


Phe 


Lys 


Pro 


Glu 


345 










350 






Leu 


Leu 


Gin 


Met 


Val 


Gin 


Gin 


Phe 










365 








Glu 


Gly 


Ser 


Gly 


Asp Gin 


Val 


Asn 








380 










Lys 


He 


Asn 


Ara 


He 


Phe 


His 


Glu 






395 










400 


Met 


Glu 


Phe 


Asa 


Glu Lys 


Glu 


Leu 




410 










415 




Lys 


Asn 


He 


His 


Gly He 


Arg 


Thr 


425 










430 






Phe 


Glu 


Ala 


He 


Val 


Lvs 


Lys 


Gin 

MB A* 










445 

^ ^ 








Leu 


Lvs 


Ser 


Val 


Asp 


Leu 


Val 


He 








460 










Lvs 


Cvs 


Thr 


Lvs 


Lys 


Leu 


Ala 


Asn 






475 










480 


Glu 




He 


Val 


Ala 


Asn 


Hi a 


He 




490 

^ w 










495 




ASD 


Gin 


Val 


Xjeu 


Leu 


Leu 


He 


Asn 


505 










510 






Asn 


His 


Glu 


ASD 


Phe 


He 


Glv 


Phe 










525 








Qln 


Val 


His 


Lvs 


Lys 


Thr 


Thr 


Val 








^40 










Tm 


Leu 


Thr 


He 


Ser 


Asn 


He 

^ 


Glv 






U mj mJ 










sou 


Tvrr 


Ait* 


Phe 


Val 


Leu 


Thr 


Ala 


Gill 

w J. LI 




570 














Glu 


Glu 


Lvs 


Glu 


Lys 


Lys 


Tvr 


Met 


585 










590 






Arcr 


Asp 


Val 


Glu 


Lys 


Ser 


Phe 


Met 










605 








Phe 


Asn 


Thr 


Glu 


Gin Arg 


Asn 


Val 








620 










Leu 


Ala 


Cvs 




Ser 


Gin 


Glu 

V«J 








635 










640 

W V 


Leu 


Arci 


Ala 


Glv 


Val 


Tyr 


Pro 


ASD 




650 

W V 










655 

KJ 




Glu 


Asn 


ASD 


Glu 

«JU 


Asn Gly 


Gin 


Ala 


665 










670 






Leu 


Glu 


Arcr 


Gin 


Val 


Glu 


Thr 


He 










685 








Ser 


He 


He 


Asn 


Lys 


Cys 


He 


Arcr 








700 










His 


Leu 


Met 


He 


Asn , 


Asn 


Val 


Lvs 






715 










720 


Ala 


Gin 


Leu 


Tvr 


Ser 


Ser 


Glu 

Va^ ^tm WA 


Asn 




730 










735 




Ala 


Glu 


Gin 


Ala 


Gin Arg 


Arcr 


ASD 


745 










750 






Leu 


Lvs 


Glu 


Ala 


Leu Gly 


He 


He 










765 








Ser 


Thr 


Pro 


Ala 


Pro 


Pro 


Pro 


Val 








780 










Arcr 


Arcr 


Ser 


"Ptq 


Pro 


Pro 


Ser 

^ 


JL w 






795 










800 


Ser 


Ala 


Pro 


Leu 


Ala Arg 


Pro 


Thr 




810 










815 




He 


Pro 


Ser 


Pro 


Gly Pro 


His 


Ser 


825 










830 






Pro 


Gly 


Pro 


Leu 


Pro 


Pro 


Phe 


Pro 
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835 840 845 

Ser Ser Ser Asp Ser Phe Gly Ala Pro Pro Gin Val Pro Ser Arg Pro 

850 855 860 

Thr Arg Ala Pro Pro Ser Val Pro Ser Arg Arg Pro Pro Pro Ser Pro 
865 870 875 880 

Thr Arg Pro Thr lie lie Arg Pro Leu Glu Ser Ser Leu Leu Asp 

885 890 895 



<210> 3056 
<211> 54 
<212> PRT 

<213> Homo sapiens 



<400>^^ 3056 
Val Val Arg Val Thr Cys Cys Pro 

1 5 
Thr Asn Ala Tyr Asp Glu Glu Asp 

20 

Gly Trp Asn Asp Val Ala Cys His 
35 40 
Phe Asp Lys Lys Asn Met 

50 54 



Pro Ala Arg Ser Thr Thr Glu Arg 

10 15 
Cys Val Glu Met Val Ala Ser Gly 

25 30 
Thr Thr Met Tyr Phe Met Cys Glu 

45 



<210> 3057 
<211> 54 
<212> PRT 

<213> Homo sapiens 



<400> 3057 
Val Val Arg Val 

1 

Thr Asn Ala Tyr 

20 

Gly Trp Asn Asp 

35 

Phe Asp Lys Lys 
50 



Thr Cys Cys Pro 
5 

Asp Glu Glu Asp 

Val Ala Cys His 

40 

Asn Met 
54 



Pro Ala Arg Ser 
10 

Cys Val Glu Met 
25 

Thr Thr Met Tyr 



Thr Thr Glu Arg 
15 

Val Ala Ser Gly 
30 

Phe Met Cys Glu 
45 



<210> 3058 
<211> 279 
<212> PRT 

<213> Homo sapiens 



<400> 3058 
Phe Leu Val Lys 
1 

Leu Ser Arg Ser 

20 

Val Trp Lys Pro 
35 

Leu Val Val Ala 
50 

Pro Ser Lys Glu 
65 

Gly Leu Thr Gin 



Leu lie Leu lie 
5 

Val Gin Gin Leu 

Leu Met Lys Val 

40 

Ser Ser Met Leu 
55 

Pro lie Leu Glu 
70 

Ser Glu Asn Pro 



lie Leu Cys Arg 
10 

Arg Thr Ser Phe 
25 

Leu Gin Asn Ala 

Cys Asn Leu Leu 

60 

Ser Gly Ala Val 
75 

Ala Leu Arg Val 



Cys Leu His Ser 
15 

Gin Asp His Ala 
30 

Pro Asp Glu He 
45 

Leu Glu Phe Ser 

Glu Leu Leu Cys 

80 

Asn Gly He Trp 
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85 90 95 



Ala 


Leu 


Met 


Asn 


Met 


Ala 


Phe 


Gin 


Ala 


Glu 


Gin 


Lys 


He 


Lys Ala 


Asp 








100 










105 










110 




He 


Leu 


Arg 


Ser 


Leu 


Ser 


Thr 


Glu 


Gin 


Leu 


Phe 


Arg 


Leu 


Leu Ser 


Asp 






115 










120 










125 






Ser Asp 


Leu 


Asn 


Val 


Leu 


Met 


Lys 


Thr 


Leu 


Gly 


Leu 


Leu 


Arg Asn 


Leu 




130 










135 










140 








Leu 


Ser 


Thr 


Arg 


Pro 


His 


He 


Asp 


Lys 


He 


Met 


Ser 


Thr 


His Gly 


Lys 


145 










150 










155 








160 


Gin 


He 


Met 


Gin 


Ala 


Val 


Thr 


Leu 


He 


Leu 


Glu 


Gly 


Glu 


His Asn 


He 










165 










170 








175 




Glu 


Val 


Lys 


Glu 


Gin 


Thr 


Leu 


Cys 


He 


Leu 


Ala 


Asn 


He 


Ala Asp 


Gly 








180 










185 










190 




Thr 


Thr 


Ala 


Lys 


Asp 


Leu 


He 


Met 


Thr 


Asn 


Asp 


Asp 


He 


Leu Gin 


Lys 






195 










200 










205 






He 


Lys 


Tyr 


Tyr 


Met 


Gly 


His 


Ser 


His 


Val 


Lys 


Leu 


Gin 


Leu Ala 


Ala 




210 










215 










220 








Met 


Phe 


Cys 


He 


Ser 


Asn 


Leu 


He 


Trp 


Asn 


Glu 


Glu 


Glu 


Gly Ser 


Gin 


225 










230 










235 








240 


Glu Arg 


Gin 




Lvs 


Leti 




AST3 


Met 


Glv 


He 


Val 




Tl A T.*an 

J> C XJC U 


XX J. 9 










245 










250 








255 




Lys 


Leu 


Ser 


Gin 


Ser 


Pro 


Asp 


Ser 


Asn 


Leu 


Cys 


Asp 


Lys 


Ala Lys 


Met 








260 










265 










270 




Ala 


Leu 


Gin 


Gin 


Tyr 


Leu 


Ala 






















275 








279 




















<2io> : 


3059 


























<2ii> : 


L70 


























<212> PRT 


























<213> Homo 


sapiens 






















<400> 3059 
























Ser 


Ser 


Trp 


Pro 


Ser 


Leu 


Ser 


Ser 


Gin 


Met 


His 


Phe 


Pro 


Ser Phe 


His 


1 








5 










10 








15 




Leu 


His 


Val 


Ala 


Alia 


His 


Tyr 


Gly 


Arg 


Asp 


Ser 


Phe 


Val 


Arg Leu 


Leu 








20 










25 










30 




Leu 


Glu 


Phe 


Lys 


Ala 


Glu 


Val 


Asp 


Pro 


Leu 


Ser 


Asp 


Lys 


Gly Thr 


Thr 






35 










40 










45 






Pro 


Leu 


Gin 


Leu 


Ala 


He 


He 


Arg 


Glu 


Arg 


Ser 


Ser 


Cys 


Val Lys 


He 




50 










55 










60 








Leu 


Leu 


Asp 


His 


Asn 


Ala 


Asn 


He 


Asp 


He 


Gin 


Asn 


Gly 


Phe Leu 


Leu 


65 










70 










75 








80 


Arg 


Tyr 


Ala 


Val 


He 


Lys 


Ser 


Asn 


His 


Ser 


Tyr 


Cys 


Arg 


Met Phe 


Leu 










85 










90 








95 




Gin Arg 


Gly 


Ala 


Asp 


Thr 


Asn 


Leu 


Gly 


Arg 


Leu 


Glu 


Asp 


Gly Gin 


Thr 








100 










105 










110 




Pro 


Leu 


His 


Leu 


Ser 


Ala 


Leu 


Arg 


Asp 


Asp 


Val 


Leu 


Cys 


Ala Arg 


Met 






115 










120 










12 5 






Leu 


Tyr 


Asn 


Tyr 


Gly 


Ala 


Asp 


Thr 


Asn 


Thr 


Arg 


Asn 


Tyr 


Glu Gly 


Gin 




130 










135 










140 








Thr 


Pro 


Leu 


Ala 


Val 


Ser 


He 


Ser 


He 


Ser 


Gly 


Ser 


Ser 


Arg Pro 


Cys 


145 










150 










155 








160 


Leu Asp 


Phe 


Leu 


Gin 


Glu 


Val 


Thr 


Ser 


Met 













165 170 



<210> 3060 
<211> 67 
<212> PRT 

<213> Homo sapiens 
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<400> 3060 



Pro 


Pro 


Leu Gin 


Leu Asp Met Asp 


Pro 


Asn Cys 


Tyr Cys Ala Asp Gly 


1 






5 




10 








15 




Asp 


Ser 


Cys Thr 


Cys Ala Gly Ser 


Cys 


Lys Cys 


Lys 


Glu 


Cys 


Lys 


Cys 






20 




25 








30 






Thr 


Ser 


Cys Lys 


Lys Ser Cys Cys 


Ser 


Cys Cys 


Pro 


Ala 


Gly Cys 


Ala 






35 


40 








45 








Lys 


Cys 


Ala Gin 


Gly Cys lie Cys 


Lys 


Gly Ala 


Thr 


Asp 


Lys 


Cys 


Ser 




SO 




55 






60 










Cys 


Cys 


Ala 


















65 




67 




















<210> 3061 




















<211> 97 




















<212> PRT 


■ 


















<213> Homo 


sapiens 


















<400> 3061 


















Val 


Arg 


Arg Asp 


Val Ara Gin Gin 


Ala Thr Trp 


Ala 


Met 


Ala 


Ser Asp 


1 






5 




10 








15 




Leu 


Asp 


Phe Ser 


Pro Pro Glu Val 


Pro 


Glu Pro 


Thr 


Phe 


Leu 


Glu 


Asn 






20 




25 








30 






JJCSU 


Leu 


Arg Tyr 


d.^ T^Aii QV^a T.A11 
uJLy i-teil irXlB JLlCU 


Gly Ala He 


Phe 


Gin 


Leu 


He 


Cys 






35 


40 








45 








Val 


Leu 


Ala lie 


lie Val Pro He 


Pro 


Lys Ser 


His 


Glu 


Ala 


Glu 


Ala 




50 




55 






60 










Glu 


Pro 


Ser Glu 


Pro Arg Ser Ala 


Glu 


Val Thr 


Arg 


Lys 


Pro 


Lys 


Ala 


65 






70 




75 










80 


Ala 


Val 


Pro Ser 


Val Asn Lys Arg 


Pro 


Lys Lys 


Glu 


Thr 


Lys 


Lys 


Lys 








85 




90 








95 




Arg 






















97 























<210> 3062 
<211> 437 
<212> PRT 

<213> Hoino sapiens 





<400> 3062 










Trp 


Lys 


Gin 


Lys 


Tyr 


Glu 


Pro Leu Gly Leu Asp 


Ala Ala Gly He Glu 


1 








5 




10 


15 


Glu 


Ala 


He 


Thr 


Ala 


Val 


Gly Ser Phe He Leu 


Lys Ala Asn Glu Leu 








. 20 






25 


30 


Leu 


Gin 


Val 


He 


Asp 


Ser 


Ser Met Lys Asn Phe 


Lys Ala Phe Phe Arg 






35 








40 


45 


Trp 


Leu 


Tyr 


Val 


Ala 


Met 


Leu Arg Met Thr Glu 


Asp His Val Leu Pro 




50 










55 


60 


Glu 


Leu 


Asn 


Lys 


Met 


Thr Gin Lys Asp He Thr 


Phe Val Ala Glu Phe 


65 










70 


75 


80 


Leu 


Thr 


Glu 


His 


Phe 


Asn 


Glu Ala Pro Asp Leu 


Tyr Asn Arg Lys Gly 










85 




90 


95 


Lys 


Tyr 


Phe 


Asn 


Val 


Glu Arg Val Gly Gin Tyr 


Leu Lys Asp Glu Asp 








100 






105 


110 


Asp 


Asp 


Leu 


Val 


Ser 


Pro 


Pro Asn Thr Glu Gly 


hsxi Gin Trp Tyr Asp 






115 








120 


125 


Phe 


Leu 


Gin 


Asn 


Ser 


Ser 


His Leu Lys Glu Ser 


Pro Leu Leu Phe Pro 
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130 135 140 



Tyr 


Tyr 


Pro 


Arg 


Lys 


Ser 


Leu 


His 


Phe 


Val 


Lys 


Arg Arg Met Glu 


Asn 


145 










150 










155 




160 


lie 


lie 


Asp 


Gin 


Cys 


Leu 


Gin 


Lys 


Pro 


Ala 


Asp 


Val He Gly Lys 


Ser 










165 










170 




175 




Met 


Asn 


Gin 


Ala 


lie 


Cys 


He 


Pro 


Leu 


Tyr 


Arg 


Asp Thr Arg Ser 


Glu 








180 










185 






190 




Asp 


Ser 


Thr 


Arg 


Arg 


Leu 


Phe 


Lys 


Phe 


Pro 


Phe 


Leu Trp Asn Asn 


Lys 






195 










200 








205 




Thr 


Ser 


Asn 


Leu 


His 


Tyr 


Leu 


Leu 


Phe 


Thr 


He 


Leu Glu Asp Ser 


Leu 




210 










215 










220 


- 


Tyr 


Lys 


Met 


Cys 


lie 


Leu 


Arg 


Arg 


His 


Thr 


Asp 


He Ser Gin Ser 


Val 


225 










230 




• 






235 




240 


Ser 


Asn 


Gly 


Leu 


lie 


Ala 


He 


Lys 


Phe 


Gly 


Ser 


Phe Thr Tyr Ala 


Thr 










245 










250 




255 




Thr 


Glu 


Lys 


Val 


Arg 


Arg 


Ser 


He 


Tyr 


Ser 


Cys 


Leu Asp Ala Gin 


Phe 








260 










265 






270 




Tyr 


Asp 


Asp 


Glu 


Thr 


Val 


Thr 


Val 


Val 


Leu 


Lys 


Asp Thr Val Gly 


Arg 






275 










280 








285 




Glu 


Gly 


Arg 


Asp 


Arg 


Leu 


Leu 


Val 


Gin 


Leu 


Pro 


Leu Ser Leu Val 


Tyr 




290 










295 










300 




Asn 


Ser 


Glu 


Asp 


Ser 


Ala 


Glu 


Tyr 


Gin 


Phe 


Thr 


Gly Thr Tyr Ser 


Thr 


305 










310 










315 




320 


Arg 


Leu 


Asp 


Glu 


Gin 


Cys 


Ser 


Ala 


He 


Pro 


Thr 


Arg Thr Met His 


Phe 










325 










330 




335 




Glu 


Lys 


His 


Trp 


Arg 


Leu 


Leu 


Glu 


Ser 


Met 


Lys 


Ala Gin Tyr Val 


Ala 








340 










345 






350 




Gly 


Asn 


Gly 


Phe 


Arg 


Lys 
<• 


Val 


Ser 


Cys 


Val 


Leu 


Ser Ser Asn Leu 


Arg 






355 










360 








365 




His 


Val 


Arg 


Val 


Phe 


Glu 


Met 


Asp 


He 


Asp 


Asp 


Glu Trp Glu Leu 


Asp 




370 










375 










380 




Glu 


Ser 


Ser 


Asp 


Glu 


Glu 


Glu 


Glu 


Ala 


Ser 


Asn 


Lys Pro Val Lys 


rle 


385 










390 










395 




400 


Lys 


Glu 


Glu 


Val 


Leu 


Ser 


Glu 


Ser 


Glu 


Ala 


Glu 


Asn Gin Gin Ala 


Gly 










405 










410 




415 




Ala 


Ala 


Ala 


Leu 


Ala 


Pro 


Glu 


He 


Val 


He 


Lys 


Val Glu Lys Leu 


Asp 








420 










425 






430 




Pro 


Glu 


Leu 


Asp 


Ser 



















435 437 



<210> 3063 
<211> 266 
<212> PRT 

<213> Homo sapiens 



<400> 3063 



Asp 


Lys 


Met 


Pro 


Ser 


He 


Phe 


Ala 


Tyr 


Gin 


Ser 


Ser 


Glu 


Val 


Asp 


Trp 


1 








5 










10 










15 




Cys 


Glu 


Ser 


Asn 


Phe 


Gin 


Tyr 


Ser 


Glu 


Leu 


Val 


Ala 


Glu 


Phe 


Tyr 


Asn 








20 










25 










30 






Thr 


Phe 


Ser 


Asn 


He 


Pro 


Phe 


Phe 


He 


Phe 


Gly 


Pro 


Leu 


Met 


Met 


Leu 






35 










40 










45 


I 






Leu 


Met 


His 


Pro 


Tyr 


Ala 


Gin 


Lys 


Arg 


Ser 


Arg 


Tyr 


He 


Tyr 


Val 


Val 




50 










55 










60 










Trp 


Val 


Leu 


Phe 


Met 


He 


He 


Gly 


Leu 


Phe 


Ser 


Met 


Tyr 


Phe 


His 


Met 


65 










70 










75 










80 


Thr 


Leu 


Ser 


Phe 


Leu 


Gly 


Gin 


Leu 


Leu 


Asp 


Glu 


He 


Ala 


He 


Leu 


Trp 










85 










90 










95 




Leu 


Leu 


Gly 


Ser 


Gly 


Tyr 


Ser 


He 


Trp 


Met 


Pro 


Arg Cys 


Tyr 


Phe 


Pro 








100 










105 










110 






Ser 


Phe 


Leu 


Gly 


Gly 


Asn 


Arg 


Ser 


Gin 


Phe 


He 


Arg 


Leu 


Val 


Phe 


He 
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115 










120 








125 




Thr 


Thr 
130 


Val 


Val 


Ser 


Thr 


Leu 
13 5 


Leu 


Ser 


Phe 


Leu 


Arg Pro Thr 
140 


Val Asn 


Ala 


Tyr 


Ala 


Leu 


Asn 


Ser 


He 


Ala 


Leu 


His 


He 


Leu Tyr He 


Val Cys 


145 










150 










155 




160 


Gin 


Glu 


Tyr 


Arg 


Lys 
165 


Thr 


Ser 


Asn 


Lys 


Glu 
170 


Leu 


Arg His Leu 


He Glu 
175 


Val 


Ser 


Val 


Val 
180 


Leu 


Trp 


Ala 


Val 


Ala 

185 


Leu 


Thr 


Ser Trp He 
190 


Ser Asp 

*• 


Arg 


Leu 


Leu 
195 


Cys 


Ser 


Phe 


Trp 


Gin 
200 


Arg 


He 


His 


Phe Phe Tyr 
205 


Leu His 


Ser 


lie 
210 


Trp 


His 


Val 


Leu 


He 
215 


Ser 


He 


Thr 


Phe 


Pro Tyr Gly 
220 


Met Val 


Thr 


Met 


Ala 


Leu 


Val 


Asp 


Ala 


Asn 


Tyr 


Glu 


Met 


Pro Gly Glu 


Thr Leu 


225 










230 










235 




240 


Lys 


Val 


Arg 


Tyr 


Trp 

245 


Pro 


Arg 


Asp 


Ser 


Trp 
250 


Pro 


Val Gly Leu 


Pro Tyr 
255 


Val 


Glu 


lie 


Arg 
260 


Gly 


Asp 


Asp 


Lys 


Asp 
265 


Cys 
266 









<210> 3064 

<211> 199 

<212> PRT 

<213> Homo sapiens 



<400> 3064 



Ala 


Ala 


Thr 


Met 


Ala 


Asp 


Gly 


Gin 


Met 


Pro 


Phe 


Ser Cys His 


Tyr Pro 


1 








5 










10 








15 


Ser 


Arg 


Leu 


Arg 


Arg 


Asp 


Pro 


Phe 


Arg 


Asp 


Ser 


Pro 


Leu Ser 


Ser Arg 








20 










25 








30 




Leu 


Leu 


Asp 


Asp 


Gly 


Phe 


Gly 


Met 


Asp 


Pro 


Phe 


Pro Asp Asp 


Leu Thr 






35 










40 










45 




Ala 


Ser 


Trp 


Pro 


Asp 


Trp 


Ala 


Leu 


Pro 


Arg 


Leu 


Ser 


Ser Ala 


Trp Pro 




50 










55 










60 






Gly 


Thr 


Leu 


Arg 


Ser 


Gly 


Met 


Val 


Pro 


Arg 


Gly 


Pro 


Thr Ala 


Thr Ala 


65 










70 










75 






80 


Arg 


Phe 


Gly 


Val 


Pro 


Ala 


Glu 


Gly 


Arg 


Thr 


Pro 


Pro 


Pro Phe 


Pro Gly 










85 










90 








95 


Glu 


Pro 


Trp 


Lys 


Val 


Cys 


Val 


Asn 


Val 


His 


Ser 


Phe 


Lys Pro 


Glu Glu 








100 










105 








110 




Leu 


Met 


Val 


Lys 


Thr 


Lys 


Asp 


Gly 


Tyr 


Val 


Glu 


Val 


Ser Gly 


Lys His 






115 










120 










125 




Glu 


Glu 


Lys 


Gin 


Gin 


Glu 


Gly 


Gly 


He 


Val 


Ser 


Lys 


Asn Phe 


Thr Lys 




130 










135 










140 






Lys 


He 


Gin 


Leu 


Pro 


Ala 


Glu 


Val 


Asp 


Pro 


Val 


Thr 


Val Phe 


Ala Ser 


145 










150 










155 






160 


Leu 


Ser 


Pro 


Glu 


Gly 


Leu 


Leu 


lie 


He 


Glu 


Ala 


Pro 


Gin Val 


Pro Pro 










165 










170 








175 


Tyr 


Ser 


Thr 


Phe 


Gly 


Glu 


Ser 


Ser 


Phe 


Asn 


Asn 


Glu 


Leu Pro 


Gin Asp 








180 










185 








190 




Ser 


Gin 


Glu 


Val 


Thr 


Cys 


Thr 

















195 199 



<210> 3065 
<211> 899 
<212> PRT 

<213> Homo sapiens 
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<400> 3065 



Leu 


Ser 


Thr 


Ser 


Leu 


Thr 


Gly 


Ser 


His 


Leu 


Phe 


Ser 


Leu 


Gly 


Asn 


His 


1 








5 










10 










15 




Ser 


Thr 


Arg 


Glu 


Asn 


Leu 


Asn 


Ala 


Gly 


Asn 


Phe 


Asn 


Phe 


Pro 


Ser 


Glu 








20 










25 










30 






Gly 


His 


Leu 


Val 


Arg 


Ser 


Thr 


Gly 


Pro 


Gly 


Gly 


Ser 


Phe 


Ala 


Lys 


His 






35 










40 










45 








Met 


Val 


Ala 


Gin 


Cys 


Val 


Ser 


Pro 


Lys 


Gly 


Pro 


Leu 


Ala 


Cys 


Ser 


Arg 




50 










55 










60 










Thr 


Tyr 


Phe 


Phe 


Gly 


Ala 


Thr 


His 


Val 


Pro 


Tyr 


Leu 


Gly 


Gly 


Asp 


Ser 


65 










70 










75 










80 


Lys 


Leu 


Pro 


Lys 


Lys 


Thr 


Glu 


Gin 


lie 


Arg 


Leu 


Leu 


Ser 


Gin 


He 


Tyr 










85 










90 










95 




Ala 


Ala 


Val 


lie 


Glu 


Ala 


Val 


Leu 


Ala 


Gly 


He 


Ala 


Cys 


Tyr 


Ala 


Lys 
* 








100 










105 










110 






Thr 


Ser 


Ser 


Leu 


Thr 


Lys 


Ala 


Lys 


Glu 


Val 


Ala 


Glu 


Gin 


Thr 


Leu 


Gly 






115 










120 










125 








Ser 


Gly 


Leu 


Asp 


Ser 


Phe 


Glu 


Leu 


He 


Pro 


Phe 


Lys 


Ala 


Ala 


Leu 


Arg 




130 










135 










140 










Ser 


Lys 


Met 


Thr 


Phe 


His 


lie 


His 


Ala 


Val 


Asn 


Asn 


Gin 


Gly 


Arg 


He 


145 










150 










155 










160 


Val 


Pro 


Leu 


Asp 


Ser 


Glu 


Asp 


Ser 


Leu 


Ser 


Phe 


Val 


Lys 


Thr 


Ala 


Cys 




1 






165 










170 










175 




Met 


Ala 


Val 


Tyr 


Asp 


lie 


Pro 


Asp 


Leu 


Leu 


Gly 


Gly 


Asn 


Gly 


Cvs 


Leu 








180 










185 










190 






Gly 


Ser 


Val 


Val 


Phe 


Ser 


Glu 


Ser 


Phe 


Leu 


Thr 


Ser 


Gin 


He 


Leu 


Val 






195 










200 










205 








LVS 


Glu 


Lvs 


Asp 


Gly 


Thr 


Val 


Thr 


Thr 


Glu 


Thr 


Ser 


Ser 


Val 


Val 


Leu 




210 










215 










220 










Thr 


Ala 


Ala 


Val 


Pro 


Arcr 


Phe 


Cvs 

w jr s» 


Ser 


Trn 


Leu 


Val 


Glu 


ASD 


Asn 


Glu 


225 










230 










235 










240 


Val 


Lys 


Leu 


Ser 


Glu 


Lvs 


Thr 


His 


Gin 


Ala 


Val 


Atq 


Gly 


Asp 


Glu 


Ser 










245 










250 










255 




Phe 


Leu 


Gly 


Thr 


Tyr 


Leu 


Thr 


Gly 


Gly 


Glu 


Gly 


Ala 


Tvr 


Leu 


Tyr 


Ser 








260 










265 










270 






Ser 


Asn 


Leu 


Gin 


Ser 


Trp 


Pro 


Glu 


Glu 


Gly 


Asn 


Val 


His 


Phe 


Phe 


Ser 






275 










280 










285 








Ser 


Gly 


Leu 


Leu 


Phe 


Ser 


His 


Cvs 


Arcr 


His 


Gly 


Ser 


He 


He 


He 


Ser 




290 










295 










300 










Lys 


Asp 


His 


Met 


Asn 


Ser 


lie 


Ser 


Phe 


Tyr 


Asp 


Gly 


Asp 


Ser 


Thr 


Ser 


305 










310 










315 










320 


Thr 


Val 


Ala 


Ala 


Leu 


Leu 


lie 


Asp 


Phe 


Lys 


Ser 


Ser 


Leu 


Leu 


Pro 


His 










325 










330 










335 




Leu 


Pro 


Val 


His 


Phe 


His 


Gly 


Ser 


Ser 


Asn 


Phe 


Leu 


Met 


He 


Ala 


Leu 








340 










345 










350 






Phe 


Pro 


Lys 


Ser 


Lys 


lie 


Tyr 
* 


Gin 


Ala 


Phe 


Tyr 


Ser 


Glu 


Val 


Phe 


Ser 






355 










360 










365 








Leu 


Trp 


Lys 


Gin 


Gin 


Asp 

ST 


Asn 


Ser 


Gly 


He 


Ser 


Leu 


Lys 


Val 


He 


Gin 




370 










375 










380 










Glu 


Asp 
*• 


Gly 


Leu 


Ser 


Val 


Glu 


Gin 


Lys 


Arg 


Leu 


His 


Ser 


Ser 


Ala 


Gin 


385 










390 










395 










400 


Lys 


Leu 


Phe 


Ser 


Ala 


Leu 


Ser 


Gin 


Pro 


Ala 


Gly 


Glu 


Lys 


Arg 


Ser 


Ser 










405 










410 










415 




Leu 


Lys 


Leu 


Leu 


Ser 


Ala 


Lys 


Leu 


Pro 


Glu 


Leu 


Asp 


Trp 


Phe 


Leu 


Gin 








420 










425 










430 






His 


Phe 


Ala 


lie 


Ser 


Ser 


lie 


Ser 


Gin 


Glu 


Pro 


Val 


Met 


Ara 


Thr 


His 






435 










440 










445 








Leu 


Pro 


Val 


Leu 


Leu 


Gin 


Gin 


Ala 


Glu 


He 


Asn 


Thr 


Thr 


His 


Arg 


He 




450 










455 










460 










Glu 


Ser 


Asp 


Lys 


Val 


He 


lie 


Ser 


He 


Val 


Thr 


Gly 


Leu 


Pro 


Gly 


Cys 


465 










470 










475 










480 


His 


Ala 


Ser 


Glu 


Leu 


Cys 


Ala 


Phe 


Leu 


Val 


Thr 


Leu 


His 


Lys 


Glu 


Cys 










485 










490 










495 




Gly 


Arg 


Trp 


Met 


Val 


Tyr 


Arg 


Gin 


He 


Met 


Asp 


Ser 


Ser 


Glu 


Cys 


Phe 
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500 










505 










510 






His 


Ala 


Ala 


His 


Phe 


Gin 


Arg 


Tyr 


Leu 


Ser 


Ser 


Ala 


Leu 


Glu 


Ala 


Gin 






515 










520 










525 








61x1 


Asn 


Arg 


Ser 


Ala 


Arg 


Gin 


Ser 


Ala 


Tyr 


He 


Arg 


Lys 


Lys 


Thr 


Arq 




530 










535 










540 










Leu 


Leu 


Val 


Val 


Leu 


Gin 


Gly 


Tyr 


Thr 


Asp 


Val 


He 


Asp 


Val 


Val 


Gin 


545 










550 










555 










560 


Ala 


Leu 


Gin 


Thr 


His 


Pro 


Asp 


Ser 


Asn 


Val 


Lys 


Ala 


Ser 


Phe 


Thr 


He 










565 










570 










575 




Gly 


Ala 


lie 


Thr 


Ala 


Cys 


Val 


Glu 


Pro 


Met 


Ser 


Cys 


Tyr 


Met 


Glu 


His 








580 










585 










590 






Arg 


Phe 


Leu 


Phe 


Pro 


Lys 


Cys 


Leu 


Asp 


Gin 


Cys 


Ser 


Gin 


Gly 


Leu 


Val 






595 










600 










605 








Ser 


Asn 


Val 


Val 


Phe 


Thr 


Ser 


His 


Thr 


Thr 


Glu 


Gin 


Arq 


His 


Pro 


Leu 




610 










615 










620 










Leu 


Val 


Gin 


Leu 


Gin 


Ser 


Leu 


He 


Arg 


Ala 


Ala 


Asn 


Pro 


Ala 


Ala 


Ala 


625 










630 










635 










640 


Phe 


lie 


Leu 


Ala 


Glu 


Asn 


Gly 

<* 


He 


Val 


Thr 


Ara 


Asn 


Glu 


Aso 


He 


Glu 










645 










650 










655 




Leu 


lie 


Leu 


Ser 


Glu 


Asn 


Ser 


Phe 


Ser 


Ser 


Pro 


Glu 


Met 


Leu 


Arcr 


Ser 








660 










665 










670 






Atq 


Tyr 


Leu 


Met 


Tyr 


Pro 


Gly 


Trp 


Tyr 


Glu 


Gly 


Lvs 


Leu 


Asn 


Ala 


Glv 






675 










680 










685 








Ser 


Val 


Tyr 


Pro 


Leu 


Met 


Val 


Gin 


He 


CvS 


Val 


Trp 


Phe 


Glv 


Arcr 


Pro 




690 

W ^0 w 










695 










700 










Leu 


GlU 

^gt «M* 1M 


Lvs 


Thr 


Aror 


Phe 


Val 


Ala 


Lvs 


Cvs 


Lvs 


Ala 


He 


Gin 






705 










710 










715 










720 


lie 


Lvs 


Pro 


Ser 


Pro 


Phe 


Ser 


Gly 


Asn 


He 


Tvr 


His 


He 


Leu 


Glv 


Lvs 










725 










730 










735 




Val 


Lvs 


Phe 


Ser 


Asp 


Ser 


Glu 


Arcr 


Thr 


Met 


Glu 


Val 


Cvs 


Tvr 


Asn 


Thr 








740 










745 










750 






Leu 


Ala 


Asn 


Ser 


Leu 


Ser 


lie 


Met 


Pro 


Val 


Leu 


Glu 


Glv 


Pro 


Thr 


Pro 






755 










760 










765 








Pro 


Pro 


ASD 


Ser 


Lys 


Ser 


Val 


Ser 


Gin 


Asp 


Ser 

\i0 mm 


Ser 


Glv 


Gin 


Gin 


Glu 

VaJ 




770 








775 










780 










Cys 


Tyr 


Leu 


Val 


Phe 


lie 


Gly 


Cys 


Ser 


Leu 


Lys 


Glu 


Asp 


Ser 


He 


Lys 


785 










790 










795 










800 

W V w 


Asp 


Trp 


Leu 


Arg 


Gin 


Ser 


Ala 


Lvs 


Gin 


Lvs 


Pro 


Gin 


Arcr 


Lvs 


Ala 


Leu 










805 










810 

W 










815 




Lys 


Thr 


Arg 


Gly 


Met 


Leu 


Thr 


Gin 


Gin 


Glu 


He 


Arcr 


Ser 


He 


His 


Val 








820 










825 










830 

V ^ w 






Lys 


Arq 


His 


Leu 


Glu 


Pro 


Leu 


Pro 


Ala 


Gly 


Tyr 


Phe 


Tyr 


Asn 


Glv 


Thr 






835 










840 










845 








Gin 


Phe 


Val 


Asn 


Phe 


Phe 


Gly 
* 


Asp 


Lys 


Thr 


Asp 


Phe 


His 


Pro 


Leu 


Met 




850 










855 










860 










Asp 


Gin 


Phe 


Met 


Asn 


Asp 


Tyr 


Val 


Glu 


Glu 


Ala 


Asn 


Arg 


Glu 


He 


Glu 


865 










870 










875 










880 


Lys 


Tyr 


Asn 


Gin 


Glu 


Leu 


Glu 


Gin 


Gin 


Glu 


Tyr 


His 


Asp 


Leu 


Phe 


Glu 










885 










890 










895 




Leu 


Lys 


Pro 
































899 






























<210> 3066 




























<211> 153 




























<212> PRT 




























<213> Homo 


sapiens 
























<400> 3066 


























Leu 


Ala 


Pro 


Leu 


Arg 


Cys 


Gin 


Pro 


Gly 


Thr 


Arg 


Thr 


Gin 


Pro 


Arg 


Ser 


1 








5 










10 










15 




His 


Pro 


Ala 


Ala 


Asn Asp 


Pro 


Ser 


Ala 


Ala 


Met 


Ser 


Ala 


Ala 


Gly 


Ala 
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20 










25 








30 


Arg 


Gly 


Leu 


Arg 


Ala 


Thr 


Tyr 


His 


Arg 


Leu 


Leu 


Asp 


Lys Val Glu Leu 






35 










40 










45 


Met 


Leu 


Pro 


Glu 


Lys 


Leu 


Arg 


Pro 


Leu 


Tyr 


Asn 


His 


Pro Ala Gly Pro 




50 










55 










60 




Arg 


Thr 


Val 


Phe 


Phe 


Trp 


Ala 


Pro 


He 


Met 


Lys 


Trp 


Gly Leu Val Cys 


65 










70 










75 




80 


Ala 


Gly 


Leu 


Ala 


Asp 


Met 


Ala 


Arg 


Pro 


Ala 


Glu 


Lys 


Leu Ser Thr Ala 










85 










90 






95 


Gin 


Ser 


Ala 


Val 


Leu 


Met 


Ala 


Thr 


Gly 


Phe 


He 


Trp 


Ser Arg Tyr Ser 








lOO 










105 








110 


Leu 


Val 


He 


He 


Pro 


Lys 


Asn 


Trp 


Ser 


Leu 


Phe 


Ala 


Val Asn Phe Phe 






115 










120 










125 


Val 


Gly 


Ala 


Ala 


Gly 


Ala 


Ser 


Gin 


Leu 


Phe 


Arg 


He 


Trp Arg Tyr Asn 




130 










135 










140 




Gin 


Glu 


Leu 


Lys 


Ala 


Lys 


Ala 


His 


Lys 










145 










150 






153 











<210> 3067 
<211> 338 
<212> PRT 

<213> Homo sapiens 



<400> 3067 



Glu 


Phe 


Ala 


Aror 


Arcr 


Arcr 


Val 


Phe 


He 


Ala 

dim 


Ala 


Arcr 


Glu Met. S^*T TjPII 


1 








5 










10 






15 


Leu 


Arcr 


Ser 


Leu 


Arcr 


Val 


Phe 


Leu 


Val 


Ala 


Arcr 


Thr 


Qlv Ser TvT* PiTQ 








20 










25 








30 


Ala 


Gly 


Ser 


Leu 


Leu 


Arg 


Gin 


Ser 


Pro 


Gin 


Pro 


Arg 


His Thr Phe Tyr 






35 










40 










45 


Ala 


Gly 


Pro 


Arg 


Leu 


Ser 


Ala 


Ser 


Ala 


Ser 


Ser 


Lys 


Glu Leu Leu Met 




50 










55 










60 




Lys 


Leu 


Arg 


Arg 


Lys 


Thr 


Gly 


Tyr 


Ser 


Phe 


Val 


Asn 


Cys Lys Lys Ala 


65 










70 










75 




80 


Leu 


Glu 


Thr 


Cys 


Gly 


Gly 


Asp 


Leu 


Lys 


Gin 


Ala 


Glu 


He Trp Leu His 










85 










90 






95 


Lys 


Glu 


Ala 


Gin 


Lys 


Glu 


Gly 


Trp 


Ser 


Lys 


Ala 


7U.a 


Lys Leu Gin Gly 








100 










105 








110 


Arg 


Lys 


Thr 


Lys 


Glu 


Gly 


Leu 


He 


Gly 


Leu 


Leu 


Gin 


Glu Gly Asn Thr 






115 










120 










125 


Thr 


Val 
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Hyct Glv AQn AT"cr 


JtX/sx TiOii ZLvCT 
Jjjro Xjcsu nx.^ 




35 










40 




45 




Thr 


Glu Val 


Leu 


Val 


Pro 


Pro 


Ala 


Ala 


Ti**ii Pfri Ala f5T 11 






50 








55 






60 




Arcr 


Arcr Ser 


Glu 


Arcr 


Leu 


Pro 


Aro 




Thr Cvs Pro Airo 


wAjr ^nkaLCL 


65 








70 








75 


80 


Pro 


Gly Pro 


Gly 


Arcr 


Ser 


Arcr 


Leu 


Pro 


Aircr Ser Leu 

«rU>^ AJCVb f ^ V 


p>-rj PT"ri <5^»r* 








85 










90 


95 


Ala 


He Pro 


Gly 


Leu 


Arcr 


Ser 


Pro 


Val 


Tro Ala Ala Glv 


Leu GXv Glv 






100 










105 




110 


Gly 


Gly Arg 


Arg 


Glu 


Pro 


Ser 


Ara 


Gly 

w A jr 


Lvs Glv- Glv Ala 


Ala Leu Arcr 




115 










120 




125 




Ala 


Arg His 


Arg 


Ser 


rhr 


Met 


Ala 


Glu 


Leu Gly Ala Gly 


Glv ASD Glv 




130 








135 






140 




His 


Arg Gly 


Gly 


Asp 

•In 


Gly 


Ala 


Val 


Arg 


Ser Glu Thr Ala 


Pro Ast) Ser 


145 








150 








155 


160 


Tyr 


Lys Val 


Gin 


Asp 


Lys 


Lys 


Asn 


Ala 


Ser Ser Arg Pro 


Ala Ser Ala 








165 










170 


175 


lie 


Ser Gly 


Gin 


Asn 


Asn 


Asn 


His 


Ser 


Gly Asn Lys Pro 


Asp Pro Pro 






180 










185 




190 


Fro 


Val Leu 


Arg 


Val 


Asp 


Asp 


Arg 


Gin 


Arg Leu Ala Arg 


Glu Arg Arg 




195 










200 




205 




Glu 


Glu Arg 


Glu 


Lys 


Gin 


Leu 


Ala 


Ala 


Arg Glu lie Val 


Trp Leu Glu 




210 








215 






220 




Arg 


Glu Glu 


Arg 


Ala 


Arg 


Gin 


His 


Tyr 


Glu Lys His Leu 


Glu Glu Arg 


225 








230 








235 


240 


Lys 


Lys Arg 


Leu 


Glu 


Glu 


Gin 


Arg 


Gin 


Lys Glu Glu Arg 


Arg Arg Ala 








245 










250 


255 


Ala 


Val Glu 


Glu 


Lys 


Arg 


Arg 


Gin 


Arg 


Leu Glu Glu Asp 


Lys Glu Arg 






260 










265 




270 


His 


Glu Ala 


Val 


Val 


Arg 


Arg 


Thr 


Met 


Glu Arg Ser Gin 


Lys Pro Lys 




275 










280 




285 




Gin 


Lys His 


Asn 


Arg 


Trp 


Ser 


Trp 


Gly 


Gly Ser Leu His 


Gly Ser Pro 




290 








295 






300 




Ser 


lie His 


Ser 


Ala 


Asp 


Pro 


Asp 


Arg 


Arg Ser Val Ser 


Thr Met Asn 


305 








310 








315 


320 


Leu 


Ser Lys 


Tyr 


Val 


Asp 


Pro 


Val 


lie 


Ser Lys Arg Leu 


Ser Ser Ser 








325 










330 


335 


Ser 


Ala Thr 


Leu 


Leu 


Asn 


Ser 


Pro 


Asp 


Arg Ala Arg Arg 


Leu Gin Leu 






340 










345 




350 


Ser 


Pro Trp 


Glu 


Ser 


Ser 


Val 


Val 


Asn 


Arg Leu Leu Thr 


Pro Thr His 




355 










360 




365 




Ser 


Phe Leu 


Ala 


Arg 


Ser 


Lys 


Ser 


Thr 


Ala Ala Leu Ser 


Gly Glu Ala 



4742 



wo 01/57190 





370 








375 




Val 


lie 


Pro 


lie 


Cys 


Pro Arg 


Ser 


385 










390 




Pro 


Tyr 


Lys 


Ala 


Ala 


His Ser 


Arg 










405 






Phe 


Val 


Thr 


Pro 


Pro 


Glu Gly 


Ser 








420 








Thr 


Ala 


Ser 


Tyr 


Lys 


Lys Glu 


Arg 






435 








440 


Thr 


Ser 


Gly 


Thr 


Arg 


Arg Ala 


Val 




450 








455 




Gin 


Pro 


Ala 


Arg 


Ser 


Arg Leu 


Trp 


465 










470 




Leu 


Pro 


Gly 


Thr 


Pro 


Arg Pro 


Thr 










485 






Lys 


Ala 


Ala 


Pro 


Ala 


Gin Val 


Arg 








500 








Pro 


Val 


Lys 


Arg 


Glu 


Val Lys 


Val 






515 








520 


Lys 


Glu 


Pro 


Gin 


Lys 


Val Ala 


Asn 




530 








535 




Pro 


Leu 


Val 


Lys 


Val 


Glu Glu 


Ala 


545 










550 




Glu 


Pro 


Glu 


Val 


Gly 


Pro Ala 


Ala 










565 






Ser 


Ala 


Pro 


Ala 


Pro 


Ala Ser 


Ala 








580 








Pro 


Ala 


Met 


Val 


Ser 


Ala Pro 


Ser 






595 








600 


Val 


Lys 


Thr 


Ser 


Ala 


Gly Thr 


Thr 




610 








615 




Leu 


Ala 


Glu 


Lys 


Arg 


Arg Leii 


Ala 


625 










630 




Arg 


Glu 


Arg 


Arg 


Glu 


Gin Glu 


Glu 










645 






Leu 


Ala 


Gin 


Arg 


Val 


Ala Glu 


Glu 








660 








Ser 


Arg 


Arg 


Leu 


Glu 


Ala Glu 


Gin 






675 








680 


Glxi 


Arg 


Gin 


Ala 


Glu 


Glu Arg 


Ala 




690 








695 




Arg 


Ala 


Gin 


Arg 


Gin 


Lye Glu 


Glu 


705 










710 




Glu 


Arg 


Val 


Arg 


Gin 


Glu Arg 


Glu 










725 






Glu 


Arg 


Leu 


Glu 


Arg 


Lys Lys 


Arg 








740 








Arg 


Arg 


Thr 


Glu 


Ala 


Thr Asp 


Lys 






755 








760 


Asp 


He 


Ala 


Lys 


Gly 


Ala Leu 


Thr 




770 








775 




Pro 


Cys 


Thr 


Thr 


Asn 


Ala Pro 


Gly 


785 










790 




His 


Val 


Val 


Thr 


Ser 


His Gin 


Ser 










805 






Asp 


Leu 


Glu 


Lys 


Gin 


Pro Asn 


Glu 








820 








Asn 


Phe 


Glu 


Glu 


He 


He Asn 


Leu 






835 








840 


Leu 


Asp 


Val 


Thr 


Asn 


Ser Glu 


Ser 




850 








855 




Leu 


Ala 


Phe 


Asp 


Asp 


Glu Gly 


Thr 


865 










870 




Gly 


Val 


Gin 


Thr 


Gin 


Gin Thr 


Ala 



PCT/USOl/04098 

380 



Ala 


Ser 


Cys 


Ser Pro He He 


Met 






395 




400 


Asn 


Ser 


Met 


Asp Arg Pro Lys 


Leu 




410 




415 




Ser 


Arg 


Arg 


Arg He He His 


Gly 


425 






430 




Glu 


Arg 


Glu 


Asn Val Leu Phe 


Leu 








445 




Ser 


Pro 


Ser 


Asn Pro Lys Ala 


Arg 








460 




Leu 


Pro 


Ser 


Lys Ser Leu Pro 


His 






475 




480 


Ser 


Ser 


Leu 


Pro Pro Gly Ser 


Val 




490 




495 




Pro 


Pro 


Ser 


Pro Gly Asn He 


Arg 


505 






510 




Glu 


Pro 


Glu 


Lys Lys Asp Pro 


Glu 








525 




Glu 


Pro 


Ser 


Leu Lys Gly T^g 


Ala 








540 




Thr 


Val 


Glu 


Glu Arg Thr Pro 


Ala 






555 




560 


Pro 


Ala 


Met 


Ala Pro Ala Pro 


Ala 




570 




575 




Pro 


Ala 


Pro 


Ala Pro Val Pro 


Thr 


585 






590 




Ser 


Thr 


Val 


Asn Ala Ser Ala 


Ser 








605 




Asp 


Pro 


Glu 


Glu Ala Thr Arg 


Leu 








620 




Arg 


Glu 


Gin 


Arg Glu Lys Glu 


Glu 






635 




640 


Leu 


Glu 


Arg 


Gin Lys Arg Glu 


Glu 




650 




655 




Arg 


Thr 


Thr 


Arg Arg Glu Glu 


Glu 


665 






670 




Ala 


Arg 


Glu 


Lys Glu Glu Gin 


Leu 








685 




Leu 


Arg 


Glu 


Trp Glu Glu Ala 


Glu 








700 




Glu 


Ala 


Arg 


Val Arg Glu Glu 


Ala 






715 




720 


Lys 


His 


Phe 


Gin Arg Glu Glu 


Gin 




730 




735 




Leu 


Glu 


Glu 


He Met Lys Arg 


Thr 


745 






750 




Lys 


Thr 


Ser 


Asp Gin Arg Asn 


Gly 








765 




Gly 


Gly 


Thr 


Glu Val Ser Ala 


Leu 








78 0 




Asn 


Gly 


Lys 


Pro Val Gly Ser 


Pro 






795 




800 


Lys 


Val 


Thr 


Val Glu Ser Thr 


Pro 




810 




815 




Aan 


Gly 


Val 


Ser Val Gin Asn 


Glu 


825 






830 




Pro 


He 


Gly 


Ser Lys Pro Ser 


Arg 








845 




Pro 


Glu 


He 


Pro Leu Asn Pro 


He 








860 




Leu 


Gly 


Pro 


Leu Pro Gin Val 


Asp 






875 




880 


Glu 


Val 


He 
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<210> 3073 
<211> 783 
<212> PRT 

<213> Homo sapiens 





<400> 3073 


















Pro 


Pro 


Arg 


Val 


Cys 


Arg Asp His Val Cys 


Leu He Cys Trp 


Asp Pro 


1 








5 








10 






15 


He 


Ala 


Gly 


Thr 


Glv 


Gly Ser Arg Ser 


Thr 


Met 


Pro Ala Leu 


Pro Leu 








20 








25 






30 




Asxy 


Gin 


Leu 


Gin 


He 


Thr 


His Lys 


Asp Pro 


Lys 


Thr Gly Lys 


Leu Atq 






35 








40 








45 




Thx 


Ser 


Pro 


Ala 


Leu 


His 


Pro Glu Gin Lys Ala Asp Arg Tyr 


Phe Val 




50 










55 








60 






Tvr 


Lvs 


Pro 




Pro Lys Asp Asn He 


Pro 


Ala Leu Val 


fll 11 ft! 11 












70 








75 








Leu 


Glu 


Aror 


Ala 


Thr 


Phe Val 


Ala 


Asn 


Asp 


Leu Asp Trp 




















90 










Leu 


Pro 


His 


Hem 


Lys 


Phe Trp 


Cys 


Gin 


Val 


He Phe Asp 


V3J.U im. 








100 








105 






110 




T.pan 


Gin 


Lvs 


Cvs 




Asp 


Ser Tyr 


Leu Arg 


Tyr Val Pro Arg 


U jr S IT AAC 






115 








120 








125 




A din 


Glu 


Glv 


Val 


Ala 


Ser 


Ala Pro 


Glu Val 


Val 


Asp Met Gin 






130 










135 








140 




Leu 


His 


Ara 


Ser 


Val 


Phe 


Leu Thr 


Phe Leu Arg Met Ser Thr 


His Lvs 












150 








155 




XO w 


Glu 


Ser 


Lys 


Asp 


His 


Phe 


He Ser Pro Ser Ala Phe Gly Glu 


He Leu 










1 








170 






J. / 3 




Asn 


Asn 


Phe 




Phe 


Asp He 


Pro Lys 


He 


Leu Asp Leu 


r^c? Val 




* 




180 








185 






19.0 




Leu 


Phe 


Gly 


Lys 


Gly 


Asn 


Ser Pro 


Leu 


Leu 


Gin 


Lys Met He 


Glv Asn 






195 








200 








205 




He 


Phe 


Thr 


Gin 


Gin 


Pro Ser Tyr Tyr Ser Asp Leu Asp Glu 


Thr Leu 




210 










215 








220 




Pro 


Thr 


He 


Leu 


Gin 


Val 


Phe Ser 


Asn 


He 


Leu 


Gin His Cys 


Glv Leu 


225 










230 








235 




240 


Gin 


Gly 


Asp 


Gly 


Ala 


Asn 


Thr Thr 


Pro 


Gin 


Lys 


Leu Glu Glu 


Arcr Glv 










245 








250 






255 


Arg 


Leu 


Thr 


Pro 


Ser 


Asp 


Met Pro 


Leu 


Leu 


Glu 


Leu Lys Asp 


He Val 








260 








265 






270 




Leu 


Tyr 


Leu 


Cys 


Asp 


Thr 


Cys Thr 


Thr 


Leu 


Trp 


Ala Phe Leu 


Asp He 






275 








280 








285 




Phe 


Pro 


Leu 


Ala 


Cys 


Gin 


Thr Phe 


Gin 


Lys 


His 


Asp Phe Cys 


Tyr Arg 




290 










295 








300 




Leu 


Ala 


Ser 


Phe 


Tyr 


Glu 


Ala Ala 


He 


Pro 


Glu 


Met Glu Ser 


Ala He 


305 










310 








315 




320 


Lys 


Lys 


Arg 


Arg 


Leu 


Glu 


Asp Ser 


Lys 


Leu 


Leu 


Gly Asp Leu 


Trp Gin 










325 








330 






335 


Arg 


Leu 


Ser 


His 


Ser 


Arg 


Lys Lys 


Leu 


Met 


Glu 


He Phe His 


He He 








340 








345 






350 




Leu 


Asn 


Gin 


He 


Cys 


Leu 


Leu Pro 


He 


Leu 


Glu 


Ser Ser Cys 


Asp Asn 






355 








360 








365 




He 


Gin 


Gly 


Phe 


He 


Glu 


Glu Phe 


Leu 


Gin 


He 


Phe Ser Ser 


Leu Leu 




370 










375 








380 




Gin 


Glu 


Lys 


Arg 


Phe 


Leu Arg Asp Tyr Asp Ala 


Leu Phe Pro 


Val Ala 


385 










390 








395 




400 


Glu 


Asp 


He 


Ser 


Leu 


Leu 


Gin Gin 


Ala 


Ser 


Ser 


Val Leu Asp 


Glu Thr 










405 








410 






415 


Arg 


Thr 


Ala 


Tyr 


He 


Leu 


Gin Ala 


Val 


Glu 


Ser 


Ala Trp Glu 


Gly Val 
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420 



* — 

Asp 


Arg 


Arg 


Lys 






435 




Pro 


Asn 


Gly 


Glu 




450 






Gin 


Ala 


Ser 


Ser 


465 








Ala 


Ala 


Ala 


Ala 


Leu 


lie 


Ser 


Gin 








500 


lie 


Leu 


Ala 


Cys 






515 




Asn 


Asn 


He 


Leu 




530 






Arg 


Asa 


Leu 


Asp 


545 








Ser 


Arg 


His 


Asn 


Asp 


Ser 


Val 


Asp 








580 


Glu 


Glu 


Asn 


Thr 






595 




Gin 


Arg 


Gin 


Arg 




610 






Leu 


Gin 


Pro 


Glv 


625 








Glu 


Tyr 


Asp 


Asp 


Asp 


Ser 


Asp 


Asp 








660 


Val 


Leu 


Arg 


Thr 






675 




Asp 


Glu 


Glu 


Asp 




690 






Val 


Gin 


Asp 


Pro 


705 








Ala 






Ala 


Ala 


Gly 


Ser 


Pro 








740 


Arg 


Arg 


Lys 


Lys 






755 




Arg 


Thr 


Met 


Ala 




770 







Ala 


Thr 


Asp 


Ala 








440 


Fro 


Asn Gly 


Val 






455 




His 


Pro 


Glu 


Asn 




470 






Val 


Gly 


Pro 


Ala 


485 








Val 


Lys 


Asp 


Leu 


Leu 


Glu 


Tyr 


Tyr 








520 


Glu 


Glu Arg 


Leu 






535 




Arg 


Glu 


Met 


Lys 




550 






Val 


Phe 


Gin 


Asn 


565 








Leu 


Ser Arg 


Val 


Arg 


Ser 


Leu 


Leu 








600 


Tyr 


Glu 


Gin 


Tyr 






615 




Glu 


Ser 


Leu 


Pro 




630 






Thr 


Tyr 


Asp 


Gly 


645 








Glu 


Leu 


He 


Ser 


Lys 


Val 


Pro 


Arg 








680 


Asp 


Ala Asp 


Glu 






695 




Ala 


Val 


Leu 


Arg 




710 






Lvs 


Lys 


Gly 


Tvx 


725 








Arg 


Gly His 


Gly 


Glu 


Ala 


Asn 


Lys 








760 


Asp 


Arg 


Lys 


Arg 






775 





425 

Lys Asp Pro Ser 

Thr Val Thr Ala 

460 

Ser Glu Glu Glu 
475 

Met Cys Gly Val 
490 

Leu Pro Asp Leu 
505 

His Tyr Asp Pro 

Ala Pro Thr Leu 

540 

Pro Asp Pro Thr 
555 

Asp Glu Phe Asp 
570 

His Lys Gly Lys 
585 

Asn Asp Lys Arg 

Ser Val Val Val 

620 

Tyr His Ser Val 
635 

Asn Gin Val Gly 
650 

Arg Arg Pro Phe 
665 

Glu Gly Gin Glu 

Glu Ala Pro Lys 

700 

Glu Lys Ala Glu 
715 

Arg His Asp Ser 
730 

Gin Ser Arg Glu 
745 

TVla Thr Arg Ala 

Ser Lys Gly Met 

780 





430 


Val 


He Glu Glu 


445 




Glu 


Ala Val Ser 


Glu 


Cys Met Gly 




480 


Glu 


Leu Asp Ser 




495 


Gly 


Glu Gly Phe 




510 


Glu 


Gin Val He 


525 




Ser 


Gin Leu Asp 


Pro 


Leu Leu Thr 




560 


Val 


Phe. Ser Arg 




575 


Ser 


Thr Arg Lys 




590 


Ala 


Val Ala Ala 


605 




Glu 


Glu Val Pro 


Tyr 


Tyr Glu Asp 




640 


Ala 


Asn Asp Ala 




655 


Thr 


He Pro Gin 




670 


Glu 


AsD ASD Asp 


685 

\^ \^ mar 




Pro 


AsD His Phe 


Ala 


ArcT Atq Met 




720 


Ser 


Thr Ala Val 






Thr 


Thr Gin Glu 




750 


Asn 


His Asn Arg 


765 




He 


Pro Ser 




783 



<210> 3074 
<211> 82 
<212> PRT 

<213> Homo sapiens 





<4O0> 3074 






















Gly 


Glu 


Ala Arg 


Ser Pro 


Pro 


Pro 


Ala Ala 


Ala 


Leu Leu 


Asp 


Met 


Asp 


1 






5 






10 










15 




Pro 


Glu 


Thr Cys 


Pro Cys 


Pro 


Ser Gly Gly Ser Cys 


Thr 


Cys 


Ala 


Asp 






20 








25 








30 






Ser 


Cys 


Lys Cys 


Glu Gly Cys 


Lys 


Cys Thr 


Ser 


Cys 


Lys 


Lys 


Ser 


Cys 






35 






40 








45 








Cys 


Ser 


Cys Cys 


Pro Ala 


Glu 


Cys 


Glu Lys 


Cys 


Ala 


Lys 


Asp 


Cys 


Val 




50 






55 








60 










Cys 


Lys 


Gly Gly 


Glu Ala 


Ala. 


Glu 


Ala Glu 


Ala 


Glu 


Lys 


Cys 


Ser 


Cys 
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65 
Cys 



Gin 
82 



70 



75 



80 



<210> 3075 

<211> 242 

<212> PRT 

<213> Homo sapiens 





<40O> 3075 














Ser 


Gin 


Phe 


Ser 


Leu 


Ser 


Gin 


Val 


Leu Val AsD Ser 


Ala Glu Glu Glv 


1 








5 








10 




Ser 


Leu 


Ala 


Ala 


Ala 


Ala 


Glu 




Ala. Ala Gin T»va 


AT"cr fll 11 d n 2Vvcr 








20 














Leu 


Arg 


Lys 


Phe 




Glu 


Leu 


His 


Leu Met Arcr Asn 


Glu Ala At"cr T.vsa 






35 
















Leu 


Asn 


His 


Gin 


Glu 


Val 


Val 


Glu 


Glu Ast) Lvs Aro 


Tt^ii TiVS Tt^ii Ott) 




50 










55 




D u 




Ala 

^^^^ %^ 


Asn 


Trp 


Glu 


Ala 


Lys 


Lys 


Ala 




UrXiX JJCU JJj^O 












70 






'TIS 




Glu 


Glu 


IjVS 


Lvs 




Glu Cys 


Ala 


Al a At"CT CSl V f5l n 

n-LCi AX,^ \SJLJf V7XU 


XjrX va^u XjyS 


















OA 




Val 


Lys 


Leu 


Leu 


Glu 


He 


Ser 


Ala 


Glu Asp Ala Glu 


Arg Trp Glu Arg 








100 










105 


110 


Lys 


Lys 


Lys 


Arg 


Lys 


Asn 


Pro 


Asp 


Leu Gly Phe Ser 


Asp Tyr Ala Ala 






115 










120 




125 


Ala 


Gin 


Leu 


Arg 


Gin 


Tyr His 


Arg 


Leu Thr Lys Gin 


lie Lys Pro Asp 




130 










135 




140 




Met 


Glu 


Thr 


Tyr 


Glu 


Arg Leu 


Arg 


Glu Lys His Gly 


Glu Glu Phe Phe 


145 










150 






155 


160 


Pro 


Thr 


Ser 


Asn 


Ser 


Leu 


Leu 


His 


Gly Thr His Val 


Pro Ser Thr Glu 










165 








170 


175 


Glu 


lie 


Asp 


Arg 


Met 


Val 


lie 


Asp 


Leu Glu Lys Gin 


lie Glu Lys Arg 








180 










185 


190 


Asp 


Lys 


Tyr 


Ser 


Arg 


Arg Arg 


Pro 


Tyr Asn Asp Asp 


Ala Asp He Asp 






195 










200 




205 


Tyr 


He 


Asn 


Glu 


Arg 


Asn 


Ala 


Lys 


Phe Asn Lys Lys 


Ala Glu Arg Phe 




210 










215 




220 




Tyr 


Gly 


Lys 


Tyr 


Thr 


Ala 


Glu 


He 


Lys Gin Asn Leu 


Glu Arg Gly Thr 


225 










230 






235 


240 



Ala Val 

242 



<210> 3076 

<211> 242 

<212> PRT 

<213> Homo sapiens 





<40O> ; 


3076 














Ser 


Gin Phe 


Ser 


Leu 


Ser 


Gin 


Val 


Leu Val Asp Ser 


Ala Glu Glu Gly 


1 






5 








10 


15 


Ser 


Leu Ala 


Ala 


Ala 


Ala 


Glu 


Leu 


Ala Ala Gin Lys 


Arg Glu Gin Arg 






20 










25 


30 


Leu 


Arg Lys 


Phe 


Arg 


Glu 


Leu 


His 


Leu Met Arg Asn 


Glu Ala Arg Lys 




35 










40 




45 


Leu 


Asn His 


Gin 


Glu 


Val 


Val 


Glu 


Glu Asp Lys Arg 


Leu Lys Leu Pro 




50 








55 




60 




Ala 


Asn Trp 


Glu 


Ala 


Lys 


Lys 


Ala 


Arg Leu Glu Trp 


Glu Leu Lys Glu 
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Glu 


Glu 


Lys 


Lys 


Val 


I»ys 


Leu 


Leu 








100 


Lys 


Lys 


Lys 


Arg 






115 




Ala 


Gin 


Leu 


Arg 




130 






Met 


Glu 


Thr 


Tyr 


145 








Pro 


Thr 


Ser 


Asn 


Glu 


lie 


Asp 


Arg 








180 


Asp 


Lys 


Tyr 


Ser 






195 




Tyr 


lie 


Asn 


Glu 




210 






Tyr 


Gly 


Lys 


Tyr 



225 

Ala Val 
242 





70 






Lys 


Glu 


Cys 


Ala 


85 








Glu 


lie 


Ser 


Ala 


Lvs 


Asn 


Pro 


Asp 








120 


Gin 


Tyr 


His 


Arg 






135 




Glu 


Arg 


Leu Arg 




150 






Ser 


Leu 


Leu 


His 


165 










VAX 


lie 


Asp 


Arg 


Arg 


Arg 


Pro 








20O 


Arg 


Asn 


Ala 


Lys 






215 




Thr 


Ala 


Glu 


He 



230 



75 

Ala Arg Gly Glu 
90 

Glu Asp Ala Glu 
105 

Leu Gly Phe Ser 

Leu Thr Lys Gin 

140 

Glu Lys His Gly 

155 

Gly Thr His Val 
170 

Leu Glu Lys Gin 
185 

Tyr Asn Asp Asp 

Phe Asn Lys Lys 

220 

Lys Gin Asn Leu 
235 



Asp 


Tyr 


Glu Lys 






95 


Arg 


Trp 


Glu Arg 




110 




Asp 


Tyr 


Ala Ala 


125 






lie 


Lys 


Pro Asp 


Glu 


Glu 


Phe Phe 






160 


Pro 


Ser 


Thr Glu 






175 


lie 


Qlu 






190 




Ala 


Asp 


He Asp 


205 






Ala 


Glu 


Arg Phe 


Glu 


Arg 


Gly Thr 






240 



<210> 3077 
<211> 322 
<212> PRT 

<213> Homo sapiens 



<400> 3077 



Phe 


Arg 


Leu 


Arg 


Pro 


Arg 


Arg Ala 


Cys 


Ala 


Gin 


Leu 


Leu 


Trp 


His Pro 


1 








5 










10 










15 


Ala 


Ala 


Gly 


Met 


Ala 


Ser 


Trp Ala 


Lys 


Gly Arg 


Ser 


Tyr 


Leu 


Ala Pro 








20 










25 










30 




Gly 


Leu 


Leu 


Gin 


Gly 


Gin 


Val 


Ala 


He 


Val 


Thr 


Gly 


Gly 


Ala 


Thr Gly 






35 










40 










45 






He 


Gly 


Lys 


Ala 


He 


Val 


Lys 


Glu 


Leu 


Leu 


Glu 


Leu 


Gly 


Ser 


Asn Val 




50 










55 










60 








Val 


He 


Ala 


Ser 


Arg 


Lys 


Leu 


Glu 


Arg 


Leu Lys 


Ser 


Ala 


Ala 


Asp Glu 


65 










70 










75 








80 


Leu 


Gin 


Ala 


Asn 


Leu 


Pro 


Pro 


Thr 


Lys 


Gin 


Ala 


Arg 


Val 


He 


Pro He 










85 










90 










95 


Gin 


Cys 


Asn 


He 


Arg 


Asn 


Glu 


Glu 


Glu 


Val 


Asn 


Asn 


Leu 


Val 


Lys Ser 








100 










105 










110 




Thr 


Leu 


Asp 


Thr 


Phe 


Gly 


Lys 


He 


Asn 


Phe 


Leu 


Val 


Asn 


Asn 


Gly Gly 






115 










120 










125 






Gly 


Gin 


Phe 


Leu 


Ser 


Pro 


Ala 


Glu 


His 


He 


Ser 


Ser 


Lys 


Gly 


Trp His 




130 










135 










14 0 








Ala 


Val 


Leu 


Glu 


Thr 


Asn 


Leu 


Thr 


Gly Thr 


Phe 


Tyr 


Met 


Cys 


Lys Ala 


145 










ISO 










155 








160 


Val 


Tyr 


Ser 


Ser 


Trp 


Met 


Lys 


Lys 


His 


Gly Gly 


Ser 


He 


Val 


Asn He 










165 










170 










175 


He 


Val 


Pro 


Thr 


Lys 


Ala 


Gly Phe 


Pro 


Leu 


Ala 


Val 


His 


Ser 


Gly Ala 








180 










185 










190 




Ala 


Arg 


Ala 


Gly 


Val 


Tyr 


Asn 


Leu 


Thr 


Lys 


Ser 


Leu 


Ala 


Phe 


Glu Trp 






195 










20O 










205 




Ala 


Cys 


Ser 


Gly 


He 


Arg 


He 


Asn 


Cys 


Val 


Ala 


Pro 


Gly 


Val 


He Tyr 




210 










215 










220 








Ser 


Gin 


Thr 


Ala 


Val 


Glu 


Asn Tyr 


Gly Ser Trp 


Gly 


Gin 


Ser 


Phe Phe 


225 










230 










235 








240 


Glu 


Gly 


Ser 


Phe 


Gin 


Lys 


He 


Pro 


Ala 


Lys 


Arg 


He 


Gly 


Val 


Pro Glu 
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245 



Glu 


Val 


Ser 


Ser 


Val 


Val 


Cys 


Phe 








260 










lie 


Thr 


Gly 


Gin 


Ser 


Val 


Asp 


Val 




« 


275 










280 


His 


Ser 


Tyr 


Glu 


Val 


Pro Asp 


His 




200 










295 




Asp 


Leu 


Ser 


Val 


Val 


Lys 


Lys 


Met 


305 










310 






Lys 


Leu 















322 



PCT/USOl/04098 

250 255 
Leu Leu Ser Pro Ala Ala Ser Phe 
265 270 
Asp Gly Gly Arg Ser Leu Tyr Thr 

285 

Asp Asn Trp Pro Lys Gly Ala Gly 

300 

Lys Glu Thr Phe Lys Glu Lys Ala 
315 320 



<210> 3078 
<211> 1168 
<212> PRT 

<213> Homo sapiens 



<400> 3078 



File 


vax 


Arg 


Glu 


X 








vax 


Tyr 


Leu 


Leu 








20 


Glu 


Leu 


Cys 


Gly 






35 




/ixa 


Asn 


Pro 


Glu 










lieu 


oxy 


Ser 


Val 


65 












Gin 


Met 






Ser Gly 








100 


His 


Leu 


Ser 


Thr 






115 




Asn 


Arg 


Lys 


Leu 




130 






Gin 


Phe 


Pro 


Trp 


145 








Ser 


Ala 


Cys 


Arg 


He 


Glu 


Gly Tyr 








180 


Ala 


Lys 


Ser 


Lys 






195 




Asp 


Pro 


He 


Trp 




210 






Asp 


Val 


Leu 


Ala 


225 








Phe 


Tyr 


Pro 


Pro 


Leu 


Pro 


Ser 


Ser 








260 


He 


Pro 


Ala 


Met 






275 




He 


Thr 


Asp Gly 




290 






Asp 


Ala 


Val 


Glu 


305 








Glu 


Glu 


Val 


Pro 


Val 


Ala 


Val 


Tyr 



Ser Gly Lys 


lit ^ 
Ala 


5 




Gin Glu Glu 


Trp 


ser Asn Lys 


Leu 




40 


Leu Phe Arg 


Lys 






V7xn (axy vixn 


Arg 






\3±Y -Lyr net 


vaxy 


O 3 




^jxh oer Xieu 


irrO 


vsxy oe^ laxy 


xlXo 




120 


Leu Lys Pro 


Arg 


135 




Leu He Met 


Asn 


150 




Glu Tyr Pro 


Ser 


165 




Thr Gly Pro 


Phe 


Ala His Met 


Phe 




200 


Ala Ala Arg 


Phe 


215 




Ser Pro Glu 


Pro 


230 




Gly Pro Leu 


Gly 


245 




Arg Ala Glu 


Leu 


Tyr Leu Asp 


Cys 




280 


He His Ser 


Ser 


295 




Ser Cys He 


Gin 


310 




Val Val Phe 


Glu 


325 




Phe Thr Arg 


Glu 



Pro Val Thr Phe 
10 

Val Leu Leu Ser 
25 

Val Ala Pro Leu 

Phe Gly Arg Gly 

60 

Ser Leu Leu Glu 
75 

Glu Met Glu Val 
90 

Pro Gin Lys Lys 
105 

He Glu Gly Asp 

Ser He Gin Lys 

140 

Glu Glu Gin Thr 

155 

He Arg Asp Lys 
170 

Lys Val Glu Thr 
185 

Cys Val Asn Ala 

Arg Ser He Arg 

220 

Leu Phe Thr Ala 
235 

Gly Phe Asp Ser 

250 

Glu Asp Pro Gly 

265 

He Ser Asp Leu 

Ser Asp He Asn 

300 

Asp Pro Ser Ala 
315 

Glu Leu Pro Val 
330 

Glu Trp Gly Met 



Asp Asp He 


Thr 


15 




Gin Gin Gin 


Lys 


30 




Gly Pro Thr 


Val 


A C 




Pro Glu Pro 


Trp 


Hxs His Pro 


Gly 




80 


Gin Gly Pro 


Thr 






AX a Tyr LiCu 


ber 


X X u 




irp Axa k^xy 


TV ^F*^r 

Arg 


J.4it O 




Ser Trp Phe 


Val 


Ala Leu Phe 


Cys 




160 


Arg Ser Arg 


Leu 


175 




Leu Lys Tyr 


His 


190 




Leu Ala Ala 


Arg 


205 




Asp Pro Pro 


Gly 


Asp Cys Pro 


He 




240 


Met Ala Glu 


Leu 


255 




Gly Asp Gly 


Ala 


270 




Arg Gin Lys 


Glu 


285 




He Leu Tyr 


Asn 


Glu Gly Leu 


Ser 




320 


Val Phe Glu 


Asp 


335 




Leu Asp Lys 


Arg 



4748 



wo 01/57190 



PCT/USOl/04098 



340 



Gin 


Lys 


Glu 


Leu 


Tyr 


Arg 


Asp 


Val 






355 










360 


Ala 


Ser 


Leu 


Gly 


Pro 


Ala 


Ala 


Ala 




370 










375 




Glu 


Arg 


Arg 


Ala 


Ala 


Pro 


Trp 


He 


385 










390 






Gly 


Lys 


Gly 


Arg 


Pro 


Pro 


Gly 


Asn 










405 








Ala 


Asp 


Thr 


Gin 


Ala 


Ser 


Ala 


Ala 








420 










Pro 


Val 


Glu 


Ala 


Arg 


Ala 


Ser 


Cys 






435 










440 


Gly 


Asp 


Gly 


Pro 


Arg 


Arg 


He 


Lys 




450 










455 




Gin 


Arg 


Ser 


Trp 


Phe 


Gly 


Gin 


Phe 


465 










470 






Glu 


Thr 


Lys 


Leu 


Phe 


Cys 


Ser 


Ala 










485 








Asp 


Lys 


Ser 


Ser 


Arg 


Leu 


Val 


Arg 








500 










Glu 


Thr 


Leu 


Lys 


Tyr 


His 


Glu 


Val 






515 










520 


Asn 


Thr 


Val 


Glu 


He 


Lys 


Glu 


Asp 




530 










535 




Glu 


He 


Ser 


Ser 


Asp 


Leu 


Met 


Ala 


545 










550 






Ala 


Tyr 


Ser 


He 


Ala 


Tyr 


His 


Ser 










565 








He 


Leu 


Gin 


Leu 


Leu 


Gin 


Ser 


Thr 








580 










Arg 


Asn 


Arg 


Thr 


Ala 


Cys 


Thr 


Gin 






595 










600 


Leu 


Lys 


Arg 


Glu 


He 


Leu 


Glu 


Asp 




610 










615 




Val 


Leu 


Leu 


Asp 


Ser 


Ser 


Thr 


Asp 


625 










630 






He 


Tyr 


He 


Arg 


Tyr 


Phe 


Lys 


Gin 










645 








Thr 


Leu 


Ala 


Pro 


Leu 


Tyr 


Ser 


Glu 








660 










He 


Val 


Ser 


Ala 


Leu 


Asp 


Glu 


Leu 






675 










680 


Trp 


Val 


Val 


Gly 


Leu 


Gly 


Thr 


Asp 




690 










695 




Gly 


Gly 


Leu 


Val 


Glu 


Lys 


Phe 


Gin 


705 










710 






Val 


His 


Cys 


Val 


Ala 


His 


Arg 


Leu 










725 








Gly 


Ser 


He 


Asp 


Leu 


Val 


Lys 


Lys 








740 










Phe 


Lys 


Phe 


Tyr 


Gin 


Ser 


Ser 


Asn 






755 










760 


Gly 


Ala 


Ala 


Pro 


Leu 


Glu 


Gin 


Glu 




770 










775 




Ala 


Val 


Arg 


Trp 


Val 


Ala 


Ser 


Arg 


785 










790 






Val 


Ser 


Trp 


Pro 


Ala 


Leu 


Ala 


Arg 










805 








Gly 


Gly 


Gin 


He 


Gly 


His 


Arg 


Ala 








820 










Gly 


Phe 


His 


Phe 


Val 


Lys 


Phe 


Cys 






835 










840 


He 


Tyr 


Arg 


Pro 


Leu 


Ser 


Glu 


Val 



345 








350 






Met 


Arg 


Met 


Asn Tyr 


Glu 


Leu 


Leu 








365 








Lys 


Pro 


Asp 


Leu He 


Ser 


Lys 


Leu 








380 








Lys 


Asp 


Pro 


Asn Gly 


Pro 


Lys 


Trp 






395 








400 


Lys 


Lys 


Met 


Val Ala 


Val 


Arg 


Glu 




410 








415 




Asp 


Ser 


Ala 


Leu Leu 


Pro 


Gly Ser 


425 








430 






Cys 


Ser 


Ser 


Ser He 


Cys 


Glu 


Glu 








445 








Arg 


Thr 


Tyr 


Arg Pro 


Arg 


Ser 


He 








460 








Pro 


Trp 


Leu 


Val lie 


Asp 


Pro 


Lys 






475 








480 


Cys 


He 


Glu 


Arg Pro 


Asn 


Leu 


His 




490 








495 




Gly 


Tyr 


Thr 


Gly Pro 


Phe 


Lys Val 


505 








510 






Ser 


Lys 


Ala 


His Arg 


Leu 




Val 








525 








Thr 


Pro 


His 


Thr Ala 


Leu 


Val 


Pro 








540 








Asn 


Met 


Glu 


His Phe 


Phe 


Asn 


Ala 






555 








560 

J w w 


Arg 


Pro 


Leu 


Asn Asp 


Phe 


Glu 


Lvs 




570 








575 




Gly 


Thr 


Val 


He Leu 


Gly 


Lvs 


Tvr 


585 








590 






Phe 


He 


Lys 


Tyr He 


Ser 


Glu 


Thr 








605 








Val 


Arg 


Asn 


Ser Pro 


Cys 


Val 


Ser 








620 








Ala 


Ser 


Glu 


Gin Ala 


Cys 


Val 


Gly 






635 








640 


Met 


Glu 


Val 


Lys Glu 


Ser 


Tvr 


He 




650 








655 




Thr 


Ala 


Asp 


Gly Tyr 


Phe 


Glu 


Thr 


665 








670 






Asp 


He 


Pro 


Phe Arg 


Lys 


Pro 


Gly 








685 








Gly 


Ser 


Ala 


Met Leu 


Ser 


Cys 


Arg 








700 








Glu 


Val 


He 


Pro Gin 


Leu 


Leu 


Pro 






715 








720 


His 


Leu 


Ala 


Val Val 


Asp 


Ala 


Cys 




730 








735 




Cys 


Asp 


Arg 


His He 


Arg 


Thr 


Val 


745 








750 






Lys 


Arg 


Leu 


Asn Glu 


Leu 


Gin 


Glu 








765 








He 


He 


Arg 


Leu Lys 


Asp 


Leu 


Asn 








780 








Arg 


Arg 


Thr 


Leu His 


Ala 


Leu 


Leu 






795 








800 


His 


Leu 


Gin 


Arg Val 


Ala 


Glu 


Ala 




810 








815 




Lys 


Gly 


Met 


Leu Lys 


Leu 


Met 


Arg 


825 








830 






His 


Phe 


Leu 


Leu Asp 


Phe 


Leu 


Ser 








845 








Cys 


Gin 


Lys 


Glu He 


Val 


Leu 


He 



4749 



wo 01/57190 PCT/USOl/04098 

850 855 860 

Thr Glu Val Asn Ala Thr Leu Gly Arg Ala Tyr Val Ala Leu Glu Ser 
865 870 875 880 

Leu Arg His Gin Ala Gly Pro Lys Glu Glu Glu Phe Asn Ala Ser Phe 

885 890 895 

Lys Asp Gly Arg Leu His Gly lie Cys Leu Asp Lys Leu Glu Val Ala 

900 905 910 

Glu Gin Arg Phe Gin Ala Asp Arg Glu Arg Thr Val Leu Thr Gly lie 

915 920 925 

Glu Tyr Leu Gin Gin Arg Phe Asp Ala Asp Arg Pro Pro Gin Leu Lys 

930 935 940 

Asn Met Glu Val Phe Asp Thr Met Ala Trp Pro Ser Gly lie Glu Leu 
945 950 955 960 

Ala Ser Phe Gly Asn Asp Asp lie Leu Asn Leu Ala Arg Tyr Phe Glu 

965 970 975 

Cys Ser Leu Pro Thr Gly Tyr Ser Glu Glu Ala Leu Leu Glu Glu Trp 

980 985 990 

Leu Gly Leu Lys Thr lie Ala Gin His Leu Pro Phe Ser Met Leu Cys 

995 lOOO 1005 

Lys Asn Ala Leu Ala Gin His Cys Arg Phe Pro Leu Leu Ser Lys Leu 

1010 1015 1020 

Met Ala Val Val Val Cys Val Pro lie Ser Thr Ser Cys Cys Glu Arg 
1025 1030 1035 1040 

Gly Phe Lys Ala Met Asn Arg lie Arg Thr Asp Glu Arg Thr Lys Leu 

1045 1050 1055 

Ser Asn Qlu Val Leu Asn Met Leu Met Met Thr Ala Val Asn Gly Val 

1060 1065 1070 

Ala Val Thr Glu Tyr Asp Pro Gin Pro Ala lie Gin His Trp Tyr Leu 

1075 1080 1085 

Thr Ser Ser Gly Arg Arg Phe Ser His Val Tyr Thr Cys Ala Gin Val 

1090 1095 1100 

Pro Ala Arg Ser Pro Ala Ser Ala Arg Leu Arg Lys Glu Glu Met Gly 
1105 1110 1115 1120 

Ala Leu Tyr Val Glu Glu Pro Arg Thr Gin Lys Pro Pro lie Leu Pro 

1125 1130 1135 

Ser Arg Glu Ala Ala Glu Val Leu Lys Asp Cys He Met Qlu Pro Pro 

1140 1145 1150 

Glu Arg Leu Leu Tyr Pro His Thr Ser Gin Glu TLLa Pro Gly Met Ser 
1155 1160 1165 1168 



<210> 3079 

<211> 390 

<212> PRT 

<213> Homo sapiens 



<400> 3079 

Phe Ser Pro Leu Glu Pro Arg Leu Cys Ser Leu Gly Gly Trp Gly Ala 

1 5 10 15 

Leu Gin Ala Gly Glu Pro Cys Gin Pro Ser Arg Ala Gly Cys Gly Arg 

20 25 30 

Glu Gly Ala Thr Met Gly Cys Thr Leu Ser Ala Glu Glu Arg Ala Ala 

35 40 45 

Leu Glu Arg Ser Lys Ala lie Glu Lys Asn Leu Lys Glu Asp Gly He 

50 55 60 

Ser Ala Ala Lys Asp Val Lys Leu Leu Leu Leu Gly Ala Gly Glu Ser 
65 70 75 80 

Gly Lys Ser Thr He Val Lys Gin Met Lys He He His Glu Asp Gly 

85 90 95 

Phe Ser Gly Glu Asp Val Lys Gin Tyr Lys Pro Val Val Tyr Ser Asn 
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100 

Thr lie Gin Ser 
115 

He Glu Tyr Gly 
130 

Asp Val Val Ser 
145 

Leu Ser Ala Met 

Phe Asn Arg Ser 

180 

Leu Asp Ser Leu 

195 

61x1 Asp lie Leu 
210 

His Phe Thr Phe 
225 

Gin Arg Ser Glu 

Ala He lie Phe 

260 

Glu Asp Glu Thr 
275 

Ser He Cys Abu 
290 

Leu Asn Lys Lys 
305 

Thr He Cys Phe 

Val Ala Tyr He 

340 

Lys Glu He Tyr 
355 

Gin Phe Val Phe 
370 

Arg Gly Cys Gly 
385 



Leu 


Ala 


Ala 


He 








120 


Asp 


Lys 


Glu 


Arg 






135 




Arg 


Met 


Glu 


Asp 




150 






Met 


Arg 


Leu 


Trp 


165 








Arg 


Glu 


Tyr 


Gin 


Asp 


Arg 


He 


Gly 








200 


Arg 


Thr 


Arg 


Val 






215 




Lys 


Asn. 


Leu 


His 




230 






Arg 


Lys 


Lys 


Trp 


245 








Cys 


Val 


Ala 


Leu 


Thr 


Asn. 


Arq 


Met 








280 


Asn 


Lys 


Trp 


Phe 






295 




Asp 


He 


Phe 


Glu 




310 






Pro 


Glu 


Tvx 


Thr 


325 








Gin 


Ala 






Ser 


His 


Val 


Thr 








360 


Asp 


Ala 


Val 


Thr 






375 




Leu Tyr 








390 







105 



Val 


Arg 


Ala Met 


Lys 


Ala 


Asp Ala 

XT 






140 


Thr 


Glu 


Pro Phe 






155 


Gly 


Asp 


Ser Gly 




170 




Leu 


Asn 


Asp Ser 


185 






Ala 


Ala 


Asp Tyr 


Lys 


Thr 


Thr Gly 






220 


Phe 


Arg 


Leu Phe 






235 


He 


His 


Cys Phe 




250 




Ser 


Gly 


Tvr Asp 


265 






His 


Glu 


Ser Leu 


Thr 


Asp 


Thr Ser 






300 


Glu 


Lys 


He Lys 






315 


Gly 


Pro 


Ser Ala 




330 




Glu 


Ser 


Lys Asn 


345 






Cys 


Ala 


Thr Asp 


Asp 


Val 


He He 



380 



110 



Asp 


Thr 


Leu 


Gly 


125 








Lys 


Met 


Val 


Cys 


Ser 


Ala 


Glu 


Leu 








160 


He 


Gin 


Glu 


Cys 






175 




Ala 


Lys 


Tyr 


Tyr 




190 






Gin 


Pro 


Thr 


Glu 


205 








He 


Val 


Glu 


Thr 


Asp 


Val 


Gly 


Gly 








240 


Glu 


Asp 


Val 


Thr 






255 




Gin 


Val 


Leu 


His 




270 






Lys 


Leu 


Phe 


Asp 


285 








He 


He 


Leu 


Phe 


Lvs 


Ser 


Pro 


Leu 








320 


Phe 


Thr 


Glu 


Ala 






335 




Lys 


Ser 


Ala 


His 




350 






Thr 


Asn 


Asn 


He 


365 








Ala 


Lys 


Asn 


Leu 



<210> 3080 
<211> 318 
<212> PRT 

<213> Homo sapiens 



<400> 3080 

Glu Ala Arg Thr Ala Arg Glu Leu Thr Asp Gly Val Thr Asp Gly Leu 

15 10 15 

Thr Met Ala Asp Gin Pro Lys Pro He Ser Pro Leu Lys Asn Leu Leu 

20 25 30 

Ala Gly Gly Phe Gly Gly Val Cys Leu Val Phe Val Gly His Pro Leu 

35 40 45 

Asp Thr Val Lys Val Arg Leu Gin Thr Gin Pro Pro Ser Leu Pro Gly 

50 55 60 

Gin Pro Pro Met Tyr Ser Gly Thr Phe Asp Cys Phe Arg Lys Thr Leu 
65 70 75 80 

Phe Arg Glu Gly He Thr Gly Leu Tyr Arg Gly Met Ala Ala Pro He 

85 90 95 

He Gly Val Thr Pro Met Phe Ala Val Cys Phe Phe Gly Phe Gly Leu 

100 105 110 

Gly Lys Lys Leu Gin Gin Lys His Pro Glu Asp Val Leu Ser Tyr Pro 
115 120 125 

Gin Leu Phe Ala Ala Gly Met Leu Ser Gly Val Phe Thr Thr Gly He 
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130 










135 


140 






Met 


Thr 


Pro 


Gly 


Glu 


Arg 


He Lys Cys Leu Leu 


Gin 


He 


Gin Ala Ser 


145 










150 


155 






160 


Ser 


Gly 


Glu 


Ser 


Lys 


Tyr 


Thr Gly Thr Leu Asp 


Cys 


Ala 


Lys Lys Leu 










165 




170 






175 


Tyr 


Gin 


Glu 


Phe 


Gly 


lie 


Arg Gly He Tyr Lys 


Gly 


Thr 


Val Leu Thr 








180 






185 






190 


Leu 


Met 


Arg 


Asp 


Val 


Pro 


Ala Ser Gly Met Tyr 


Phe 


Met 


Thr Tyr Glu 






195 








200 




205 




Trp 


Leu 


Iiys 


Asn 


lie 


Phe 


Thr Pro Glu Gly Lys 


Arg 


Val 


Ser Glu Leu 




210 










215 


220 






Ser 


Ala 


Pro 


Arg 


He 


Leu 


Val Ala Gly Gly He 


Ala 


Gly He Phe Asn 


225 










230 


235 






240 


Trp Ala 


Val 


Ala 


He 


Pro 


Pro Asp Val Leu Lys 


Ser 


Arg 


Phe Gin Thr 










245 




250 






255 


Ala 


Pro 


Pro 


Gly 


Lys 


ryr 


Pro Asn Gly Phe Arg 


Asp 


Val 


Leu Arg Glu 








260 






2€5 






270 


Leu 


lie 


Arg 


Asp 


Glu 


Gly 


Val Thr Ser Leu Tyr 


Lys 


Gly Phe Asn Ala 






275 








280 




285 




Val 


Met 


He 


Arg 


Ala 


Phe 


Pro Ala Asn Ala Ala 


Cys 


Phe Leu Gly Phe 




290 










295 


300 






Glu 


Val 


Ala 


Met 


Lys 


Phe 


Leu Asn Trp Ala Thr 


Pro 


Asn 


Leu 


305 










310 


315 






318 



<210> 3081 
<211> 664 
<212> PRT 

<213> Homo sapiens 



<400> 3081 
He Met Ala Asp 
1 

Ala Glu Arg Lys 

20 

Glu Asn Ala Ala 
35 

Asp Glu Arg Gly 
50 

Asp Asp Ser Glu 
65 

His Ser Glu Arg 

His Glu Asp Asn 

lOO 

Ala Pro Asn Asp 
115 

His His Ser Glu 
13 0 

Lys Trp Gly Arg 
145 

Gin Asn Ser Asp 

Leu Gin Asn Ser 

180 

Glu Arg Pro Gin 
195 

Glu Lys Ala Asn 
210 

Asp Glu Lys Gin 
225 

Glu Glu Lys Met 



Net 


Glu 


Asp Leu 


S 






Asp 


Ser 


Asp Ser 


Ser 


Gly 


Ser Asn 






40 


Asp 


Ser 


Gly Gin 






55 


Asp 


Glu 


Gly Ala 




70 




Ser 


Asp 


Asn Arg 


85 






Asp 


Pro 


Ser Asp 


Asp 


Glu 


Asp Glu 






120 


Ala 


Glu 


Gly Ser 






135 


Glu 


Asp 


Lys Ser 




150 




Asp 


Glu 


Glu Arg 


165 






Asp 


Asp 


Asp Glu 


Leu 


Ser 


Asp Asp 






200 


Ser 


Asp 


Asp Glu 






215 


Asn 


Ser 


Asp Asp 




230 




Gin 


Asn 


Ser Asp 



Phe Gly Ser 


Asp 


10 




Gly Ser Asp 


Ser 


25 




Ala Ser Gly 


Ser 


Pro Ser Asn 


Lys 




60 


Ser His His 


Ser 


75 




Ser Glu Ala 


Ser 


90 




Val Asp Gin 


His 


105 




Gly His Arg 


Ser 


Glu Lys Ala 


His 




140 


Asp Gin Ser 


Asp 


155 




Ala Gin Gly 


Ser 


170 




Lys Met Gin 


Asn 


185 




Glu Arg Gin 


Gin 


Arg Pro Val 


Ala 




220 


Glu Glu Gin 


Pro 


235 




Asp Glu Arg 


Pro 



Ala Asp Ser Glu 
15 

Asp Ser Asp Gin 
30 

Glu Ser Asp Gin 
45 

Glu Leu Phe Gly 

Gly Ser Asp Asn 

80 

Glu Arg Ser Asp 
95 

Ser Gly Ser Glu 
110 

Asp Gly Gly Ser 
125 

Ser Asp Asp Glu 

Asp Glu Lys He 

. 160 

Asp Glu Asp Lys 
175 

Thr Asp Asp Glu 
190 

Leu Ser Glu Glu 
205 

Ser Asp Asn Asp 

Gin Leu Ser Asp 

240 

Gin Ala Ser Asp 
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245 



Glu 


Glu 


His 


Arg 


His Ser Asp 


Asp 








260 






Glu 


Ser 


Ala 


Arg 


Gly Ser Asp 


Ser 






275 






280 


Arg 


Lys 


Asn 


Ala 


He Ala Ser 


Asp 




290 






295 




Val 


Pro 


Lys 


Asp 


Asn Ser Gly 


Thr 


305 








310 




Asp 


He 


Ser 


Ser 


Gly Ser Asp 


Gly 










325 




Gin 


Pro 


Val 


Asp 


Glu Asn Gly 


Leu 








340 






Pro 


He 


Pro 


Glu 


Thr Arg He 


Glu 






355 






360 


Asp 


Leu 


Gly 


Asn 


Asp Leu Tyr 


Phe 




370 






375 




Val 


Glu 


Pro 


Arg 


Pro Phe Asp 


Pro 


385 








390 




Asp 


Glu 


Glu 


Met 


Leu Asp Glu 


Glu 










405 




Val 


Glu 


Asn 


Thr 


He Arcr Trp 


Arg 








420 






Glu 


He 


Lys 


Glu 


Ser Asn Ala 


Arg 






435 






440 


Met 


Ser 


Leu 


His 


Leu Gly Asn 


Glu 




450 






455 




Leu 


Gin 


Gly 




His Aszi His 


Leu 


465 








470 




Gin 


Gly 
z 


Gin 


Ala 


Val Phe Lys 


Thr 










485 




Thr 


Asp 


Ser 


Ala 


Thr His Arg 


Lvs 








500 






Cvs 

J: 


Ser 


Lys 


Thr 


Gin Lvs He 


Arcr 






515 






520 


Pro 


Glu 


Cys 


Gin 


Arg Thr Glu 


Met 




530 






535 




Arg 


Ala 


Ser 


He 


Arg Arg Glu 


Ser 


545 








550 




Gin 


His 


Gin 


Arg 


Gly Leu Ser 


Ala 










565 




Asp 


Glu 


Glu 


Glu 


Glu Gly Glu 


Glu 








580 






Asn 


Arg 


Tyr 


Lys 


Gly Gly He 


Arg 






595 






600 


Ser 


Asp 


Ser 


As ID 


Glu Glv Ser 


Glu 




610 






615 




Lys 


Ala 


Lys 


Lys 


Leu Thr Ser 


Asp 


625 








630 




Ser 


Arg 


Gly 


Leu 


Ser Cys Thr 


Gin 










645 




Leu 


Thr 


Asp 


Gin 


Ala Gly Thr 


Asn 








660 




664 



<210> 3082 
<211> 305 
<212> PRT 

<213> Homo sapiens 



<400> 3082 
Val Glu Phe Cys Leu Pro Ala. Ser 





250 










255 




Glu 


Glu 


Glu 


Gin 


Asp 


His 


Lys 


Ser 


265 










270 






Glu Asp 


Glu 


Val 


Leu 


Arg 


Met 


Lys 










285 








Ser 


Glu 


Ala 


Asp 


Ser 


Asp 


Thr 


Glu 








300 










Met 


Asp 


Leu 


Phe 


Gly 


Gly 


Ala 


Asp 






315 










320 


Glu Asp 


Lys 


Pro 


Pro 


Thr 


Pro 


Gly 




330 










335 




Pro 


Gin 


Asp 


Gin 


Gin 


Glu 


Glu 


Glu 


345 










350 






Val 


Glu 


He 


Pro 


Lys 


Val 


Asn 


Thr 










365 








Val 


Lys 


Leu 


Pro 


Asn 


Phe 


Leu 


Ser 








380 










Gin Tyr 


Tyr 


Glu 


Asp 


Glu 


Phe 


Glu 






395 










400 


Gly Arg 


Thr 


Arg 


Leu 


Lys 


Leu 


Lys 




410 










415 




He 


Arg 


Arg 


Asp 


Glu 


Glu 


Gly 


Asn 


425 










430 

^0 W 






He 


Val 


Lvs 


Tro 


Ser 


Asn 


Gly 


Ser 










445 








Val 


Phe 


Asp 


Val 


Tvx 


Lvs 


Ala 


Pro 








460 

W W 










Phe 


He 


Arg 


Gin 


Gly 


Thr 


Gly 


Leu 






475 










480 

\J w 


Lys 


Leu 


Thr 


Phe 


Arcr 


Pro 


His 


Ser 




490 










495 




Met 


Thr 


Leu 


Ser 


Leu 


Ala 


Asp 


Arcr 


505 










510 

-J »^ 






He 


Leu 


Pro 


Met 


Ala 


Gly 


Arg 


Asp 










525 








He 


Lys 


Lys 


Glu 


Glu 


Glu 

M* 


Arcr 


Leu 








540 

t1 ^0 










Gin 


Gin 


Arg 


Arg 


Met 


Arg 


Glu 


Lvs 






555 










560 


Ser 


Tyr 


Leu 


Glu 


Pro 


Asp 


Arg 


Tvr 




570 










575 




Ser 


He 


Ser 


Leu 


Ala 


Ala 


He 


Lvs 


585 










590 






Glu 


Glu 


Arg 


Ala 


Arcr 


He 




Ser 










o u o 








Glu Asp 


Lys 


Ala 


Gin 


Arg 


Leu 


Leu 








620 










Glu 


Val 


Arg 


Pro 


Asn 


Leu 


Phe 


Asn 






635 










640 


Glu 


Pro 


Thr 


Ala 


Leu 


T^n 


Glu 


Glu 




650 










655 





Ala Asp Ser Ser Ser Leu Val Ala 
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15 10 15 

Ala Ser Leu Ala Gly Val Arg Lys Met Ala Thr Asn Phe Leu Ala His 

20 25 30 

Glu Lys lie Trp Phe Asp Lys Phe Lys Tyr Asp Asp Ala Glu Arg Arg 

35 40 45 

Phe Tyr Glu Gin Met Asn Gly Pro Val Ala Gly Ala Ser Arg Gin Glu 

50 55 60 

Asn Gly Ala Ser Val He Leu Arg Asp lie Ala Arg Ala Arg Glu Asn 
65 70 75 80 

He Gin Lys Ser Leu Ala Gly Ser Ser Gly Pro Gly Ala Ser Ser Gly 

85 90 95 

Thr Ser Gly Asp His Gly Glu Leu Val Val Arg He Ala Ser Leu Glu 

100 105 110 

Val Glu Asn Gin Ser Leu Arg Gly Val Val Gin Glu Leu Gin Gin Ala 

115 120 125 

He Ser Lys Leu Glu Ala Arg Leu Asn Val Leu Glu Lys Ser Ser Pro 

130 135 140 

Gly His Arg Ala Thr Ala Pro Gin Thr Gin His Val Ser Pro Met Arg 
145 150 155 160 

Gin Val Glu Pro Pro Ala Lys Lys Pro Ala Thr Pro Ala Glu Asp Asp 

165 170 175 

Glu Asp Asp Asp He Asp Leu Phe Gly Ser Asp Asn Glu Glu Glu Asp 

180 185 190 

Lys Glu Ala Ala Gin Leu Arg Glu Glu Arg Leu Arg Gin Tyr Ala Glu 

195 200 205 

Lys Lys Ala Lys Lys Pro Ala Leu Val Ala Lys Ser Ser He Leu Leu 

210 215 220 

Asp Val Lys Pro Trp Asp Asp Glu Thr Asp Met Ala Gin Leu Glu Ala 
225 230 235 240 

Cys Val Arg Ser He Gin Leu Asp Gly Leu Val Trp Gly Ala Ser Lys 

245 250 255 

Leu Val Pro Val Gly Tyr Gly He Arg Lys Leu Gin He Gin Cys Val 

260 265 270 

Val Glu Asp Asp Lys Val Gly Thr Asp Leu Leu Glu Glu Glu He Thr 

275 280 285 

Lys Phe Glu Glu His Val Gin Ser Val Asp He Ala Ala Phe Asn Lys 

290 295 300 

He - 
305 



<210> 3083 
<211> 305 
<212> PRT 

<213> Homo sapiens 



<400> 3083 

Val Glu Phe Cys Leu Pro Ala Ser Ala Asp Ser Ser Ser Leu Val TUa 

15 10 15 

Ala Ser Leu Ala Gly Val Arg Lys Met Ala Thr Asn Phe Leu Ala His 

20 25 30 

Glu Lys He Trp Phe Asp Lys Phe Lys Tyr Asp Asp Ala Glu Arg Arg 

35 40 45 

Phe Tyr Glu Gin Met Asn Gly Pro Val Ala Gly Ala Ser Arg Gin Glu 

50 55 60 

Asn Gly Ala Ser Val He Leu Arg Asp He Ala Arg Ala Arg Glu Asn 
65 70 75 80 

He Gin Lys Ser Leu Ala Gly Ser Ser Gly Pro Gly Ala Ser Ser Gly 

85 90 95 

Thr Ser Gly Asp His Gly Glu Leu Val Val Arg He Ala Ser Leu Glu 

100 105 110 

Val Glu Asn Gin Ser Leu Arg Gly Val Val Gin Glu Leu Gin Gin Ala 
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115 








120 




125 




lie 


Ser 


Lys 


Leu 


Glu 


Ala 


Arg Leu As n Val Leu 


Glu Lys 


Ser Ser Pro 




130 










135 


140 






Gly 


His 


Arg 


Ala 


Thr 


Ala 


Pro Gin Thr Gin His 


Val 


Ser 


Pro Met Arg 


145 










150 


155 






160 


Gin 


Val 


Glu 


Pro 


Pro 


Ala 


Lys Lys Pro Ala Thr 

«* aft 


Pro 


Ala 


Glu Asp Asp 










165 




170 






175 


Glu 


Asp 


Asp 


Asp 


lie 


Asp 


Leu Phe Gly Ser Asp 


Asn 


Glu 


Glu Glu Asp 

mm 








180 






185 






190 


Lys 


Glu 


Ala 


Ala 


Gin 


Leu 


Arg Glu Glu Arg Leu 


Arg 


Gin 


Tyr Ala Glu 






195 








200 




205 




Lys 


Lys 


Ala 


Lys 


Lys 


Pro 


Ala Leu Val Ala Lys 


Ser 


Ser 


lie Leu Leu 




210 










215 


220 






Asp 


Val 


Lys 


Pro 


Trp 


Asp 


Asp Glu Thr Asp Met 


Ala 


Gin 


Leu Glu Ala 


225 










230 


235 






240 


Cys 


Val 


Arg 


Ser 


lie 


Gin 


Leu Asp Gly Leu Val 


Trp Gly Ala Ser Lys 










245 




250 

W W 






255 


Leu 


Val 


Pro 


Val 


Gly 


Tyr 


Gly lie Arg Lys Leu 


Gin lie Gin Cys Val 








260 






265 






270 


Val 


Glu 


Asp 


Asp 


Lys 


Val 


Gly Thr Asp Leu Leu 


Glu 


Glu 


Glu lie Thr 






275 








280 




285 




Lys 


Phe 


Glu 


Glu 


His 


Val 


Gin. Ser Val Asp lie 


Ala 


Ala 


Phe Asn Lys 




290 










295 


300 







lie 



305 



<210> 3084 
<211> 1307 
<212> PRT 

<213> Homo sapiens 



<400> 3084 



Lys 


Ser 


lie 


Val 


Lys 


lie 


Arg Lys Arg Met 


Ala 


Ala Glu 


Thr Gin Thr 


1 








5 




10 






15 


Leu 


Asn 


Phe 


Qly 


Pro 


Glu 


Trp Leu Arg Ala 


Leu 


Ser Ser Gly Gly Ser 








20 






25 






30 


lie 


Thr 


Ser 


Pro 


Pro 


Leu 


Ser Pro Ala Leu 


Pro 


Lys Tyr 


Lys Leu Ala 






35 








40 




45 




Asp 


Tyr 


Arg 


Tyr 


Gly 


Arg 


Glu Glu Met Leu 


Ala 


Leu Phe 


Leu Lys Asp 




50 










55 




60 




Asn 


Lys 


He 


Pro 


Ser 


Asp 


Leu Leu Asp Lys 


Glu 


Phe Leu 


Pro He Leu 


65 










70 




75 




80 


Gin 


Glu 


Glu 


Pro 


Leu 


Pro 


Pro Leu Ala Leu 


Val 


Pro Phe 


Thr Glu Glu 










85 




90 






95 


Glu 


Gin 


Arg 


Asn 


Phe 


Ser 


Met Ser Val Asn 


Ser 


Ala Ala 


Val Leu Arg 








100 






105 






110 


Leu 


Thr 


Gly 


Arg 


Gly 


Gly 


Gly Gly Thr Val 


Val 


Gly Ala 


Pro Arg Gly 






115 








12 0 




125 




Arg 


Ser 


Ser 


Ser 


Arg 


Gly 


Arg Gly Arg Gly Arg 


Gly Glu Cys Gly Phe 




130 










135 




140 




Tyr 


Gin 


Arg 


Ser 


Phe 


Asp 


Glu Val Glu Gly Val 


Phe Gly Arg Gly Gly 


145 










150 




155 




160 


Gly 


Arg 


Glu 


Met 


His 


Arg 


Ser Gin Ser Trp 


Glu 


Glu Arg Gly Asp Arg 










165 




170 






175 


Arg 


Phe 


Glu 


Lys 


Pro 


Gly 


Arg Lys Asp Val 


Gly 


Arg Pro 


Asn Phe Glu 








180 






185 






190 


Glu 


Gly 


Gly 


Pro 


Thr 


Ser 


Val Gly Arg Lys His 


Glu Phe 


He Arg Ser 






195 








200 




205 




Glu 


Ser 


Glu 


Asn 


Trp 


Arg 


He Phe Arg Glu Glu 


Gin Asn Gly Glu Asp 




210 










215 




220 




Glu 


Asp 


Gly 


Gly 


Trp 


Arg 


Leu Ala Gly Ser Arg 


Arg Asp Gly Glu Arg 
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225 










230 










235 

^ ^ ^ 










240 


Trp 


Arg 


Pro 


His 


Ser 


Pro 


Asp Gly Pro 


Aror 

"•S3 


Ser 


Ala 


Gly 


Tro 


Arg 


Glu 










245 










250 










255 

t» ^ ^ 




His 


Met 


Glu 


Arg 


Arg 


Arg 


Arg 


Phe 


Glu 


Phe 


ASD 


Phe 


Arg 


Asp 


Arcr 


Asp 








260 










265 










270 






Asp 


Glu 


Arq 


Glv 


Tyr 


Arg 


Arg Val 


Arg 


Ser 


Glv 


Ser 


Gly 


Ser 


He 


ASD 






275 










280 










285 








Asp 


Asp 


Arg 


Asp 


Ser 


Leu 


Pro 


Glu 


Trp 


Cys 


Leu 


Glu 


Asp 


Ala 


Glu 


Glu 




290 










295 










30O 










Glu 


Met 


Gly 


Thr 


Phe 


Asp 


Ser 


Ser 


Gly 


Ala 


Phe 


Leu 


Ser 


Leu 


Lvs 


Lys 


305 










310 










315 










320 


Val 


Gin 


Lvs 


Glu 


Pro 


lie 


Pro 


Glu 


Glu 


Gin 


Glu 


Met 


Asp- 


Phe 


Arcr 


Pro 










325 










330 










335 

xi^ «r 




Val 


Asp 


Glu 


Gly 


Glu 


Glu 


Cys 


Ser 


Asp 


Ser 


Glu 


Glv 


Ser 


His 


Asn 


Glu 








340 










345 










350 

w ^ w 






Glu 


Ala 


Lvs 


Glu 


Pro 


Asp 


Lys Thr Asn 


Lvs 


Lvs 


Glu 


Glv 


Glu 


Lvs 


Thr 






355 










360 










365 








ASD 


Ara 


Val 


Glv 


Val 


Glu 


Ala 


Ser 




Glu 


Thr 


Pro 


Gin 


Thr 


Ser 


Ser 




370 










375 










380 










Sex* 




Ala 


Arcf 


Pro 


Glv 


Thr 


Pro 


oer 


Asn 


His 


Gin 


Ser 


Gin 


Glu 

wX IX 


Ala 


385 

V w 










390 








395 










400 




Gin 


Phe 


Glu 


Arcr 


Lvs 


Asp 


Glu 




Lvs 


Thir 


Glu 


Gin 

* T III 


XXAX 


Glu 












405 

Ts V -3 










410 










41 5 




Ala 


Glu 


Glu 


Glu 


TKr 


Arcr 


Met 


Glu 


Asn 


S^r 




Prft 


Ala 




Val 
V ax 


XrX W 








420 

V A W 










425 










4m 








Aircr 


Glv 


ASD 


Glu 


Met 


Val 


Ala 


Asp 


Val 


Gin 


Gin 


Pro 


Leu 


Ser 

wCX 


Gin 






435 










440 










445 








lie 


Pro 






TTtltt 


Ala 


Ser 


Pro 


jjeu 




He 






f X 


JT^XV/ 


Val 

V CI ill 














455 










4^n 

% o u 












Ash 


Pro 


Ser 


Pro 


Thr 


Leu Arg 


irro 


Val 

V 




X AXX 


TX w 


Val 

V CI X 


Val 

V CLX 


varxy 


*x O ^ 










47n 










4 7 5 










4 p n 

^ O U 


Ala 


Pro 


Glv 


Met 


Glv 




Val 


Ser 


ixur 


Glu 


Pt*o 




A^T*> 


Glu 


Glu 

NJX U 


Glv 
\7x y 










4 R 5 










4Qn 










4 Q5 

t _7 3 




Leu 


Lvs 


His 


Leu 


Glu 

4i» 


Gin 


Gin 


Ala 


LI 


Lva 


Met 


Val 


Ala 


Tvr 

1 y X 


Leu 

XJ w IX 


Gin 








500 




























Ser 


Ala 


Leu 




Aso 


Glu 


Arg 




Ala 


O ^ J:. 


Lvs 




Gin 


Glu 

v?x u> 


His 






515 










520 










59 5 
^ ^ 








Axg 


Ala 


Lvs 


Glv 


Val 


Ser 


He 


Pro 


Leu 

^^^^ 


Met 


His 


Glu 


Ala 


Met 


Gin 


Lvs 




530 

•J \J 










535 










54 0 










TlTD 


Tvr 


Tvr 


Lvs 




Pro 


Gin Gly 


Glu 


He 

^ ^ 


Gin 


Glv 

oxy 


Pro 

f X w 


Phe 


Asn 


Asn 


54 5 
^ -J 










550 

•J V 










^ 55 










^^0 


Gin 


Glu 


Met 


Ala 


Glu 

«■» %A 


Tro 


Phe 


Gin 


Ala 


Glv 


Tvr 


Phe 


Thr 


Met 


Ser 


Leu 










565 

•i# VJ w 










570 










•J / Z3 




Leu 


Val 


Lvs 


Arcr 


Ala 


Cvs 


Asp 


Glu 


Ser 


Phe 


Gin 


Pro 




Glv 


Asn 


He 








580 










585 










•J 3 \j 






Met 


Lvs 


Met 


Trp 


Glv 


Arg 


Val 


Pro 


Phe 


Ser 


Pro 


Glv 


Pro 


Ala 


Pro 


Pro 






595 

■w^ •-r 










600 










605 








Pro 


His 


Met 


Glv 


Glu 


Leu 


Asp 


Gin 


Glu 


Aror 


Leu. 


Thr 


Arcr 


Gin 


Gin 

\7X 


Glu 

^7X W 




610 










615 










S20 










Leu 


Ttur 


Ala 


Leu 


Tvr 


Gin 


Met 


Gin 


His 


Leu 


Gin 


Tvr 

XJf X 


Gin 


Gin 


Phe 


Leu 

W» 


625 










630 










635 










640 

V \/ 


He 


Gin 


Gin 


Gin 


Tyr 

A jr rf. 


Ala 


Gin 


Val 


Leu 


Ala 


Gin 


Gin 


Gin 


Lvs 


Ala 


Ala 










645 










650 

W ^ w 










655 
\j ^ 




Leu 


Ser 


Ser 


Gin 


Gin 


Gin 


Gin 


Gin 


Leu 


Ala 


Leu 


Leu 


Leu 


Gin 


Gin 


Phe 








660 










665 










670 






Gin 


Thr 


Leu 


Lvs 


Met 


Arcr 


He 


Ser 


Asp 


Gin 


Asn 


He 

^ X w 


He 

X w 


Pro 


Ser 

^5X 


Val 






675 










680 










685 








Tlur 


Arcr 


Ser 


Val 


Ser 


Val 


Pro Asp 


Thr 


Glv 


Ser 


He 


Trn 


Glu 

\J M Wa 


Leu 


Gin 




690 










695 










700 










Pro 


Thr 


Ala 


Ser 


Gin 


Pro 


Thr 


Val 


Trp 


Glu 


Gly 


Gly 


Ser 


Val 


Trp 


Asp 


705 










710 










715 










720 


Leu 


Pro 


Leu 


Asp 


Thr 


Thr 


Thr 


Pro 


Gly 


Pro 


Ala 


Leu 


Glu 


Gin 


Leu 


Gin 










725 










730 










735 




Gin 


Leu 


Glu 


Lys 


Ala 


Lys 


Ala 


Ala 


Lys 


Leu 


Glu 


Gin 


Glu 


Arg 


Arg 


Glu 
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740 745 750 

Ala Glu Met Arg Ala Lys Arg Glu Glu Glu Glu Arg Lys Arg Gin. Glu 

755 760 765 

Glu Leu Arg Arg Arg Gin Lys Gly lie Leu Arg Arg Gin Gin Glu Glu 

770 775 780 

Glu Arg Lys Arg Arg Glu Glu Glu Glu Leu Ala Arg Arg Lys Gin Glu 
785 790 795 800 

Glu Ala Leu Arg Arg Gin Arg Glu Gin Glu lie Ala Leu Arg Arg Gin 

805 810 815 

Arg Glu Glu Glu Glu Arg Gin Gin Gin Glu Glu Ala Leu Arg Arg Leu 

820 825 830 

Glu Glu Arg Arg Arg Glu Glu Glu Glu Arg Arg Lys Gin Glu Glu Leu 

835 840 845 

Leu Arg Lys Gin Glu Glu Glu Ala Ala Lys Trp Ala Arg Glu Glu Glu 

850 855 860 

Glu Ala Gin Arg Arg Leu Glu Glu Asn Arg Leu Arg Met Glu Glu Glu 
865 870 875 880 

Ala Ala Arg Leu Arg His Glu Glu Glu Glu Arg Lys Arg Lys Glu Leu 

885 890 895 

Glu Val Gin Arg Gin Lys Glu Leu Met Arg Gin Arg Gin Gin Gin Gin 

9O0 905 910 

Glu Ala Leu Arg Arg Leu Gin Gin Gin Gin Gin Gin Gin Gin Leu Ala ' 

915 920 925 

Gin Met Lys Leu Pro Ser Ser Ser Thr Trp Gly Gin Gin Ser Asn Thr 

930 935 940 

Thr Ala Cys Gin Ser Gin Ala Thr Leu Ser Leu Ala Glu lie Gin Lys 
945 950 955 960 

Leu Glu Glu Glu Arg Glu Arg Gin Leu Arg Glu Glu Gin Arg Arg Gin 

965 970 975 

Gin Arg Glu Leu Met Lys Ala Leu Gin Gin Gin Gin Gin Gin Gin Gin 

980 985 990 

Gin Lys Leu Ser Gly Trp Gly Asn Val Ser Lys Pro Ser Gly Thr Thr 

995 1000 1005 

Lys Ser Leu Leu Glu Xle Gin Gin Glu Glu Ala Arg Gin Met Gin Lys 

1010 1015 1020 

Gin Gin Gin Gin Gin Gin Gin His Gin Gin Pro Asn Arg Ala Arg Asn 
1025 1030 1035 1040 

Asn Thr His Ser Asn Leu His Thr Ser lie Gly Asn Ser Val Trp Gly 

1045 1050 1055 

Ser lie Asn Thr Gly Pro Pro Asn Gin Trp Ala Ser Asp Leu Val Ser 

1O60 1065 1070 

Ser lie Trp Ser T^n Ala Asp Thr Lys Asn Ser Asn Met Gly Phe Trp 

1075 1080 1085 

Asp Asp Ala Val Lys Glu Val Gly Pro Arg Asn Ser Thr Asn Lys Asn 

1090 1095 1100 

Lys Asn Asn Ala Ser Leu Ser Lys Ser Val Gly Val Ser Asn Arg Gin 
1105 1110 1115 1120 

Asn Lys Lys Val Glu Glu Glu Glu Lys Leu Leu Lys Leu Phe Gin Gly 

1125 1130 1135 

Val Asn Lys Ala Gin Asp Gly Phe Thr Gin Trp Cys Glu Gin Met Leu. 

1140 1145 1150 

His Ala Leu Asn Thr Ala Asn Asn Leu Asp Val Pro Thr Phe Val Ser 

1155 1160 1165 

Phe Leu Lys Glu Val Glu Ser Pro Tyr Glu Val His Asp Tyr lie Arg 

1170 1175 1180 

Ala Tyr Leu Gly Asp Thr Ser Glu Ala Lys Glu Phe Ala Lys Gin Phe 
1185 1190 1195 1200 

Leu Glu Arg Arg Ala Lys Gin Lys Ala Asn Gin Gin Arg Gin Gin Gin 

1205 1210 1215 ' 

Gin Leu Pro Gin Gin Gin Gin Gin Pro Pro Gin Gin Pro Pro Gin Gin 

1220 1225 1230 

Pro Gin Gin Gin Asp Ser Val Trp Gly Met Asn His Ser Thr Leu His 

1235 1240 1245 

Ser Val Phe Gin Thr Asn Gin Ser Asn Asn Gin Gin Ser Asn Phe Glu 
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1250 1255 1260 

Ala Val Gin Ser Gly Lys Lys Lys Lys Lys Gin Lys Met Val Arg Ala 
1265 1270 1275 1280 

Asp Pro Ser Leu Leu Gly Phe Ser Val Asn Ala Ser Ser Glu Arg Leu 

1285 1290 1295 

Asn Met Gly Glu lie Glu Thr Leu Asp Asp Tyr 

1300 1305 1307 , 



<210> 3085 
<211> 1307 
<212> PRT 

<213> Homo sapiens 



<400> 3085 



Lvs 




lie 


Val 


Lvs 


lie 

«l» ^2 


Arcr 




Aro Met 


Ala 

*^ ill vl 


Ala Glu 


Thr Gin. Thr 

^AAim \7«JLwA^ X^X^ 


1 








5 








10 






15 


Leu 


Abti 


Phe 


Glv 


Pro 


Glu 




Leu 


Arcr Al a. 






Glv Glv Ser 








20 

mm 










25 






30 


lie 
AAV 








Pro 


XJ w W% 


Ser 




Tjeu 


Pro 


Tjva Tvr 


IjVS Lieu Ala 






35 










40 






45 




fas fc^ 


xyj. 






Glv 


Aror 


Glu 


Glu 


Mel" Tjeu 


Ala 


Leu Phe 


Xieu Lvs Acin 




50 










55 








60 




Asn 


Lvs 

J-l Jr O 


lie 

^5 


Pro 


Ser 

0 V A 


Aso 




Leu 


TjVS 


Glu 


Phe Leu 


Pro He Leu 


65 










70 








75 




80 


Gin 


Glu 


Glu 

\pil Wl» 


Pro 


Leu 


Pro 


Pro 


Leu 


Ala Leu 


Val 


Pro Phe 


Thr Glu Glu 










85 








90 






95 


Glu 


Qln 


Arci 


Asn 


Phe 


Ser 


Met 


Ser 


Val Asn 


Ser 


Ala Ala 


Val Leu Arcr 








100 










105 






110 


Leu 


Thr 


Gly 


Arcr 


Glv 


Glv 


Glv 


Glv 


Thr Val 


Val 


Gly Ala 


Pro Arcr Glv 






115 










120 






125 




Arcr 


Ser 


Ser 


Ser 


Arcr 


Gly 


Arcr 


Gly 


Arcr Glv 


Arcr 


Gly Glu 


Cys Gly Phe 




130 










135 








140 




Tyr 


Gin 


Arg 


Ser 


Phe 


Asp 


Glu 


Val 


Glu Gly 


Val 


Phe Gly 


Arg Gly Gly 


145 










150 








155 




160 


Gly 


Arg 


Glu 


Met 


His 


Arg 


Ser 


Gin 


Ser Trp 


Glu 


Glu Arg 


Gly Asp Arg 










165 








170 






175 


Arg 


Phe 


Glu 


Lys 


Pro 


Gly 


Arg 


Lys 


Asp Val 


Gly 


Arg Pro 


Asn Phe Glu 








leo 










185 






190 


Glu 


Gly 


Gly 


Pro 


Thr 


Ser 


Val 


Gly 


Arg Lys 


His 


Glu Phe 


lie Arg Ser 






195 










2O0 






205 




Glu 


Ser 


Glu 


Asn 


Trp 


Arg 


lie 


Phe 


Arg Glu 


Glu 


Gin Asn 


Gly Glu Asp 




210 










215 








220 




Glu 


Asp 


Gly 


Gly 


Trp 


Arg 


Leu 


Ala 


Gly Ser 


Arg 


Arg Asp 


Gly Glu Arg 


225 










230 








235 




240 


Trp 


Arg 


Pro 


His 


Ser 


Pro 


Asp 


Gly 


Pro Arg 


Ser 


Ala Gly 


Trp Arg Glu 










245 








250 






255 


His 


Met 


Glu 


Arg 


Arg 


Arg 


Arg 


Phe 


Glu Phe 


Asp 


Phe Arg 


Asp Arg Asp 








260 










265 






270 


Asp 


Glu 


Arg 


Gly 


Tyr 


Arg 


Arg 


Val 


Arg Ser 


Gly 


Ser Gly 


Ser lie Asp 






275 










280 






285 




Asp 


Asp 


Arg 


Asp 


Ser 


Leu 


Pro 


Glu 


Trp Cys 


Leu 


Glu Asp 


Ala Glu Glu 




290 










295 








300 




Glu 


Met 


Gly 


Thr 


Phe 


Asp 


Ser 


Ser 


Gly Ala 


Phe 


Leu Ser 


Leu Lys Lys 


305 










310 








315 




320 


Val 


Gin 


Lys 


Glu 


Pro 


He 


Pro 


Glu 


Glu Gin 


Glu 


Met Asp 


Phe Arg Pro 










325 








330 






335 


Val 


Asp 


Glu 


Gly 


Glu 


Glu 


Cys 


Ser 


Asp Ser 


Glu 


Gly Ser 


His Asn Glu 








340 










345 






350 


Glu 


Ala 


Lys 


Glu 


Pro 


Asp 


Lys 


Thr 


Asn Lys 


Lys 


Glu Gly 


Glu Lys Thr 






355 










360 






365 




Asp 


Arg 


Val 


Gly 


Val 


Glu 


Ala 


Ser 


Glu Glu 


Thr 


Pro Gin 


Thr Ser Ser 
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370 



ser Ser 


Ala 


Arg 


385 






Ser Gin 


Phe 


Glu 


Ala Glu 


Glu 


Glu 






420 


ser Arcf 


biy 


ASp 




435 




He Pro 


Ser 


Asp 


450 






Pro Asn 


Pro 


Ser 


465 






Ala Pro 


Gly 


Met 


Leu Lys 


His 


Leu 






500 


Asp Ser 


Ala 


Leu 




515 




Arg Ala 


Lys 


Gly 


530 






Trp Tyr 


Tyr 


Lys 


545 






Gin Glu 


Met 


Ala 


Leu Val 


Lys 


Arg 






580 


Met Lys 


Met 


Trp 




595 




Pro His 


Met 


Gly 


610 






Leu Thr 


Ala 


Leu 


625 






He Gin 


Gin 


Gin 


Leu Ser 


Ser 


Gin 






660 


Gin Thx 


Leu 


Lys 




675 




Thr Arg 


Ser 


Val 


690 






Pro Thr 


Ala 


Ser 


705 






Leu Pro 


Leu 


Asp 


Gin Leu 


Glu 


Lys 






740 


Ala Glu 


Met 


Arg 




755 




Glu Leu 


Arg 


Arg 


770 






Glu Arg 


Lys 


Arg 


785 






Glu Ala 


Leu 


Arg 


Arg Glu 


Glu 


Glu 






820 


Glu Glu 


Arg 


Arg 




835 




Leu Arg 


Lys 


Gin 


850 






Glu Ala 


Gin 


Arg 


865 






Ala Ala 


Arg 


Leu 







375 




Pro 


Gly Thr 


Pro 




390 






Arg 


Lys 


Asp 


Glu 


405 








Thr 


Arg 


Met 


Glu 


Glu 


Met 


Val 


Ala 








440 


Thr 


Ala 


Ser 


Pro 






455 




Pro 


Thr 


Leu 


Arg 




470 






Gly 


Ser 


Val 


Ser 


485 








Glu 


Gin 


Gin 


Ala 


Asp 


Asp 


Glu 


Arg 








520 


Val 


Ser 


He 


Pro 






535 




Asp 


Pro 


Gin 


Gly 




550 






Glu 


Trp 


Phe 


Gin 


565 








Ala 


Cys 


Asp 


Glu 


Gly 


Arg Val 


Pro 








600 


Glu 


Leu Asp 


Gin 






615 




Tyr 


Gin 


Met 


Gin 




630 






Tyr 


Ala 


Gin 


Val 


645 








Gin 


Gin 


Gin 


Gin 


Met 


Arg 


He 


Ser 








680 


Ser 


Val 


Pro 


Asp 




ft 


695 




Gin 


Pro 


Thr 


Val 




710 






Thr 


Thr Thr 


Pro 


725 








Ala 


Lys 


Ala 


Ala 


Ala 


Lys 


Arg 


Glu 








760 


Arg 


Gin 


Lys 


Gly 






775 




Arg 


Glu 


Glu 


Glu 




790 






Arg 


Gin Arg 


Glu 


805 








Glu 


Arg 


Gin 


Gin 


Arg 


Glu 


Glu 


Glu 








840 


Glu 


Glu 


Glu 


Ala 






855 




Arg 


Leu 


Glu 


Glu 




870 






Arg 


His 


Glu 


Glu 



380 



^3 ^^^^ TV 

oer A.sp 


XlJ-S 






395 




Pro Lys 


Thr 


Glu 


410 






Asn Ser 


Leu 


Pro 


425 






Asp Val 


Gin 


Gin 


Leu Leu 


He 


Leu 






460 


jrro va± 




JLiir 




475 




Thr Glu 


Pro 


Asp 


490 






Glu Lys 


Met 


Val 


505 






Leu Ala 


Ser 


Lys 


Leu Met 


* 

His 


Glu 






540 


Glu Xle 


Gin 


Gly 




555 




Ala Gly 


Tyr 


Phe 


570 






Ser Phe 


Gin 


Pro 


585 






Phe Ser 


Pro 


Gly 


Glu Arg 


Leu 


Thr 






620 


Hxs Leu 


Gin 


Tyr 




635 




Leu Ala 


Gin 


Gin 


650 






Leu Ala 


Leu 


Leu 


665 






Asp Gin 


Asn 


He 


Thr Gly 


Ser 


He 






700 


Trp Glu 


Gly 


Gly 




715 




Gly Pro 


Ala 


Leu 


730 






Lys Leu 


Glu 


Gin 


745 






Glu Glu 


Glu 


Arg 


He Leu 


Arg 


Arg 






780 






"Xg 




795 




Gin Glu 


He 


Ala 


810 






Gin Glu 


Glu 


Ala 


825 






Glu Arg 


Arg 


Lys 


Ala Lys 


Trp 


Ala 






860 


Asn Arg 


Leu 


Arg 




875 




Glu Glu 


Arg 


Lys 
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Ser Gin Glu Ala 

400 

Gin Thr Glu Lys 
415 

Ala Lys Val Pro 
430 

Pro Leu Ser Gin 
445 

Pro Pro Pro Val 

Pro Val Val Gly 

480 

Asp Glu Glu Gly 
495 

Ala Tyr Leu Gin 
510 

Leu Gin Glu His 

525 

Ala Met Gin Lys 

Pro Phe Asn Asn 

560 

Thr Met Ser Leu 
575 

Leu Gly Asp He 

590 

Pro Ala Pro Pro 
605 

Arg Gin Gin Glu 

Gin Gin Phe Leu 

640 

Gin Lys Ala Ala 
655 

Leu Gin Gin Phe 
670 

He Pro Ser Val 
685 

Trp Glu Leu Gin 

Ser Val Trp Asp 

720 

Glu Gin Leu Gin 

735 

Glu Arg Arg Glu 

750 

Lys Arg Gin Glu 
765 

Gin Gin Glu Glu 

Arg Lys Gin Glu 

800 

Leu Arg Arg Gin 
815 

Leu Arg Arg Leu 
830 

Gin Glu Glu Leu 
845 

Arg Glu Glu Glu 

Met Glu Glu Glu 

880 

Arg Lys Glu Leu 
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885 890 895 

Gl\i Val Gin Arg Gin Lys Glu Leu Met Arg Gin Arg Gin Gin Gin Gin 

900 905 910 

Glu Ala Leu Arg Arg Leu Gin Gin Gin Gin Gin Gin Gin Gin Leu Ala 

915 920 925 

Gin Met Lys Leu Pro Ser Ser Ser Thr Trp Gly Gin Gin Ser Asn Thr 

930 935 940 

Thr Ala Cys Gin Ser Gin Ala Thr Leu Ser Leu Ala Glu lie Gin Lys 
945 950 955 960 

Leu Glu Glu Glu Arg Glu Arg Gin Leu Arg Glu Glu Gin Arg Arg Gin 

965 970 975 

Gin Arg Glu Leu Met Lys Ala Leu Gin Gin Gin Gin Gin Gin Gin Gin 

980 985 990 

Gin Lys Leu Ser Gly Trp Gly Asn Val Ser Lys Pro Ser Gly Thr Thr 

995 1000 1005 

Lys Ser Leu Leu Glu lie Gin Gin Glu Glu Ala Arg Gin Met Gin Lys 

1010 1015 1020 

Gin Gin Gin Gin Gin Gin Gin His Gin Gin Pro Asn Arg Ala Arg Asn 
102 5 1030 1035 1040 

Asn Thr His Ser Asn Leu His Thr Ser He Gly Asn Ser Val Trp Gly 

1045 1050 1055 

Ser He Asn Thr Gly Pro Pro Asn Gin Trp Ala Ser Asp Leu Val Ser 

1060 1065 1070 

Ser He Trp Ser Asn Ala Asp Thr Lys Asn Ser Asn Met Gly Phe Trp 

1075 1080 1085 

Asp Asp Ala Val Lys Glu Val Gly Pro Arg Asn Ser Thr Asn Lys Asn 

1090 1095 1100 

Lys Asn Asn Ala Ser Leu Ser Lys Ser Val Gly Val Ser Asn Arg Gin 
1105 1110 1115 1120 

Asn Lys Lys Val Glu Glu Glu Glu Lys Leu Leu Lys Leu Phe Gin Gly 

1125 1130 1135 

Val Asn Lys Ala Gin Asp Gly Phe Thr Gin Trp Cys Glu Gin Met Leu 

1140 1145 1150 

His Ala Leu Asn Thr Ala Asn Asn Leu Asp Val Pro Thr Phe Val Ser 

1155 1160 1165 

Phe Leu Lys Glu Val Glu Ser Pro Tyr Glu Val His Asp Tyr He Arg 

1170 1175 1180 

Ala Tyr Leu Gly Asp Thr Ser Glu Ala Lys Glu Phe Ala Lys Gin Phe 
1185 1190 1195 1200 

Leu Glu Arg Arg Ala Lys Gin Lys Ala Asn Gin Gin Arg Gin Gin Gin 

1205 1210 1215 

Gin Leu Pro Gin Gin Gin Gin Gin Pro Pro Gin Gin Pro Pro Gin Gin 

1220 1225 1230 

Pro Gin Gin Gin Asp Ser Val Trp Gly Met Asn His Ser Thr Leu His 

1235 1240 1245 

Ser Val Phe Gin Thr Asn Gin Ser Asn Asn Gin Gin Ser Asn Phe Glu 
1250 1255 1260 

Ala Val Gin Ser Gly Lys Lys Lys Lys Lys Gin Lys Met Val Arg Ala 
12S5 1270 1275 1280 

Asp Pro Ser Leu Leu Gly Phe Ser Val Asn Ala Ser Ser Glu Arg Leu 

1285 1290 1295 

Asn Met Gly Glu He Glu Thr Leu Asp Asp Tyr 

1300 1305 1307 



<210> 3086 

<211> 219 

<212> PRT 

<213> Homo sapiens 



<400> 3086 

Leu His Pro Ala Ala Thr Ser Thr Ala Trp Leu His Val Pro Pro Gly 
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1 








5 






Leu 


Ser 


Met 


Ala 
20 


Leu 


Ser 


Trp Val 


Leu 


Leu 


Glu 
35 


Ala 


Gin 


lie 


Pro Leu 

40 


He 


Thr 
50 


Asn 


Ala 


Thr 


Leu 


Asp Arg 
55 


Ala 


Ser 


Ala 


Phe 


Arg 


Asn 


Glu Glu 


65 










70 




Gin 


Ala 


Thr 


Phe 


Phe 

85 


Tyr 


Phe Thr 


Phe 


Leu 


Arg 


Glu 
100 


Tyr 


Gin 


Thr Arg 


Thr 


Tyr 


Leu 
115 


Asn 


Val 


Gin 


Arg Glu 
12 0 


Gly 


Gly 
130 


Gin 


Glu 


His 


Phe 


Ala His 
135 


Thr 


Tyr 


Met 


Leu 


Ala 


Phe 


Asp Val 


145 










150 




Ser 


Val 


Tyr 


Ala 


Asp 

JL w w 


Lys 


Pro Glu 


Phe 


Tyr 


Glu 


Ala 
180 


Leu 


Asp 


Cys Leu 


Tyr 


Thr 


Asp 
195 


Trp 


Lys 


Lys 


Asp Lys 
200 


Glu 


Lys 
210 


Glu 


Arg 


Lys 


Gin 


Glu Glu 
215 



10 










15 




Leu Thr 


Val 


Leu 


Ser 


Leu 


Leu 


Pro 


25 








30 






Cys Ala 


Asn 


Leu 


Val 


Pro 


Val 


Pro 








45 








He Thr 


Gly 


Lys 


Trp 


Phe 


Tyr 


He 






60 










Tyr Asn 


Lys 


Ser 


Val 


Gin 


Glu 


He 




75 










80 


Pro Asn 


Lys 


Thr 


Glu 


Asp 


Thr 


He 


90 










95 




Gin Asp 


Gin 


Cys 


He 


Tyr 


Asn 


Thr 


105 








110 






Asn Gly 


Thr 


He 


Ser 


Arg 


Tyr 


Val 








125 








Leu Leu 


He 


Leu 


Arg 


Asp 


Thr 


Lys 






140 










Asn Asp 


Glu 


Lys 


Asn 


Tro 


Gly 


Leu 




155 










160 


Thr Thr 


Lys 


Glu 


Gin 


Leu 


Gly 


Glu 


170 










175 




Arg lie 


Pro 


Lys 


Ser 


Asp 


Val 


Val 


185 








190 






Cys Glu 


Pro 


Leu 


Glu 


Lys 


Gin 


His 



205 

Gly Glu Ser 
219 
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<211> 525 

<212> PRT 

<213> Homo sapiens 





<400> 3087 


Cys 


Thr Pro Val 


1 




Phe 


Thr Asp Asp 




20 


Ser 


Val Val Arg 




35 


Ala 


Lys He He 




50 


Leu 


Glu Arg Glu 


65 




Val 


Arg Leu His 


Phe 


Asp Leu Val 




100 


Glu 


Tyr Tyr Ser 




lis 


Glu 


Ser Val Asn 




130 


Lys 


Pro Glu Asn 


145 




Lys 


Leu Ala Asp 


Ala 


Trp Phe Gly 




180 


Leu 


Arg Lys Asp 




195 


Val 


He Leu Tyr 



Ala Arg Ser Met 
5 

Tyr Gin Leu Phe 

Arg Cys Val Lys 

4.0 

Asn Thr Lys Lys 
55 

Ala Arg He Cys 
70 

Asp Ser He Ser 
85 

Thr Gly Gly Glu 

Glu Ala Asp Ala 

12 0 

His He His Gin 
135 

Leu Leu Leu Ala 
150 

Phe Gly Leu Ala 

165 

Phe Ala Gly Thr 

Pro Tyr Gly Lys 

200 

He Leu Leu Val 



Ala- Thr 


Thr 


Ala 




10 






Glu 


Glu 


Leu 


Gly 


25 








Lys 


Thr 


Ser 


Thr 


Leu 


Ser 


Ala 


Arg 








60 


Arg Leu 


Leu 


Lys 






75 




Glu 


Glu 


Gly 


Phe 




90 






Leu 


Phe 


Glu 


Asp 


105 








Ser 


His 


Cys 


He 


His 


Asp 


He 


Val 








140 


Ser Lys 


Cys 


Lys 






155 




He 


Glu 


Val 


Gin 




170 






Pro 


Gly 


Tyr 


Leu 


185 








Pro 


Val 


Asp 


He 


Gly Tyr 


Pro 


Pro 



Thr 


Cys 


Thr 


Arg 






15 




Lys 


Gly 


Ala 


Phe 




30 






Gin 


Glu 


Tyr 


Ala 


45 








Asp 


His 


Gin 


Lys 


His 


Pro 


Asn 


He 








80 


His 


Tyr 


Leu 


Val 






95 




He 


Val 


Ala 


Arg 




110 






His 


Gin 


He 


Leu 


125 








His 


Arg 


Asp 


Leu 


Gly 


Ala 


Ala 


Val 








160 


Gly 


Glu 


Gin 


Gin 






175 




Ser 


Pro 


Glu 


Val 




190 






Trp 


Ala 


Cys 


Gly 


205 








Phe 


T3T> 


Asp 


Glu 
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210 










215 










220 










Asp 


Gin 


His 


Lys 


Leu 


Tyr 


Gin 


Gin 


He 


Lys 


Ala 


Gly 


Ala 


Tyr 


Asp 


Phe 


225 










230 










235 










240 


Pro 


Ser 


Pro 


Glu 


Trp 


Asp 


Thr 


Val 


Thr 


Pro 


Glu 


Ala 


Lys 


Asn 


Leu 


He 










245 










250 










255 




Asn, 


Gin 


Met 


Leu 


Thr 


He 


Asn 


Pro 


Ala 


Lys 


Arg 


He 


Thr 


Ala 


Asp 


Gin 






■ 


260 










265 










270 






Ala 


Leu 


Lys 


His 


Pro 


Trp 


Val 


Cys 


Gin 


Arg 


Ser 


Thr 


Val 


Ala 


Ser 


Met 






275 










280 










285 








Met 


His 


Arg 


Gin 


Glu 


Thr 


Val 


Glu 


Cys 


Leu 


Arg 


Lys 


Phe 


Asn 


Ala 


Arg 




290 










295 










300 










Arg 


Lys 


Leu 


Lys 


Gly 


Ala 


He 


Leu 


Thr 


Thr 


Met 


Leu 


Val 


Ser 


Arg 


Asn 


305 










310 










315 










320 


Phe 


Ser 


Ala 


Ala 


Lys 


Ser 


Leu 


Leu 


Asn 


Lys 


Lys 


Ser 


Asp 


Gly 


Gly 


Val 










325 










330 










335 




Lys 


Pro 


Gin 


Ser 


Asn 


Asn 


Lys 


Asn 


Ser 


Leu 


Val 


Ser 


Pro 


Ala 


Gin 


Glu 








340 










345 










350 






Pro 


Ma 


Pro 


Leu 


Gin 


Thr 


Ala 


Met 


Glu 


Pro 


Gin 


Thr 


Thr 


Val 


Val 


His 






355 










360 










365 








Asn 


Ala 


Thr 


Asp 


Gly 


He 


Lys 


Gly 


Ser 


Thr 


Glu 


Ser 


Cys 


Asn 


Thr 


Thr 




370 










375 










380 










Thr 


Glu 


Asp 


Glu 


Asp 


Leu 


Lys 


Val 


Arg 


Lys 


Gin 


Glu 


He 


He 


Lys 


He 


385 










390 










395 










400 


Thr 


Glu 


Gin 


Leu 


He 


Glu 


Ala 


He 


Asn 


Asn 


Gly 


Asp 


Phe 


Glu 


Ala 


Tyr 










405 










410 










415 




Thr 


Lys 


He 


Cys 


Asp 


Pro 


Gly 


Leu 


Thr 


Ser 


Phe 


Glu 


Pro 


Glu 


Ala 


Leu 








420 










425 










430 






Gly 


Asn 


Leu 


Val 


Glu 


Gly 


Met 


Asp 


Phe 


His 


Lys 


Phe 


Tyr 


Phe 


Glu 


Asn 






435 










440 










445 








Leu 


Leu 


Ser 


Lys 


Asn 


Ser 


Lys 


Pro 


He 


His 


Thr 


Thr 


He 


Leu 


Asn 


Pro 




450 










455 










460 










His 


Val 


His 


Val 


lie 


Gly 


Glu 


Asp 


Ala 


Ala 


Cys 


He 


Ala 


Tyr 


He 


Arg 


465 










470 










475 










480 


Leu 


Thr 


Gin 


Tyr 


He 


Asp 


Gly 


Gin 


Gly 


Arg 


Pro 


Arg 


Thr 


Ser 


Gin 


Ser 










485 










490 










495 




Glu 


Glu 


Thr 


Arg 


Val 


Trp 


His 


Arg 


Arg 


Asp 


Gly 


Lys 


Trp 


Leu 


Asn 


Val 








500 










505 










510 






His 


Tyr 


His 


Cys 


Ser 


Gly 
* 


Ala 


Pro 


Ala 


Ala 


Pro 


Leu 


Gin 












515 










529 










525 










<2io> : 


3088 




























<2ii> : 


342 




























<212> ] 


PRT 




























<213> Homo 


sapiens 
























<400> ; 


3088 


























Ser 


Ser 


Val 


Ala 


Glu 


Phe 


Pro 


Glu 


Arg 


Val 


Gin 


Leu 


Ser 


Gin 


Pro 


Gin 


1 








5 










10 










15 




Asn 


Trp 


Asn 


Phe 


Ser 


Gly 


Ala 


Gly 


Gly 


Ala 


Trp 


Ser 


Leu 


Asp 


Phe 


Ala 








20 










25 










30 






Glu 


Gin 


Leu 


Lys 


Trp 


Ser 


Ala 


Glu 


Leu 


Ala 


Arg 


Leu 


Gly 


Glu 


Ser 


He 






35 










40 










45 








Met 


Asp 


Gly 


Lys 


Gin 


Gly 


Gly 


Met 


Asp 


Gly 


Ser 


Lys 


Pro 


Ala 


Gly 


Pro 




50 










55 










60 










Arg 


Asp 


Phe 


Pro 


Gly 


He 


Arg 


Leu 


Leu 


Ser 


Asn 


Pro 


Leu 


Met 


Gly 


Asp 


65 








* 


70 










75 










80 


Ala 


Val 


Ser 


Asp 


Trp 


Ser 


Pro 


Met 


His 


Glu 


Ala 


Ala 


He 


His 


Gly 


His 










85 










90 










95 




Gin 


Leu 


Ser 


Leu 


Arg 


Asn 


Leu 


He 


Ser 


Gin 


Gly 


Trp 


Ala 


Val 


Asn 


He 








100 










105 










110 






He 


Thr 


Ala 


Asp 


His 


Val 


Ser 


Pro 


Leu 


His 


Glu 


Ala 


Cys 


Leu 


Gly 


Gly 
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lis 










120 






125 








His 


Leu 


Ser 


Cys 


Val 


Lys 


He 


Leu 


Leu 


Lys 


His Gly Ala 


Gin 


Val 


Asn 




130 










135 








140 








Gly 


Val 


Thr 


Ala 


Asp 


Trp 


His 


Thr 


Pro 


Leu 


Phe Asn Ala 


Cys 


Val 


Ser 


145 










150 










155 






160 


Gly 


Ser 


Trp 


Asp 


Cys 


Val 


Asn 


Leu 


Leu 


Leu 


Gin His Gly 


Ala 


Ser 


Val 










165 










170 






175 




Gin 


Pro 


Glu 


Ser 


Asp 


Leu 


Ala 


Ser 


Pro 


He 


His Glu Ala 


Ala 


Arg Arg 








180 










185 






190 






Gly 


His 


Val 


Glu 


Cys 


Val 


Asn 


Ser 


Leu 


He 


Ala Tyr Gly 


Gly 


Asn 


He 




. 


195 










20O 






205 








Asp 


His 


Lys 


He 


Ser 


His 


Leu 


Gly 


Thr 


Pro 


Leu Tyr Leu 


Ala 


Cys 


Glu 




210 










215 








220 








Asn 


Gin 


6ln 


Arg 


Ala 


Cys 


Val 


Lys 


Lys 


Leu 


Leu Glu Ser 


Gly 


Ala 


Asp 


225 










230 










235 






240 


Val 


Asn 


Gin 


Gly 


Lys 


Gly 


61n 


Asp 


Ser 


Pro 


Leu His Ala 


Val 


Ala 


Arg 










245 










250 






255 




Thx 


Ala 


Ser 


Glu 


Glu 


Leu 


Ala 


Cys 


Leu 


Leu 


Met Asp Phe 


Gly 


Ala 


Asp 








260 










265 






270 






Thr 


Gin 


Ala 


Lys 


Asn 


Ala 


Olu 


Gly 


Lys Arg 


Pro Val Glu 


Leu 


Val 


Pro 






275 










280 






285 








Pro 


Glu 


Ser 


Pro 


Leu 


Ala 


Gin 


Leu 


Phe 


Leu 


Glu Arg Glu 


Gly 


Pro 


Pro 




290 










295 








300 








Ser 


Leu 


Met 


Gin 


Leu 


Cys 


Arg 


Leu 


Arg 


He 


Arg Lys Cys 


Phe 


Gly 


He 


305 










310 










315 






320 


Gin 


Gin 


His 


His 


Lys 


He 


Thr 


Lys 


Leu 


Val 


Leu Pro Glu 


Asp 


Leu 


Lys 










325 










330 






335 




Gin 


Phe 


Leu 


Leu 


His 


Leu 






« 













340 342 



<210> 3089 
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<212> PRT 

<213> Homo sapiens 



<400> 3089 



Asp 


Met 


Ala 


Gly 


Leu 


Met 


Thr 


He 


Val 


Thr 


Ser 


Leu 


Leu 


Phe 


Leu 


Gly 


1 








5 










10 










15 




Val 


Cys 


Ala 


His 


His 


He 


He 


Pro 


Thr Gly 


Ser 


Val 


Val 


Leu 


Pro 


Ser 








20 










25 










30 






Pro 


Cys 


Cys 


Met 


Phe 


Phe 


Val 


Ser 


Lys 


Arg 


He 


Pro 


Glu 


Asn 


Arg 


Val 






35 










40 










45 








Val 


Ser 


Tyr 


Gin 


Leu 


Ser 


Ser 


Arg 


Ser 


Thr 


Cys 


Leu 


Lys 


Ala 


Gly Val 




50 










55 










60 










He 


Phe 


Thr 


Thr 


Lys 


Lys 


Gly 


Gin 


Gin 


Phe 


Cys 


Gly Asp 


Pro 


Lys 


Gin 


65 










70 










75 










80 


Glu 


Trp 


Val 


Gin 


Arg 


Tyr 


Met 


Lys 


Asn 


Leu 


Asp 


Ala 


Lys 


Gin 


Lys 


Lys 










85 










90 










95 




Ala 


Ser 


Pro 


Arg 


Ala 


Arg 


Ala 


Val 


Ala 


Val 


Lys 


Gly 


Pro 


Val 


Gin 


Arg 








100 










105 










110 






Tyr 


Pro 


Gly 


Asn 


Gin 


Thr 


Thr 


Cys 



















115 120 
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<212> PRT 

<213> Homo sapiens 
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<400> 3090 
Leu Met Glu Ala 
1 

Thr Met Val Leu 

20 

Arg Phe Leu Ser 
35 

Ser Trp Asp Val 
50 

lie Arg Ala Val 
65 

Cys Val Glu Phe 

Val Tyr Ser Leu 

100 

Leu Ala Glu Arg 
115 

Pro Ala lie Thr 
130 

lie Thr Ser Val 
145 

Lys Asp Leu Leu 

Leu Thr Asp Asn 

180 

Lys His Leu Asp 
195 

Gly Ser Glu Val 
210 

Ser Ala Thr Val 
225 

Asn Cys Glu Glu 

His Val Glu Val 

260 

Arg lie Gly Ala 
275 

Val Ser Lys Gin 
290 

Pro Val Gin Ser 

305 

Cys Thr Ala Ala 

Pro Gin Ala Ala 

340 

Gly Cys His Lys 
355 

Thr Lys Ser Glu 
370 

Leu Leu Ser Lys 
385 

Thr Glu Pro Lys 

Glu Asn Arg Leu 

420 

Glu Cys Leu Pro 
435 

Asn Pro Pro Glu 
450 

Asp Val Ser Asn 
465 

Pro Asn Asn Cys 
Arg Ser Gin Asn 



Gly Gly 


Gly 


Gly 


5 








Thr 


Leu 


Gly 


Glu 


Leu 


Ser 


Ala 


Ala 








40 


Glu Arg 


vai 


TV 1 -» 

A±a 






55 




Ser 


His 


Thr 


Asp 




70 






Asp Gly 


Glu 


Ser 


85 








Leu Arg 


Arg 


Ala 


Lys 


Ser 


Pro 


Glu 








120 


Tyr Lys 


Pro 


Leu 






135 




Arg 


Phe 


Leu 


Gly 




150 






Lys 


Pro 


He 


Gin 


165 








Gin 


He 


Val 


Ser 


Glu 


Ser 


His 


Leu 








200 


Lys 


lie 


Tyr 


Ser 






215 




Val 


Asn 


Gly 


Asn 




230 






He 


Pro 


Ala 


Leu 


245 








Val 


His 


Asp 


Asn 


Val 


Lys 


Arg 


Lys 








280 


Ala Lys 


Ser 


Cys 






295 




Val 


Pro 


Thr 


Thr 




310 






Thr 


Pro 


Pro 


Ser 


325 








Asn 


Ser 


Pro 


Pro 


Gin 


Ser 


Leu 


Pro 








360 


Ala 


Leu 


Arg 


Thr 






375 




Ser 


Ser 


Gin 


He 




390 






Gly Ser 


Cys 


Thr 


405 








Glu 


Ser 


Val 


Pro 


Thr 


Lys 


Ala 


Ser 








440 


Leu 


Gin 


Lys 


His 






455 




Ala 


Pro 


Glu 


Val 




470 






Ser 


Gly 


Lys 


Lys 



485. 

Leu Lys Glu Ser 



Gly Ala Leu Pro 
10 

Ser Trp Pro Val 
25 

Asp Gly Ser Asp 

Glu Trp Pro Trp 

60 

Val Thr Lys Lys 

75 

Trp Arg Lys Arg 
90 



Phe Leu Val Glu 
105 



He 


Ser 


Glu 


Arg 


Leu Asp 




Ala 








140 


Asp 


Gin 


Gin 


Aro 






155 




Asp Val 








170 






Lys 


Glu 






185 








Leu 


Lys 


Gly 


Asp 


Leu Asp 












220 


Pro 


Ala 










235 




Lys 


He 


Val 


As 13 




250 






Leu 


Val 


Thr 


Cvs 


265 








Ser 


Ser 


Glu 


Asn 


Ser 


Glu 


Ala 


Ser 








300 


Val 


Phe 


Lys 


Glu 






315 




Lys Asp 


Pro 


Arg 




330 






Asn 


Leu 


Gly 


Ala 


345 








Glu 


Glu 


He 


Ser 


Lys 


Pro 


Asp 


Val 








380 


Gly Thr 


Gly 


Asp 






395 




Gin 


Pro 


Lys 


Thr 




410 






Gin 


Ala 


Leu 


Thr 


425 








Ser 


Lys 


Ala 


Glu 


Leu 


Glu 


His 


Ala 








460 


Lys 


Ala 


Gly 


Val 






475 




Val 


Glu 


Pro 


Ser 




490 






Ser 


Val 


Lys 


Val 



Ala Gly Val Glu 
15 

Leu Val Gly Arg 
30 

Gly Ser His Asp 
45 

Leu Ser Gly Thr 

Asp Leu Lys Val 

80 

Arg Trp He Glu 
95 

His Asn Leu Val 

110 

He Val Gin Trp 

125 

Gly Leu Gly Ser 

Val Phe Leu Ser 

160 

Leu Arg Leu Ser 
175 

Ala Leu He Val 
190 

Lys Asn Leu Val 
205 

Thr Gin Trp Phe 

Thr Leu Gin Val 

240 

Pro Ser Leu He 
255 

Gly Asn Ser Ala 
270 

TVsn Gly Thr Leu 
285 

Pro Ser Met Cys 

He Leu Leu Gly 

320 

Gin Gin Ser Thr 
335 

Lys He Pro Gin 

350 

Ser Cys Leu Aan 
365 

Cys Lys Ala Gly 

Leu Lys He Leu 

40O 

Asn Thr Asp Gin 
415 

Gly Leu Pro Lys 

430 

Leu Glu He Ala 
445 

Pro Ser Pro Ser 

Asn Ser Asp Ser 

480 

Ala Leu Ala Cys 
495 

Asp Asn Glu Ser 
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500 






505 


Cys 


Cys 


Ser 


Arg 


Ser 


Asn Asn Lys 


He 






515 






520 




Ser 


Val 


Leu 


Thr 


Asp 


Pro Ala Lys 


Leu 




530 








535 




Glu 


Ala 


Phe 


Val 


Gin Asp Asp Ser 


Cys 


545 










550 




Pro 


Lys 


Cys 


Arg 


Glu 


Cys Arg Leu 


Asp 










565 






Gin 


Gin 


Lys 


Asp 


Ser 


Pro Val Phe 


Cys 








580 






585 


Leu 


Gin 


Phe Asn Lys His Gly Val 


Leu 






595 






600 




Pro 


Asn 


Lys 


Tyr Asp Asn Glu Ala 


He 




610 








615 




Lys 


Asn 


Val 


Val 


Gly He Asp Leu 


Asp 
* 


625 










630 




Asxi 


He 


Gly Asp His 


Phe Cys Gin 


Met 










645 






Met 


Ser 




He 


Glu 


Pro His Arg 


Gin 








660 






665 


Lys 


Gly 


Val 
V ax 


Arg 


Glu 


Met Cys Asp 


Val 












680 




Leu 


His 




Val 


Cys 


Pro Arg Cys 


Glv 




690 








695 




Tyr 


Arg 


Met 


Lys 


Arg 


Lys Asn Cys 


Gin 


705 










710 




Phe 


Ser 


Tim 


Leu 


Lys 


Cys Val Lys 


Ser 










725 






Leu 


Met 




Thr 


Gin 


He He Pro 


Glv 








740 






745 


ASD 


lie 


Val 


His 


Ser Val Arg Ala 


Lvs 






755 






760 




Pro 


Cys 


Ser 


Asn Arg 


Gin Phe Lys 


Leu 




770 








775 




Glu 


Asp 


Leu 


Lys^ 


Gin 


Thr Ser Leu 


Ala 


785 










790 




Ala 


Val 


Leu 


Gin 


Gin 


Asn Pro Ser 


Val 










805 






Gly 


Glu 


Ala 


Ala 


Ser 


Lys Pro Ala 


Gly 








820 






825 


Ala 


Ser 


Thr 


Ser 


Pro 


Leu Asn Trp 


Leu 






835 






840 




Val 


Asn 


Lys 


Glu 


Asn 


Lys Glu Lys 


Gin 




850 








855 




Ash 


Glu 


He 


Lys 


Cys 


Leu Pro Pro 


Leu 


865 










870 




Thr 


Val 


Leu 


His 


Thr 


Phe Asn Ser 


Thr 










885 






Ash 


Asn 


Ser 


Gly 


Phe 


Leu Arg Asn 


Leu 








900 






905 


Thr 


Glu 


Asn 


Gly 


Leu 


Lys Asn Thr 


Pro 






915 






920 




Ala 


Ser 


Leu 


Val 


Gin 


Asn Lys Thr 


Thr 




930 








935 




Gin 


Gly 


Leu 


Thr 


He 


Lys Pro Ser 


He 


945 










950 




Tyr 


Trp 

IT 


Leu 


Cys 


Asp Asn Arg Leu 


Leu 










965 






Lys 


Ser 


Asn 


Trp 


Asn 


Val Phe Arg 


Glu 








980 






985 


Val 


Met 


Val 


Ser 


Gly Val His His 


Lys 






995 






1000 




Pro 


Glu 


Ser 


Phe 


Arg 


Lys Glu Phe 


Gly 
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510 



Glxi 


Asn 


Ala 


Pro 


Ser 


Arg 


Lys 








525 








Lys 


Lys 


Leu 


Gin 


Gin 


Ser 


Gly 






540 










Val 


Asn 


He 


Val 


Ala 


Gin 


Leu 




555 










560 


Ser 


Leu 


Arg 


Lys 


Asp 


Lys 


Glu 


570 










575 




Arg 


Phe 


Phe 


His 


Phe 


Arg 


Arg 










590 






Arg 


Val 


Glu 


Gly 


Phe 


Leu 


Thr 








605 








Gly 


Leu 


Trp 


Leu 


Pro 


Leu 


Thr 






620 










Thr 


Ala 


Lys 


Tyr 


He 


Leu 


Ala 




635 










640 


Val 


He 


Ser 


Glu 


Lys 
* 


Glu 


Ala 


650 










655 




Val 


Ala 


Trp 


Lvs 


Arcr 


Ala 


Val 










670 






Cys 
* 


Asp 


Thr 


Thr 


He 


Phe 


Asn 








685 








Phe 


Gly 


Val 


Cvs 


Val 


ASD 


Cvs 






700 










Gin 


Gly 


Ala 


Ala 


Tvr 




Thr 




715 










720 


Gin 


He 


His 


Glu 


Pro 


Glu 


Asn 


730 










735 




Lys 


Ala 


Leu 


Tvr 

J. jr J. 


Asp 


Val 


Glv 










750 






Trp 


Gly 


He 


Lvs 

J; 


Ala 


Asn 


Cvs 








765 








Phe 


Ser 


Lvs 


Pro 


Ala 


Ser 


Lvs 






780 










Gly 


Glu 


Lvs 


Pro 


Thr 


Leu 


Gly 




795 










800 


Leu 


Glu 


Pro 


Ala 


Ala 


Val 


Gly 


810 










815 




Ser 


Met 


Lvs 


Pro 


Ala 


Cvs 


Pro 










830 






Ala 


Asp 


Leu 


Thr 


Ser 


Gly 


Asn 








845 








Pro 


Thr 


Met 


Pro 


He 


Leu 


Lys 






860 










Pro 


Pro 


Leu 


Ser 


Lys 


Ser 


Ser 




875 










880 


He 


Leu 


Thr 


Pro 


Val 


Ser 


Asn 


890 










895 




Leu 


Asn 


Ser 


Ser 


Thr 


Gly 


Lys 










910 






Lys 


He 


Leu 


Asp 


Asp 


He 


Phe 








925 








Ser 


Asp 


Leu 


Ser 


Lys 


Arg 


Pro 






940 










Leu 


Gly 


Phe 


Asp 


Thr 


Pro 


His 




955 










960 


Cys 


Leu 


Gin 


Asp 


Pro 


Asn 


Asn 


970 










975 




Cys 


Trp 


Lys 


Gin 


Gly 


Gin 


Pro 






• 




990 






Leu 


Asn 


Ser 


Glu 


Leu 


Trp 


Lys 






1005 








Glu 


Gin 


Glu 


Val 


Asp 


Leu 


Val 
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1010 lOiS 1020 

Asn Cys Arg Thr Asn Glu lie lie Thr Gly Ala Thr Val Gly Asp Phe 
1025 1030 1035 1040 

Trp Asp Gly Phe Glu Asp Val Pro Asn Arg Leu Lys Asn Glu Lys Glu 

1045 1050 1055 

Pro Met Val Leu Lys Leu Lys Asp Trp Pro Pro Gly Glu Asp Phe Arg 

1060 1065 1070 

Asp Met Met Pro Ser Arg Phe Asp Asp Leu Met Ala Asn lie Pro Leu 

1075 1080 1085 

Pro Glu Tyr Thr Arg Arg Asp Gly Lys Leu Asn Leu Ala Ser Arg Leu 

1090 1095 1100 

Pro Asn Tyr Phe Val Arg Pro Asp Leu Gly Pro Lys Met Tyr Asn Ala 
1105 1110 1115 1120 

Tyr Gly Leu lie Thr Pro Glu Asp Arg Lys Tyr Gly Thr Thr Asn Leu 

1125 1130 1135 

His Leu Asp Val Ser Asp Ala Ala Asn Val Met Val Tyr Val Gly He 

1140 1145 1150 

Pro Lys Gly Gin Cys Glu Gin Glu Glu Glu Val Leu Lys Thr lie Gin 

1155 1160 1165 

Asp Gly Asp Ser Asp Glu Leu Thr He Lys Arg Phe He Glu Gly Lys 

1170 1175 1180 

Glu Lys Pro Gly Ala Leu Trp His He Tyr Ala Ala Lys Asp Thr Glu 
1185 1190 1195 1200 

Lys He Arg Glu Phe Leu Lys Lys Val Ser Glu Glu Gin Gly Gin Glu 

1205 1210 1215 

Asn Pro Ala Asp His Asp Pro He His Asp Gin Ser Trp Tyr Leu Asp 

1220 1225 1230 

Arg Ser Leu Arg Lys Arg Leu His Gin Glu Tyr Gly Val Gin Gly Trp 

1235 1240 1245 

Ala He Val Gin Phe Leu Gly Asp Val Val Phe He Pro Ala Gly Ala 

1250 1255 1260 

Pro His Gin Val His Asn Leu Tyr Ser Cys He Lys Val Ala Glu Asp 
X265 1270 1275 1280 

Phe Val Ser Pro Glu His Val Lys His Cys Phe Trp Leu Thr Gin Glu 

1285 1290 1295 

Phe Arg Tyr Leu Ser Gin Thr His Thr Asn His Glu Asp Lys Leu Gin 

1300 1305 1310 

Val Lys Asn Val He Tyr His Ala Val Lys Asp Ala Val Ala Met Leu 

1315 1320 1325 

Lys Ala Ser Glu Ser Ser Phe Gly Lys Pro 
1330 1335 1338 



<210> 3091 

<211> 580 

<212> PRT 

<213> Homo sapiens 



<400> 3091 



Lys 


Arg 


Gly 


Ala 


Arg 


Arg 


Gly 


Gly 


Trp 


Lys 


Arg 


Lys 


Met 


Pro 


Ser 


Thr 


1 








5 










10 










15 




Asp 


Leu 


Leu 


Met 


Leu 


Lys 


Ala 


Phe 


Glu 


Pro 


Tyr 


Leu 


Glu 


He 


Leu 


Glu 








20 










25 










30 






Val 


Tyr 


Ser 


Thr 


Lys 


Ala 


Lys 


Asn 


Tyr 


Val 


Asn 


Gly 


His 


Cys 


Thr 


Lys 






35 










40 










45 








Tyr 


Glu 


Pro 


Trp 


Gin 


Leu 


He 


Ala 


Trp 


Ser 


Val 


Val 


Trp 


Thr 


Leu 


Leu 




50 










55 










60 










He 


Val 


Trp 


Gly 


Tyr 


Glu 


Phe 


Val 


Phe 


Gin 


Pro 


Glu 


Ser 


Leu 


Trp 


Ser 


65 










70 










75 










80 


Arg 


Phe 


Lys 


Lys 


Lys 


Cys 


Phe 


Lys 


Leu 


Thr 


Arg 


Lys 


Met 


Pro 


He 


He 










85 










90 










95 




Gly 


Arg 


Lys 


He 


Gin 


Asp 


Lys 


Leu 


Asn 


Lys 


Thr 


Lys 


Asp Asp 


He 


Ser 
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Lys 


— - - 

Asn 


Met 


Ser 






115 




pro 


Ser 


Gin 


Gly 




130 






Tyr 


Ser 


Ser 


Met 


145 








Val 


Tyr 


Ser 


Gly 


Gly 


Asp 


Phe 


Ala 








180 


9 — - - 

Leu 


Arg 


Lys 


He 






195 




Asn 


Gly 


Gly 


Pro 




210 






Ser 


He 


Leu 


Met 


225 








Gly 


He 


Lys 


Thr 


Phe 


Asn 


Lvs 


Ala 








260 


Leu 


Thr 


Lys 


Met 






275 




Ser 


Arcr 


Asn 


Thr 




290 






Gly 


Val 


He 


ASD 


305 








Lvs 


He 


Pro 


Leu 


Phe 


Met 


Glu 


LiVS 








340 


Val 


Lys 


Gly 


Val 






355 




Ala 


Pro 


Lvs 


Gly 




370 






Asn 


Tvr 


Gin 


Phe 


385 








Ser 


Pro 


Thr 


He 


Trp 


Ala 


Ala 


lieu 








420 


Lys 


Gin 


He 


He 






435 




He 


Lys 


Gly 
•* 


He 




450 






Leu 


Gly 


Ser 


Arg 


465 








7U.a 


Lys 

•* 


Gly 


Trp 


Phe 


Cys 


He 


Thr 








500 


Leu 


Lys 


Asp 


He 






515 




Ala 


Lys 


Thr 


Thr 




530 






Val 


Asp 


Arg 


Asn 


545 








Leu 


Tyr 


Ser 


Thr 


Pro 


Lys 


Pro 


His 



580 



Phe 


Leu 


Lys 


Val 








120 


Leu 


Ser 


Ser 


Ser 






135 




Asp 


Ala 


Phe 


Trp 




150 






Glu 


Glu 


Lys 


Leu 


165 








Trp 


Ser 


Asn 


Pro 


Glu 


Ala 


Glu 


He 








200 


^ — 

Asp 


Ser 


Cys 


Gly 






215 




Ala 


Cys 


Lys 


Ala 




230 






Pro 


Glu 


He 


Val 


245 








Ala 


Ser 


Tyr 


Phe 


Met 


Glu 


Val 


Asp 








280 


Ala 


Met 


Leu 


Val 






295 




Pro 


Val 


Pro 


Glu 




310 






His 


Val 


Asp 


Ala 


325 








Ala 


Gly 


Tyr 


Pro 


Thr 


Ser 


He 


Ser 








360 


Ser 


Ser 


Leu 


Val 






375 




Phe 


•Val 


Asp 


Thr 




390 






Ala 


Gly 


Ser 


Arg 


405 








Met 


His 


Phe 


Gly 


Lys 


Thr 


Ala 


Arg 








440 


Phe 


Val 


Phe 


Gly 






455 




Asp 


Phe 


Asp 


He 




470 






Asn 


Leu 


Asn 


Gin 


485 








Leu 


Leu 


His 


Ala 


Arg 


Glu 


Ser 


Val 








520 


Gly 


Met 


Gly 


Ala 






535 




Met 


Gly 


Ala 


Glu 




550 






Asp 


Thr 


Val 


Thr 



565 



105 

Asp Lys Glu Tyr 

Ala Val Leu Glu 

140 

Gin Glu Gly Arg 

153 

Thr Glu Leu Leu 

170 

Leu His Pro Asp 
185 

Val Arg He Ala 

Cys Val Thr Ser 

220 

Tyr Arg Asp Leu 
235 

Ala Pro Gin Ser 
250 

Gly Met Lys He 
265 

Val Arg Ala Met 

Cys Ser Thr Pro 

300 

Val Ala Lys Leu 
315 

Cys Leu Gly Gly 
330 

Leu Glu His Pro 
345 

Ala Asp Thr His 

Leu Tyr Ser Asp 

380 

Asp Trp Gin Gly 
395 

Pro Gly Gly He 
410 

Glu Asn Gly Tyr 
425 

Phe Leu Lys Ser 

Asn Pro Gin Leu 

460 

Tyr Arg Leu Ser 
475 

Leu Gin Phe Pro 
490 

Arg Lys Arg Val 
505 

Thr Gin He Met 

He Tyr Gly Met 

540 

Leu Ser Ser Val 
555 

Gin Gly Ser Gin 
570 



110 



Val 


Lys 


Ala 


Leu 


125 








Lys 


Leu 


Lys 


Glu 


Ala 


Ser 


Gly 


Thr 








160 


Val 


Lys 


Ala 


Tyr 






175 




He 


Phe 


Pro 


Gly 




190 






Cys 


Ser 


Leu 


Phe 


205 








Gly Gly 


Thr 


Glu 


Ala 


Phe 


Glu 


Lys 








240 


Ala 


His 


Ala 


Ala 






255 




Val Arg 


Val 


Pro 




270 






Arg Arg 


Ala 


He 


285 








Gin 


Phe 


Pro 


His 


Ala 


Val 


Lvs 


Tvr 








320 


Phe 


Leu 


He 


Val 






335 




Phe Asp 


Phe 


Arc7 




350 






Lys 


Tyr 


Glv 


Tvr 


365 








Lys 


Lys 


Tvr 


Arcr 


Gly He 


Tvr 


Ala 








400 


Ser 


Ala 


Ala 


Cys 






415 




Val 


Glu 


Ala 


Thr 




430 






Glu 


Leu 


Glu 


Asn 


445 








Ser 


Val 


He 


Ala 


Asn 


Leu 


Met 


Thr 








480 


Pro 


Ser 


He 


His 






495 




Ala 


He 


Gin 


Phe 




510 






Lys 


Asn 


Pro 


Lvs 


525 








Ala 


Gin 


Thr 


Thr 


Phe 


Leu 


Asp 


Ser 








560 


Met 


Asn 


Gly 


Ser 






575 
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<210> 3092 
<211> 858 
<212> PRT 

<213> Homo sapiens 



<400> 3092 



Leu 


Cys 


Ser 


Gin 


1 








Lys 


Gin 


Lys 


Arg 








20 


Glu 


Arg 


Ala 


Met 






35 




Met 


Leu 


Leu 


Cys 




50 






Asn 


lie 


His 


Tyr 


65 








Gly 


Asn 


He 


Ala 


Gly 


Gly 


Val 


Aror 








100 


Asn 


Pro 


Arg 


Ser 






115 




Glu 


Leu 


Cvs 


Ala 




130 






Val 


Glu 


Asp 


Lys 


.145 








He' 


Asn 


Asp 


Asn 


Met 


Asn 


Glu 


He 








180 


Gin 


Asp 


Leu 


Asp 






195 




Ser 


Asn 


Pro 


His 




210 






Gin 


His 


Pro 


Glu 


225 








Ala 


Val 


His 


His 


Arg 


Ser 


Gly 


Thr 








260 


Asn 


Pro 


Pro 


Ala 






275 




Asn 


Val 


Pro 


Leu 




290 






Asp 


Glu 


Gly 


Ala 


305 








His 


Arg 


Val 


Ala 

• 


Ser 


Asn 


Lys 


Glu 








340 


Glu 


Val 


Gin 


Ala 






355 




Leu 


He 


Lys 


Val 




370 






Thr 


Ser 


Val 


Thr 


385 








He 


Ala 


Leu 


He 


Thr 


Thr 


Cys 


Phe 








420 


Val 


Asp 


Asn 


Tyr 






435 




Leu 


He 


Ser 


Gly 



Asn Ser Pro Glu 
5 

Tyr Pro Trp Tyr 

Lys He Gin Lys 

40 

Leu Ser Leu Glu 
55 

Ser Val Pro Glu 
70 

Lys Asp Leu Gly 

85 

He Val Ser Arg 

Gly Ser Leu He 

120 

Gin Ser Met Fro 
135 

Met Lys Leu Phe 
150 

Thr Pro Gin Phe 
165 

Thr Thr Pro Gly 

Val Gly Met Asn 

200 

Phe Ser Leu Asp 
215 

Met Val Leu Gin 
230 

Leu He Leu Thr 
245 

Leu Arg He Tyr 

Phe Thr Gin Ala 

280 

Gly Thr Gin Leu 
295 

Asn Gly Glu Val 
310 

Gin He Phe Arg 
325 

Pro Leu Asp Phe 

Gin Asp Gly Ala 

360 

Leu Asp Val Asn 
375 

Thr Ala Val Pro 
390 

Ser Val His Asp 
405 

He Pro Gly Asn 

Tyr Arg Leu Val 

440 

Tyr Asn He Thr 



Asp Trp Val 


Asn 


10 




Trp Txir Gxy 


Arg 


25 




Lys Leu Thr 


Gly 


Leu Leu Leu 


Glu 




60 


Glu Thr Asp 


Lys 


75 




Leu Gin Pro 


Gin 


90 




Gly Arg Met 


Pro 


105 




Thr Ala Arg 


Ara 


Cys Leu Val 


Ser 




140 


Pro Val Glu 


Val 


155 




Qln Leu Glu 


Glu 


170 




Thr Arg Val 


Ser 


185 




Ser Leu Gin 


Ser 


Val Gin Gin 


Gly 
* 




220 


Ser Pro Leu 


Asp 


235 




Ala Ser Asp 


Gly 


250 




He Gin Val 


Val 


265 




Gin Tyr His 


He 


Leu Met Val 


Asn 




3O0 


Thr Tyr Ser 


Phe 


315 




Leu Asp Ser 


Tyr 


330 




Glu Glu Tyr 


Lys 


345 




Gly Leu Met 


Ala 


Asp Asn Ala 


Pro 




380 


Glu Asn Phe 


Pro 


395 




Gin Asp Ser 


Gly 


410 




Leu Pro Phe 


Lys 


425 




Thr Glu Arg 


Thr 


He Thr Ala 


He 



Phe Ser Ser 


Glu 


15 




Lys Leu Arg 


Ser 


30 




Cys Ser Arg 


T - 

Leu 


45 




Ala Gly Ala 


Gly 


Gly Ser Phe 


Val 




80 


Glu Leu Ala 


Asp 






Leu Phe Ala 


Leu 


110 




He Asp Arg 


Glu 


125 




Phe Asn He 


Leu 


Glu He He 


Asp 




160 


Leu Glu Phe 


Lvs 


175 




Leu Pro Phe 


Gly 


190 




Tyr Gin Leu 


Ser 


205 




Ala Asp Gly 


Pro 


Arg Glu Glu 


Glu 




240 


Gly Glu Pro 


Val 


255 




Asp Ala Asn 


Asp 


270 




Asn Val Pro 


Glu 


285 




Ala Thr Asp 


Pro 


His Asn Val 


Asp 




320 


Thr Gly Glu 


He 


335 




Met Tyr Ser 


Met 


350 




Lys Val Lys 


Val 


365 




Glu Val Thr 


He 


Pro Gly Thr 


He 




400 


Asp Asn Gly 


Tyr 


415 




Leu Glu Lys 


Leu 


430 




Leu Asp Arg 


Glu 


445 




Asp Gin Gly 


Thr 
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450 






4 55 










460 




Pro 


Ala 


Leu Ser Thr 


Glu 


Thr 


His 


He 


Ser 


Leu 


Leu Val 


Thr Asp He 


465 






470 










475 




480 


Asn 


Asp 


Asn Ser Pro 


Val 


Phe 


His 


Gin 


Asp 


Ser 


Tyr Ser 


Ala Tyr He 






485 










490 






495 


Pro 


Glu 


Asn Asn Pro 


Arg 


Gly 


Ala 


Ser 


He 


Phe 


Ser Val 


Arg Ala His 






500 








505 


• 






510 


Asp 


Leu 


Asp Ser Asn 


Glu 


Asn 


Ala 


Gin 


He 


Thr 


Tyr Ser 


Leu He Glu 






515 






520 








525 




Asp 


Thr 


He Gin Gly 


Ala 


Pro 


Leu 


Ser 


Ala 


Tyr 


Leu Ser 


He Asn Ser 




530 






535 










540 




Asp 


Thr 


Gly Val Leu 


Tyr 


Ala 


Leu 


Arg 


Ser 


Phe 


Asp Tyr 


Glu Gin Phe 


545 






550 










555 




560 


Arg 


Asp 


Met Gin Leu 


Lys 


Val 


Met 


Ala 


Arg 


Asp 


Ser Gly 


Asp Pro Pro 






565 










570 






575 


Leu 


Ser 


Ser Asn Val 


Ser 


Leu 


Ser 


Leu 


Phe 


Leu 


Leu Asp 


Gin Asn Asp 






580 








585 








590 


Asn 


Ala 


Pro Glu He 


Leu Tyr 


Pro 


Ala 


Leu 


Pro 


Thr Asp 


Gly Ser Thr 






595 






600 








605 




Gly 


Val 


Glu Leu Ala 


Pro Arg 


Ser 


Ala 


Glu 


Pro 


Gly Tyr 


Leu Val Thr 




610 






615 










620 




Lys 


Val 


Val Ala Val 


Asp Arg 


Asp 


Ser 


Gly 


Gin 


Asn Ala 


Ticp Leu Ser 

mm 


625 






630 










635 




640 


Tyr 

at 


Arg 


Leu Leu Lys 


Ala 


Ser 


Glu 


Pro 


Gly 


Leu 


Phe Ser 


Val Gly Leu 






645 










650 






655 


His 


Thr 


Gly Glu Val 


Arg Thr 


Ala 


Arg 


Ala 


Leu 


Leu Asp 


Arg Asp Ala 






660 








665 








670 


Leu 


Lys 


Gin Ser Leu 


Val 


Val 


Ala 


Val 


Gin 


Asp 


His Gly 


Gin Pro Pro 






675 






680 








685 




Leu 


Ser 


Ala Thr Val 


Thr 


Leu 


Thr 


Val 




Val 


Ala Asp 


Arg He Pro 




690 






695 










700 




Asp 


He 


Leu Ala Asp 


Leu Gly 


Ser 


Leu 


Glu 


Pro 


Ser Ala 


Lys Pro Asn 


705 






710 










715 




720 


Asp 


Ser 


Asp Leu Thr 


Leu Tyx 


Leu 


Val 


Val 


Ala 


Glu Ala 


Ala Val Ser 






725 










730 






735 


Cys 


Val 


Phe Leu Ala 


Phe 


Val 


He 


Val 


Leu 


Leu 


Ala His 


Arg Leu Arg 






740 








745 






Gly Gly 


750 


Arg 


Trp 


His Lys Ser 


Arg Leu 


Leu 


Gin 


Ala 


Ser 


Gly Leu Ala 






755 






760 








765 




Ser 


Thr 


Pro Gly Ser 


His 


Phe 


Val 


Gly 


Val 


Asp 


Gly Val 


Arg Ala Phe 




770 






775 










780 




Leu 


Gin 


Thr Tyr Ser 


His 


Qlu 


Val 


Ser 


Leu 


Thr 


Ala Asp 


Ser Arg Lys 


785 






790 










795 




800 


Ser 


His 


Leu He Phe 


Pro 


Gin 


Pro 


Asn 


Tyr 


Ala 


Asp Thr 


Leu He Ser 






805 










810 






815 


Gin 


Glu 


Ser Cys Glu 


Lys 


Lys 


Gly 


Phe 


Leu 


Ser 


Ala Pro 


Gin Ser Leu 






820 








825 








830 


Leu 


Glu 


Asp Lys Lys 


Glu 


Pro 


Phe 


Ser 


Gin 


Val 


Asn Phe 


Cys Asp Glu 






835 






840 








845 




Cys 


He 


Ser Tyr Leu 


Glu Lys 


Asn 


Asn 


Ser 










850 






855 






858 









I 

<210> 3093 
<211> 1289 
'<212> PRT 
<213> Homo sapiens 



<400> 3093 

Pro Pro Asp Asn Gin Lys Leu Gly Leu Leu Glu Ala Leu Leu Lys He 

15 10 15 

Gly Asp Trp Gin His Ala Gin Asn He Met Asp Gin Met Pro Pro Tyr 
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20 



Tyr 


Ala 


Ala 


Ser 


His Lys Leu 


He 






35 






40 


His 


lie 


Thr 


He 


Glu Pro Leu 


Tyr 




50 






55 




Asp 


His 


Ala 


Gly 


Phe Leu Glu 


Ser 


65 








70 




His 


Leu 


Leu 


Ser 


Arg Val Gly 


Val 










85 




Val 


Asn 


Ala 


Leu 


Gin Asn Lys 


Arg 








100 






Qlu Asp 


Leu 


Arg 


Arg Asp Val 


Phe 






115 






12 0 


His 


Leu 


Ser 


His 


Asp Pro lie 


Leu 




130 






135 




Lys 


Ser 


Phe 


Met 


Lys Glu Phe 


Gin 


145 








150 




Lys 


Glu 


Lys 


Thr 


Glu Val He 


Leu 










165 




Gin 


Val 


Leu 


Leu 


Pro Ser Leu 


Ser 








180 






Ser 


Glu 


Glu 


Leu 


Trp Gly Met 


Phe 






195 






200 


Tyr Arg 


Leu 


Tyr 


Gly Gin Trp 


Lys 




210 






215 




Leu 


Leu 


Val 


Lys 


Val Lys Ala 


Gin 


225 








230 




Met 


Lys 


Arg 


Leu 


Thr Lys Glu 


Asn 










245 




Qly Lys 


lieu 


Ser 


His Ser Asn 


Pro 








260 






Phe 


Glu 


He 


Leu 


Ser Gin He 


Gin 






275 






280 


Val 


Val 


Asp 


Ser 


Leu Lys Tyr 


Leu 




290 






295 




Ala 


Cys 


lie 


Leu 


Ser Asn Cys 


He 


305 








310 




Lys 


Glu 


Arg 


Met 


Lys His Asp 


Asp 










325 




Ser 


Leu 


Ala 


Ser 


Phe Cys Gly 


Ala 








340 






Leu 


Ala 


Gly 


Leu 


Leu Gin Tyr 


Val 






355 






360 


Ser 


Phe 


Asp 


Leu 


Leu He Leu 


Lys 




370 






375 




lie 


Glu 


He 


Thr 


Glu Glu Met 


Thr 


385 








390 




Gly Gly 


Glu 


Gin 


Leu Lys Ala 


Glu 










405 




Asn 


Thr 


Lys 


Lys 


Ser Ser Gin 


Arg 








420 






Asp 


Leu 


Ala 


Leu 


Pro Leu Cys 


Leu 






43 5 






440 


Val 


He 


Phe 


Gin 


Glu Gly Gly 


Glu 




450 






455 




Leu Tyr 


Asp 


Gin 


Cys His Asp 


Thr 


465 








470 




Ala 


Ser 


Asn 


Leu 


Ser Thr Glu 


Asp 










485 




Asp Val 


Leu 


Cys 


Asn Glu Phe 


His 








500 






Leu 


Ser 


Arg 


Pro 


Met Tyr Ala 


His 






515 






520 


Leu Lys 


Lys 


Ser 


Glu Lys Gly 


Ser 



25 










30 






Ala 


Leu 


Ala 


He 


Cys 


Lys 


Leu 


He 










45 








Arg 


Ser 


Val 


Thr 


Ser 


Trp 


Ala 


Val 








60 










Asp 


Pro 


Cys 


Asp 


Ser 


Thr 


Val 


Gly 






75 










80 


Pro 


Lys 


Gly 


Ala 


Lys 


Gly 


Ser 


Pro 




90 










95 




Ala 


Pro 


Lys 


Gin 


Ala 


Glu 


Ser 


Phe 


105 










110 






Asn 


Met 


Phe 


Cys 


Tyr 


Leu 


Gly 


Pro 








• 


125 








Phe 


Ala 


Lys 


Val 


Val 


Arg 


He 


Gly 








140 










Ser 


Asp 


Gly 


Ser 


Lys 


Gin 


Glu 


Asp 






155 










160 


Ser 


Cys 


Leu 


Leu 


Ser 


He 


Thr 


Asp 




170 










175 




Leu 


Met 


Asp 


Cys 


Asn 


Ala 


Cys 


Met 


185 










190 






Lys 


Thr 


Phe 


Pro 


Tyr 


Gin 


His 


Arg 










205 








Asn 


Glu 


Thr 


Tyr 


Asn 


Ser 


His 


Pro 








220 










Thr 


He 


Asp 


Arg 


Ala 


Lys 


Tyr 


He 






235 










240 


Val 


Lys 


Pro 


Ser 


Gly 


Arg 


Gin 


He 




250 










255 




Thr 


He 


Leu 


Phe 


Asp 


Tvr 


Val 


Cvs 


265 










270 






Lvs 


Tvr 


Asp 


Asn 


Leu 


He 


Thr 


Pro 










285 








Thr 


Ser 


Leu 


Asn 


Tyr 


Asp 


Val 


Leu 








300 










He 


Glu 


Ala 


Leu 


Ala 


Asn 


Pro 


Glu 






315 










320 


Thr 


Thr 


lie 


Ser 


Ser 


Trp 


Leu 


Gin 




330 










335 




Val 


Phe 


Arg 


Lys 


Tyr 


Pro 


He 


Asp 


345 










350 






Ala 


Asn 


Gin 


Leu 


Lys 


Ala 


Gly 


Lys 










365 








Glu 


Val 


Val 


Gin 


Lys 


Met 


Ala 


Gly 








380 










Met 


Glu 


Gin 


Leu 


Glu 


Ala 


Met 


Thr 






395 










400 


Gly 


Gly 


Tyr 


Phe 


Gly 


Gin 


He 


Arg 




410 










415 




Leu 


Lys 


Asp 


Ala 


Leu 


Leu 


Asp 


His 


425 










430 






Leu 


Met 


Ala 


Gin 


Gin 


Arg 


Asn 


Gly 










445 








Lys 


His 


Leu 


Lys 


Leu 


Val 


Gly 


Lys 








460 










Leu 


Val 


Gin 


Phe 


Gly 


Gly 


Phe 


Leu 






475 










480 


Tyr 


He 


Lys 


Arg 


Val 


Pro 


Ser 


He 




490 










495 




Thr 


Pro 


His 


Asp 


Ala 


Ala 


Phe 


Phe 


505 










510 






His 


He 


Ser 


Ser 


Lys 


Tyr 


Asp 


Glu 










525 








Lys 


Gin 


Gin 


His 


Lys 


Val 


His 


Lys 
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530 










535 




Tyx 


He 


Thr 


Ser 


Cys 


Glu 


Met 


Val 


545 










550 






Val 


Ser 


Leu 


His 


Val 


Ser 


Lys 


Val 










565 




• 




Tyr 


Ala 


Thr 


Phe 


Trp 


Ser 


Leu 


Thr 








580 










Thr 


Ser 


Tyr 


Glu 


Arg 


Glu 


Val 


Asn 






595 










600 


He 


Asp 


Asp 


Asn 


Gin 


Glu 


Met 


Pro 




610 










615 




Glu 


Arg 


Cys 


Thr 


Ala 


Leu 


Gin 


Asp 


625 










630 






Gin 


Met 


Glu 


His 


Val 


Gin 


Arg 


Val 










645 








Asp 


Asn 


Trp 


Leu 


Leu 


Ala 


Lys 


Ser 








660 










Phe 


Leu 


Gin 


Leu 


Cys 


He 


Phe 


Pro 






675 










680 


Ala 


Val 


Tyr 


Cys 


Ala 


Arg 


Phe 


Val 




690 










695 




Pro 


Asn 


Phe 


Ser 


Thr 


Leu 


Leu 


Cys 


705 










710 






He 


Tyr 


Thr 


Val 


Ala 


Ser 


Cys 


Thr 










725 








Arg 


Phe 


Leu 


Cys 


Cys 


Met 


Leu 


Glu 








740 










Arg 


Ala 


Thr 


Tyr 


Glu 


Lys 


Glu 


Cys 






755 










760 


He 


Leu 


Arg 


Ala 


Thr 


Gly 


Phe 


Asp 




770 










775 




Asp 


Tyr 


Qlu 


Asn 


Phe 


Arg 


His 


Val 


785 










790 






Thr 


Lys 


Ala 


Ser 


Val 


His 


Cys 


Leu 










805 








Arg 


Asn 


He 


Leu 


He 


Val 


Leu 


Thr 








820 










Val 


Leu 


Asn 


Leu 


Gly 


Gin 


Ala 


Leu 






835 










840 


Gin 


Glu 


Glu 


Lys 


Glu 


Lys 


Arg 


Pro 




850 










855 




Tyr 


Ser 


Gly 


Gin 


Leu 


Lys 


Ser 


Arg 


865 










870 






Glu 


Phe 


His 


His 


Lys 


Asp 


Pro 


Pro 










885 








Gin 


Asn 


Gly 


Pro 


Gly 


Gly 


Gly 


Pro 








90O 










Ser 


Lys 


Ser 


Asp 


Glu 


Ser 


Ser 


Thr 






915 










920 


Arg 


Ser 


Gin 


Cys 


Gly 


Val 


Lys 


Ala 




930 










935 




Pro 


Lys 


Gly 


Asn 


Ser 


Ser 


Asn 


Gly 


945 










950 






Ala 


Val 


Lys 


Glu 


Asn 


Asp 


Lys 


Glu 










965 








Lys 


Lys 


Glu 


Lys 


Thr 


Pro 


Ala 


Thr 








980 










Lys 


Asp 


Gly 


Lys 


Glu 


Lys 


Pro 


Lys 






995 








1000 


Lys 


Ala 


Arg 


Glu 


Thr 


Lys 


Glu Arg 


1010 








1015 




Qlu Lys 


Phe 


Lys 


Lys 


Glu 


Glu 


Lys 


1025 








1030 






Thr 


Val 


Pro 


Asn 


Ala 


Glu 


Ser 


Lys 
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540 










Met 


Ala 


Pro 


Val 


His 


Glu 


Ala 


Val 






555 










560 


Trp 


Asp 


Asp 


He 


Ser 


Pro 


Gin 


Phe 




570 










575 




Met 


Tyr 


Asp 


Leu 


Ala 


Val 


Pro 


His 


585 










590 






Lys 


Leu 


Lys 


Val 


Gin 


Met 


Lys 


Ala 










605 








Pro 


Asn 


Lys 


Lys 


Lys 


Lys 


Glu 


Lys 








620 










Lys 


Leu 


Leu 


Glu 


Glu 


Glu 


Lys 


Lys 






635 










640 


Leu 


Gin 


Arg 


Leu 


Lys 


Leu 


Glu 


Lys 




650 










655 




Thr 


Lys 


Asn 


Glu 


Thr 


He 


Thr 


Lys 


665 










670 






Arg 


Cys 


He 


Phe 


Ser 


Ala 


He 


Asp 










685 








Glu 


Leu 


Val 


His 


Gin 


Gin 


Lys 


Thr 








700 










Tvr 


Asp 


Arcr 


Val 


Phe 


Ser 


Asp 


He 






715 










720 


Glu 


Asn 


Glu 


Ala 


Ser 


Arg 


Tvr 


Gly 




730 










735 




Thr 


Val 


Thr 


Arg 


Trp 


His 


Ser 


Asp 


745 










750 






Glv 


Asn 


Tvr 


Pro 


Glv 


Phe 


Leu 


Thr 










765 








Glv 


Gly 


Asn 


Lys 


Ala 


Asp 


Gin 


Leu 








780 










Val 


His 


Lvs 


Trp 


His 


Tvr 


Lys 


Leu 






795 










800 


Glu 


Thr 


Glv 


Glu 


Tvr 


Thr 


His 


He 




810 










815 




Lvs 


He 


Leu 


Pro 


Tro 


Tvr 


Pro 


Lvs 


825 










830 






Glu 




Arcr 


Val 


His 


Lvs 


He 

mm 


Cvs 










845 








Asp 


Leu 


Tvr 


Ala 


Leu 


Ala 


Met 


Glv 








860 










Lys 


Ser 


Tyr 


Met 


He 


Pro 


Glu 


Asn 






875 










880 


Pro 


Arq 


Asn 


Ala 


Val 


Ala 


Ser 


Val 




890 










895 




Ser 


Ser 


Ser 


Ser 


He 


Gly 


Ser 


Ala 


905 










910 






Glu 


Glu 


Thr 


Asp 


Lys 


Ser 


Arg 


Glu 










925 








Val 


Asn 


Lys 


Ala 


Ser 


Ser 


Thr 


Thr 








940 










Asn 


Ser 


Gly 


Ser 


Asn 


Ser 


Asn 


Lys 






955 










960 


Lys 


Gly 


Lys 


Glu 


Lys 


Glu 


Lys 


Glu 




970 










975 




Thr 


Pro 


Glu 


Ala 


Arg 


Val 


Leu 


Gly 


985 










990 






Glu 


Glu 


Arg 


Pro 


Asn 


Lys 


Asp 


Glu 








10O5 








Thr 


Pro 


Lys 


Ser 


Asp 


Lys 


Glu 


Lys 






1020 










Ala 


Lys 


Asp Glu 


Lys 


Phe 


Lys 


Thr 



1035 1040 



Ser Thr Gin Glu Arg Glu Arg Glu 
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1045 1050 1055 

Lys Glu Pro Ser Arg Glu Arg Asp He Ala Lys Glu Met Lys Ser Lys 

1060 1065 1070 

Glu Asn Val Lys Gly Gly Glu Lys Thr Pro Val Ser Gly Ser Leu Lys 

1075 1080 1085 

Ser Pro Val Pro Arg Ser Asp lie Pro Glu Pro Glu Arg Glu Gin Lys 

1090 1095 1100 

Arg Arg Lys He Asp Thr His Pro Ser Pro Ser His Ser Ser Thr Val 
1105 1110 1115 1120 

Lys Asp Ser Leu He Glu Leu lys Glu Ser Ser Ala Lys Leu Tyr He 

1125 1130 1135 

Asn His Thr Pro Pro Pro Leu Ser Lys Ser Lys Glu Arg Glu Met Asp 

1140 1145 1150 

Lys Lys Asp Leu Asp Lys Ser Arg Glu Arg Ser Arg Glu Arg Glu Lys 

1155 1160 1165 

Lys Asp Glu Lys Asp Arg Lys Glu Arg Lys Arg Asp His Ser Asn Asn 

1170 1175 1180 

Asp Arg Glu Val Pro Pro Asp Leu Thr Lys Arg Arg Lys Glu Glu Asn 
1185 1190 1195 1200 

Gly Thr Met Gly Val Ser Lys His Lys Ser Glu Ser Pro Cys Glu Ser 

1205 1210 1215 

Pro Tyr Pro Asn Glu Lys Asp Lys Glu Lys Asn Lys Ser Lys Ser Ser 

1220 1225 1230 

Gly Lys Glu Lys Gly Ser Asp Ser Phe Lys Ser Glu Lys Met Asp Lys 

1235 1240 1245 

He Ser Ser Gly Gly Lys Lys Glu Ser Arg His Asp Lys Qlu Lys He 

1250 1255 1260 

Glu Lys Lys Glu Lys Arg Asp Ser Ser Gly Gly Lys Glu Glu Lys Lys 
1265 1270 1275 1280 

His His Lys Ser Ser Asp Lys His Arg 

1285 1289 



<210> 3094 
<211> 296 
<212> PRT 

<213> Homo sapiens 





<400> 3094 






















Ala 


Met 


Leu 


Gly 


Thr 


Arg 


Glu 


Pro 


Ser 


Arg 


Arg 


Gly Ala 


Gly Ala 


Val 


1 








5 










10 






15 




Gin 


Ala 


Glu 


Val 


Ser 


Glu 


Arg 


Leu 


Ala 


Met 


Ala 


Gly Pro 


Gin Gin 


Gin 








20 










25 








30 




Pro 


Pro 


Tyr 


Leu 


His 


Leu 


Ala 


Glu 


Leu 


Thr 


Ala 


Ser Gin 


Phe Leu 


Glu 






35 










40 








45 






He 


Trp 


Lys 


His 


Phe 


Asp 


Ala Asp 


Gly 


Asn 


Gly 


Tyr He 


Glu Gly 


Lys 




50 










55 










60 






Glu 


Leu 


Glu 


Asn 


Phe 


Phe 


Gin 


Glu 


Leu 


Glu 


Lys 


Ala Arg 


Lys Gly 


Ser 


65 










70 










75 






80 


Gly 


Met 


Met 


Ser 


Lys 


Ser 


Asp 


Asn 


Phe 


Gly 


Glu 


Lys Met 


Lys Glu 


Phe 










85 










90 






95 




Met 


Gin 


Lys 


Tyr 


Asp 


Lys 


Asn 


Ser 


Asp 


Gly 


Lys 


He Glu 


Met Ala 


Glu 








100 










105 








110 




Leu 


Ala 


Gin 


He 


Leu 


Pro 


Thr 


Glu 


Glu 


Asn 


Phe 


Leu Leu 


Cys Phe 


Arg 






115 










120 








125 






Gin 


His 


Val 


Gly 


Ser 


Ser 


Ala 


Glu 


Phe 


Met 


Glu 


Ala Trp 


Arg Lys 


Tyr 




130 










135 










140 


t 

1 




Asp 


Thr 


Asp 


Arg 


Ser 


Gly 


Tyr 


He 


Glu 


Ala 


Asn 


Glu Leu 


Lys Gly 


Phe 


145 










150 










155 






160 


Leu 


Ser 


Asp 


Leu 


Leu 


Lys 


Lys 


Ala 


Asn 


Arg 


Pro 


Tyr Asp 


Glu Pro 


Lys 










165 










170 






175 




Leu 


Gin 


Glu 


Tyr 


Thr 


Gin 


Thr 


He 


Leu 


Arg 


Met 


Phe Asp 


Leu Asn 


Gly 
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180 

Asp Qly Lys Leu 

195 

Glu Asn Phe Leu 
210 

Phe Asn Ala He 
225 

Asp Glu His Glu 

Lys Lys Glu Met 

260 

Met Ser Leu Ala 
275 

Val Leu Cys Ser 
290 



Gly Leu Ser Glu 

200 

Leu Lys Phe Gin 
215 

Phe Thr Phe Tyr 
230 

Leu Asp Ala Leu 
245 

Asn He Gin Gin 

Glu Ala Gly Lys 

280 

Glu Pro Pro Met 
295 296 



185 

Met Ser Arg Leu 

Gly Met Lys Leu 

220 

Asp Lys Asp Arg 
235 

Leu Lys Asp Leu 
250 

Leu Thr Asn Tyr 
265 

Leu Tyr Arg Lys 



190 

Leu Pro Val Gin 
205 

Thr Ser Glu Glu 

Ser Gly Tyr lie 

240 

Tyr Glu Lys Asn 
255 

Arg Lys Ser Val 
270 

Asp Leu Glu He 
285 



3095 

328 

PRT 

Homo sapiens 



<400> 3095 





Arcr 


Pro 


Thr 


Glv 


Arcr 


Pro 


Gly Ala Leu Gly Ala 


Pro Ala Ala Glv 


1 








5 








10 




15 


Arcr 


Val 


Glv 


Met 


Pro 


Leu 


His 


Val 


Lys Trp 


Pro Phe 


Pro Ala Val Pro 








20 










25 




30 


Pro 


Leu 


Thr 


Tro 


Thr 


Leu 


Ala 


Ser 


Ser Val 


Val Met 


Glv Leu Val Glv 






35 










40 






45 


Thr 


Tvr 


Ser 


Cvs 


Phe 


TrD 


Thr 


Lys 


Tyr Met 


Asn His 


Leu Thr Val His 




50 










55 






60 




Asn 


Arg 


Glu 


Val 


Leu 


Tyr 


Glu 


Leu 


He Glu 


Lys Arg 


Gly Pro Ala Thr 


65 










70 








75 


80 


Pro 


Leu 


He 


Thr 


Val 


Ser 


Asn 


His 


Gin Ser 


Cys Met 


Asp Asp Pro His 










85 








90 




95 


Leu 


Trp 


Gly 


He 


Leu 


Lys 


Leu 


Arg 


His He 


Trp Asn 


Leu Lys Leu Met 








100 










105 




110 


Arg 


Trp 


Thr 


Pro 


Ala 


Ala 


Ala 


Asp 


He Cys 


Phe Thr 


Lys Glu Leu His 






115 










120 






125 


Ser 


His 


Phe 


Phe 


Ser 


Leu 


Gly 


Lys 


Cys Val 


Pro Val 


Cys Arg Gly Ala 




130 










135 






14 0 




Glu 


Phe 


Phe 


Gin 


Ala 


Glu 


Asn 


Glu Gly Lys 


Gly Val 


Leu Asp Thr Gly 


145 










150 








155 


160 


Arg 


His 


Met 


Pro 


Gly 


Ala 


Gly 


Lys 


Arg Arg 


Glu Lys 


Gly Asp Gly Val 










165 








170 




175 


Tyr 


Gin 


Lys 


Gly 


Met 


Asp 


Phe 


He 


Leu Glu Lys Leu 


Asn His Gly Asp 








180 










185 




190 


Trp 


Val 


His 


He 


Phe 


Pro 


Glu 


Gly Lys Val Asn Met 


Ser Ser Glu Phe 






195 










200 






205 


Leu 


Arg 


Phe 


Lys 


Trp 


Gly 


He 


Gly Arg Leu 


He Ala 


Glu Cys His Leu 




210 










215 






220 




Asn 


Pro 


He 


He 


Leu 


Pro 


Leu 


Trp 


His Val 


Gly Met 


Asn Asp Val Leu 


225 










230 








235 


240 


Pro 


Asn 


Ser 


Pro 


Pro 


Tyr 


Phe 


Pro 


Arg Phe 


Gly Gin 


Lys He Thr Val 










245 








250 




255 


Leu 


He 


Gly 


Lys 


Pro 


Phe 


Ser 


Ala 


Leu Pro 


Val Leu 


Glu Arg Leu Arg 








260 










265 




270 


Ala 


Glu 


Asn 


Lys 


Ser 


Ala 


Val 


Glu Met Arg Lys Ala 


Leu Thr Asp Phe 






275 










280 






285 


He 


Gin 


Glu 


Glu 


Phe 


Gin 


His 


Leu 


Lys Thr 


Gin Ala 


Glu Gin Leu His 




290 










295 






300 




Asn 


His 


Leu 


Gin 


Ala 


Trp 


Glu 


He Gly Leu Ala Cys 


Cys Leu Leu Asp 



<210> 
<211> 
<212> 
<213> 
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305 
Ser 



310 

Trp Pro Ala Gin Ser 

325 



Trp Gly 
328 



315 



320 



<210> 3096 

<211> 873 

<212> PRT 

<213> Homo sapiens 



<400> 3096 

Phe Val Pro Gly Leu Arg Glu Pro Gin Trp Glu Pro Ala Gin Pro Ser 

1 5 XO 15 

Ala Thr Met Ser Ala Pro Ser Glu Glu Glu Glu Tyr Ala Arg Leu Val 

20 25 30 

Met Glu Ala Gin Pro Glu Trp Leu Arg Ala Glu Val Lya Arg Leu Ser 

35 40 45 

His Glu Leu Ala Glu Thr Thr Arg Glu Lys lie Gin Ala Ala Glu Tyr 

50 55 60 

Gly Leu Ala Val Leu Glu Glu Lys His Gin Leu Lys Leu Gin Phe Glu 
65 70 75 80 

Glu Leu Glu Val Asp Tyr Glu Ala lie Arg Ser Glu Met Glu Gin Leu 

85 90 95 

Lys Glu Ala Phe Gly Gin Ala His Thr Asn His Lys Lys Val Ala Ala 

100 105 110 

Asp Gly Glu Ser Arg Glu Glu Ser Leu He Gin Glu Ser Ala Ser Lys 

115 120 125 

Glu Gin Tyr Tyr Val Arg Lys Val Leu Glu Leu Gin Thr Glu Leu Lys 

130 135 140 

Gin Leu Arg Asn Val Leu Thr Asn Thr Gin Ser Glu Asn Glu Arg Leu 

145 150 155 160- 

Ala Ser Val Ala Gin Glu Leu Lys Glu lie Asn Gin Asn Val Glu He 



Gin Arg Gly Arg Leu ?irg Asp Asp He Lys Glu Tyr Lys Phe Arg Glu 

180 185 190 

Ala Arg Leu Leu Gin Asp Tyr Ser Glu Leu Glu Glu Glu Asn He Ser 

195 200 205 

Leu Gin Lys Gin Val Ser Val Leu Arg Gin Asn Gin Val Glu Phe Glu 

210 215 220 

Gly Leu Lys His Glu He Lys Arg Leu Glu Glu Glu Thr Glu Tyr Leu 
225 230 235 240 

Asn Ser Gin Leu Glu Asp Ala He Arg Leu Lys Glu He Ser Glu Arg 

245 250 255 

Gin Leu Glu Glu Ala Leu Glu Thr Leu Lys Thr Glu Arg Glu Gin Lys 

260 265 270 

Asn Ser Leu Arg Lys Glu Leu Ser His Tyr Met Ser He Asn Asp Ser 

275 280 • 285 

Phe Tyr Thr Ser His Leu His Val Ser Leu Asp Gly Leu Lys Phe Ser 

290 295 300 

Asp Asp Ala Ala Glu Pro Asn Asn Asp Ala Glu Ala Leu Val Asn Gly 
305 310 315 320 

Phe Glu His Gly Gly Leu Ala Lys Leu Pro Leu Asp Asn Lys Thr Ser 

325 330 335 

Thr Pro Lys Lys Glu Gly Leu Ala Pro Pro Ser Pro Ser Leu Val Ser 

340 345 350 

Asp Leu Leu Ser Glu Leu Asn He Ser Glu He Gin Lys Leu Lys Gin 

355 360 365 

Gin Leu Met Gin Met Glu Arg Glu Lys Ala Gly Leu Leu Ala Thr Leu 

370 375 380 

Gin Asp Thr Gin Lys Gin Leu Glu His Thr Arg Gly Ser Leu Ser Glu 
385 390 395 400 

Gin Gin Glu Lys. Val Thr Arg Leu Thr Glu Asn Leu Ser Ala Leu Arg 



165 



170 



175 
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Arg 


Leu Gin Ala 




420 


ASp 


Axg Asp ser 




435 


Gly 


Pro Glu He 




450 


Gly 


Glu Leu Arg 


465 




Arg 


Glu Ala Gin 


Gin 


Ala Leu Thr 




500 


Asp 


kxg Glu Leu 




515 


Asp 


Val Ala Gly 




530 


Leu 


Val Xhr Phe 


545 




Net 


Cys Asn Asn 


Glu 


Gly Gin Gly 




580 


Pro 


Glu Ala Arg 




595 


Leu 


Ala Pro Glu 




610 


Pro 


Ser Pro Gly 


625 




Glu 


Pro Met Asn 


Lys 


His Leu Gin 




660 


Arg 


lie Ala Ser 




675 


Ala 


Leu Met Glu 




6S0 


Arg 


Glu Gin lie 


705 




Thr 


Ala Glu Val 


Lys 


Ala Met Val 




740 


Ala 


Leu Lys Glu 




755 


Ala 


Thr Arg Cys 




770 


Gin 


Leu Ala Ala 


785 




Arg 


Met Ala lie 


Leu 


Glu Leu Asp 




820 


Pro 


Lys Thr Lys 




835 


Ala 


Ser Asp Arg 




850 


Ser 


Glu Lys His 


865 





405 

Ser Lys Glu Arg 

His Glu Asp Gly 

440 

Leu Ala Cys Lys 
455 

Glu Gin Leu Lys 
470 

His Ala Glu Glu 
485 

Glu Lys Val Ser 

Leu Ala Arg Leu 

520 

Glu Thr Gin Gly 
535 

Ser Glu Glu Leu 
550 

Glu Thr Pro Asn 
565 

Gly Ala Gly Arg 

Gly Arg Arg Ser 

600 

Ala Gly Arg Ala 
615 

Ser Ser Leu Pro 
630 

lie Tyr Asn Leu 
645 

Ala Ala Val Asp 

Gin Glu Leu Gly 

680 

Glu lie Leu Lys 
695 

Thr Thr Leu Arg 
710 

Ala Leu Ala Asn 
725 

Thr Glu Thr Met 

Asp Ala Ala Thr 

760 

Asp Glu Tyr lie 
775 

Ala Glu Asp Glu 

790 

Gin Gin Lys Leu 
805 

His Glu Gin Thr 

Pro Ala Thr Pro 

840 

Ala Glu Gly Thr 
855 

Ser lie Tyr Cys 
870 



410 



Gin Thr 


Ala 


Leu 


425 






Asp Tyr 


Tyr 


Glu 


Tyr His Val 


Ala 






460 


Ala Leu 


Arg 


Ser 




475 




Lys Gly Arg 


Tyr 


490 






Leu Leu 


Glu 


Lys 


505 






Glu Lys 


Glu 


Leu 


Ser Leu 


Ser 


Val 






540 


Ala Asn 


Leu 


Tyr 




555 




Arg Val Met 


lieu 


570 






Thr Ser 


Pro 


Gly 


585 






Pro lie 


Leu 


lieu 


Asp Gly Gly 


Thr 






620 


Ser Pro 


Leu 


Ser 




635 




He Ala 


He 


He 


650 






Arg Thr Thr 


Glu 


665 






Pro Ala 


Val 


Asp 


Leu Lys 


Ser 


Leu 






700 


Thr Val 


Leu 


Lys 




715 




Leu Lys Ser 


Lys 


730 






Met Lys 


Leu 


Arg 


745 






Phe Ser 


Ser 


Leu 


Thr Gin 


Leu 


Asp 






780 


Lys Lys 


Thr 


Leu 




795 




Ala Leu 


Thr 


Gin 


810 






Arg Arg 


Gly 


Arg 


825 






Ser Val 


Ser 


His 



Gly Leu Ala Asn 

860 

Asp 
873 





415 




Asp 


Asn Glu 


Lys 




430 




Val 


Asp He 


Asn 


445 






Val 


Ala Glu 


Ala 


Thr 


His Glu 


Ala 






480 


Glu 


Ala Glu 


Gly 




495 




Ala 


Ser Arg 


Gin 




510 




Lys 


Lys Val 


Ser 


525 






Ala 


Gin Asp 


Glu 


His 


His Val 


Cys 






560 


Asp 


Tyr Tyr 


Arg 




575 




Gly 


Arg Thr 


Ser 




590 




Pro 


Lys Gly 


Leu 


605 






Gly 


Asp Ser 


Ser 


Asp 


Pro Arg 


Ara 






640 

W \f 


Arg 


Asp Gin 


He 




655 




Leu 


Ser Arcr 


Gin 




670 




Lvs 


Asp Lys 


Glu 


685 






Leu 


Ser Thr 


Lvs 


Ala 


Asn Lys 


Gin 






720 


Tyr 


Glu Asn 


Glu 




735 




Asn 


Glu Leu 


Lvs 




750 




Arg 


Ala Met 


Phe 


765 






Glu 


Met Gin 


Arg 


Asn 


Ser Leu 


Leu 






800 


Arg 


Leu Glu 


Leu 




815 




Ala 


Lys Ala 


Ala 




830 




Thr 


Cys Ala 


Cys 


845 






Gin 


Val Phe 


Cys 
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<212> PRT 

<213> Homo sapiens 



<400> 3097 



Met 


Val 


Lys 


Val 


Val 


Pro 


Ala 


Thr 


1 








5 








Leu 


Thr 


Gly Thr 


His 


Gin 


His 


Cys 








20 










Ala 


Ser 


Glu Arg 


Leu 


Arg 


Arg 


Arg 






35 










40 


Ala 


His 
50 


Ala 


Ala 


Pro 


Pro 


Glu 
55 


Pro 


Ser Asp 


Arg 


Lys 


Glu 


Leu 


Leu 


Ala 


65 










70 






He 


Ala 


Ser 


Val 


Met 
85 


Ser 


Tro 


Val 


Pro 


Gly 


Asp 


Lys 
100 


Glv 


ASD 


Val 


Phe 


Leu 


Ala 


Gin Arg 


Glu 




Gin 


Ser 






115 










120 


Gly Tyr 


Arg Asp 


Glv 


He 


Aso 


Ala 




130 










135 




Gly Phe 


Asn 


Gin 


Glv 


Tvr 


Lvs 


Lvs 


145 










150 






Gly Arg 


Leu 


Arg 


Glv 


Thr 




Ser 










165 








His 


Asn 


Asn 


Asn 
180 


Ser 

9^ \m 


Thr 


Leu 


He 


Ala 


Val 


Gly Gin 


Cvs 


Glu 


Glu 


Tvr 






195 










200 


Thr 


Pro 
210 


Pro 


Ser 


XIX s 


Vdx 


vaX 

215 




Asp 


Leu 


Cys 


His 


Val 


Val 


Pro 


Ala 


225 










230 






Asp Glu 


Arg 


Leu 


Cys 


Glu 


Asn 


Asn 










245 








Lys 


Ser 


His 


Ser 
260 


Gly 


He 


Asp 


Cys 


Gin 


Glu 


His 
275 


Ala 


His 


Ser 


Gly 


Lys 
280 


Thr 


Asp 
290 


Ser 


Gin 


Phe 
293 









Arg Gly Asn Leu 


Pro 


Arg 


Ser 


Gin 


10 






15 




Gin Pro Arg Glu 


Pro 


Lys 


He 


Thr 


25 




30 






Pro Arg Ala Thr 


Ala 
45 


Arg 


Leu 


Arg 


Pro Leu Ala Val 


Phe 


Ala 


Pro 


Pro 


60 










Leu Pro Val Ala 


Cys 


Asp 


Pro 


Val 


75 








80 


Gin Ala Ala Ser 


Leu 


He 


Gin 


Gly 


90 






95 




Asp Glu Glu Ala 


Asp 


Glu 


Ser 


Leu 


105 




110 






Asn I4et Gin Arcr 


Aror 
125 


Val 


Lvs 


Glu 


Glv Lvs Ala Val 


Thr 


Leu 


Gin 


Gin 


140 










Glv Ala Glu Val 


He 


Leu 


Asn 


Tvr 


155 








160 


Ala Leu Leu Ser 


Tm 


Cvs 


His 


Leu 


170 






175 




Asn Lvs He Asn 


Asn 


Leu 


Leu 




185 




190 






Vax JjcU J-iys nlo 


205 


JjyS 


oer 


i.±e 


Leu Leu Asp Ser 


He 


Glu 


Asp 


net 


220 










Glu Lys Lys He 


Asp 


Glu 


Ala 


Lys 


235 








240 


Ala Glu Phe Asn 


Lys 


Asn 


Cys 


Ser 


250 






255 




Ser Tyr Val Glu 


Cys 


Cys 


Arg 


Thr 


265 




270 






Pro Lys Pro His 


Met 
285 


Asp 


Phe 


Gly 



<210> 3098 
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<212> PRT 

<213> Homo sapiens 



<400> 3098 



Gly Ala 


Ala Thr 


Leu 


Leu 


Arg 


Ser 


1 




5 








Ala Glu 


Ala Glu 


Gin 


Val 


Trp 


Leu 




20 










Asp Arg 


Arg Val 


Leu 


Gly 


Leu 


Arg 




35 








40 


Arg . Glu 


Cys Ser 


Leu 


Cys 


Gin 


Arg 


50 








55 




Asp Val 


Glu Lys 


Gly 


Lys 


Lys 


He 


65 






70 






His Thr 


Val Glu 


Lys 


Gly 


Gly 


Lys 



Ala Ser 


Ser Ala 


Ala 


Arg 


Lys 


Ala 


10 








15 




His Leu 


His Arg 


Tyr 


Leu 


Ser 


Ala 


25 






30 






Glu Trp Gly Arg 


Pro 


Ala 


Ser 


Glu 






45 








Leu Lys 


Arg Glu 


Leu 


Asn 


Met 


Gly 




60 










Phe He 


Met Lys 


Cys 


Ser 


Gin 


Cys 




75 








80 


His Lys 


Thr Gly 


Pro 


Asn 


Leu 


His 
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85 90 95 



Gly Leu Phe Gly 


Arg 


Lys 


Thr 


Gly 


Gin 


Ala 


Pro 


Gly 


Tyr 


Ser 


Tyr 


Thr 






100 










105 










110 






Ala Ala 


Asn 


Lys 


Asn 


Lys 


Gly 


lie 


He 


Trp 


Gly 


Glu 


Asp 


Thr 


Leu 


Met 




115 










120 










125 








Glu Tyr 


Leu 


Glu 


Asn 


Pro 


Lys 


Lys 


Tyr 


He 


Pro 


Gly 


Thr 


Lys 


Met 


He 


130 










135 










140 










Phe Val Gly lie 


Lys 


Lys 


Lys 


Glu 


Glu Arg 


Ala 


Asp 


Leu 


He 


Ala 


Tyr 


145 








150 










155 










160 


Leu Lys Lys Ala 


Thr 


Asn 


Glu 


























165 




167 




















<210> 3099 


























<211> 414 
























• 


<212> PRT 


























<213> Homo 


sapiens 






















<400> 3099 


























Ttx> Ala 


Val 


Glv 


m n 




Arg 


Ser 


Phe 


Pro 


Ser 


His 


Pro 


Arg 


Met 


Ser 


1 






c 

9 










10 










15 




Sex* TiTD 


He 








Arg 


Trp 


Ser 


Pro 


Ser 


Val 


Ala 


Leu 


Arg Val 






20 










25 










30 






Thr Cvs 


Thr 


Ser 




Q AT* 


Ser 


Gin 


Arg 


Trp 


Thr 


Val 


Leu 


Ala 


Leu 


Ser 




35 










40 










45 








Lys Pro 


Glv 


Ser 


Gin 


Gin 


Gin 


Val 


Ser 


Met 


His 


Thr 


Pro 


Ala 


Pro Gly 


50 










55 










60 










Pro Pro 


Thr 


Ala 


Glv 


His 


Thr 


Glu 


Pro 


Pro 


Ser 


Glu 


Pro 


Pro 


Arg Arg 


65 








70 










75 










80 


Ala Arg 


Val 


Ala 


Lvs 


Tvr 


Arg 


Ala 


Lys 


Phe 


Asp 


Pro 


Arg 


Val 


Thr 


AJLa 








85 










90 










95 




Lys Tyr 


Asp 


He 


Lvs 


Ala 


Leu 


He 


Gly 
•* 


Arg 


Gly 


Ser 


Phe 


Ser 


Arg Val 






lOO 










105 










110 






Val Arg 


Val 


Glu 


His 


Ara 


Ala 


Thr 


Arg 


Gin 


Pro 


Tyr 


Ala 


He 


Lys 


Met 




115 










120 










125 








He Glu 


Thr 


Lys 


Tvr 


ArcT 


Glu 


Gly 


Arg 


Glu 


Val 


Cys 


Glu 


Ser 


Glu 


Leu 


130 










135 










140 










Arg Val 


Leu 


Arg 


Arg 


Val 


Arg 


His 


Ala 


Asn 


He 


He 


Gin 


Leu 


Val 


Glu 


145 








150 










155 










160 


Val Phe 


Glu 


Thr 


Gin 


Glu 


Arg 


Val 


Tyr 


Met 


Val 


Met. 


Glu 


Leu 


Ala 


Thr 








165 










170 










175 




Gly Gly 


Glu 


Leu 


Phe 


Asp 


Arg 


He 


He 


Ala 


Lys 


Gly 


Ser 


Phe 


Thr 


Glu 






180 










185 










190 






Arg Asp 


Ala 


Thr 


Arg 


Val 


Leu 


Gin 


Met 


Val 


Leu 


Asp 


Gly 


Val 


Arg 


Tyr 




195 










200 










205 








Leu His 


Ala 


Leu 


Gly 


He 


Thr 


His 


Arg 


Asp 


Leu 


Lys 


Pro 


Glu 


Asn 


Leu 


210 










215 










220 










Leu Tyr 


Tyr 


His 


Pro 


Gly 


Thr 


Asp 


Ser 


Lys 


He 


He 


He 


Thr 


Asp 


Phe 


225 








230 










235 










240 


Gly Leu 


Ala 


Ser 


Ala 


Arg 


Lys 


Lys 


Gly 


Asp 


Asp 


Cys 


Leu 


Met 


Lys 


Thr 








245 










250 










255 




Thr Cys 


Gly 


Thr 


Pro 


Glu 


Tyr 


He 


Ala 


Pro 


Glu 


Val 


Leu 


Val 


Arg 


Lys 






260 










265 










270 






Pro Tyr 


Thr 


Asn 


Ser 


Val 


Asp 


Met 


Trp 


Ala 


Leu 


Gly 


Val 


He 


Ala 


Tyr 




275 










280 










285 








He Leu 


Leu 


Ser 


Gly 


Thr 


Met 


Pro 


Phe 


Glu 


Asp 


Asp 


Asn 


Arg 


Thr Arg 


290 










295 










300 










Leu Tyr 


Arg 


61x1 


He 


Leu 


Arg 


Gly 


Lys 


Tyr 


Ser 


Tyr 


Ser 


Gly 


Glu 


Pro 


305 








310 










315 










320 


Trp Pro 


Ser 


Val 


Ser 


Asn 


Leu 


Ala 


Lys 


Asp 


Phe 


He 


Asp 


Arg 


Leu 


Leu 








325 










330 










335 




Thr Val 


Asp 


Pro 


Gly 


Ala 


Arg 


Met 


Thr 


Ala 


Leu 


Gin 


Ala 


Leu 


Arg 


His 
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340 






345 






350 




Pro 


Trp 


Val 


Val 


Ser 


Met 


Ala Ala Ser 


Ser 


Ser 


Met Lys Asn Leu 


His 






355 








360 






365 




Arg 


Ser 


lie 


Ser 


Gin 


Asn 


Leu Leu Lys 


Arg 


Ala 


Ser Ser Arg Cys 


Gin 




370 










375 






380 




Ser 


Thr 


Lys 


Ser 


Ala 


Gin 


Ser Thr Arg 


Ser 


Ser 


Arg Ser Thr Arg 


Ser 


385 










390 






395 




400 


Asn 


Lys 


Ser Arg Arg Val 


Arg Glu Arg 


Glu 


Leu Arg Glu Leu 












405 






410 




414 





<210> 3100 
<211> 498 
<212> PRT 

<213> Homo sapiens 



<400> 3100 



Ala Arg 


Trn 


Asn 


1 








Gly Cys 


Gly 


Thr 








20 


Ala 


Trp 


Arcr 


Pro 






35 




Ala 


Trp. 


Ser 


Pro 




50 






Ala 


Val 


Ser 


Gin 


65 








Asp 


Tyr 


Asp 


lie 


Lys 


Val 


Thr 


Leu 








100 


Gly Gly 


Gly 


Ala 






115 




Asp Asn 


Thr 


Pro 




130 






lie 


Thr 


Gly 


Val 


145 








Val 


Ala 


Lys 


Met 


Asa Lys 


Leu 


Gin 








180 


Leu 


Lys 


Lys 


Val 






195 




Ala 


Asp 


Ala 


Leu 




210 






Val 


Lys 


Arg 


Leu 


225 








Met 


Thr 


Glu 


His 


Gla 


Thr 


His 


Arg 








260 


Val 


Phe 


Ser 


Val 






275 




Ala 


Phe 


Val 


Lys 




290 






lie 


Arg 


Leu 


Leu 


305 








Tyr 


Leu 


Asn 


Lys 


Leu 


Asp 


Val 


Lys 








340 


Met 


Asp 


Asp 


Glu 



CXI V 






5 






TV CST1 




OCX OXjf 


Val 

V CL JL 


Glv 


A T*CT Tin T* 






40 






XjrX xjcu 






55 


Pro 


Thr 


Pro Thr 




70 




Glu 


Glu 




85 






Gin 


Lvs 


AsD Ala 


Gin 


Tyr 


Cys Pro 






120 


Ala 


Ala 


Leu AsiD 






135 


Asn 


Gly 


Arg Ser 




150 




He 


Gin 


Glu Val 


165 






Ala 


Asp 


Pro Lys 


Lys 


His 


Arg Leu 






200 


Gly 


Leu 


Ser Arg 






215 


Glu 


Glu 


Leu Glu 




230 




Thr 


Lys 


Asn Leu 


245 






Gly 


Asn 


Gly He 


He 


Gly 


Val Arg 






280 


Phe 


Ala 


Asp Ala 






2 95 


Lys 


Thr 


He Lys 




310 




Ala 


He 


Pro Asp 


325 






Phe 


Glu 


Tyr Leu 


Glu 


Tyr 


Ser Cys 



Gin Val Pro Ala 
10 

Glu Arg Gin Arg 
25 

Leu Gly Ser Glu 

Phe Pro He Pro 

60 

Leu Gly Thr Met 
75 

Leu Gly He Pro 
90 

Gin Asn Leu He 
105 

Cys Leu Tyr He 

Gly Thr Val Ala 

140 

He Lys Gly Lys 
155 

Lys Gly Glu Val 
170 

Gin Gly Met Ser 
185 

Val Glu Asn Met 

Ala He Leu Cys 

220 

Arg Thr Ala Glu 
235 

Leu Arg Ala Phe 

250 

Pro Gin Ser Cys 

265 

Glu Pro Gin Pro 

His Arg Ser He 

300 

Pro Met Leu Thr 

315 

Thr Arg Leu Thr 
330 

Ser Tyr Cys Leu 
345 

He Ala Leu Gly 



Trp Pro Gly 


« X w 




15 




Gin Leu 


Pro 


Arg 


30 






Pro He 


Ala 




45 






Leu Pro 


Ser 


X Jm U 


Phe Ala Asp 


Leu 






80 


Thr Val 


Pro 


Glv 




95 




Gly He 


Ser 


He 


110 






Val Gin 


Val 


Phe 


125 






Ala Gly Asp 


Glu 


Thr Lys 


Val 


Glu 






160 


Thr He 


His 


Tyr 




175 




Leu Asp 


He 


Val 


190 






Ser Ser Gly 


Thr 


205 






Asn Asp Gly 


Leu 


Leu Tyr 


Lys 


Gly 






240 


Tyr Glu 


Leu 


Ser 




255 




Ala Phe 


Gly 


Asp 


270 






Ala Ala 


Ser 


Glu 


285 






Glu Lys 


Phe 


Gly 


Asp Leu 


Asn 


Thr 






320 


He Lys 


Lys 


Tyr 




335 




Lys Val 


Lys 


Glu 


350 






Glu Pro 


Leu 


Tyr 
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355 








360 


365 




Arg 


Val 


Ser 


Thr 


Gly 


Asn 


Tyr Glu Tyr .Arg Leu He 


Leu Arg Cys 


Arg 




370 










375 380 






Gin 


Glu 


Ala 


Arg 


Ala 


Arg 


Phe Ser Gin Met Arg Lys 


Asp Val Leu 


Glu 


385 










390 


395 




400 


Lys 


Met 


Glu 


Leu 


Leu 


Asp 


Gin Lys His Val Gin Asp 


He Val Phe 


Gin 










405 




410 


415 




Leu 


Gin 


Arg 


Leu 


Val 


Ser 


Thr Met Ser Lys Tyr Tyr 


Asn Asp Cys 


Tyr 








420 






425 


430 




Ala 


Val 


Leu 


Arg 


Asp 


Ala 


Asp Val Phe Pro He Glu 


Val Asp Leu 


Ala 






435 








440 


445 




His 


Thr 


Thr 


Leu 


Ala 


Tyr 


Gly Leu Asn Gin Glu Glu 


Phe Thr Asp 


Gly 




450 










455 460 






Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu Asp Thr Ala Ala Gly 


Glu Pro Ser 


Arg 


465 










470 


475 




480 


Asp 


Thr 


Arg 


Gly 


Ala 


Ala 


Gly Pro Leu Asp Lys Gly 


Gly Ser Trp 


Cys 










485 




490 


495 




Asp 


Ser 


















498 


















<210> 3101 














<211> 325 














<212> PRT 














<213> Homo 


sapiens 










<400> 3101 












Gin 


Gly 


Met 


Asp 


Ser 


Lvs 


Gin Gin Cys Val Lys Leu 


Asn Asp Gly 


His 


1 








5 




10 


15 




Phe 


Met 


Pro 


Val 


Leu 


Gly 


Phe Gly Thr Tyr Ala Pro 


Pro Glu Val 


Pro 








20 






25 


30 




Arg 


Ser 


Lys 


Ala 


Leu 


Glu 


Val Thr Lys Leu Ala He 


Glu Ala Gly 


Phe 






35 








40 


45 




Arg 


His 


He 


Asp 


Ser 


Ala 


His. Leu Tyr Asn Asn Glu 


Glu Gin Val 


Gly 




50 










55 SO 






Leu 


Ala 


He 


Arg 


Ser 


Lys 


He Ala Asp Gly Ser Val 


Lys Arg Glu 


Asp 


65 










70 


75 




80 


lie 


Phe 


Tyr 


Thr 


Ser 


Lys 


Leu Trp Ser Thr Phe His 


Arg Pro Glu 


Leu 










85 




90 


95 




Val 


Arg 


Pro 


Ala 


Leu 


Glu 


Asn Ser Leu Lys Lys Ala 


Gin Leu Asp 


Tyr 








100 






105 


110 




val 


Asp 


Leu 


Tyr 


Leu 


Xle 


His Ser Pro Met Ser Leu 


Lys Pro Gly 


Glu 






115 








120 


125 




Glu 


Leu 


Ser 


Pro 


Thr 


Asp 


Glu Asn Gly Lys Val He 


Phe Asp He 


Val 




130 










135 140 






Asp 


Leu 


Cys 


Thr 


Thr 


Trp 


Glu Ala Met Glu Lys Cys 


Lys Asp Ala 


Gly 


145 










150 


155 




160 


Leu 


Ala 


Lys 


Ser 


He 


Gly 


Val Ser Asn Phe Asn Arg 


Arg Gin Leu 


Glu 










165 




170 


175 




Met 


lie 


Leu 


Asn 


Lys 


Pro 


Gly Leu Lys Tyr Lys Pro 


Val Cys Asn 


Gin 








180 






185 


190 




Val 


Glu 


Cys 


His 


Pro 


Tyr 


Phe Asn Arg Ser Lys Leu 


Leu Asp Phe 


Cys 






195 








200 


205 




Lys 


Ser 


Lys 


Asp 


He 


Val 


Leu Val Ala Tyr Ser Ala 


Leu Gly Ser 


Gin 




210 










215 220 






Arg 


Asp 


Lys 


Arg 


Trp 


Val 


Asp Pro Asn Ser Pro Val 


Leu Leu Glu 


Asp 


225 










230 


235 




240 


Pro 


Val 


Leu 


Cys 


Ala 


Leu 


Ala Lys Lys His Lys Arg 


Thr Pro Ala 


Leu 










245 




250 


255 




lie 


Ala 


Leu 


Arg 


Tyr 


Gin 


Leu Gin Arg Gly Val Val 


Val Leu Ala 


Lys 








260 






265 


270 




Ser 


Tyr- 


Asn 


Glu 


Gin 


Arg 


He Arg Gin Asn Val Gin 


Val Phe Glu 


Phe 
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275 










280 


285 




Gin 


Leu 


Thr Ala 


Glu 


Asp 


Met 


Lys Ala lie Asp Gly 


Leu Asp Arg 


Asn 




290 










295 


300 






Leu 


His 


Tyr 


Phe 


Asn 


Ser 


Asp 


Ser Phe Ala Ser His 


Pro Asn Tyr 


Pro 


305 










310 




315 




320 


Tyx 


Ser Asp Glu 


Tyr 




















325 














'<210> 3102 
















<211> 317 
















<212> PRT 






» 










<213> Homo 


sapiens 






• 






<400> 3102 














Glu 


Gin 


Pro 




Pro 

X. W 




Pro 


Cys Gly Arg Arg Pro 


Leu Pro Leu 


Gly 


1 








5 






iO 


15 




Ser 


Ala 


P]fQ 


Cvs 




Val 


Arg 


Leu Gly Arg Ala Pro 


Arg Gin Ala 


Pro 








20 








25 


30 




Ala 


Met 


Ser 


Met 




PlTO 
f ^ w 


Ser 


Phe Gly Phe Thr Gin 


Glu Gin Val 


Ala 






35 










40 


45 




Cys 


Val 




Glu 


V Q J* 


JUJ w \JL 


Gin 


Gin Gly Gly Asn Leu 


Glu Arg Leu 


Gly 




50 










55 


60 








Phe 


Leu 








Pro 


Ala Cys Asp His Leu 


His Lys Asn 


Glu 


65 










70 




75 




80 


Ser 


Val 


Leu 


Lvs 


Ala 


Lvs 


Ala 


Val Val Ala Phe His 


Arg Gly Asn 


Phe 










85 






90 


95 




Arg 


Glu 


Leu 


Tvr 


Lvs 


Tie 


Leu 


Glu Ser His Gin Phe 


Ser Pro His 


Asn 








lOO 








105 


110 




His 


Pro 


Lys 


Leu 


Gin 


Gin 


Leu 


Trp Leu Lys Ala His 


Tyr Val Glu 


Ala 






115 










120 


125 




Glu 


LtVS 


Leu 




Gly 


Arcr 


Pro 


Leu Gly Ala Val Gly 


Lys Tyr Arg 


Val 




130 










135 


140 






Arg 


Gin 


Lys 


Phe 


Pro 


Leu 


Pro 


Arg Thr lie Trp Asp 


Gly Glu Glu 


Thr 


145 










150 




155 




160 


Ser 


Xyr 


Cys 


Phe 


Lys 


Glu 


Lys 


Ser Arg Gly Val Leu 


Arg Glu Trp 


Tyr 










165 






170 


175 




Ala 


His 


Asn 


Pro 


Tyr 


Pro 


Ser 


Pro Arg Glu Lys Arg 


Glu Leu Ala 


Glu 








180 








185 


190 




Ala 


Thr 


Gly 


Leu 


Thr 


Thr 


Thr 


Gin Val Ser Asn Trp 


Phe Lys Asn 


Arg 






195 










2O0 


205 




Arg 


Gin 


Arg 


Asp 


Arg 


Ala 


Ala 


Glu Ala Lys Glu Arg 


Glu Asn Thr 


Glu 




210 










215 


220 






Asn 


Asn 


Asn 


Ser 


Ser 


Ser 


Asn 


Lys Gin Asn Gin Leu 


Ser Pro Leu 


Glu 


225 










230 




235 




240 


Gly 


Gly 


Lys 


Pro 


Leu 


Met 


Ser 


Ser Ser Glu Glu Glu 


Phe Ser Pro 


Pro 










245 






250 


255 




Gin 


Ser 


Pro 


Asp 


Gin 


Asn 


Ser 


Val Leu Leu Leu Gin 


Gly Asn Met 


Gly 








260 








265 


270 




His 


Ala 


Arg 


Ser 


Ser 


Asn 


Tyr 


Ser Leu Pro Gly Leu 


Thr Ala Ser 


Gin 






275 










280 


285 




Pro 


Ser 


His 


Gly 


Leu 


Gin 


Thr 


His Gin His Gin Leu 


Gin Asp Ser 


Leu 




290 










295 


300 






Leu 


Gly 


Pro 


Leu 


Thr 


Ser 


Ser 


Leu Val Asp Leu Gly 


Ser 




305 










310 




315 


317 





<210> 3103 

<211> 490 

<212> PRT 

<213> Homo sapiens 
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<400> 3103 



Leu 


Val 


Tyr Ser 


Trp 


Gly 


Cys 


His 


He 


Met 


Ala 


Asp 


Asn Asp 


Thr 


Asp 


1 






5 










10 










15 




Arg 


Asn 


Gin Thr 


Glu 


Lys 


Leu 


Leu 


Lys 


Arg 


Val 


Arg 


Glu 


Leu 


Glu 


Gin 






20 










25 










30 






Glu 


Val 


Gin Arg 


Leu 


Lys 


Lys 


Glu 


Gin 


Ala 


Lys- 


Asn 


Lys 


Glu 


Asp 


Ser 






35 








40 










45 








Asn 


He 


Arg Glu 


Asn 


Ser 


Ser 


Gly 


Ala 


Gly 


Lys 


Thr 


Lys 


Arg 


Ala 


Phe 




50 








55 










60 










Asp 


Phe 


Ser Ala 


His 


Gly 


Arg 


Arg 


His 


Val 


Ala 


Leu 


Arg 


He 


Ala 


Tyr 


65 








70 










75 










80 


Met 


Gly 


Trp Gly 


Tyr 


Gin 


Gly 


Phe 


Ala 


Ser 


Gin 


Glu 


Asn 


Thr 


Asn 


Asn 








85 










90 










95 




Thr 


Xle 


Glu Glu 


Lys 


Leu 


Phe 


Glu 


Ala 


Leu 


Thr 


Lys 


Thr Arg 


Leu 


Val 






100 










105 










110 






Glu 


Ser 


Arg Gin 


Thr 


Ser 


Asn 


Tyr 


His 


Arg 


Cys 


Gly 


Arg 


Thr 


Asp 


Lys 






115 








120 










125 








Gly 


Val 


Ser Ala 


Phe 


Gly 


Gin 


Val 


He 


Ser 


Leu 


Asp 


Leu Arg 


Ser 


Gin 




130 








135 










140 










Phe 


Pro 


Arg Gly 


Arg 


Asp 


Ser 


Glu 


Asp 


Phe 


Asn 


Val 


Lvs 


Glu 


Glu 


Ala 


145 








150 










155 










160 


Asn 


Ala 


Ala Ala 


Glu 


Glu 


He 


Arg 


Tyr 


Thr 


His 


He 


Leu 


Asn 


Arg 


Val 








165 










170 










175 




Leu 


Pro 


Pro Asp 


He 


Arg 


He 


Leu 


Ala 


Trp 

JET 


Ala 


Pro 


Val 


Glu 


Pro 


Ser 






180 










185 










190 

mm ^ \m 






Phe 


Ser 


Ala Ar^ 


Phe 


Ser 


Cys 


Leu 


Glu 


Arg 


Thr 


Tyr 


Arg 


Tvr 


Phe 


Phe 






195 








200 










205 

4W >r 








Pro 


Arcr 


Ala Asp 


Leu 


Asp 


He 


Val 


Thr 


Met 


Asp 


Tyr 


Ala 


Ala 


Gin 


Lys 




210 








215 










220 










Tyr 


Val 


Gly Thr 


His 


Asp 


Phe 


Arg 


Asn 


Leu 


Cys 


Lys 


Met 


Asp 


Val 


Ala 


225 








230 










235 










240 


Asn 


Gly 


Val He 


Asn 


Phe 


Gin 


Arg 


Thr 


He 


Leu 


Ser 


Ala 


Gin 


Val 


Gin 








245 










250 










255 




Leu 


Val 


Gly Gin 


Ser 


Pro 


Gly 


Glu 


Gly 


Arg 


Trp 


Gin 


Glu 


Pro 


Phe 


Gin 






260 










265 










270 






Leu 


Cys 


Gin Phe 


Glu 


Val 


Thr 


Gly 


Gin 


Ala 


Phe 


Leu 


Tyr 


His 


Gin 


Val 






275 








280 










285 








Arg 


Cys 


Met Met 


Ala 


He 


Leu 


Phe 


Leu 


He 


Gly 


Gin 


Gly 


Met 


Glu 


Lys 




290 








295 










300 










Pro 


Glu 


He He 


Asp 


Glu 


Leu 


Leu 


Asn 


He 


Glu 


Lys 


Asn 


Pro 


Gin 


Lys 


305 








310 










315 










320 


Pro 


Gin 


Tyr Ser 


Met 


Ala 


Val 


Glu 


Phe 


Pro 


Leu 


Val 


Leu 


Tyr 


Asp 


Cys 








325 










330 










335 




Lys 


Phe 


Glu Asn 


Val 


Lys 


Trp 


He 


Tyr 


Asp 


Gin 


Glu 


Ala 


Gin 


Glu 


Phe 






340 










345 










350 






Asn 


lie 


Thr His 


Leu 


Gin 


Gin 


Leu 


Trp 


Ala 


Asn 


His 


Ala 


Val 


Lys 


Thr 






355 








360 










365 








His 


Met 


Leu Tyr 


Ser 


Met 


Leu 


Gin 


Gly 


Leu 


Asp 


Thr 


Val 


Pro 


Val 


Pro 




370 








375 










380 










Cys 


Gly 


He Gly 


Pro 


Lys 


Met 


Asp 


Gly 


Met 


Thr 


Glu 


Trp 


Gly 


Asn 


Val 


385 








390 


• 








395 










400 


Lys 


Pro 


Ser Val 


He 


Lys 


Gin 


Thr 


Ser 


Ala 


Phe 


Val 


Glu 


Gly 


Val 


Lys 




• 




405 










410 










415 




Met 


Arg 


Thr Tyr 


Lys 


Pro 


Leu 


Met 


Asp 


Arg 


Pro 


Lys 


Cys 


Gin 


Gly 


Leu 






420 










425 










430 






Glu 


Ser 


Arg He 


Gin 


His 


Phe 


Val 


Arg 


Arg 


Gly 


Arg 


He 


Glu 


His 


Pro 






435 








440 










445 








His 


Leu 


Phe His 


Glu 


Glu 


Glu 


Thr 


Lys 


Ala 


Lys 


Arg 


Asp 


Cys 


Asn 


Asp 




450 








455 










460 










Thr 


Leu 


Glu Glu 


Asp 


Asn 


Thr 


Asn 


Leu 


Glu 


Thr 


Pro 


Thr 


Lys 


Arg 


Val 


465 








470 










475 










480 


Cys 


Val 


Asp Thr 


Glu 


He 


Lys 
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He 


He 
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<213> Homo 
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<4O0> 3104 
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Thr 


Leu lie 


Lys 


Met 


Asn 


Ala 


1 






5 








Ala 


Val 


Phe Asp 
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Val 


Lys 


Leu 






20 










Val 


lie 


Val Arg 
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Leu 


Asn 


Leu 






35 








40 


Leu 


Tyr 


Phe Gin 


ASD 


Ser 


Gly 


Leu 




50 








55 




Pro 


Leu 


Leu Thr 


Lvs 


Glu 


Tyr 


He 


65 








70 






Gly 


Hxs 


lie Gin 


Thir 


Ala 


Leu 


Tyr 








85 








Pro 


His 


Pro Tyr 


Qlv 


His 


Arg 


Lys 






100 










Thr 


Ser 


Thr Phe 


ASD 


Leu 


Phe 


Glu 






115 








120 


Asp 


Asp 


lie Thr 


Met 


Val 


He 


Cys 




13Q 








135 




Lys 


Gin 


Tyr He 




Thar 


Phe 


Val 


145 








150 

^0 






Arg 


Cys 


Ala Val 


Leu 


Asn 


His 


Leu 








165 








Thr 


Ser 


Pro- Arg 


Met 


Phe 


Thr 


Tyr 






180 










Met 


Val 


Asn Tyr 


He 


Lvs 


Lys 


Thr 
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200 


Val 


Gly 


Phe Ser 


Leu 


Gly 


Gly 


Asn 




210 








215 




Thr 


Gin 


Ala Asn 


Gin 


Glu 


Lys 


Val 


225 








230 






Gly 


Tyr 


Ser Ala 


Leu 


Arg 


Ala 


Gin 








245 








Cys 


Arg 


Arg Phe 


Tyr 


Asn 


Phe 


Leu 






260 










lie 


Leu 


Ser His 


Arg 


Gin 


Ala 


Leu 






275 








280 


Gin 


Ser 


Leu Glu 


Asp 


Thr 


Asp 


Leu 




290 








295 




Leu 


Met 


Gin He 


Asp 


Asp 


Asn 


Val 


305 








310 






Ser 


Leu 


Lys Glu 


Tyr 


Tyr 


Glu 


Glu 








325 








Arg 


lie 


Tyr Val 


Pro 


Leu 


Met 


Leu 






340 










Val 


His 


Glu Ser 


Leu 


Leu 


Thr 


He 






355 








360 


Glu 


Asn 


Val Met 


Phe 


Val 


Leu 


Pro 




370 








375 




Phe 


Glu 


Gly Ser 


Val 


Leu 


Phe 


Pro 


385 








390 






Leu 


Val 


Val Glu 


Tyr 


Ala 


Asn 


Ala 








405 








Leu 


Gin 


Cys Ser 


Asp 


Thr 


Glu 


Gin 



Met 


Leu 


Glu 


Thr Pro 


Glu Leu 


Pro 
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15 




Ala 


Ala 


Val 


Ala Ala 


Val Leu 


Tvr 


25 








30 




Lys 


Ser 


Pro 


Thr Ala 


Ptto Pro 


Ast) 








45 






Ser Arg 


Phe 














60 






Pro 


Pro 


•Lie U 






OCX 






75 






80 


Gly Lys 


Met 




Val AT*cf 
vox s^^>^ 






90 






95 




Phe 
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lie L« OC3^ 




A1 a 


105 








110 

X Jk V 
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Leu 


Ala 




\rjfS> vax 


vjxy 








125 






Pro Gly 


Tie 


Al 9 AiSTl 


X1XB> OCX 


wX LL 








140 






Asp 


Tyr 


Ala 






lyr 






155 






ISO 


Gly Ala 


Leu 


Prr* Asn 


lie Glu 






170 






175 




Gly Cys 


Thr 


Tro Slu 


Phe Qlv 


Ala 


185 








190 




Tyr 


Pro 


Leu 


Thr Gin 


Leu Val 


Val 








205 






He 


Val 


Cvs 


Lvs Tvr 


Leu Gly 


Glu 








220 






Leu 


Cys 


Cvs 

J: 


Val Ser 


Val Cys 


Gin 






235 






240 


Glu 


Thr 


Phe 


Met Gin 


Trp Asp 


Gin 




250 






255 




Met 


Ala 


Asp 


Asn Met 


Lvs Lys 


He 


265 








270 




Phe Gly 


Asp 


His Val 


Lvs Lvs 


Pro 








285 






Ser Arg 


Leu 


Tyr Thr 


Ala Thr 


Ser 








300 






Met 


Arg 


Lys 


Phe His 


Gly Tyr 


Asn 






315 






320 


Glu 


Ser 


Cys 


Met Arg 


Tyr Leu 


His 




330 






335 




Val 


Asn 


Ala 


Ala Asp 


Asp Pro 


Leu 


345 








350 




Pro 


Lys 


Ser 


Leu Ser 


Glu Lys 


Arg 








365 






Leu 


His 


Gly 


Gly His 


Leu Gly 


Phe 








380 






Glu 


Pro 


Leu 


Thr Trp 


Met Asp 


Lys 






395 






400 


He 


Cys 


Gin 


Trp Glu 


Arg Asn 


Lys 




410 






415 




Val 


Glu 


Ala 


Asp Leu 


Glu 
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<212> PRT 
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<400> 3105 



Met 


Gly 


Leu 


Leu 


Leu 
5 


Met 


lie 


Leu 


Ala 


1 

Leu 


Thr 


Leu 


Leu 


Ala 


Gin 


Phe 


Phe 


Leu 








20 










25 


Piro 


Pro 


Ala 


AST) 


Glu 


Ala 


Ala 


Arcr 


Ala 






35 










40 




Lva 


Pro 


Val 


Pro 


Glv 


Leu 


Leu 


Leu 
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55 








Ann 


Qlu 


Glu 


Pro 


Ser 

Im# jl* 


Glv 


Ala 


Ala 


65 
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Ala 


Ala 


Pro 
^ \f 


Glu 


Thr 


Pro 


Ala 












85 














ASTL 


Ala 


i B 1 1 


lie 




Phe 










100 










105 












Tm 


Val 










115 

1^ ^ 










120 






TjPu 


IjfeU. 


Gin 


Thr 




Thr 


Ala 


Glv 




130 










135 












Val 


Phe 


Leu. 


Glv 


Qlu 


Thr 


145 










150 










Leu 


Val 


Arcr 


Pro 


Val 


Val 


Pro 


Ser 










165 










Pro 


Glu 


Glv 


Glu 


Ala 


Leu 


Pro 


Ala 


Ala 








180 










185 


Glu 


Ala 


Glu 


Val 


Glu 


Tyr 


Asn 


Glv 


Glv 






195 










200 






Leu 


Val 


Phe 


Gly 


Lys 


Ser 


Ala 


Tvr 




210 










215 






Val 


Val 


Gly 


Arg 


Leu 


Arg 


Leu 


Val 


Phe 


225 










230 








Trp 


Phe 


Phe 


Ser 


Phe 


Val 


Glu 


Asp 


Pro 










245 










Ser 


Gin 


Phe 


Glu 


Gly 


Arg 


Pro 


Met 


Pro 








260 










265 


Asn 


Gin 


Leu 


Lys 


Lys 


lie 


He 


Lys 


Arg 






275 










280 




Lys 


He 


Arg 


Phe 


Lys 


Pro 


Phe 


Phe 


Pro 




290 










295 






Glu 


Glu 


Asp 


Glu 


Glu 


His 


He 


His 


He 


305 










310 








Gly 


Arg 


Leu 


Lys 


Val 


Thr 


Leu 


Leu 


Glu 










325 










Gly 


Ser 


Tyr 


Asp 


Arg 


Glu 


Ala 


Asn 


Val 








340 










345 


Ser 


Ser 


Val 


Trp 


Glu 


Glu 


Lys 


Gin 


Arg 






355 










360 




He 


Ser 


Leu 


Thr 


Ala 


Val 


Phe 


Met 


Gly 




370 










375 






Phe 


Pro 


Gly 


Leu 


Trp 


Tyr 


Lys 


Leu 


Leu 


385 










390 








Leu 


Glu 


Asp 


Gly 


Gly 
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Leu 


Leu 


Thr 
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Phe 


10 






15 




Leu 
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Gly 


Glu Gly Phe 
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Glu 


Tyr 


Leu Tyr 


Gly Gly 


Gly 
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Pro 


Glu Gly Gly 


Ala Thr 


Pro 




75 






80 


Pro 


Thr Arg Glu 


Thr Cys 


Tvr 


90 






95 




Phe 


Arg Glu Leu 


Arcr AsD 


Thr 








110 




Lvs 


lie Lys Val 


Glu Phe 


Glu 






125 






Arcr 


Leu 


Leu Glu 


Glv Leu 


Ser 






140 






Val 


Pro 


Phe He 


Lys Thr 


He 




155 






160 


Ala 


Thr Gly Glu 


Pro Asp 


Glv 


170 






175 




Cys 


Pro 


Glu Qlu 


Leu Ala 


Phe 








190 




Phe 


His 


Leu Ala 


He Asp 

mm 


Val' 






205 






Leu 


Phe 


Val Lys 


Leu Ser 


Arg 






220 






Thr 


Arg Val Pro 


Phe Thr 


His 




235 






240 


Leu 


He Asp Phe 


Glu Val 


Arg 


250 






255 




Gin 


Leu 


Thr Ser 


He He 


Val 








270 




Lys 


His 


Thr Leu 


Pro Asn 


Tvr 






285 






Tyr 


Gin 


Thr Leu 


Gin Gly 


Phe 






300 






Gin 


Gin 


Trp Ala 


Leu Thr 


Glu 




315 






320 


Cys 


Ser 


Arg Leu 


Leu He 


Phe 


330 






335 




His 


Cys 


Thr Leu 


Glu Leu 


Ser 








350 




Ser 


Ser 


He Lys 


Thr Gly 


Thr 






365 






Trp 


His 


Arg Val 


Ser Glu 


Ala 






380 






Val 


Asp 


Leu Pro 


Phe Trp 


Gly 




395 






400 


Val 


Pro 


Leu Arg 


Gin Cys 
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410 






415 
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<210> 3106 

<211> 167 

<212> PRT 

<213> Homo sapiens 



<400> 3106 



Met 


Ala 


Ala 


Ala 


Gly 


Ala 


Gly 


Arg 


Leu 


Arg 


Arg Val 


Ala Ser Ala Leu 


1 








5 










10 




15 


Leu 


Leu 


Arg Ser 


Pro 


Arg 


Leu 


Pro 


Ala 


Arg 


Glu Leu 


Ser Ala Pro Ala 








20 










25 






30 . 


Arg 


Leu 


Tyr His 


Lys 


Lys 


Val 


Val 


Asp 


His 


Tyr Glu 


Asn Pro Arg Asn 






35 










40 








45 


va.x 




Ser 


Leu 


TV 

Asp 


iiys 






■uys 


TV s<n 


VaJ. \3Xy 


J.£ic^ vvxy i-ieu vaj. 
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55 








60 




Gly 


Ala 


Pro 


Ala 


Cys 


Gly 


Asp 


Val 


Met 


Lys 


Leu Gin 


He Gin Val Asp 


65 










70 










75 


80 


Glu 


Lys 


Gly Lys 


He 


Val 


Asp 


Ala 


Arg 


Phe 


Lys Thr 


Phe Gly Cys Gly 










85 










90 




95 


Ser 


Ala 


He 


Ala 


Ser 


Ser 


Ser 


Leu 


Ala 


Thr 


Glu Trp 


Val Lys Gly Lys 








100 










105 






110 


Thr 


Val 


Glu 


Glu 


Ala 


Leu 


Thr 


He 


Lys 


Asn 


Thr Asp 


He Ala Lys Glu 






115 










120 








125 


Leu 


Cys 


Leu 


Pro 


Pro 


Val 


Lys 


Leu 


His 


Cys 


Ser Met 


Leu Ala Glu Asp 




130 










135 








140 




Ala 


He 


Lys 


Ala 


Ala 


Leu 


Ala 


Asp 


Tyr 


Lys 


Leu Lys 


Gin Glu Pro Lys 


145 










150 










155 


160 


Lys 


Gly 


Glu 


Alai 


Glu 


Lys 


Lys 
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167 

• 
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Thr 
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Gin 


Asp 


Val 


Arg 
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Val 
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Ser 


Leu Val 


Arg Ala Asn He 
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15 


Phe 


Gly 


Glu 


Glu 


Ser 


Thr 


Ala 


Gly 


Ala 


Gly 


Trp His 


Arg Glu Glu Asp 








20 










25 






30 


Met 


Arg 


Lys 


Glu 


Leu 


Gin 


Leu 


Ser 


Leu 


Ser 


Val Thr 


Leu Leu Leu Val 






35 










40 








45 


Cys 


Gly 


Phe 


Leu 


Tyr 


Gin 


Phe 


Thr 


Leu 


Lys 


Ser Ser 


Cys Leu Phe Cys 




50 










55 








60 




Leu 


Pro 


Ser 


Phe 


Lys 


Ser 


His 


Gin 


Gly 


Leu 


Glu Ala 


Leu Leu Ser His 


65 










70 










75 


80 


Arg 


Arg 


Gly 


He 


Val 


Phe 


Leu 


Glu 


Thr 


Ser 


Glu Arg 


Met Glu Pro Pro 










85 










90 




95 


His 


Leu 


Val 


Ser 


Cys 


Ser 


Val 


Glu 


Ser 


Ala 


Ala Lys 


He Tyr Pro Glu 








100 










105 






110 


Trp 


Pro 


Val 


Val 


Phe 


Phe 


Met 


Lys 


Gly 


Leu 


Thr Asp 


Ser Thr Pro Met 






115 










120 








125 


Pro 


Ser 


Asn 


Ser 


Thr 


Tyr 


Pro 


Ala 


Phe 


Ser 


Phe Leu 


Ser Ala He Asp 




130 










135 








140 




Asn 


Val 


Phe 


Leu 


Phe 


Pro 


Leu 


Asp 


Met 


Lys 


Arg Leu 


Leu Glu Asp Thr 


145 










150 










155 


160 


Pro 


Leu 


Phe 


Ser 


Trp 


Tyr 


Asn 


Gin 


He 


Asn 


Ala Ser 


Ala Glu Arg Asn 
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165 








170 










175 




Trp 


Leu 


His 


He Ser Ser 


Asp 


Ala 


Ser 


Arg 


Leu 


Ala 


He 


He 


Trp 


Lys 








180 






185 










190 






Tyr 


Gly 


Gly 


He Tyr Met 


Asp 


Thr 


Asp 


Val 


He 


Ser 


He 


Arg 


Pro 


He 






195 






2O0 










205 








Pro 


Glu. 


Glu 


Asn Phe Leu 


Ala 


Ala 


Gin 


Ala 


Ser 


Arg 


Tyr 


Ser 


Ser 


Asn 




210 






215 










220 










Gly 


He 


Phe 


Gly Phe Leu 


Pro 


His 


His 


Pro 


Phe 


Leu 


Trp 


Glu 


Cys 


Met 


225 






230 










235 










240 


Glu 


Asn. 


Phe 


Val Glu His 


Tyr 


Asn 


Ser 


Ala 


He 


Trp 


Gly 


Asn 


Gin 


Gly 








245 








250 




• 






255 




Pro 


Glu 


Leu 


Met Thr Arg Met 


Leu 


Arg 


Val 


Trp 


Cys 


Lys 


Leu 


Glu 


Asp 








260 






265 










270 






Phe 


Gin 


Glu 


Val Ser Asp 


Leu 


Arg 


Cys 


Leu 


Asn 


He 


Ser 


Phe 


Leu 


His 






275 






280 










285 








Pro 


Gla 


Arg 


Phe Tyr Pro 


He 


Ser 


Tyr 


Arg 


Glu 


Trp 


Arg 


Arg 


Tyr 


Tyr 




290 






295 










300 










Glu 


Val 


Trp 


Asp Thr Glu 


Pro 


Ser 


Phe 


Asn 


Val 


Ser 


Tyr 


Ala 


Leu 


His 


305 






310 










315 










320 


Leu 


Trp 


Asn 


His Met Asn 


Gin 


Glu 


Gly 


Arg 


Ala 


Val 


He 


Arg 


Gly 


Ser 








325 








330 










335 




Asn 


Thr 


Leu 


Val Glu Asn 


Leu 


Tyr 


Arg 


Lys 


His 


Cys 


Pro 


Arg 


Thr 


Tyr 








340 






345 










350 






Arg 


Asp 


Leu 


lie Lys Gly Pro 


Glu 


Gly 


Ser 


Val 


Thr 


Gly 


Glu 


Leu 


Gly 
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360 
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Pro 


Gly 


Asn 


Lys 
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<212> PRT 
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<400> 3108 



Glu 
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Ala 
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Glu 


Met 
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Ala 


Gly 
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Tyr 


Leu 


Glu 
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He 


Glu 
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Leu 
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Arg 
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Met Arg 


Asp 
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Asp 
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Thr 


Glu 


Asp 


Leu 


Lys 


Ala 
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40 










45 








Glu 


He 


Asp 
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Ala 


Thr 


Glu 


Tyr 


Met 


Ser 


Ser 


Ala 


Arg 


Ser 


Leu 
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Ser 


Ser 


Glu 


Glu Lys 


Leu 


Ala 


Leu 


Leu 


Lys 


Gin 


He 


Gin 


Glu 


Ala 


Tyr 
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80 
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Lys 
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Lys Glu 


Phe 


Gly 


Asp 


Asp 


Lys 


Val 


Gin 


Leu 


Ala 


Met 


Gin 
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90 










95 




Thr 


Tyr 


Glu 


Met Val 


Asp 


Lys 
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He 


Arg 


Arg 


Leu 


Asp 


Thr 


Asp 


Leu 








100 








105 










110 






Ala 


Arg 


Phe 


Glu Ala 


Asp 


Leu 


Lys 


Glu 


Lys 


Gin 


He 


Glu 


Ser 


Ser 


Asp 






115 








120 










125 








Tyr 


Asp 


Ser 


Ser Ser 


Ser 


Lys 


Gly 


Lys 


Lys 


Lys 


Gly 


Arg 


Thr 


Gin 


Lys 




130 








13 5 










140 










Glu 


Lys 


Lys 


Ala Ala 


Arg 


Ala 


Arg 


Ser 


Lys 


Gly 


Lys 


Asn 


Ser 


Asp 


Glu 


145 








ISO 










155 










160 


Glu 


Ala 


Pro 


Lys Thr 


Ala 


Gin 


Lys 


Lys 


Leu 


Lys 


Leu 


Val 


Arg 


Thr 


Ser 








165 










170 










175 




Pro 


Glu 


Tyr 


Gly Met 


Pro 


Ser 


Val 


Thr 


Phe 


Gly Ser 


Val 


His 


Pro 


Ser 








180' 








185 










190 






Asp 


Val 


Leu 


Asp Ket 


Pro 


Val 


Asp 


Pro 


Asn 


Glu 


Pro 


Thr 


Tyr 


Cys 


Leu 
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200 










205 








Cys 


His 


Gin 


Val Ser 


Tyr Gly 


Glu 


Met 


He 


Gly Cys 


Asp 


Asn 


Pro 


Asp 
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210 










215 




Cys 


Ser 


He 


Glu 


Trp 


Phe 


His 


Phe 


225 










230 






Pro 


Arg Gly Lys 


Trp 


Phe 


Cys 


Pro 










245 

mm *m 








Lys 
















257 


















<210> 3109 












<211> 871 












<212> PRT 












<213> Homo 


sapiens 








<400> 3109 










Met 


VciX 


211 a 


VelX 


Arg 


AJ.a 


Ala 


Glv 


















Glu 

\J \JL 


a 

aJLO. 




ixir 


vax 


irp 


Ala 


Ptto 








on 














oxy 
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Trp 


Leu 








•J D 










Art 


Ala 


±yr 


irxO 
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Gin 


Arg 




Glv 




















(axil 




Lys 
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Ala 


Gin 














/U 
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Pro 
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Glu 
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nXA 
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100 

•tr V V 












Ala 


PllPt 


OC5X 
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vax 


Val 








115 












Thr 






Glu 


irro 




Val 


Leu 




130 










J. J 3 




Ala 
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Arcr 


TTrr 


fll n 
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Glv 


Val 


145 
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150 
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Ser 


Phe 
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AT*cr 
«x y 
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Glu 

\J Jm XJk 


Arcr 


Trp 


Glu 






Ann 










180 










Phe 


Phe 


Ala 


Lys 


A ST) 


Leu 


Ser 


Gin 






195 










<& VJ u 




Ala 


Val 


Met 


Gin 


Asp 




He 




210 










215 




Val 


Ser 


Ser 


Thr 


Asp 


He 


Phe 


Pro 


225 










230 






Leu 


Ala 


Arg 


Pro 


Val 


Leu 


Ala 


Glv 










245 








Ala 


Ala 


Ala 


He 


Leu 


Phe 


Ser 


Th.r 








260 










Gin 


Arg 


Lys 


Arg 


Lys 


Leu 


LVS 


Arcr 






275 










280 

^ U w 


Thr 


His 


Cys 


Arg 


Lys 


Ser 


Leu 


Glu 




290 










295 

^ 




Ser 


Pro 


Glu 


Ser 


He 


Arg 


Thr 


Leu 


305 










310 






AsiD 


Gin 


Gly 


Gin 


Pro 


Ala 


Ala 


Lvs 










325 








Lys 


Glu 


Leu 


Ser 


Leu 


Tyr 


Lys 


Lys 








340 










Lys 


Tyr 


Ser 


Val 


Ala 


Lys 


Ala 


Glu 






355 










360 


He 


Glu 


Leu 


He 


Ser 


Arg 


Gly 


Pro 









220 










Ala 


Cys 


Val 


Gly 


Leu 


Thr 


Thr 


Lys 






235 










240 


Arg 


Cys 


Ser 


Gin 


Glu Arg 


Lys 


Lys 




250 










255 




Pro 


ArQ 


Glu 


Glv 


• 

Ala 


Ser 


Gin Asp 




10 










15 




Met 


Thr 


Glv 


Cvs 


Pro 


Cys 


Gin Cys 


25 










30 






Val 


ASD 


Thr 


Leu 


Glu 


Pro 


Glu 


Thr 










45 








Pro 


Glu 


Gin 


Ala 


Gly Asn 


Gin 7b:g 


















Glv 


Plfo 


His 


Ann 


Trp 


Leu 


OCX 








75 












Leu 


Leu 


Val 




Thr 


Leu 


V7XU 


irxO 




















Ala 


Gin 


AST*1 


Lys 


Leu 


Glv 


X XIX 


X V9 










110 






Val 




Thr 


Lf*lJ 


Ala 


Phe 


JrXw 


XXc 










125 








Val 


Thr 


Pro 

f mm \^ 


Pro 


Arg 


Cys 




xxcs 








1 40 
X 'x w 










Leu 


Leu 


Ser 


Trr> 


Leu 


Pro 


Pro 


Ala 






«L 'J -J 










160 




He 


Met 


Glu 


Phe 


Arg 


Val 


Ala 




170 










175 




Glv 


He 


Pro 


Glv 


Thr 


Glu 


Gly 


Glu 


185 

•b O aaf 










190 






AsD 


Thr 


TrD 


Tvr* 
A jrx 


Glu 


Phe 


Arg 


Val 










205 








Ser 


Glu 


Pro 


Ser 


Asn 


He 


Ala 


Gly 








220 

A ^ W 










Gin 


Pro 


Asp 


Leu 


Thr 


Glu 


Asp 


Gly 






235 










240 


He 


Val 


Ala 


Thr 


He 


Cys 


Phe 


Leu 




250 










255 




Leu 


Ala 


Ala 


Cvs 


Phe 


Val 


Asn 


Lys 


265 










270 






Lvs 


Lvs 


ASD 


Pro 


Pro 


Leu 


Ser 


He 










285 








Ser 


Pro 


Leu 


Ser 


Ser Gly 


Lys 


Val 








300 

W W V 










Ara 


Ala 


Pro 


Ser 


Glu 


Ser 


Ser 


Asp 






315 

«^ ^m ^ 










320 


Ara 


Met 


Leu 


Ser 


Pro 


Thr 


Arg 


Glu 




330 










335 




Thr 


Lys 


Arg 


Ala 


He 


Ser 


Ser 


Lys 


345 










350 






Ala 


Glu 


Ala 


Glu 


Ala 


Thr 


Thr 


Pro 










365 








Asp 


Gly 


Arg 


Phe 


Val 


Met 


Asp 


Pro 
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370 










375 




Ala 


Glu 


Met 


Glu 


Pro 


Ser 


Leu 


Lys 


385 










390 






Phe 


Ala 


Glu 


Glu 


Thr 


Asp 


Met 


Tyr 










405 








Glu 


Asn 


Glu 


Asp 


Pro 


Leu 


Val 


Pro 








420 










Gin 


Leu 


Thr 


Pro 


Leu 


Ser 


Ser 


Ser 






435 










440 


Ala 


Tyr 


Ser 


Pro 


Arg 


Phe 


Gin 


Pro 




450 










455 




Leu 


Glu 


Gly 


Arg 


Leu 


Gin 


Ala 


Thr 


465 










470 






Arg 


Pro 


Phe 


His 


His 


Gly 


Gin 


Tyr 










485 








Pro 


Gly 


Glu 


Val 


Glu 


Pro 


Pro 


Pro 








500 










Pro 


Leu 


Ser 


Ser 


Val 


Met 


Ser 


Ser 






515 










520 


Phe 


Gly 


His 


Pro 


Thr 


lie 


Pro 


Glu 




530 










535 




Ser 


Thr 


Leu 


Pro 


Leu 


Thr 


Gin 


Thr 


545 










550 






Pro 


Trp 


Gly 


Arg 


Pro 


Glu 


Phe 


Pro 










565 








Met 


Met 


Phe 


Pro 


His 


Gin 


Leu 


Pro 








580 










Gin 


Pro 


Lys 


Ala 


Gly 


Leu 


Pro 


Arg 






595 










600 


Val 


Pro 


Ala 


Ala 


Tyr 


Pro 


Gly 


lie 




610 










615 




Trp 


Ala 


Gly 


Lys 


Ser 


Pro 


Gly 


Arg 


625 










630 






Ala 


Lys 


Trp 


Gin 


Asp 


Arg 


Pro 


Met 










645 








Leu 


Arg 


His 


Thr 


Ser 


Gin 


Gly 


Met 








660 










Glu 


Pro 


Ala 


Glu 


Pro 


Gly 


Ala 


His 






675 










680 


Asp 


Thr 


Arg 


Trp 


Tyr 


Glu 


Pro 


Gin 




690 










695 




Gin 


Ala 


Arg 


Arg 


Ala 


Glu 


Pro 


Ser 


705 










710 






Ser 


Arg 


Leu 


Ser 


Pro 


Leu 


Thr 


Gin 










725 








Ser 


Pro 


Glu 


Leu 


Ala 


Ala 


Arg 


Ala 








740 










Gin 


Ala 


Glu 


Met 


Ser 


Glu 


lie 


Thr 






755 








• 


760 


Phe 


Ser 


Arg 


Lys 


Ser 


Thr 


Pro 


Ser 




770 










775 




Arg 


Ser 


Gly 


Ser 


Pro 


Ser 


Tyr 


Arg 


785 










790 






Ala 


Thr 


Gly 


Tyr 


Pro 


Ser 


Pro 


Pro 










805 








Gly 


Asp 


Ser 


Leu 


Asp 


Val* 


Phe 


Gly 








820 










Gly 


Glu 


Glu 


Leu 


Leu 


Arg 


Pro 


Glu 






835 










840 


Leu 


Gly 


Lys 


Leu 


Arg 


Arg 


Asp 


Arg 




850 










855 




Glu 


Arg 


Ala 


Leu 


Ser 


Lys 


Leu 




865 










870 


871 





380 



Ser 


Arg Arg 


He 


Glu 


Gly 


Phe 


Pro 




3 95 










400 


Pro 


Glu Phe 


Arg 


Gin 


Ser 


Asp 


Glu 




410 








415 




Thr 


Ser Val 


Ala 


Ala 


Leu 


Lys 


Ser 


425 








430 






Gin 


Glu Ser 


Tyr 


Leu 


Pro 


Pro 


Pro 








445 








Arg 


Gly Leu 


Glu 


Gly 


Pro 


Gly 


Gly 






460 










Gly 


Gin Ala 


Arg 


Pro 


Pro 


Ala 


Pro 




475 










480 


Tyr 


Gly Tyr 


Leu 


Ser 


Ser 


Ser 


Ser 




490 








495 




Phe 


Tyr Val 


Pro 


Glu 


Val 


Gly 


Ser 


505 








510 






Pro 


Pro Leu 


Pro 


Thr 


Glu 


Gly 


Pro 








525 








Glu 


Asn Gly 


Glu 


Asn 


Ala 


Ser 


Asn 






540 










Pro 


Thr Gly 


Gly 


Arg 


Ser 


Pro 


Glu 




555 










560 


Phe 


Gly Gly 


Leu 


Glu 


Thr 


Pro 


Ala 




570 








575 




Pro 


Cys Asp 


Val 


Pro 


Glu 


Ser 


Leu 


585 








590 






Gly 


Leu Pro 


Pro 


Thr 


Ser 


Leu 


Gin 








605 








Leu 


Ser Leu 


Glu 


Ala 


Pro 


Lys 


Gly 




• 


620 










Gly 


Pro Val 


Pro 


Ala 


Pro 


Pro 


Ala 




635 










640 


Gin 


Pro Leu 


Val 


Ser 


Gin 


Gly 


Gin 




650 








655 




Gly 


lie Pro 


Val 


Leu 


Pro 


Tyr 


Pro 


665 








670 






Gly 


Gly Pro 


Ser 


Thr 


Phe 


Gly 


Leu 








685 








Pro 


Arg Pro 


Arg 


Pro 


Ser 


Pro 


Arg 






700 










Leu 


His Gin 


Val 


Val 


Leu 


Gin 


Pro 




715 










720 


Ser 


Pro Leu 


Ser 


Ser 


Arg 


Thr 


Gly 




730 








735 




Arg 


Pro Arg 


Pro 


Gly 


Leu 


Leu 


Gin 


745 








750 






Leu 


Gin Pro 


Pro 


Ala 


Ala 


Val 


Ser 








765 








Thr 


Gly Ser 


Pro 


Ser 


Gin 


Ser 


Ser 






78,0 










Pro 


Ala Met 


Gly 


Phe 


Thr 


Thr 


Leu 




795 










800 


Pro 


Gly Pro 


Ala 


Pro 


Ala 


Gly 


Pro 




810 








815 




Gin 


Thr Pro 


Ser 


Pro 


Arg 


Arg 


Thr 


825 








830 






Thr 


Pro Pro 


Pro 


Thr 


Leu 


Pro 


Thr 








845 








Pro 


Ala Pro 


Ala 


Thr 


Ser 


Pro 


Pro 



860 
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<210> 3110 

<211> 279 

<212> PRT 

<213> Homo sapiens 



<400> 3110 



He 


Leu 


Gly 


Ser 


Arg 


Thr 


Met 


Ser 


Leu 


Thr Asn Thr Lys 


Thr Gly Phe 


1 








5 










10 


15 


Ser 


Val 


Lys 


Asp 


He 


Leu 


Asp 


Leu 


Pro 


Asp Thr Asn Asp 


Glu Glu Gly 








20 










25 




30 


Ser 


Val 


Ala 


Glu 


Gly 


Pro 


Glu 


Glu 


Glu 


Asn Glu Gly Pro 


Glu Pro Ala 






35 










40 




45 




Lys 


Arg 


Ala 


Gly 


Pro 


Leu 


Gly 


(Sin 


Gly 


Ala Leu Asp Ala 


Val Gin Ser 




50 










55 






60 




Leu 


Pro 


Leu 


Lys 


Asn 


Pro 


Phe 


Tyr 


Asp 


Ser Ser Asp Asn 


Pro Tyr Thr 


65 










70 








75 


80 


Arg 


Trp 


Leu 


Ala 


Ser 


Thr 


Glu 


Gly 


Leu 


Gin Tyr Ser Leu 


His Gly Leu 










85 










90 


95 


Ala 


Ala 


Gly 


Ala 


Pro 


Pro 


Gin 


Asp 


Ser 


Ser Ser Lys Ser 


Pro Glu Pro 








100 










105 




110 


Ser 


Ala 


Asp 


Glu 


Ser 


Pro 


Asp 


Asn 


Asp 


Lys Glu Thr Pro 


Gly Gly Gly 






115 










120 




125 




Gly 


Asp 


Ala 


Gly 


Lys 


Lys 


Arg 


Lys 


Arg 


Arg Val Leu Phe 


Ser Lys Ala 


• 


130 










135 






140 




Gin 


Thr 


Tyr 


Glu 


Leu 


Glu 


Arg 


Arg 


Phe 


Arg Gin Gin Arg 


Tyr Leu Ser 


145 










150 








155 


160 


Ala 


Pro 


Glu 


Arg 


Glu 


His 


Leu 


Ala 


Ser 


Leu lie Arg Leu 


Thr Pro Thr 










165 










170 


175 


m n 


VAX 




Tie 






Gin 




nxG) 


JVt^fT Tv^Y" T.'\7G Mot' 

xj^o i*ic:v> 


JLijfCi Axvj jn,XcL 








180 










185 




190 


Arg 


Ala 


Glu 


Lys 


Gly 


Met 


Glu 


Val 


Thr 


Pro Leu Pro Ser 


Pro Arg Arg 






195 










2Q0 




205 




Val 


Ala 


Val 


Pro 


Val 


Leu 


Val 


Arg 


Asp 


Gly Lys Pro Cys 


His Ala Leu 




210 










215 






220 




Lys 


Ala 


Gin 


Asp 


Leu 


Ala 


Ala 


Ala 


Thr 


Phe Gin Ala Gly 


lie Pro Phe 


225 










230 








235 


240 


Ser 


Ala 


Tyr 


Ser 


Ala 


Gin 


Ser 


Leu 


Gin 


His Met Gin Tyr 


Asn Ala Gin 










245 










250 


255 


Tyr 


Ser 


Ser 


Ala 


Ser 


Thr 


Pro 


Gin 


Tyr 


Pro Thr Ala His 


Pro Leu Val 








260 










265 




270 


Gin 


Ala 


Gin 


Gin 


Trp 


Thr 


Trp 














275 








279 












<210> 3111 














* 




<211> 101 


















<212> PRT 


















<213> Homo 


sapiens 














<400> 3111 
















Pro 


Ser 


Val 


Ala 


Ser 


Leu 


Ala 


Arg 


Arg 


Phe Ser Gly Arg 


Ala Leu Trp 


1 








5 










10 


15 


Pro 


Pro 


Ser 


His 


Ser 


Val 


Pro 


Gly 


Asn 


Arg Ala Leu Cys 


Pro Arg Leu 








20 










25 




30 


Leu 


His 


Gly Thr 


Thr 


Leu 


Pro 


Gly 


Gly 


Asn Gin Arg Glu 


Leu Ala Arg 






35 










40 




45 




Gin 


Lys 


Asn 


Met 


Lys 


Lys 


Gin 


Ser 


Asp 


Ser Val Lys Gly 


Lys Arg Arg 




50 










55 






60 




Asp 


Asp Gly Leu 


Ser Ala 


Ala 


Ala 


Arg 


Lys Gin Arg Asp 


Ser Thr Pro 



4788 



wo 01/5719U 



PCT/USOl/04098 



65 70 75 80 

Arg Asp Ser Glu lie Met Gin Gin Lys Gin Lys Lys Ala Asn Glu Lys 

85 90 ' 95 

Lys Glu Glu Pro Lys 

100 101 



<210> 3112 

<211> 695 

<212> PRT 

<2I3> Homo sapiens 



<400> 3112 



Ala 


Pro 


Met 


Leu 


1 












His 


xjy tD 








20 














35 




lie 


Val 


Tina 


itX.sn. 




50 






xrxics 








65 








Leu 


Cys 


Asn 


Ser 
















100 




Glu 




Tie 






115 




lie 

JL. Ja 


Self 


<r<UL ^ 


Glu 




130 






Glu 


Glu 


LVS 


Glv 


145 








Arg 


Arg 


Glu 


Arg 


Arcr 


Glu 


Arcr 

• ••• 25 


Glu 








180 


Arcr 


Glu 


Arcr 


Glu 






195 




Arq 


Asp 


Arcr 


Asp 




210 






Arg 


Ser 


Ser 


Asp 


225 








Arg 


Asp 


Arg 


Glu 


Arg 


Glu 


Arg 


Glu 








260 


Arg 


Glu 


Arg 


Glu 






275 




Glu 


Glu 


Asp 


Ala 




290 






Lys 


Glu 


Ala 


Ala 


305 








Arg 


Lys 


Lys 


Thr 


Arg 


Arg 


Arg 


Glu 








340 


Glu 


Asp 


Tyr 


Asp 






355 




Ala 


Leu 


Gin 


Lys 




370 






Glu 


Arg 


Asp 


Arg 



Gin 

\im 


He 


His 


His 


5 








Ser 


Lys 


Phe 


He 


His 


ThT" 




Leu 

AJ W \JL 








40 


Cva 


Cvs 


Leu 


Phe 






55 






His 


Phe 


Ala 

X%XCl 




70 








Ala 


Glu 




85 








Pro 


Val 


Ala 


Pro 


Asn 


Ala 


He 


Glu 








120 


He 

■i* "4»> Vm> 


Ser 


Lvs 


Phe 






135 




Lvs 


Lvs 


Glu 


Lvs 




150 






Glu 


Arcr 


Glu 


Arcr 


165 








Arg 


Glu 


Arg 


Glu 


Arg 


Glu 


Arg 


Asp 








200 


Arg 


Asp 


Arg 


Glu 






215 




Arg 


Asn 


Lys 


Asp 




230 






Arg 


Glu 


Arg 


Glu 


245 








Arg 


Glu 


Arg 


Glu 


Arg 


Glu 


Lys 


Asp 








280 


Tyr 


Glu 


Arg 


Arg 






295 




Tyr 


Gin 


Glu 


Arg 




310 




* 


Arg 


Glu 


Tyr 


Glu 


325 








Met 


Ala 


Lys 


Glu 


Asp 


Asp 


Arg 


Asp 








360 


Arg 


Leu 


Arg 


Asp 






375 




Lys 


Arg 


Glu 


Lys 



Phe 


Ser Phe Lvs 




10 


Ser 


Gin Arcr Leu 


25 




Ser 


Asn Thr His 


Phe 


Arcr Asn Tm 




60 


Gin 

wX A* 


fll ti Ai?cr Gl 11 




75 


X 1AX_ 






90 


Leu 


He Pro Tvr 

XA^ lb w 4> jr X 


105 




Met 


Glu Glu Asp 


TVrg 


AsD Thr His 




140 


Glu 

^* «A 


Arcr Gin Glu 




155 


Glu 


Ara Glu Arg 




170 


Arg 


Glu Arg Glu 


185 




Arg 


Asp Arg Asp 


Arg 


Asp Arg Asp 


220 


Arg 


Ser Arg Ser 




235 


Arg 


Glu Arg Glu 




250 


Arg 


Glu Arg Glu 


265 




Lys 


Lys Arg Asp 


Lys 


Leu Glu Arg 




300 


Leu 


Lys Asn Trp 




315 


Lys 


Glu Ala Glu 




330 


Ala 


Lys Arg Leu 


345 




Asp 


Pro Lys Tyr 


Arg 


Glu Lys Glu 




380 


Glu 


Glu Leu Glu 



Leu He Phe Gin 
15 

Ser Gin Asn Ala 
30 

Tyr Ser Asp Leu 
45 

Cys Asn Glu Phe 

Gly Ser Gly Asp 

80 

Ala Cys Val He 
95 

Pro Leu He Thr 
110 

Lys Arg Asp Leu 
125 

Lys Lys Leu Glu 

He Glu Lys Glu 

160 

Glu Arg Arg Glu 
175 

Lys Glu Lys Glu 
190 

Arg Thr Lys Glu 
205 

Arg Asp Arg Glu 

Arg Glu Lys Ser 

240 

Arg Glu Arg Glu 

255 

Arg Glu Arg Glu 
270 

Arg Glu Glu Asp 
285 

Lys Leu Arg Glu 

Glu He Arg Glu 

320 

Arg Glu Glu Glu 
335 

Lys Glu Phe Leu 

350 

Tyr Arg Gly Ser 
365 

Met Glu Ala Asp 
Glu He Arg Gin 
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385 

Arg Leu Leu Ala 

Met Glu Gin Glu 

420 

Pro Glu Ser Glu 
435 

Arg Glu Glu Pro 
450 

Leu Lys Pro Thr 
465 

Ala Ser Gly Asn 

Gly lie He He 

50O 

Glu His Arg Pro 
515 

Ser Pro Gly Gin 

530 

Ser Val Phe Asn 
545 

Lys Arg Lys Leu 

Thr Lys Gly Thr 

580 

Leu He Glu Lys 
595 

Leu Asp Trp Ser 
610 

Pro Trp He Asn 
625 

Thr Leu Val Asp 

Gin Ser He Leu 

660 

Val Phe He Val 
675 

Lys Lys He Gly 
690 





390 


Glu 


Glv His PiTQ 


405 




Ala 


Glu Atq Arcr 


Glu 

%A 


Glu. Glu Glu 




440 

"X w 


Met 


Glu Glu Glu 




455 


Leu 


Arcr Pro He 




470 


Ala 


Tlir Pro Asn 


485 

^ U W 




Pro 


His Glu Asn. 


Lvs 


Tie Glv L^u 






Pro 


Asn Ser Val 




535 








9 9 vf 


Val 


Pirr* Ti^ii &iBm 






Val 




Tie 

^ -L C 


ir^\J Lili AiLcL 




out! 


He 


Val Asp Ser 




615 


Lvs 


TjVft T 1 ^ Tl ^ 




O J u 


T^l 1 


Val r*vs Qf»T* 

vaj. V>jrO i9CSiL 


645 




Asp 


Asp Val Ala 


Lys 


Met Trp Arg 




680 


Leu 


Val Lys 




695 



395 



ASD 


Pro 


Asp Ala 




410 




Ara 


Gin 


Pro Gin 


425 






Glu 


Lys 


Gin Glu 


Glu 


Glu 


Pro Glu 






460 


Ser 


Ser 


Ala Pro 






475 


Thr 


Pro 


Gly Asp 




490 




Ser 


Pro Asp Gin 


505 






Ser 


Leu 


Lys Leu 


Lvs 


Arg 


Lys Lys 






540 


Glu 


Asp 


Ser Asp 






555 




Gly Glu Asp 




570 




Glu 

w JL U 


Lys 


Arg Lys 


o w 








Pro 


Glu Leu 




Leu 


Met Glu 






620 


Glu 


Tyr 


He Gly 






635 


Lys 


Val 


Met Ala 




650 




Met 


Val 


Leu Asp 


665 






Leu 


Leu 


He Tyr 



400 

Glu Leu Gin Arg 
415 

He Lys Gin Glu 
430 

Lys Glu Glu Lys 
445 

Gin Lys Pro Cys 

Ser Val Ser Ser 

480 

Glu Ser Pro Cys 
495 

Gin Gin Pro Glu 
510 

Gly Ala Ser Asn 
525 

Leu Pro Val Asp 

Asp Val Pro Arg 

560 

Asp Lys Asn Ala 
575 

His He Lys Ser 
590 

Phe Ala Tyr Pro 
605 

Arg Arg He Arg 

Glu Glu Glu Ala 

640 

His Ser Pro Pro 
655 

Glu Glu Ala Glu 
670 

Glu Thr Glu Ala 
685 



<210> 3113 

<211> 223 

<212> PRT 

<213> Homo sapiens 



«;400> 3113 
Val Cys Ala Gly 
1 

Ala Ala Gly Gly 

20 

Glu Thr Asn He 
35 

Ala Asp Pro Lys 
50 

Ser Gin Ala Val 
65 

Asp Gin Leu Arg 

Ser Gin Pro His 

100 

Lys Thr Leu Cys 



He Arg Asp Pro 
5 

Ala Glu Asn Leu 

Leu Lys Met Thr 

40 

Gin Leu Glu Arg 
55 

Trp Ser Leu Ser 
70 

Asp Asp Asn Leu 
85 

Leu Val Asn He 
He Tyr Ala Asp 



Cys Ser Thr Pro 
10 

Ser Phe Gly Lys 
25 

Thr Pro Asn Lys 

Thr Gly Thr Val 

60 

Ser Cys Lys Pro 
75 

Glu Thr Tyr Trp 
90 

Gin Phe Arg Arg 
105 

Tyr Lys Ser Asp 



Leu Ala Lys Pro 
15 

Gin Pro Gly Leu 
30 

Thr Pro Pro Gly 
45 

Arg Glu He Gly 

Gly Phe Gly Val 

80 

Gin Ser Asp Gly 
95 

Lys Thr Thr Val 
110 

Glu Ser Tyr Thr 
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115 120 125 



Pro 


Ser 


Lys 


He 


Ser 


Val 


Arg 


Val 


Gly Asn Asn 


Phe 


His 


Asn 


Leu 


Gin 




130 










135 






140 










Glu 


He 


Arg 


Gin 


Leu 


Glu 


Leu 


Val 


Glu Pro Ser 


Gly 


Trp 


He 


His 


Val 


145 










150 




■ 


155 










160 


Pro 


Leu 


Thr 


Asp 


Asn 


His 


Lys 


Lys 


Pro Thr Arg 


Thr 


Phe 


Met 


He 


Gin 










165 








170 








175 




lie 


TV 1 _ 

Ala 


Val 


Leu 


Ala 


Asn 


His 


Gin 


Asn Gly Arg 


Asp 


Thr 


His 


Met 


Arg 








180 










185 






190 






Gin 


He 


Lys 


He 


Tyr 


Thr 


Pro 


Val 


Glu Glu Ser 


Ser 


He 


Gly Lys 


Phe 






195 










200 






205 








Pro 


Arg 


Cys 


riir 


Thr 


He 


Asp 


Phe 


Met Met Tyr 


Arg 


Ser 


He 


Arg 






210 










215 






220 






223 






<210> 3114 
























<211> 537 
























<212> PRT 
























<213> Homo 


sapiens 




















<400> 3114 






















Met 


Thr 


Ser 


Lvs 


Glu 


Glu 


Ser 


Arg 


Arg Gin Gin 


Pro 


Thr 


Ala Gly 


Pro 


1 








5 








10 








15 




Ala 


Gly 


Gin 


Gly 






Pro 


Ser 


Pro Ser Glu 


Pro 


Gin 


Leu 


Pro 


Thr 








20 










25 






30 






Pro 


Pro 


Thr 








His 


His 


Phe Arg Arg 


Pro 


Leu 


Ser 


Pro 


Ser 






35 










40 






45 








Arg 


Glu 


Ala 


Gin 


Ala 

^^^^^^ 


His 


He 


Ala 


Pro Ser Ser 


Glu 


Leu 


His 


Leu 


Pro 




50 










55 
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Ser 


Arg 


Glu 


Lys 


Thr 










205 








Val 


Thr 


Ala 


He 


Gin 


Thr 


Glu 


Val 








220 










Ala 


Asp Leu 


Leu 


Lys 


Ala 


Glu 


Pro 






235 










240 


Leu 


Asn 


Thr 


Leu 


Asn 


Arg 


Val 


Asn 




250 










255 




Asn 


Pro 


Pro 


He 


Ala 


Val 


Thr 


Asn 


265 










270 






Leu 


Ala 


Pro 


Arg 


Gly 


Arg 


Val 


Pro 










285 








Lys 


Val 


Phe 


Met 


Gly 


Lys 


Val 


Asp 








300 










Tyr 


Asp 


Lys 


Glu 


His 


He 


Pro 


Glu 






315 










320 


His 


Tyr 


Leu 


Lys 


Asp 


Pro 


Glu 


Phe 




330 










335 




Ser 


Phe 


Ala 


Ala 


Ala 


Gly 


Leu Cys 


345 










350 






Phe 


Tyr 


Glu 


Val 


Tyr 


Cys 


Asp Val 










365 








Gin 


Ala 


Asn 


Leu 


Glu 


Leu 


Ala 


Ala 








380 










Arg 


Lys 


Lys 


Leu 


Val 


Val 


Ser 


Ala 






395 










4O0 


Lys 


He 


Arg 


Trp 


Gly 


Gin 


Ser 


He 




410 










415 




Thr 


Leu 


Cys 


Gly 


Asp 


Val 


Leu 


Leu 
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420 

Thr Ala Ala Phe 
435 

Gin Glu Leu Val 
450 

Ser lie Pro Leu 
465 

Asp Ala Thr lie 

Met Ser Thr Glu 

50O 

Leu Val lie Asp 

515 

Tyr Gly Met Asp 
530 

Asn Ala lie Glu 
545 

Asn Leu Glu Glu 

Asn Thr lie Lys 

580 

Glu Phe Asn Lys 
595 

Pro His Tyr Lys 
610 

Thr Val Thr Glu 
625 

Ser lie Glu Arg 

His Gin Asn Asp 

660 

Leu Leu Arg Leu 
675 

Leu Val Glu Arg 
690 

His Lys Val lie 
705 

Arg Glu Cys Tyr 

Val lie Asn Asp 

740 

Lys Ala Phe Asn 
755 

Val Glu Asp Met 
770 

His Ala Val Phe 
785 

Leu Thr Phe Leu 

Glu lie Asp Pro 

820 

His Thr His Leu 
835 

Ala He Lys Ala 
850 

Asp Val Glu Gly 
865 

Cys Pro Glu Lys 

lie Gin Lys Leu 

900 

Tyr Ala Leu Arg 
915 

Glu Arg Thr Arg 



Val 


Ser 


Tyr 


Val 








440 


His 


Cys 


Lys 


Trp 






455 




Thr 


Glu Gly 


Leu 




470 






Ala 


Ala 


Trp 


Asn 


485 








Asn 


Ala 


Ala 


He 


Pro 


Gin 


Gin 


Gin 








520 


Leu 


Lys 


Val 


Thr 






535 




Thr 


Ala 


Leu 


Ala 




550 






Thr 


lie Asp 


Pro 


565 








Lys 


Gly Lys 


Tyr 


Asn 


Phe Arg 


Leu 








600 


Pro 


Glu 


Leu 


Gin 






615 




Asp 


Gly Leu 


Glu 




630 






Pro 


Asp 


Leu 


Glu 


645 








Phe 


Lys 


He 


Glu 


Ser 


Ala 


Ala 


Glu 








680 


Leu 


Glu 


Ala 


Thr 






695 




Glu 


Ala 


Lys 


Glu 




710 






Arg 


Pro 


Val 


Ala 


725 








Leu Gin Lys 


He 


Val 


Leu 


Phe 


His 








760 


Gin Gly Arg 


He 






775 




Leu 


Tyr 


Thr 


Ser 




790 






Ser 


Gin 


Met 


Ala 


805 








Leu 


Glu 


Leu 


Asp 


Ser 


Pro 


Val 


Asp 








840 


He 


Ala 


Val 


Met 






855 




Ser 


Ala 


Lys 


Gin 




870 






Glu Lys 


Leu 


Pro 


885 








He 


Leu 


Leu 


Arg 


Asn 


Phe 


Val 


Glu 








920 


Leu Asp 


Leu 


Val 



425 

Gly Pro Phe Thr 

Val Pro Phe Leu 

460 

Asp. Leu He Ser 
475 

Asn Glu Gly Leu 
490 

Leu Thr His Cys 
505 

Gly He Lys Trp 

His Leu Gly Gin 

540 

Phe Gly Asp Val 
555 

Val Leu Asp Pro 

570 

He Arg He Gly 
585 

He Leu His Thr 

Ala Gin Thr Thr 

620 

Ala Gin Leu Leu 
635 

Lys Leu Lys Leu 
650 

Leu Lys Tyr Leu 
665 

Gly Ser Phe Leu 

Lys Thr Thr Val 

700 

Asn Glu Arg Lys 
715 

Ala Arg Ala Ser 
730 

Asn Pro Leu Tyr 
745 

Arg Ala He Glu 

Ser He Leu Met 

780 

Gin Ala Leu Phe 
795 

Phe Gin He Leu 
810 

Phe Leu Leu Arg 
825 

Phe Leu Thr Ser 

Glu Glu Phe Arg 

860 

Trp Arg Lys Trp 
875 

Gin Glu Trp Lys 
890 

Ala Met Arg Pro 

905 

Glu Lys Leu Gly 
Lys Ala Phe Glu 



430 

Arg Gin Tyr Arg 
445 

Gin Gin Lys Val 

Met Leu Thr Asp 

480 

Pro Ser Asp Arg 
495 

Glu Arg Trp Pro 

510 

He Lys Asn Lys 
525 

Lys Gly Phe Leu 

He Leu He Glu 

560 

Leu Leu Gly Arg 
575 

Asp Lys Glu Cys 
590 

Lys Leu Ala Asn 
605 

Leu Leu Asn Phe 

Ala Glu Val Val 

640 

Val Leu Thr Lys 
655 

Glu Asp Asp Leu 
670 

Asp Asp Thr Lys 
685 

Ala Glu He Glu 

He Asn Glu Ala 

720 

Leu Leu Tyr Phe 
735 

Gin Phe Ser Leu 
750 

Gin Ala Asp Lys 
765 

Glu Ser He Thr 

Glu Lys Asp Lys 

800 

Leu Arg Lys Lys 
815 

Phe Thr Val Glu 
830 

Gin Ser Trp Ser 
845 

Gly He Asp Arg 

Val Glu Ser Glu 

880 

Lys Lys Ser Leu 
895 

Asp Arg Met Thr 

910 

Ala Lys Tyr Val 
925 

Glu Ser Ser Pro 
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930 935 940 

Ala Thr Pro lie Phe Phe lie Leu Ser Pro Gly Val Asp Ala Leu Lys 
945 950 955 960 

Asp Leu Giu lie Leu Gly Lys Arg Leu Gly Phe Thr lie Asp Ser Gly 

965 970 975 

Lys Phe His Asn Val Ser Leu Gly Gin Gly Gin Glu Thr Val Ala Glu 

980 985 990 

Val Ala Leu Glu Lys Ala Ser Lys Gly Gly His Trp Val lie Leu Gin 

995 1000 1005 

Asn Val His Leu Val Ala Lys Trp Leu Gly Thr Leu Glu Lys Leu Leu 

1010 1015 1020 

Glu Arg Phe Ser Gin Gly Ser His Arg Asp Tyr Arg Val Phe Met Ser 
1025 1030 1035 1040 

Ala Glu Ser Ala Pro Thr Pro Asp Glu His lie lie Pro Gin Gly Leu 

1045 105(J 1055 

Leu Glu Asn Ser lie Lys lie Thr Asn Glu Pro Pro Thr Gly Met Leu 

1060 1065 1070 

Ala Asn Leu His Ala Ala Leu Tyr Asn Phe Asp Gin 
1075 1080 1084 



<210> 3118 
<211> 75 
<212> PRT 

<213> Homo sapiens 





<400> 3118 










Pro 


Tyr Ser 


Leu 


Ser 


Thr 


Ser 


Cys 


1 






5 








Leu 


Glu Met 


Asp 


Pro 


Asn 


Cys 


Ser 






20 




• 






Cys 


Thr Gly 


Ser 


Cys 


Lys 


Cys 


Lys 




35 










40 


Lys 


Ser Glu 


Cys 


Gly 


Ala 


lie 


Ser 




50 








55 




Arg 


Gly Arg 


Lys 


Pro 


Glu Leu Gly 


65 








70 







Leu Gly Ser Pro Thr Ser Pro Arg 

10 15 
Cys Ala Thr Gly Gly Ser Cys Thr 

25 30 
Glu Cys Lys Cys Asn Ser Cys Lys 

45 

Arg Asn Leu Gly Leu Ser Gin Val 

60 

Met Glu Glu 
75 



<210> 3119 
<211> 959 
<212> PRT 

<213> Homo sapiens 



<400> 3119 
Pro Leu Ala Thr 
1 

lie lie Pro Ser 

20 

Arg Glu Leu Leu 
35 

Asn Leu Leu Lys 
50 

Cys Ala Cys Pro 
65 

Val Gin Ser Lys 

Gin Gin Leu Ala 

100 

lie Gly Phe Ser 



Leu 


Thr 


Met 


Glu 


5 








Glu 


Ser 


His 


Pro 


Val 


Thr 


His 


lie 








40 


Asn 


Asp 


Tyr 


Phe 






55 




Thr 


Gin 


Pro Asp 




70 






Gly 


Glu 


Glu 


Val 


85 








Asp 


Ala Tyr Val 


Pro 


Ser 


Leu 


Leu 



Glu Gin Gly His 
10 

His He Gin Leu 

25 

Arg Asn Thr Gin 

Ser Ala Glu Asp 

60 

Lys Val Arg Lys 

75 

Ser Glu Phe Phe 

90 

Asp Leu Arg Pro 

105 

Thr Gin Ser Lys 



Ser Glu Met Glu 
15 

Leu Lys Ser Asn 
30 

Cys Leu Val Asp 
45 

Ala Glu He Val 

He Leu Asp Leu 

80 

Leu Tyr Leu Leu 
95 

Trp Leu Leu Glu 
110 

Val Val Val Asn 
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115 










120 


Thr 


Asp 


Pro 


Val 


Ser 


Arg 


Tyr 


Thr 




130 










135 




Arg 


Asp 


Ser 


Lys 


Phe 


Val 


Leu 


Cys 


145 










150 






Leu 


Glu 


Glu 


He 


Tyr 


Met 


Asp 


Thr 










165 








Asn 


Glu 


Ser 


Leu Gly 


Ser 


Leu 


Asn 








180 










Thr 


Thr 


Gly 


He 


Leu 


Asn 


Glu 


Gin 






195 










200 


Asp 


Ala 


Gly 


Val 


Gly 


Lys 


Ser 


Met 




210 










215 




Trp 


Ala 


Thr 


Gly Arg 


Leu Asp 


Ala 


225 










230 






Arg 


Cys 


Arg 


Met 


Phe 


Ser 


Cys 


Phe 










245 








Gin 


Asp 


Leu 


Leu 


Phe 


Lys 


His 


Tyr 








260 










Glu 


Val 


Phe 


7U.a 


Phe 


Leu 


Leu 


Arg 






275 










280 


Phe 


Asp 


Gly 


Leu Asp 


Glu 


Leu 


His 




290 










295 




Pro 


Asp 


Ser 


Ser Cys 


Pro 


Trp 


Glu 


305 










310 






Ala 


Asn 


Leu 


Leu 


Ser 


Gly Lys 


Leu 










325 








Thr 


Ala 


Arg 


Thr Qly 


He 


Glu 


Val 








340 










Val 


Leu 


Leu 


Arg Gly 


Phe 


Ser 


Pro 






355 










360 


Arg 


Met 


Phe 


Pro 


Glu 


Arg Ala 


Leu 




370 










375 




Glu 


Ala 


Asn 


Pro 


Asn 


Leu 


Cys 


Ser 


385 










390 






Trp 


He 


He 


Phe Arg 


Cys 


Phe 


Gin 










405 








Ser 


Pro 


Gin 


Leu 


Pro 


Asp 


Cys 


Thr 








420 










Leu 


Val 


Thr 


Glu 


Val 


His 


Leu 


Asn 






435 










440 


Gin 


Arg 


•Asn 


Thr Arg 


Ser 


Pro 


Val 




450 










455 




Thr 


Leu 


Cys 


Ser 


Leu 


Gly Gin 


Val 


465 










470 






Leu 


Phe 


Val 


Phe 


Thr 


Gin 


Glu 


Glu 










485 








Arg 


Asp 


Met 


Gin 


Leu 


Gly Phe 


Leu 








500 










Gly 


Gly 


Asp 


Gin 


Gin 


Ser 


Tyr 


Glu 






515 










520 


Phe 


Phe 


Thr 


Ala 


Phe 


Phe 


Leu 


Val 




530 










535 




Glu 


Leu 


Leu 


Arg 


Phe 


Phe 


Gin 


Glu 


545 










550 






Thr 


Thr 


Ser 


Cys 


Tyr 


Pro 


Pro 


Phe 










565 








Ser 


Gly 


Pro 


Ala Arg 


Glu Asp 


Leu 








580 










Phe 


Thr 


Asn 


Leu 


Phe 


Leu Cys 


Gly 






595 










600 


Leu 


Leu 


Arg 


His 


Leu 


Val 


Pro 


Ala 




610 










615 




Ala 


Leu 


Trp 


Ala 


His 


Leu 


Phe 


Ser 
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125 



Gin 


Gin 


Leu 


Arg 


His 


His 


Leu 


Gly 








140 










Tyr 


Ala 


Gin 


Lys 


Glu 


Glu 


Leu 


Leu 






155 










160 


He 


Met 


Glu 


Leu 


Val 


Gly 


Phe 


Ser 




170 










175 




Ser 


Leu 


Ala 


Cys 


Leu 


Leu 


Asp 


His 


185 










190 






Gly 


Glu 


Thr 


He 


Phe 


He 


Leu 


Gly 










205 








Leu 


Leu 


Gin 


Arg 


Leu 


Gin 


Ser 


Leu 








220 










Gly 


Val 


Lys 


Phe 


Phe 


Phe 


His 


Phe 






235 










240 


Lys 


Glu 


Ser 


Asp 


Arg 


Leu 


Cys 


Leu 




250 










255 




Cys 


Tyr 


Pro 


Glu 


Arg Asp 


Pro 


Glu 


265 










270 






Phe 


Pro 


His 


Val 


Ala 


Leu 


Phe 


Thr 










285 








Ser 


Asp 


Leu 


Asp 


Leu. 


Ser 


Arg 


Val 








300 










Pro 


Ala 


His 


Pro 


Leu 


Val 


Leu 


Leu 






315 










320 


Leu 


Lys 


Gly 


Ala 


Ser Lys 


Leu 


Leu 




330 










335 




Pro 


Arg 


Gin 


Phe 


Leu Arg 


Lys 


Lys 


345 










350 






Ser 


His 


Leu 


Arg 


Ala 


Tyr 


Ala 


Arg 










365 








Gin 


Asp 


Arg 


Leu 


Leu 


Ser 


Gin 


Leu 








380 










Leu 


Cys 


Ser 


Val 


Pro 


Leu 


Phe 


Cys 






395 










400 


His 


Phe 


Arg 


Ala 


Ala 


Phe 


Glu 


Gly 




410 










415 




Met 


Thr 


Leu 


Thr 


Asp 


Val 


Phe 


Leu 


42 5 










430 






Arg 


Met 


Gin 


Pro 


Ser 


Ser 


Leu 


Val 










445 








Glu 


Thr 


Leu 


His 


Ala Gly 


Arg 


Asp 








460 










Ala 


His 


Arg 


Gly 


Met 


Glu 


Lys 


Ser 






475 










480 


Val 


Gin 


Ala 


Ser 


Gly Leu 


Gin 


Glu 




490 










495 




Arg 


Ala 


Leu 


Pro 


Glu 


Leu 


Gly 


Pro 


505 










510 






Phe 


Phe 


His 


Leu 


Thr 


Leu 


Gin 


Ala 










525 








Leu 


Asp 


Asp 


Arg 


Val 


Gly 


Thr 


Gin 








540 










Trp 


Met 


Pro 


Pro 


Ala Gly 


Ala 


Ala 






555 










560 


Leu 


Pro 


Phe 


Gin 


Cys 


Leu 


Gin 


Gly 




570 










575 




Phe 


Lys 


Asn 


Lys 


Asp 


His 


Phe 


Gin 


585 










590 






Leu 


Leu 


Ser 


Lys 


Ala 


Lys 


Gin 


Lys 










605 








Ala 


Ala 


Leu 


Arg 


Arg 


Lys 


Arg 


Lys 








620 










Ser 


Leu 


Arg 


Gly 


Tyr 


Leu 


Asn 


Ser 
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625 630 635 640 



Leu 


Pro Arg 


Val 


Gin 


Val 


Glu 


Ser 


Phe 


Asn 


Gin 


Val 


Gin 


Ala Met Pro 








645 










650 








655 


Thr 


Phe lie 


Trp 


Met 


Leu 


Arg 


Cys 


He 


Tyr 


Glu 


Thr 


Gin 


Ser Gin Lys 






660 










665 










670 


Val 


Gly Gin 


Leu 


Ala 


Ala 


Arg 


Gly 


He 


Cys 


Ala 


Asn 


Tyr 


Leu Lys Leu 


* 


675 










680 










685 




Thr 


Tyr Cys 


Asn 


Ala 


Cys 


Ser 


Ala 


Asp 


Cys 


Ser 


Ala 


Leu 


Ser Phe Val 




690 








695 










700 






Leu 


His His 


Phe 


Pro 


Lys 


Arg 


Leu 


Ala 


Leu 


Asp 


Leu 


Asp 


Asn Asn Asn 


705 








710 










715 






720 

« 


Leu 


Asn Asp 


Tyr 


Gly 


Val 


Arg 


Glu 


Leu 


Gin 


Pro 


Cys 


Phe 


Ser Arg Leu 








725 










730 








735 


Thr 


Val Leu 


Arg 


Leu 


Ser 


Val 


Asn 


Gin 


He 


Thr 


Asp 


Gly 


Gly Val Lys 






740 










745 










750 


Val 


Leu Ser 


Glu 


Glu 


Leu 


Thr 


Lys 


Tyr 


Lys 


He 


Val 


Thr 


Tyr Leu Gly 




755 










760 










765 




Leu 


Tyr Asn 


Asn 


Gin 


He 


Thr 


Asp 


Val 


Gly 


Ala 


Arg 


Tyr 


Val Thr Lys 




770 








775 










780 






lie 


Leu Asp 


Glu 


Cys 


Lys 


Gly 


Leu 


Thr 


His 


Leu 


Lys 


Leu 


Gly Lys Asn 


785 


* 






790 










795 






800 


Lys 


lie Thr 


Ser 


Glu 


Gly 


Gly 


Lys 


Tyr 


Leu 


Ala 


Leu 


Ala 


Val Lys Asn 








805 




• 






810 








815 


Ser 


Lys Ser 


He 


Ser 


Glu 


Val 


Gly 


Met 


Trp 


Gly 


Asn 


Gin 


Val Gly Asp 






820 










825 










830 


Glu 


Gly Ala 


Lys 


Ala 


Phe 


Ala 


Glu 


Ala 


Leu 


Arg 


Asn 


His 


Pro Ser Leu 




835 










840 










845 




Thr 


Thr Leu 


Ser 


Leu 


Ala 


Ser 


Asn 


Gly 


He 


Ser 


Thr 


Glu 


Gly Gly Lys 




850 








855 










860 






Ser 


Leu Ala 


Arg 


Ala 


Leu 


Gin 


Gin 


Asn 


Thr 


Ser 


Leu 


Glu 


He Leu Trp 


865 








870 










875 






880 


Leu 


Thr Gin 


Asn 


Glu 


Leu 


TVsn 


Asp 


Glu 


Val 


Ala 


Glu 


Ser 


Leu Ala Glu 








885 










890 








895 


Met 


Leu Lys 


Val 


Asn 


Gin 


Thr 


Leu 


Lys 


His 


Leu 


Trp 


Leu 


He Gin Asn 






900 










905 










910 


Gin 


He Thr 


Ala 


Lys 


Gly 


Thr 


Ala 


Gin 


Leu 


Ala 


Asp 


Ala 


Leu Gin Ser 




915 










920 










925 




Asn 


Thr Gly 


He 


Thr 


Glu 


He 


Cys 


Leu 


Asn 


Gly 


Asn 


Leu 


He Lys Pro 




930 








935 










940 






Glu 


Glu Ala 


Lys 


Val 


Tyr 


Glu 


Asp 


Glu 


Lys 


Arg 


He 


He 


Cys Phe 


945 








950 










955 






959 



<210> 3120 
<211> 320 
<212> PRT 

<213> Homo sapiens 



<400> 3120 



Gin 


Leu 


Trp 


Gly 


Phe 


Ala 


Ala 


Gly 


Ser 


Asp 


Ser 


Arg 


Pro 


Ala 


Met 


Gly 


1 








5 










10 










15 




Cys 


Asp 


Gly 


Gly 


Thr 


He 


Pro 


Lys 


Arg 


His 


Glu 


Leu 


Val 


Lys Gly Pro 








20 










25 










30 






Lys 


Lys 


Val 


Glu 


Lys 


Val 


Asp 


Lys 


Asp 


Ala 


Glu 


Leu 


Val 


Ala 


Gin 


Trp 






35 










40 










45 








Asn 


Tyr 


Cys 


Thr 


Leu 


Ser 


Gin 


Glu 


He 


Leu 


Arg 


Arg 


Pro 


He 


Val 


Ala 




50 










55 










60 










Cys 


Glu 


Leu 


Gly 


Arg 


Leu 


Tyr 


Asn 


Lys 


Asp 


Ala 


Val 


He 


Glu 


Phe 


Leu 


65 










70 










75 










80 


Leu 


Asp 


Lys 


Ser 


Ala 


Glu 


Lys 


Ala 


Leu 


Gly 


Lys 


Ala 


Ala 


Ser 


His 


He 










85 










90 










95 




Lys 


Ser 


He 


Lys 


Asn 


Val 


Thr 


Glu 


Leu 


Lys 


Leu 


Ser 


Asp 


Asn 


Pro 


Ala 
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100 








105 






110 




Trp Glu 


Gly 


Asp 


Lys 


Gly 


Asn Thr 


Lys 


Gly Asp 


Lys His 


Asp 


Asp Leu 




115 








120 






125 






Gin Arg 


Ala 


Arg 


Phe 


He 


Cys Pro 


Val 


Val Gly 


Leu Glu 


Met 


Asn Gly 


130 










135 






140 






Arg His 


Arg 


Phe 


Cys 


Phe 


Leu Arg 


Cys 


Cys Gly 


Cys Val 


Phe 


Ser Glu 


145 








150 






155 






160 


Arg Ala 


Leu 


Lys 


Glu 


He 


Lys Ala 


Glu 


Val Cys 


His Thr 


Cys 


Gly Ala 








165 








170 






175 


Ala Phe 


Gin 


Glu 


Asp 


Asp 

mm 


Val lie 


Val 


Leu Asn 


Gly Thr 


Lys 


Glu Asp 






180 








185 






190 




Val Asp 


Val 


Leu 


Lys 


Thr 


Arg Met 


Glu 


Glu Arg 


Arg Leu 


Arg 


Ala Lys 




195 








200 






205 






Leu Glu 


Lys 


Lys 


Thr 


Lys 


Lys Pro 


Lys 


Ala Ala 


Glu Ser 


Val 


Ser Lys 


210 










215 






220 






Pro Asp 


Val 


Ser 


Glu 


Glu 


Ala Pro Gly 


Pro Ser 


Lys Val 


Lys 


Thr Gly 


225 








230 






235 






240 


Lys Pro 


Glu 


Glu 


Ala 


Ser 


Leu Asp 


Ser 


Arg Glu 


Lys Lys 


Thr 


Asn Leu 








245 








250 






255 


Ala Pro 


Lys 


Ser 


Thr 


Ala 


Met Asn 


Glu 


Ser Ser 


Ser Gly Lys 


Ala Gly 














265 






270 




Lys Pro 


Pro 


Cys 


Gly 


Ala 


Thr Lys Arg 


Ser He 


Ala Asp Ser 


Glu Glu 




275 








280 






285 






Ser Glu 


Ala 


Tyr 


Lys 


Ser 


Leu Phe 


Thr 


Thr His 


Ser Ser 


Ala 


Lys Arg 


290 










295 






300 






Ser Lys 


Glu 


Glu 


Ser 


Ala 


His Trp Val 


Thr His 


Thr Ser 


Tyr 


Cys Phe 


305 








310 






315 






320 



<210> 3121 
<2ai> 495 
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Leu Ser Val Phe Phe Pro lie Pro Val Asp Gly Arg Asp Arg Gly Ser 

15 10 15 

Ash Pro Ser Leu Glu Ser Thr Ser Ser Glu Leu Ser Thr Ser Thr Ser 

20 25 30 

Glu Gly Ser Leu Ser Ala Met Ser Gly Arg Asn Glu Leu His Ser Arg 

35 40 45 

Leu His Pro His Pro Gin Ser Ser Leu lie Pro Met Met Phe Ser Pro 

50 55 60 

Pro Glu Ser Leu Leu Ala Ser Cys lie Leu Arg Gly Asn Phe Ala Glu 
65 70 75 80 

Ala His Gin Val Leu Phe Thr Phe Asn Leu Lys Ser Ser Pro Ser Ser 

85 90 95 

Gly Glu Leu Met Phe Met Glu TVrg Tyr Gin Glu Val lie Gin Glu Leu 

100 105 110 

Ala Gin Val Glu His Lys lie Glu Asn Gin Asn Ser Asp Ala Gly Ser 

115 120 125 

Ser Thr lie Arg Arg Thr Gly Ser Gly Arg Ser Thr Leu Gin Ala lie 

130 135 140 

Gly Ser Ala Ala Ala Ala Gly Met Val Phe Tyr Ser lie Ser Asp Val 
145 150 155 160 

Thr Asp Lys Leu Leu Asn Thr Ser Gly Asp Pro He Pro Met Leu Gin 

165 170 175 

Glu Asp Phe Trp He Ser Thr Ala Leu Val Glu Pro Thr Ala Pro Leu 

180 185 190 

Arg Glu Val Leu Glu Asp Leu Ser Pro Pro Ala Met Ala Ala Phe Asp 

195 200 205 

Leu Ala Cys Ser Gin Cys Gin Leu Trp Lys Thr Cys Lys Gin Leu Leu 

210 215 220 

Glu Thr Ala Glu Arg Arg Leu Asn Ser Ser Leu Glu Arg Arg Gly Arg 
225 230 235 240 

Arg He Asp His Val Leu Leu Asn Ala Asp Gly He Arg Gly Phe Pro 

245 250 255 

Val Val Leu Gin Gin He Ser Lys Ser Leu Asn Tyr Leu Leu Met Ser 

260 265 270 

Ala Ser Gin Thr Lys Ser Glu Ser Val Glu Glu Lys Gly Gly Gly Pro 

275 280 285 

Pro Arg Cys Ser He Thr Glu Leu Leu Gin Met Cys Trp Pro Ser Leu 

290 295 300 

Ser Glu Asp Cys Val Ala Ser His Thr Thr Leu Ser Gin Gin Leu Asp 
305 310 315. 320 

Gin Val Leu Gin Ser Leu Arg Glu Ala Leu Glu Leu Pro Glu Pro Arg 

325 330 335 

Thr Pro Pro Leu Ser Ser Leu Val Glu Gin Ala Ala Gin Lys Ala Pro 

340 345 350 

Glu Ala Glu Ala His Pro Val Gin He Gin Thr Gin Leu Leu Gin Lys 

355 360 365 

Asn Leu Gly Lys Gin Thr Pro Ser Gly Ser Arg Gin Met Asp Tyr Leu 

370 375 380 

Gly Thr Phe Phe Ser Tyr Cys Ser Thr Leu Ala Ala Val Leu Leu Gin 
385 390 395 400 

Ser Leu Ser Ser Glu Pro Asp His Val Glu Val Lys Val Gly Asn Pro 

405 410 415 

Phe Val Leu Leu Gin Gin Ser Ser Ser Gin Leu Val Ser His Leu Leu 

420 425 430 

Phe Glu Arg Gin Val Pro Pro Glu Arg Leu Ala Ala Leu Leu Ala Gin 
435 440 445 

Glu Asn Leu Ser Leu Ser Val Pro Gin Val He Val Ser Cys Cys Cys 

450 455 460 

Glu Pro Leu Ala Leu Cys Ser Ser Arg Gin Ser Gin Gin Thr Ser Ser 
465 470 475 480 

Leu Leu Thr Arg Leu Gly Thr Leu Ala Gin Leu His Ala Ser His Cys 
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485 



Leu Asp 


Asp 


Leu 


Pro 


Leu 


Ser 


Thr 








500 










Asn 


Pro 


Thr 


Leu 


Glu 


Arg 


Lys 


Pro 






515 










520 


Leu 


Pro 


Ala 


Leu 


Thr 


Ser 


Ser 


Ala 




530 










535 




Lys 


Leu 


Leu 


Ala 


Thr 


Val 


Ala 


Cys 


545 










550 






Val 


Ser 


Lys 


Pro 


Ser 


Leu 


Ser 


Trp 










565 








Val 


Pro 


Leu 


Ala 


Ala 


Glu 


Gin 


Val 








580 










Glu 


Gin 


Phe 


Pro 


Leu 


Phe 


Glu 


Ala 






595 










600 


Leu 


Arg 


Gly 


Ser 


Leu 


Gin 


Gin 


Gly 




610 










615 




Gly Trp 


Ala 


Ser 


Leu 


Ser 


Thr 


Val 


625 










630 






Ala 


Leu 


Asp 


Val 


Leu 


Ser 


Glu 


Taa 










645 








Asp 


Trp 


Ser 


Arg 


Taa 


Leu 


Gin 


Leu 








660 










Asp 


Asp 


Leu 


Ser 


Ser 


He 


Lys 


Asp 






675 










680 


Cys 


Asp 


Lvs 


Glu 


Gly 


Trp 


Gin 






690 










695 




Leu Arg 


Ser 


ArQ 


Leu 


Ala 


Leu 


Gl'n 


705 










710 






Ser 


Cys 


Leu 


Glu 


He 


Leu 


Ala 


Tvr 










725 








Glu Gly 


Leu 


Lvs 


Cvs 


Glu 


Leu 


Gin 








740 










Tyr 


Gin 


Lvs 


He 


Leu 


Gly 


Leu 


Gin 






755 










760 


Gin 


Thr 


Leu 


Arg 


Ser 


Cys 


Cys 


Val 




770 










775 




Met 


lie 


Leu 


Glu 


Ala 


Gin 


Glu 


Tyr 


785 










790 






Leu 


Tyr 


Pro 


He 


Pro 


Ara 


Glu 


His 










805 








Leu 


Leu 


His 


Leu 


Leu 


Glu 


Arg 


Arg 








820 










Leu Arg 


Arg 


He 


Pro 


Asp 


Pro 


Thr 






835 










840 


Ser 


Leu 


Asp 


Gin 


His 


Thr 


Ser 


Leu 




850 










855 




Tyr 


Leu 


Thr 


Thr 


His 


Phe 


Tyr 


Gly 


865 










870 






Glu 


lie 


Gin 


Ala 


Leu 


Tyr 


Val 


Gly 










885 








Glu 


Gin 


His 


Arg 


Ala 


Ser 


Tyr 


Ser 








900 










Met 


Leu 


Glu 


Gin 


Leu 


Leu 


Met 


Asn 






915 










920 


Ala 


Val 


Gin 


Thr 


Leu 


Gin 


Gin 


Leu 




930 










935 




Thr 


Met 


Asp 


Glu 


Val 


Asp 


Ser 


Leu 


945 










950 






Leu Asp 


Phe 


Pro 


Tyr 


Pro 


Gin 


Arg 










965 








His 


Leu 


Gin 


Glu 


He 


Val 


His 


Gin 








980 










Arg Ser 


Pro 


Ser 


Ala 


Glu 


Phe 


Ser 





490 










495 




Pro 


Ser 


Ser 


Pro 


Arg 


Thr 


Thr 


Glu 


505 










510 






Tyr 


Ser 


Ser 


Pro 


Arg Asp 


Ser 


Ser 










525 








Leu 


Ala 


Phe 


Leu 


Lys 


Ser 


Arg 


Ser 








540 










Leu 


Gly 


Ala 


Ser 


Pro Arg 


Leu 


Lys 






555 










560 


Lys 


Glu 


Leu 


Arg 


Gly Arg 


Arg 


Glu 




570 










575 




Ala 


Arg 


Glu 


Cys 


Glu Arg 


Leu 


Leu 


585 










590 






Phe 


Leu 


Leu 


Ala 


Ala 


Trp 


Glu 


Pro 










605 








Gin 


Ser 


Xjeu 


Ala 


Val 


Asn 


Leu 


Cys 








620 










Leu 


Leu 


Gly 


Leu 


His 


Ser 


Pro 


He 






635 










640 


Phe 


Glu 


Glu 


Ser 


Leu 


Val 


Ala 


Arg 




650 










655 




Thr 


Glu 


Val 


Tyr 


Gly Arg 


Asp 


Val 


665 
















Ala 


Val 


Leu 


Ser 






Val 


Ala 










O O 3 








Leu 


Phe 


Pro 


Val 


Lvs 




Ala 


Ser 








700 










Phe 


Val 


Asp 


Arg 


Tm 


Pro 
^ \^ 


Leu 


Glu 






715 










720 


Cvs 


He 

4» amm 


Ser 


ASD 


Thr 


Ala 


Val 


Gin 




730 










735 




Arg 


Lys 


Leu 


Ala 


Glu 


Leu 


Gin 


Val 


745 










750 






Ser 


Pro 


Pro 


Val 


Tro 


Cvs 


Asp 


Tro 










765 








Glu 


Asp 


Pro 


Ser 


Thr 


Val 


Met 


Asn 








780 










Glu 


Leu 


Cvs 


Glu 


Glu 


Trp 


Gly 


Cys 






795 










800 


Leu 


He 


Ser 


Leu 


His 


Gin 


Lvs 


His 




810 










815 




Asp 


His 


Asp 


Lys 
<* 


Ala 


Leu 


Gin 


Leu 


825 










830 






Met 


Cys 


Leu 


Glu 


Val 


Thr 


Glu 


Gin 










845 








Ala 


Thr 


Ser 


His 


Phe 


Leu 


Ala 


Asn 








860 










Gin 


Leu 


Thr 


Ala 


Val 


Arg 


His 


Arg 






875 










880 


Ser 


Lys 


He 


Leu 


Leu 


Thr 


Leu 


Pro 




890 










895 




His 


Leu 


Ser 


Ser 


Asn 


Pro 


Leu 


Phe 


905 










910 






Met 


Lys 


Val 


Asp 


Trp 


Ala 


Thr 


Val 










92 5 








Leu 


Val 


Gly 


Gin 


Glu 


He 


Gly 


Phe 








940 










Leu 


Ser 


Arq 


Tyr 


Ala 


Glu 


Lys 


Ala 






955 










960 


Glu 


Lys 


Arg 


Ser 


Asp 


Ser 


Val 


He 




970 










975 




Ala 


Ala 


Asp 


Pro 


Glu 


Thr 


Leu 


Pro 


985 










990 






Pro 


Ala 


Ala 


Pro 


Pro 


Gly 


He 


Ser 
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995 



1000 



1005 



Ser lie His Ser Pro Ser Leu Arg Glu Arg Ser Phe Pro Pro Thr Gin 

1010 1015 1020 

Pro Ser Gin Glu Phe Val Pro Pro Ala Thr Pro Pro Ala Arg His Gin 
,025 1030 1035 1040 

Trp Val Pro Asp Glu Thr Glu Ser lie Cys Met Val Cys Cys Arg Glu 

1045 1050 1055 

His Phe Thr Met Phe Asn Arg Arg His His Cys Arg Arg Cys Gly Arg 

1060 1065 1070 

Leu Val Cys Ser Ser Cys Ser Thr Lys Lys Met Val Val Glu Gly Cys 

1075 1080 1085 

Arg Glu Asn Pro Ala Arg Val Cys Asp Gin Cys Tyr Ser Tyr Cys Asn 

1090 1095 1100 

Lys Asp Val Pro Glu Glu Pro Ser Glu Lys Pro Glu Ala Leu Asp Ser 
.105 1110 X115 1120 

Ser Lys Ser Glu Ser Pro Pro Tyr Ser Phe Val Val Arg Val Pro Lys 

1125 1130 1135 

Ala Asp Glu Val Glu Trp lie Leu Asp Leu Lys Glu Glu Glu Asn Glu 

1140 1145 1150 

Leu Val Aarg Ser Glu Phe Tyr Tyr Glu Gin Ala Pro Ser Ala Ser Leu 

1155 1160 1165 

Cys lie Ala lie Leu Asn Leu His Arg Asp Ser lie Ala Cys Gly His 

1170 1175 1180 

Gin Leu lie Glu His Cys Cys Arg Leu Ser Lys Gly Leu Thr Asn Pro 
.185 1190 X195 1200 

Glu Val Asp Ala Gly Leu Leu Thr Asp lie Met Lys Gin Leu Leu Phe 

1205 1210 1215 

Ser Ala Lys Met Met Phe Val Lys Ala Gly 6ln Ser Gin Asp Leu Ala 

1220 1225 1230 

Leu Cys Asp Ser Tyr lie Ser Lys Val Asp Val Leu Asn lie Leu Val 

1235 1240 1245 

Ala Ala Ala Tyr Arg His Val Pro Ser Leu Asp Gin lie Leu Gin Pro 

1250 1255 1260 

Ala Ala Val Thr Arg Leu Arg Asn Gin Leu Leu Glu Ala Glu Tyr Tyr 
.265 1270 1275 1280 

Gin Leu Gly Val Glu Val Ser Thr Lys Thr Gly Leu Asp Tlir Thr Gly 

1285 1290 1295 

Ala Trp His Ala Trp Gly Met Ala Cys Leu Lys Ala Gly Asn Leu Thr 

1300 1305 1310 

Ala Ala Arg Glu Lys Phe Ser Arg Cys Leu Lys Pro Pro Phe Asp Leu 

1315 1320 1325 . 

Asn Gin Leu Asn His Gly Ser Arg Leu Val Gin Asp Val Val Glu Tyr 

1330 1335 1340 

Leu Glu Ser Thr Val Arg Pro Phe Val Ser Leu Gin Asp Asp Asp Tyr 
.345 1350 1355 1360 

Phe Ala Thr Leu Arg Glu Leu Glu Ala Thr Leu Arg Thr Gin Ser Leu 

1365 1370 1375 

Ser Leu Ala Val He Pro Glu Gly Lys lie Met Asn Asn Thr Tyr Tyr 

1380 1385 1390 

Gin Glu Cys Leu Phe Tyr Leu His Asn Tyr Ser Thr Asn Leu Ala He 

1395 1400 1405 

He Ser Phe Tyr Val Arg His Ser Cys Leu Arg Glu Ala Leu Leu His 

1410 1415 1420 

Leu Leu Asn Lys Glu Ser Pro Pro Glu Val Phe He Glu Gly He Phe 
425 1430 1435 1440 

Gin Pro Ser Tyr Lys Ser Gly Lys Leu His Thr Leu Glu Asn Leu Leu 

1445 1450 1455 

Glu Ser He Asp Pro Thr Leu Glu Ser Trp Gly Lys Tyr Leu He Ala 

1460 1465 1470 

Ala Cys Gin His Leu Gin Lys Lys Asn Tyr Tyr His He Leu Tyr Glu 

1475 1480 1485 

Leu Gin Gin Phe Met Lys Asp Gin Val Arg Ala Ala Met Thr Cys He 

1490 1495 1500 

Arg Phe Phe Ser His Lys Ala Lys Ser Tyr Thr Glu Leu Gly Glu Lys 
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1505 1510 1515 1520 

Leu Ser Trp Leu Leu Lys Ala Lys Asp His Leu Lys lie Tyr Leu Gin 

1525 1530 1535 

Glu Thr Ser Arg Ser Ser Gly Arg Lys Lys Thr Thr Phe Phe Arg Lys 

1540 1545 1550 

Lys Met Thr Ala Ala Asp Val Ser Arg His Met Asn Thr Leu Gin Leu 

1555 1560 1565 

Gin Met Glu Val Thr Arg Phe Leu His Arg Cys Glu Ser Ala Gly Thr 

1570 1575 1580 

Ser Gin lie Thr Thr Leu Pro Leu Pro Thr Leu Phe Gly Asn Asn His 
1585 1590 1595 1600 

Met Lys Met Asp Val Ala Cys Lys Val Met Leu Gly Gly Lys Asn Val 

1605 1610 1615 

Glu Asp Gly Phe Gly lie Ala Phe Arg Val Leu Gin Asp Phe Gin Leu 

1620 1625 1630 

Asp Ala Ala Met Thr Tyr Cys Arg Ala Ala Arg Gin Leu Val Glu Lys 

1635 1640 1645 

Glu Lys Tyr Ser Glu lie Gin Gin Leu Leu Lys Cys Val Ser Glu Ser 

1650 1655 1660 

Gly Met Ala Ala Lys Ser Asp Gly Asp Thr He Leu Leu Asn Cys Leu 
1665 1670 1675 1680 

Glu Ala Phe Lys Arg He Pro Pro Gin Cys Cys Phe Cys Ser Ala Gin 

1685 1690 1695 

Glu Leu Glu Gly Leu Xle Gin Ala He His Asn Asp Asp Asn Lys Val 

1700 1705 1710 

Arg Ala Tyr Leu lie Cys Cys Lys Leu Arg Ser Ala Tyr Leu lie Ala 

1715 1720 1725 

Val Lys Gin Glu His Ser Arg Ala Thr Ala Leu Val Gin Gin Val Gin 

1730 1735 1740 

Gin Ala Ala Lys Ser Ser Gly Asp Ala Val Val Gin Asp He Cys Ala 
1745 1750 1755 1760 

Gin Trp Leu Leu Thr Ser His Pro Arg Gly Ala His Gly Pro Gly Ser 

1765 1770 1775 

Arg Lys 
1778 



<210> 3127 

<211> 264 

<212> PRT . 

<213> Homo sapiens 



<400> 3127 
His Leu Gly Pro 
1 

Thr Lys Gly Glu 

20 

Pro Pro Pro Lys 
35 

Ser Ser Ser Gly 
50 

Leu His Gin Leu 
65 

Thr Val Thr Gin 

Lys Lys Lys Met 

lOO 

Glu Glu Arg Ala 

115 

He Ala Glu Thr 
130 

Gin Glu Gin Ser 



Pro 


Leu 


Ala Trp 


5 






Phe 


Gly 


Val Glu 


Ser 


Glu 


Glu Ala 






40 


Asp 


Gly 


Pro Phe 






55 


Lys 


Thr 


Gin Leu 




70 




Glu 


Lys 


Ser Arg 


85 






Lys 


Gin 


Asp Leu 


Arg 


Leu 


Glu Gly 






120 


Lys 


Ala 


Arg Leu 






135 


Asp 


His 


Ala Leu 



He Pro Ala Ala 
10 

Asp Asp Arg Pro 
25 

Ser Trp Ser Glu 

Ala Gly Gly Glu 

60 

Ala Thr Leu Thr 
75 

Met Glu Ala Ser 
90 

Glu Asp Ala Ser 
105 

Glu Leu Lys Gly 

He Thr Gin Gin 

140 

Met Leu Arg Glu 
4808 



Ser Leu Thr Ser 
15 

Ala Arg Gly Pro 
30 

Ser Gly Val Ser 
45 

Val Asp Lys Arg 

Ser Ser Leu Ala 

80 

Tyr Leu Ala Asp 
95 

Asn Lys Ala Glu 
110 

Leu Gin Glu Gin 

125 

His Asp Arg Ala 
Leu Gin Lys Leu 
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145 










ISO 










155 




160 


Leu 


Gin 


Glu 


Glu 


Arg 


Thr 


Gin 


Arg 


Gin 


Asp 


Leu Glu Leu 


Arg 


Leu Glu 










165 










170 






175 


Glu 


Thr 


Arg 


Glu 


Ala 


Leu 


Ala 


Gly 


Arg 


Ala 


Tyr Ala Ala 


Glu 


Gin Met 








180 










185 






190 




Glu 


Gly 


Phe 


Glu 


Leu 


Gin 


Thr 


Lys 


Gin 


Leu 


Thr Arg Glu 


Val 


Glu Glu 






195 










200 






205 






Leu 


Lys 


Ser 


Glu 


Leu 


Gin 


Ala 


lie 


Arg 


Asp 


Glu Lys Asn 


Gin 


Pro Asp 




210 










215 








220 






Pro 


Arg 


Leu 


Gin 


Glu 


Leu 


Gin 


Glu 


Glu 


Ala 


Ala Arg Leu 


Lys 


Ser His 


225 










230 










*^ f— 

235 




240 


Phe 


Gin 


Ala 


Gin 


Leu 


Gin 


Gin 


Glu 


Met 


Arg 


Lys Val He 


He 


His He 










245 










250 




255 


Ser 


Phe 


Lys 


His 


Gin 


Pro 


Leu 


Thr 


















260 








264 














<210> 3128 






















<211> 351 






















<212> PRT 






















<213> Homo 


sapiens 


















<400> 3128 




















Ma 


Ser 


Glv 


Ser 


Pro' 


Ala 


Pro 


Ser 


Ser 


Ser 


Ser Ala Met 


Ala 


Ala Ala 


1 








5 










10 






15 


Cys 


Gly 


Pro 


Gly 


Ala 


Ala 


Gly 


Tyr 


Cys 


Leu 


Leu Leu Gly 


Leu 


His Leu 








20 










25 






30 




Phe 


Jdeu 


Leu 


Thr 


Ala 


Gly 


Pro 


Ala 


Leu 


Gly 


Trp Asn Asp 


Pro 


Asp Arg 






35 










40 






45 






Met 


Leu 


Leu 


Arg 


Asp 


Val 


Lys 


Ala 


Leu 


Thr 


Leu His Tyr 


Asp 


Arg Tyr 




50 










55 








60 






Thr 


Thr 


Ser 


Arg 


Arg 


Leu 


Asp 


Pro 


He 


Pro 


Gin Leu Lys 


Cys 


Val Gly 


65 








70 










75 




80 


Gly 


Thr 


Ala 


Gly 


Cys 


Asp 


Ser 


Tyr 


Thr 


Pro 


Lys Val He 


Gin 


Cys Gin 










85 










90 






95 


Asn 


Lys 


Gly 


Trp 


Asp 


Gly 


Tyr 


Asp 


Val 


Gin 


Trp Glu Cys 


Lys 


Thr Asp 








100 






• 




105 






110 




Leu 


Asp 


He 


Ala 


Tyr 


Lys 


Phe 


Gly 


Lys 


Thr 


Val Val Ser 


Cys 


Glu Gly 






115 










120 






125 






Tyr 


Glu 


Ser 


Ser 


Glu 


Asp 


Gin 


Tyr 


Val 


Leu 


TVrg Gly Ser 


Cys 


Gly Leu 




130 










135 








140 - 






Glu 


Tyr 


Asn 


Leu 


Asp 


Tyr 


Thr 


Glu 


Leu 


Gly 


Leu Gin Lys 


Leu 


Lys Glu 


145 










150 










155 




160 


Ser 


Gly 


Lys 


Gin 


His 


Gly 


Phe 


Ala 


Ser 


Phe 


Ser Asp Tyr 


Tyr 


Tyr Lys 










165 










170 






175 


Trp 


Ser 


Ser 


Ala 


Asp 


Ser 


Cys 


Asn 


Met 


Ser 


Gly Leu He 


Thr 


He Val 








180 










185 






190 




Val 


Leu 


Leu 


Gly 


He 


Ala 


Phe 


Val 


Val 


Tyr 


Lys Leu Phe 


Leu 


Ser Asp 






195 










200 






205 






Gly 


Gin 


Tyr 


Ser 


Pro 


Pro 


Pro 


Tyr 


Ser 


Glu 


Tyr Pro Pro 


Phe 


Ser His 




210 










215 








220 






Arg 


Tyr 


Gin 


Arg 


Phe 


Thr 


Asn 


Ser 


Ala 


Gly 


Pro Pro Pro 


Pro 


Gly Phe 


225 










230 










235 




240 


Lys 


Ser 


Glu 


Phe 


Thr 


Gly 


Pro 


Gin 


Asn 


Thr 


Gly His Gly 


Ala 


Thr Ser 










245 










250 






255 


Gly 


Phe 


Gly 


Ser 


Ala 


Phe 


Thr 


Gly 


Gin 


Gin 


Gly Tyr Glu 


Asn 


Ser Gly 








260 










265 






270 




Pro 


Gly 


Phe 


Trp 


Thr 


Gly 


Leu 


Gly 


Thr 


Gly 


Gly He Leu 


Gly 


Tyr Leu 






275 










280 






285 






Phe 


Gly 


Ser 


Asn 


Arg 


Ala 


Ala 


Thr 


Pro 


Phe 


Ser Asp Ser 


Trp 


Tyr Tyr 




290 










295 








3O0 






Pro 


Ser 


Tyr 


Pro 


Pro 


Ser 


Tyr 


Pro 


Gly 


Thr 


Trp Asn Arg 


Ala 


Tyr Ser 
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305 310 315 320 

Pro Leu His Gly Gly Ser Gly Ser Tyr Ser Val Cys Ser Asn Ser Asp 

325 330 335 

Thr Lys Thr Arg Thr Ala Ser Gly Tyr Gly Gly Thr Arg Arg Arg 

340 345 350 351 



<210> 3129 

<211> 383 

<212> PRT 

<213> Homo sapiens 



<400> 3129 



Glu 




Ala 


Ann Ara 


Pro 


Lys 


Gin 


Gin 


Ser 


Ser 


Glu 


Lys 


Ser 


Arcr 


Asn 








5 










10 










15 




Met 


He 




&sn Tina 


Leu 


Thr 


He 


Phe 


He 


Leu 


Phe 


Pro 


Leu 


Lys 


Leu 








20 








25 










30 






V ctx 






fvs Gill 


Ser 


Ser 


Val 




Leu 


Thr 


Val 


Pro 


Pro 


Val 


Val 






35 








40 










45 








jjjr o 




Glu 


Ticm Gl V 


Ser 


Ser 




^^i3XX 


Val 


Ser 


Leu 


Thr 


Leu 


Arcr 


Pro 




50 








55 










60 
















AJLCt X ^IJl 


Leu 


Val 


Tie 

JL JL C 




Phe 


Glu 


He 


Thr 


Phe 




li^ C JL 


65 








70 










75 










80 




AOX.L 


Tip 




Leu 


Glu 






Asp Glu Val 


Val 


Val 












85 










90 










95 






Val 






Ser 


Phe 


Gin 


Val 


Thr 


Ser 


Gin 


Asn 


Val 


Glv 


Gin 








100 








105 










110 










Val 


TvT!" Tjeu 


His 


Gly 


ZVgn 


His 


Ser 


Asn 


Gin 


Thr Gly 


Pro 


Arcr 






115 








120 










125 








lie 


Arcr 


Phe 


Leu Val 


He Arg 


Ser 


Ser 


Ala 


He 


Ser 


He 


He 


Asn 


Gin 




130 








135 










140 










Val 


lie 


Gly 


Trp Xle 


Tyr 


Phe 


Val 


Ala 


Trp 


Ser 


He 


Ser 


Phe 


Tyr 


Pro 


145 








150 










155 










160 


Gin 


Val 


lie 


Met Asn 


Trp Arg 


Arg 


Lys 


Ser 


Val 


He 


Gly Leu 


Ser 


Phe 








165 










170 










175 




Asp 


Phe 


Val 


Ala Leu 


Asn 


Leu 


Thr 


Gly 


Phe 


Val 


Ala 


Tyr 


Ser 


Val 


Phe 








180 








185 










190 






Asn 


lie 


Gly 


Leu Leu 


Trp Val 


Pro 


Tyr 


He 


Lys 


Glu 


Gin 


Phe 


Leu 


Leu 






195 








200 










205 








Lvs 


Tvx 


Pro 
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Gly Thr Ala Glu Ser Val 

665 

Glu Thr Ser Pro Asp Ala 
680 

Asn His Asp Asp Leu Met 

695 

Asn Gly Glu lie Asp He 
710 715 
Val Asn Gin Val Thr Pro 

730 

Tyr Leu Cys Asn Arg Pro 

745 

Ser Lys Ser Ser Pro Glu 
76 0 

Ala Val He His Ser Leu 

775 

His He Glu Asn Phe Ser 
790 795 
He Gin His Phe Leu Glu 

810 

Lys He Gin Val Ser Asn 

825 

Arg Ser Ser Thr Val Ser 
840 

Asp His Leu Val Val Glu 
855 

Asp Ser His Met Leu Asn 
870 875 
Ser Asp Ser Val Leu Leu 

890 

Arg Ser Val Thr Gin Ala 

905 

Ser Gin Ser Ala Asn Phe 
920 

Gin Leu Met Glu Glu Asn 
935 

Lys Met Ala Leu Ala Glu 
950 955 
His He Lys Lys Met Thr 

970 



655 

Asn Ala Gly Ala Asn 
670 

He Ser Thr Asn Ser 
685 

Ser Val Val Val Phe 
700 

Arg Gly Glu Asp Thr 

720 

Asp Gin Leu Gly Asn 

735 

Val Gly Ser Asp Gin 
750 

He Ser Leu Arg Phe 
765 

Leu Ala Glu Lys Asn 
780 

Thr Glu Phe Leu Thr 

800 

Asp Glu Thr Val Ala 

815 

Thr Lys He Asn Leu 
830 

Leu Glu Pro Ala Pro 
845 

Arg Ser Asp Asp Gly 
360 

Thr Gly Asn Asp Leu 

880 

Thr Ser Gly Lys Tyr 

895 

Thr Gin Thr Ser Pro 
910 

Pro Glu Phe Ser Phe 
925 

Glu Ser Leu Lys Gin 
940 

Ala His Leu Glu Lys 

960 

Val Glu 
973 



<210> 3134 
<211> 523 
<212> PRT 

<213> Homo sapiens 



<400> 3134 



Glu Glu 


Glu 


Gly Leu 
5 


Ser Gly Gly 


1 

Trp Gly 


Lys 


Gin Thr 


Met Asp Tyr 






20 




' Glu Arg 


Glu 


Arg Val 


Glu Asp Leu 




35 




40 


Gly Arg 


Gly 


Thr Tyr 


Gly His Val 


50 






55 


Lys Asp 


Glu 


Lys Glu 


Tyr Ala Leu 


65 






70 


Ser Met 


Ser 


Ala Cys 


Arg Glu He 






85 




Pro Asn 


Val 


He Ala 


Leu Gin Lys 



Gly Pro Arg Val Pro Cys Ser Leu 

10 15 
Asp Phe Lys Ala Lys Leu Ala Ala 

25 30 
Phe Glu Tyr Glu Gly Cys Lys Val 

45 

Tyr Lys Ala Arg Arg Lys Asp Gly 

60 

Lys Gin He Glu Gly Thr Gly He 
75 80 
Ala Leu Leu Arg Glu Leu Lys His 

90 95 
Val Phe Leu Ser His Ser Asp Arg 
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100 105 



Lys Val 


Trp Leu 


Leu 


Phe 


Asp 


Tyr 


Ala 




115 










120 




He Lys 


Phe 


His 


Arg 


Ala 


Ser 


Lys 


Ala 


130 










135 






Pro Arg 


Ser 


Met 


Val 


Lys 


Ser 


Leu 


Leu 


145 ■' 








150 








His Tyr 


Leu His 


Ala 


Asn 


Trp 


Val 


Leu 








165 










Asn He 


Leu Val 


Met 


Gly 


Glu 


Gly 


Pro 






180 










185 


Ala Asp 


Met Gly 


Phe 


Ala 


Arg 


Leu 


Phe 




195 










200 




Ala Asp 


Leu Asp 


Pro 


Val 


Val 


Val 


Thr 


210 










215 






Leu Leu 


Leu Gly 


Ala 


Arg 


His 


Tyr 


Thr 


225 








230 








He Gly 


Cys 


He 


Phe 


Ala 


Glu 


Leu 


Leu 








245 










Cys Arg 


Gin 


Glu 


Asp 

mm 


He 


Lys 


Thr 


Ser 






260 










265 


Leu Asp 


Arg 


He 


Phe 


Ser 


Val 


Met 


Gly 




275 










280 




Glu Asp 


He Arg 


Lys 


Met 


Pro 


Glu 


Tyr 


290 










295 






Arg Arg 


Thr 


Thr 


Tyr 


Ala 


Asn 


Ser 


Ser 


305 








310 








His Lys 


Val 


Lys 


Pro 


Asp 


Ser 


Lys 


Val 








325 










Leu Thr 


Met 


Asp 


Pro 


Thr 


Lys 


Arg 


He 






340 










345 


Asp Pro 


Tyr 


Phe 


Gin 


Glu 


Asp 


Pro 


Leu 




355 










360 




Gly Cys 


Gin 


He 


Pro 


Tyr 


Pro 


Lys 


Arg 


370 










375 






Pro Glu 


Glu 


Lys 


Gly 


Asp 


Lys 


Asn 


Gin 


385 








390 








Gin Gin 


Pro 


Thr 


Ala 


Pro 


Pro 


Gin 


Gin 








405 










Pro Pro 


Pro 


Gin 


Gin 


Asn 


Ser 


Thr 


Gin 






420 










425 


Ala Gly 


Ala 


Gly 


Val 


Gly 


Gly 


Thr 


Gly 




435 










440 




Asp Ser 


Ser 


Leu 


Asn 


Gin 


Val 


Pro 


Pro 


450 










455 






Pro Ser 


Gly 


Ala 


Asn 


Ser 


Gly 


Gly 


Pro 


465 








470 








His Ser 


Ser 


Ser 


Arg 


Leu 


Asn 


Tyr 


Gin 








485 










Gin Ser 


Gin 


Ser 


Thr 


Leu 


Gly 


Tyr 


Ser 






500 










505 


Gin Tyr 


His 


Pro 


Ser 


His 


Gin 


Ala 


His 




515 










520 





<210> 3135 
<211> 369 
<212> PUT 

<213> Homo sapiens 



<400> 3135 
Glu Arg Lys Met Ala Glu Pro Pro Ser 



PCT/USOl/04098 

110 



Glu 


His 


Asp 


Leu 


Trp His 


He 








125 








Asn 


Lys 


Lys 


Pro 


Met 


Gin 


Leu 




• 


140 










Tyr 


Gin 


He 


Leu 


Asp Gly 


He 




155 










160 


His 


Arg 


Asp 


Leu 


Lys 


Pro 


Ala 


170 










175 




Glu 


Arg 


Gly Arg 


Val 


Lys 


He 










190 






Asn 


Ser 


Pro 


Leu 


Lys 


Pro 


Leu 








205 








Phe 


Trp 


Tyr 


Arg 


Ala 


Pro 


Glu 






220 










Lys 


Ala 


He 


Asp 


He 


Trp 


Ala 




235 










240 


Thr 


Ser 


Glu 


Pro 


He 


Phe 


His 


250 










255 




Asn 


Pro 


Phe 


His 


His 


Asp 


Gin 










270 






Phe 


Pro 


Ala Asp 


Lys 


Asp 


Trp 








285 








Pro 


Thr 


Leu 


Gin 


Lys Asp 


Phe 






300 










Leu 


He 


Lys 


Tyr 


Met 


Glu 


Lys 




315 










320 


Phe 


Leu 


Leu 


Leu 


Gin 


Lvs 


Leu 


330 










335 




Thr 


Ser 


Glu 


Gin 


Ala 


Leu 


Gin 










350 






Pro 


Thr 


Leu Asp 


Val 


Phe 


Ala 








365 








Glu 


Phe 


Leu 


Asn 


Glu 


Asp 


Asp 






380 










Gin 


Gin 


Gin 


Gin 


Asn 


Gin 


His 




395 










400 


Ala 


Ala 


Ala 


Pro 


Pro 


Gin 


Ala 


410 










415 




Thr 


Asn 


Gly Thr 


Ala 


Gly 


Gly 










430 






Ala 


Gly 


Leu 


Gin 


His 


Ser 


Gin 








445 








Asn 


Lys 


Lys 


Pro 


Arg 


Leu 


Gly 






460 










Val 


Met 


Pro 


Ser 


Asp 


Tyr 


Gin 




475 










480 


Ser 


Ser 


Val 


Gin 


Gly 


Ser 


Ser 


490 










495 




Ser 


Ser 


Ser 


Gin 


Gin 


Ser 


Ser 










510 






Arg 


Tyr 














523 












Pro 


Val 


His 


Cys 


Val 


Ala 


Ala 
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1 



Ala Ala 


Pro 


Thr 






20 


Gin Leu 


Ser 


Ser 




35 




Arg Thr 


Glu 


Glu 


50 






Ser Gly 


Gly 


Asn 


65 






Glix Ser 


Tyr 


Gly 


Ala Pro 


Ser 


Pro 






100 


Thr Ala 


Val 


Pro 




115 




Arcr Iivs 


Leu 


Leu 


130 






Leu Leu 


Leu 


Pro 


145 






Arcr Arcj 


Pro 


Lys 


Gly Gly 


Ala 


Arci 






180 


Val Lys 


Pro 


Leu 




195 




Aso Lvs 


Glu 


Lys 


210 






lie Lvs 


Lvs 


Glu 


225 






Glu Lva 


Pro 


Lvs 


Lvs Lvs 


Lvs 


Lvs 

mam y «^ 






260 


Lys Met 


Tyr 


Ser 








Asp Val 


Glu 


Asp 


290 






Asp Tyr 


Val 


Gly 


305 






Pro Glu 


Asn 


Ser 


Gin Asn 


Asn 


Leu 



340 

His lie Glu His 
355 

Gin 



5 






Ala 


Thr Val 


Ser 


Arcr 


Asp Pro 


Pro 






40 


Lys 


Lys Ala 


Pro 




55 




Ser 


Arg Gin 


Leu 




70 




Ser 


Pro Ala 


Ser 


85 






Ser 


Ser Ser Arg 


Ser 


Ser Ala 


Ser 






120 


Val 


Pro Pro 


Thr 




135 




Ala 


Ala Ala 


Ala 




150 




Glu 


Lys Arg 


Glu 








Glu 


Ala Gly Gly 


Pro 


Arg Asp 


Lys 






200 


Glu 


Arg Glu Lys 




215 




A an 


Gly Glu Val 




230 






Asn lie 


Glu 








Lvs 


Lys His 


Lys 




Ser lie 


Gin 






280 


Gin 


Ala Ala 


Lys 




295 




Lys 


Asn Leu Asp 




310 




Glu 


Phe Pro 


Phe 


325 






Lys 


Arg Leu 


Asp 



Gin Pro Asn Gly 

360 



10 

Glu Lys Glu Pro 
25 

Gly Ser Leu Ser 

Arg Arg Val Asn 

60 

Gin Pro Pro Ala 

75 

Trp Ser Phe Ala 
90 

Ser Ser Phe Ser 
105 

Ala Ser Leu Ser 

Leu Leu His Ala 

140 

Ala Ala Ser Ala 
155 

Lys Glu Arg Arg 
170 

Ala Ser Arg Glu 
185 

lie Lys Asp Lys 

Lys Lys His Lys 

220 

Lys lie Leu Leu 
235 

Asp Leu Gin lie 
250 

Glu Asn Glu Lys 
265 

Thr lie Cys Ser 

Gly lie Leu Asn 

300 

Thr Lys Asn Tyr 
315 

Val Ser Leu Lys 

330 

Thr Leu Glu Phe 
345 

Gly Ala Ser Val 



Phe 


Gly Lys Leu 




30 


Ala 


Lys Lys Val 


45 




Gly 


Glu Gly Gly 
• •> 


Ala 


Pro Ser Pro 




SO 


Pro 


Leu Ser Ala 




95 


Phe 


Ser Ala Gly 




110 


Gin 


Pro Gly Pro 


125 




Gin 


Pro His His 


Asn 


Ala Lys Ser 




160 


Arg 


His Gly Leu 




175 


Glu 


Asn Gly Glu 




190 


lie 


Lys Glu Arg 


205 




Val 


Met Asn Glu 


Lvs 


Ser Gly Lys 




240 


Lys 


Lys Val Lys 




255 


ArQ 


Lvs Arcr Pro 




270 


Gly 


Leu Leu Thr 


285 




Asp 


Asn He Lys 




^wiL iUjfO 




320 


Glu 


Pro Arg Val 




335 


Lys 


Gin Leu He 




350 ■ 


He 


His Cys Leu 


365 





<210> 3136 
<211> 253 
<212> PRT 

<213> Homo sapiens 



<400> 3136 
Thr Ala Ala Met Ser He Phe Thr 

1 5 
Asn Val Ala Val Val Arg Met Lys 

20 

Ala Cys Tyr Lys Asn Lys Val Val 
35 40 
Asp Leu Asp Glu Val Leu Gin .Thr 



Pro Thr Asn Gin He Arg Leu Thr 

10 15 
Arg Ala Gly Lys Arg Phe Glu He 

25 30 
Gly Trp Arg ser Gly Val Glu Lys 

45 

His Ser Val Phe Val Asn Val Ser 
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50 

Lys Gly Gin Val 
65 

Asp Asp Gin Thr 

Gin Val Ser Asp 

100 

Asp lie Ala Thr 
115 

Arg Pro Tyr Thr 

130 

Tyr Ser Val Lys 
145 

lie Lys Gin Leu 

Leu Arg Phe lie 

180 

Leu Lys Pro Leu 
195 

Leu Glu He Val 
210 

Glu Leu He Lys 
225 

Asn Leu Lys Asp 







55 




Ala 


Lys 


Lys 


Glu 




70 






Glu 


He 


Cys 


Lys 


85 








Lys 


Glu 


Arg 


His 


He 


Val 


Ala 


Asp 








120 


Val 


He 


Leu 


He 






135 




Thr 


Asn 


Lys 


Ser 




150 






Lys 


Glu 


Lys 


Met 


165 








Leu 


Pro 


Val 


Asn 


He 


Lvs 


Val 


He 








2S w u 


Cys 


Leu 


He 


Asp 






215 




Lys 


Glu 


Thr 


Lys 




230 






Val 


Glu 


Glu 


Gly 


245 









Asp 


Leu 


He 


Ser 






75 




Gin 


He 


Leu 


Thr 




90 






Thr 


Gin 


Leu 


Glu 


105 








Lys 


Cys 


Val 


Asn 


Glu 


Arg 


Ala 


Met 








140 


Thr 


Lys 


Gin 


Gin 






155 




Lys 


He 


Glu Arg 




170 






Glu 


Gly 


Lys 


Lys 


185 








Glu 




Glu Asp 


Pro 


Gly 


Cys 


Phe 








.220 


Gly 


Lys 


Gly Ser 






235 




Asp 


Glu 


Lys 


Phe 




250 







Ala Phe Gly Thr 

80 

Lys Gly Glu Val 
95 

Gin Met Phe Arg 
110 

Pro Glu Thr Lys 
125 

Lys Asp He His 

Ala Leu Glu Val 

160 

Ala His Met Arg 

175 

Leu Lys Glu Lys 
190 

Tyr Gly Gin Gin 
205 

Arg Glu He Asp 

Leu Glu Val Leu 

240 

Glu 
253 



<210> 3137 

<211> 1047 

<212> PRT 

<213> Homo sapiens 



<400> 3137 



Met 


Val 


Glu 


Gly 


Lys 


Arg 


His 


Val 


Leu 


His 


Gly Gly 


Arg Gin 


Glu Arg 


1 








5 










10 








15 


Met 


Arg 


Ala 


Lys 


Gin 


Lys 


Gly 


Lys 


Pro 


Leu 


He 


Lys 


Ser Ser 


Asp Leu 








20 










25 








30 




Val 


Arg 


Leu 


He 


His 


Tyr 


His 


His 


Asn 


Ser 


Ser 


Pro 


Leu His 


Lys Gin 






35 










40 










45 




Ser 


Ser 


Gly 


Pro 


Ser 


Ser 


Ser 


Pro 


Ala 


Ala 


Ala 


Ala 


Ala Pro 


Glu Lys 




50 










55 










60 






Pro 


Gly 


Pro 


Lys 


Ala 


Ala 


Glu 


Val 


Gly 


Asp 


Asp 


Phe 


Leu Gly 


Asp Phe 


65 










70 










75 






80 


Val 


Val 


Gly 


Glu 


Arg 


Val 


Trp 


Val 


Asn 


Gly 


Val 


Lys 


Pro Gly 


Val Val 










85 










90 








95 


Gin 


Tyr 


Leu 


Gly 


Glu 


Thr 


Gin 


Phe 


Ala 


Pro 


Gly Gin 


Trp Ala 


Gly Val 








100 










105 








110 




Val 


Leu 


Asp 


Asp 


Pro 


Val 


Gly 


Lys 


Asn 


Asp 


Gly Ala 


Val Gly 


Gly Val 






115 










120 










125 




Arg 


Tyr 


Phe 


Glu 


Cys 


Pro 


Ala 


Leu 


Gin 


Gly 


He 


Phe 


Thr Arg 


Pro Ser 




130 










135 










140 






Lys 


Leu 


Thr 


Arg 


Gin 


Pro 


Thr 


Ala 


Glu 


Gly 


Ser 


Gly 


Ser Asp 


Ala His 


145 










150 










155 






160 


Ser 


Val 


Glu 


Ser 


Leu 


Thr 


Ala 


Gin 


Asn 


Leu 


Ser 


Leu 


His Ser 


Gly Thr 










165 










170 








175 


Ala 


Thr 


Pro 


Pro 


Leu 


Thr 


Ser 


Arg 


Val 


He 


Pro 


Leu 


Arg Glu 


Ser Val 








180 










185 








190 




Leu 


Asn 


Ser 


Ser 


Val 


Lys 


Thr 


Gly 


Asn 


Glu 


Ser 


Gly 


Ser Asn 


Leu Ser 






195 










200 










205 




Asp 


Ser 


Gly 


Ser 


Val 


Lys 


Arg 


Gly 


Glu 


Lys 


Asp 


Leu 


Arg Leu 


Gly Asp 




210 










215 










220 






Arg 


Val 


Leu 


Val 


Gly 


Gly 


Thr 


Lys 


Thr 


Gly 


Val 


Val 


Arg Tyr 


Val Gly 



/ 
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•225 230 



Glu 


Thr 


Asp 


Phe 


Ala 


Lys 


Gly Glu 










245 








Pro 


Leu 


Gly 


Lys 


Asn 


Asp Gly Ala 








260 










Cys 


Pro 


Pro 


Lys 


Phe 


Gly Leu 


Phe 






275 










280 


He 


Gly 


Phe 


Pro 


Ser 


Thr 


Ser 


Pro 




290 










295 




Met 


Ala 


Met 


Gly 


Val 


Ser 


Ala 


Leu 


305 










310 






He 


Ser 


Ser 


Val 


Ser 


Ser 


Val 


Ala 










325 


• 






Arg 


Ser 


Gly 


Leu 


Leu 


Thr 


Glu 


Thr 








340 










Ser 


Gly 


Thr 


Thr 


Ala 


Leu 


Gin 


Glu 






355 










360 


He 


Glu 


Gin 


Leu 


Leu 


Ala 


Glu 


Arg 




370 










375. 




Lys 


Ala 


Thr 


Ser 


His 


He 


Cys 


Glu 


385 










390 






Lys 


Ala 


Gin 


His 


Glu 


Gin 


Tyr 


Val 










405 








Arg 


Ala 


Arg 


Leu 


Leu 


Val 


Glu 


Ser 








420 










Ser 


Asn 


Gin 


Leu 


Glu 


Glu 


Glu 


Arg 






435 










440 


Arg 


Val 


Glu 


Glu 


Glu 


Ser 


He 


Thr 




450 










455 




Gin 


Leu 


Glu 


His 


Ala 


Arg 


He 


Gly 


465 










470 






Glu 


Lys 


Ala 


Gin 


Ala 


Glu 


Arg 


Leu 










485 








Leu 


Thr 


Thr 


Val 


Ala 


Glu 


Lys 


Ser 








500 










Leu 


Thx 


Leu 


Arg 


Arg 


Gly 


Glu 


He 






515 










520 


His 


Ser 


Gly 


Pro 


Pro 


Pro 


Pro 


Asp 




530 










535 




Arg 


Leu 


Arg 


Glu 


Arg 


Leu 


Leu 


Ser 


545 










550 






Ser 


Gly 


Val 


Leu 


Arg 


Asp 


Lys 


Tyr 










565 








Ala 


Glu 


Val 


Asp 


Lys 


Leu 


Arg 


Ala 








580 










Val 


Ala 


Gly 


Leu 


Lys 


Asp 


Lys 


Val 






595 










60O 


Gly 


Leu 


Met 


Asp 


Asn 


Trp 


Lys 


Ser 




610 










615 




His 


Gin 


Lys 


Ser 


Leu 


Glu 


Asp 


Leu 


625 










630 






Gly 


Ala 


Gin 


Gin 


Lys 


Glu 


He 


Gly 










645 








He 


Lys 


Met 


Glu 


His 


Gin 


Leu 


Glu 








660 










Asp 


Leu 


Glu 


Thr 


Ala 


Met 


His 


Val 






675 










680 


Lys 


Leu 


Gin 


Glu 


Ala 


Gin 


Glu 


Glu 




690 










695 




Arg 


Ala 


Gin 


Leu 


Glu 


Val 


Gin 


Ala 


705 










710 






Glu 


Ala 


Gin 


Asp 


Gin 


Arg 


Arg 


Asp 










725 








Glu 


Lys 


Leu 


Asp 


Val 


Glu 


Tyr 


Arg 



235 










240 


Trp Cys Gly 


Val 


Glu 


Leu 


Asp 


Glu 


250 








255 




Val Ala Gly 


Thr 


Arg 


Tyr 


Phe 


Gin 


265 






270 






Ala Pro He 


His 


Lys 


Val 


He 


Arg 






285 








Ala Lys Ala 


Lys 


Lys 


Thr 


Lys 


Arg 




300 










Thr His Ser 


Pro 


Ser 


Ser 


Ser 


Ser 


315 










320 


Ser Ser Val 


Gly 


Gly 


Arg 


Pro 


Ser 


330 








335 




Ser Ser Arg 


Tyr 


Ala 


Arg 


Lys 


He 


345 






350 






Ala Leu Lys 


Glu 


Lys 


Gin 


Gin 


His 






365 








Asp Leu Glu 


Arg 


Ala 


Glu 


Val 


Ala 




380 










Val Glu Lys 


Glu 


He 


Ala 


Leu 


Leu 


395 










400 


Ala Glu Ala 


Glu 


Glu 


Lys 


Leu 


Gin 


410 








415 




Val Arg Lys 


Glu 


Lys 


Val 


Asp 


Leu 


425 






430 






Arg Lys Val 


Glu 


Asp 


Leu 


Gin 


Phe 






445 








Lys Glv Asp 


Leu 


Glu 


Thr 


Gin 


Thr 




460 










Glu Leu Glu 


Gin 


Ser 


Leu 


Leu 


Leu 


475 










480 


Leu Arg Glu 


Leu 


Ala 


Asp 


Asn 


Arg 


490 








495 




Arg Val Leu 


Gin 


Leu 


Glu 


Glu 


Glu 


505 






510 






Glu Olu Leu 


Gin 


Gin 


Cys 


Leu 


Leu 






525 








His Pro Asp 


Ala 


Ala 


Glu 


He 


Leu 




540 










Ala Ser Lys 


Glu 


His 


Gin 


Arg 


Glu 


555 










560 


Glu Lys Ala 


Leu 


Lys 


Ala 


Tyr 


Gin 


570 








575 




Ala Asn Glu 


Lys 


Tyr 


Ala 


Gin 


Glu 


585 






590 






Gin Gin Ala 


Thr 


Ser 


Glu 


Asn. 


Met 






605 








Lys Leu Asp 


Ser 


Leu 


Ala 


Ser 


Asp 




620 










Lys Ala Thr 


Leu 


Asn 


Ser 


Gly 


Pro 


535 










640 


Glu Leu Lys 


Ala 


Val 


Met 


Glu 


Gly 


650 








655 




Leu Gly Asn 


Leu 


Gin 


Ala 


Lys 


His 


665 






670 






Lys Glu Lys 


Glu 


Ala 


Leu 


Arg 


Glu 






685 








Leu Ala Gly 


Leu 


Gin 


Arg 


His 


Trp 




700 










Ser Gin His 


Arg 


Leu 


Glu 


Leu 


Gin 


715 










720 


Ala Glu Leu 


Arg 


Val 


His 


Glu 


Leu 


730 








735 




Gly Gin Ala 


Gin 


Ala 


He 


Glu 


Phe 
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740 




745 


Leu 


Lys 


Glu 


Gin lie Ser 


Leu Ala 


Glu 






755 




760 




Arg 


Leu 


Gin 


Arg Ala Glu 


Ala Gin 


Gly 




770 






775 




Arg 


Glu 


Lys 


Leu Leu Val 


Ala Glu 


Asn 


785 






790 






Leu 


Cys 


Ser 


Ser Oln His 


Thr His 


Met 








805 






Glu 


Glu 


Thr 


He Arg Thr 


Lys Glu 


Thr 








820 




825 


Leu 


Asn 


Lys 


Arg Asp Lys 


Glu Val 


Thr 






835 




840 




Met 


Leu 


Arg 


Ala Gin Val 


Ser Ala 


Leu 




850 






855 




Glu 


Lys 
* 


Lys 


Val Asp Ala 


Leu Leu 


Lys 


865 






870 






Glu 


Leu 


Glu 


Thr Val Ser 


Arg Lys 


Thr 








885 






Val 


Leu 


He 


Ser Gin Glu 


Leu Leu 


Arg 








900 




905 


Leu 


Arg 


Val 


Leu Leu Leu 


Glu Ala 


Asn 






915 




920 




Arci 


Asp 


Leu 


Ser Arg Glu 


Val His 


Lvs 




930 






935 




Gin 


Lys 


Leu 


Lys Asp Asp 


He Arg 


Gly 


945 






950 






Leu 


ASD 


Lvs 


Glu Lys Ser 


Leu Ser 


Asp 








. 965 






Asp 


Pro 


Ser 


Ser Ala Pro 


Glu Leu 


Leu 








980 




985 

^ 


Ser 


Thr 


Glu 


Asp Ala Leu Arg Asp 


Ala 






995 




1000 




Glu 


Lys 


Leu 


Met Glu Ala 


Met Arg 


Ser 


1010 




1015 




lie 


Gly 


Asn 


Ser Gly Ser Ala Asn 


Gly 


1025 






1030 






Gin 


Lys 


Gin 


Glu Asp Lys His 
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750 






Lys 


Lys Met Leu 


Asp 


Tyr 


Glu 




765 








Lys 


Gin Glu Val 


Glu 


Ser 


Leu 




780 








Arg 


Leu Gin Ala 


Val 


Glu 


Ala 




795 






800 


He 


Glu Ser Asn 


Asp 


He 


Ser 


810 






815 




Val 


Glu Gly Leu 


Gin 


Asp 


Lys 






830 






Ala 


Leu Thr Ser 


Gin 


Thr 


Glu 




845 








Glu 


Ser Lys Cys 


Lys 


Ser 


Gly 




860 




• 




Glu 


Lys Arg Arg 


Leu 


Glu 


Ala 




875 






880 


His 


Asp Ala Ser 


Gly 


Gin 


Leu 


890 






895 




Lys 


Glu Arg Ser 


Leu 


Asn 


Glu 






910 






Arg 


His Ser Pro 


Gly 


Pro 


Glu 




925 








Ala 


Glu Trp Arg 


He 


Lys 


Glu 




940 








Leu TU'g Glu Lys 


Leu 


Thr 


Gly 




955 






960 


Gin Arg Arg Tyr 


Ser 


Leu 


He 


970 






975 




Arg 


Leu Gin His 


Gin 


Leu 


Met 






990 






Leu Asp Gin Ala 


Gin 


Gin 


Val 




1005 








Cys 


Pro Asp Lys 


Ala 


Gin 


Thr 




1020 








He 


His Gin Gin 


Asp 


Lys 


Ala 
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Arg 


Arg 
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Leu 


Arg 


Leu 
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Gin 


Lys 


Thr 


Cys 


Gin 


Pro 
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10 
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Thr 


Ser 


Thr 


Met 


Ser 


Gly 


Ser 


His 


Thr Pro 


Ala 


Cys 


Gly 


Pro 


Phe 


Ser 
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25 








30 






Ala 


Leu 


Thr 


Pro 


Ser 


He 


Trp 


Pro 


Gin Glu 


He 


Leu 


Ala 


Lys 


Tyr 


Thr 






35 










40 








45 








Gin 


Lys 


Glu 


Glu 


Ser 


Ala 


Glu 


Gin 


Pro Glu 


Phe 


Tyr 


Tyr 


Asp 


Glu 


Phe 




50 










55 








60 










Gly 


Phe 


Arg 


Val 


Tyr 


Lys 


Glu 


Glu 


Gly Asp 


Glu 


Pro 


Gly 


Ser 


Ser 


Leu 


65 










70 








75 










80 


Leu 


Ala 


Asn 


Ser 


Pro 


Leu 


Met 


Glu 


Asp Ala 


Pro 


Gin 


Arg 


Leu 


Arg 


Trp 










85 








90 










95 




Gin 


Ala 


His 


Leu 


Glu 


Phe 


Thr 


His 


Asn His 


Asp 


Val 


Gly 


Asp 


Leu 


Thr 
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110 






Trp 


Asp 


Lys 


He 


Ala 


Val 


Ser 


Leu 


Pro Arg 


Ser 


Glu 


Lys 


Leu 


Arg 


Ser 
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115 










120 




Leu 


Val 


Leu 


Ala 


Gly 


lie 


Pro 


His 


Gly 




130 










135 






Arg 


Leu 


Ser Gly 


Ala 


Leu 


Gin 


Lys 


Lys 


145 










150 










Glu 


He 


Val 


Lys 


Asn 


Ser 


Ser 


Asn 










165 










Gin 


He 


Glu Lys 


Asp 


Leu 


Leu 


Arg 


Thr 








180 










185 


Ala 


Ser 


Met Gly 


Ser 


lie 


Gly 


Val 


Pro 






195 










200 




Ala 


Leu 


Ala 


Trp 


Leu 


Tyr 


Pro 


Glu 


He 




210 










215 






Met 


Val 


Ala 


Ala 


Cys 


Leu 


Leu 


Leu 


Phe 


225 










230 








Trp 


Met 


Met 


Ser 


Ala 


He 


He 


Glu 


Asp 










245 










Ser 


Thr 


Thr 


Leu 


Leu 


Gly 


Val 


Gin 


Thr 








260 










265 


Leu 


lie 


Val 


Gin 


Tyr 


Leu 


Pro 


Arg 


Leu 






275 










280 




Asp 


He 


Glu 


Leu 


Ser 


Leu 


lie 


Thr 


Leu 
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Ala 


Ser 


Val 


Val 


AS'D 


He 


Lvs 


Leu 


Leu 


305 
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Phe 


Tvr 


Glu 


Glv 


Ser 


ArQ 


Val 


Leu 


Phe 
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Hd.s 


Leu 


Lys 


Glu 


Glu 


Glu 


Leu 


He 


Gin 








340 
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Phe 


Asn 


ThT 
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Leti 


Ser 


AS'D 


He 
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Pro 


Ser 






355 
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Leu 


Leu 


Glv 


Val 


Ala 


Met 


Arg 


Leu 


Ala 




370 
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375 






Val 


Glu 


Thr 


Gin 


Arg 


Arg 


Lys 


His 


Leu 


385 










390 








Glv 


Gin 


Leu 


Leu 


Glv 


Ala 


Glv 


Thr 


Leu 










405 










Arq" 


Arg 


Arq 


Thr 


Gin 


Arg 


Arg 


Lys 


Ser 








420 










425 


Glv 


Glu 


Asp 


Asp 


Leu 


Glu 


Ala 


Leu 


Lvs 






435 










440 




Glu 


Leu 


Val 


Ala 


Asp 


Leu 


Arg 


Glu 


Ala 




450 










455 






Phe 


Gin 


cys 


Thr 


Asp 


Pro 


Lys 


Asn 


Cys 


465 










470 








Pro 


Gly 


Leu 


Leu 


Pro 


Asn 


Thr 


Ala 


Leu 
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Leu 


Cys 


Ser 


Leu 


Trp 


Gin 


Glu 


Leu 








500 










505 


Ser 


His 


Gin 


Arg 


Asp 


His 


Glu 


Asn 


Tyr 






515 










520 




Arg 


Arg 


Arg 


Ala 


Lys 


Ala 


Leu 


Leu 


Asp 




530 










535 






Glu 


Leu 


Gly 


Phe 


Arg 


Lys 


Asn 


Asp 


He 


545 










550 








Asp 

fir 


Glu 


His 


Cys 


Trp 


Val 


Gly 


Glu 


Leu 
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Pro 


Ala 


Lys 


Phe 


Val 


Glu 


Val 


Leu 


Asp 








580 
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Ala 


Gly 


Asp 


Asp 


Ser 


Val 


Thr 


Glu 
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Tlir 


Leu 


Cys 
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Lys 
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Lys 
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Ser 


Leu 


Leu 


Gly 


Gly 


Ala 


Cys 
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Met 


Arg 
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Gin 


Leu 


Trp 


Met 






140 










Arg 


Asn 


Ser 


Glu 


Leu 


Ser 


Tyr 




155 










160 


Asp 


Glu 


Thr 


He 


Ala 


Ala 


Lys 


170 










175 




Met 


Pro 


Ser 


Asn 


Ala 


Cys 


Phe 










190 






Arg 


Leu 


Arg 


Arg 


Val 


Leu 


Arg 








205 








Gly 


Tyr 


Cys 


Gin 


Gly 


Thr 


Gly 






220 










Leu 


Glu 


Glu 


Glu 


Asp 


Ala 


Phe 




235 










240 


Leu 


Leu 


Pro 


Ala 


Ser 


Tyr 


Phe 


250 










255 




Asp 


Gin 


Arg 


Val 


Leu 


Arg 


His 










270 






Asp 


Lvs 


Leu 


Leu 


Gin 


Glu 


His 








285 








His 




Phe 


Leu 


Thr 


Ala 


Phe 






300 










Leu 


ArCT 


He 


Trp 


Asp 


Leu 


Phe 




315 










320 


Gin 


Leu 


Thr 


Leu 


Glv 


Met 


Leu 


330 










335 




Ser 


Glu 


Asn 


Ser 


Ala 


Ser 


He 










350 






Gin 


Met 


Glu 


ASD 


Ala 


Glu 


Leu 








365 








Glv 


Ser 


Leu 


Thr 


Aso 


Val 


Ala 






380 










Ala 


Tvr 


Leu 


He 


Ala 


ASD 


Gin 




395 










400 


Thr 


Asn 


Leu 


Ser 


Gin 


Val 


Val 


410 










415 




Thr 


He 


Thr 


Ala 


Leu 


Leu 


Phe 










430 






Ala 


Lvs 


Asn 


He 


Lvs 


Gin 


Thr 








445 








He 


Leu 


Arg 


Val 


Ala 


Arg 


His 






460 










Ser 


Val 


Val 


Ser 


Arg 


Gin 


Leu 




475 










480 


Thr 


Pro 


Pro 


Thr 


Pro 


Leu 


Val 


490 










495 




Thr 


Pro 


Asp 


Tyr 
* 


Ser 


Met 


Glu 










510 






Val 


Ala 


Cys 


Ser 


Arg 


Ser 


His 








525 








Phe 


Glu 


Arg 


His 


Asp 


Asp 


Asp 

*• 






540 










He 


Thr 


He 


Val 


Ser 


Gin 


Lys 




555 










560 


Asn 


Gly 


Leu 


Arg 


Gly 


Trp 


Phe 


570 










575 




Glu 


Arg 


Ser 


Lys 


Glu 


Tyr 


Ser 










590 






Gly 


Val 


Thr 


Asp 


Leu 


Val 


Arg 








605 








Leu 


Phe 


Glu 


His 


Gly 


Leu 


Lys 






620 










His 


Pro 


Trp 


Leu 


Phe 


He 


Glu 
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625 630 635 640 



Glu 


Ala 


Ala 


Gly 


Arg 


Glu 


Val 


Glu 


Arg 


Asp 


Phe 


Ala 


Ser 


Val Tyr 


Ser 










645 










650 








655 




Arg 


Leu 


Val 


Leu 


Cys 


Lys 


Thr 


Phe 


Arg 


Leu 


Asp 


Glu 


Asp 


Gly Lys Val 








660 










665 










670 




Leu 


Thr 


Pro 


Glu 


Glu 


Leu 


Leu 


Tyr 


Arg 


Ala 


Val 


Gin 


Ser 


Val Asn 


Val 






675 










680 










685 






Thr 


His 


Asp 


Ala 


Val 


His 


Ala 


Gin 


Met 


Asp 


Val 


Lys 


Leu 


Arg Ser 


Leu 




690 










695 










700 








He 


Cys 


Val 


Gly 


Leu 


Asn 


Glu 


Gin 


Val 


Leu 


His 


Leu 


Trp 


Leu Glu 


Val 


705 










710 










715 








720 


Leu 


Cys 


Ser 


Ser 


Leu 


Pro 


Thr 


Val 


Glu 


Lys 


Trp 


Tyr 


Gin 


Pro Trp 


Ser 










725 










730 








735 




Phe 


Leu 


Arg 


Ser 


Pro 


Gly 


Trp 


Val 


Gin 


He 


Lys 


Cys 


Glu 


Leu Arg 


Val 








740 










745 










750 




Leu 


Cys 


Cys 


Phe 


Ala 


Phe 


Ser 


Leu 


Ser 


Gin 


Asp 


Trp 


Glu 


Leu Pro 


Ala 






755 




* 






760 










765 






Lys 


Arg 


Glu 


Ala 


Gin 


Gin 


Pro 


Leu 


Lys 


Glu 


Gly 


Val 


Arg 


Asp Met 


Leu 




770 










775 










780 








Val 


Lys 


His 


His 


Leu 


Phe 


Ser 


Trp 


Asp 


Val 


Asp 


Gly 








785 










790 










795 


796 
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Gin Asp Arg Arg 
1 

Thr Ser Thr Met 

20 

Ala Leu Thr Pro 
35 

Gin Lys Glu Glu 
50 

Gly Phe Arg Val 
65 

Leu Ala Asn. Ser 

Gin Ala His Leu 

100 

Trp Asp Lys He 
115 

Leu Val Leu Ala 
130 

Arg Leu Ser Gly 
145 

Arg Glu He Val 

Gin He Glu Lys 

180 

Ala Ser Met Gly 
195 

Ala Leu Ala Trp 
210 

Met Val Ala Ala 
225 

Trp Met Met Ser 
Ser Thr Thr Leu 



Leu Leu Arg Leu 
5 

Ser Gly Ser His 

Ser He Trp Pro 

40 

Ser Ala Glu Gin 
55 

Tyr Lys Glu Glu 
70 

Pro Leu Met Glu 
85 

Glu Phe Thr His 

Ala Val Ser Leu 

120 

Gly He Pro His 
135 

Ala Leu Gin Lys 
150 

Lys Asn Ser Ser 

165 

Asp Leu Leu Arg 

Ser He Gly Val 

200 

Leu Tyr Pro Glu 
215 

Cys Leu Leu Leu 
230 

Ala He He Glu 
245 

Leu Gly Val Gin 



Glu 


Leu 


Gin 


Lys 




10 






Thr 


Pro 


Ala 


Cys 


25 








Gin 


Glu 


He 


Leu 


Pro 


Glu 


Phe 


Tyr 








60 


Gly 


Asp 


Glu 


Pro 






75 




Asp 


Ala 


Pro 


Gin 




90 






Asn 


His 


Asp 


Val 


105 








Pro 


Arg 


Ser 


Glu 


Gly 


Met 


Arg 


Pro 








140 


Lys 


Arg 


Asn 


Ser 






155 




Asn 


Asp 


Glu 


Thr 




170 






Thr 


Met 


Pro 


Ser 


185 








Pro 


Arg 


Leu 


Arg 


He 


Gly 


Tyr 


Cys 








220 


Phe 


Leu 


Glu 


Glu 






235 




Asp 


Leu 


Leu 


Pro 




250 






Thr 


Asp 


Gin 


Arg 



Thr Cys Gin Pro 
15 

Gly Pro Phe Ser 
30 

Ala Lys Tyr Thr 
45 

Tyr Asp Glu Phe 

Gly Ser Ser Leu 

80 

Arg Leu Arg Trp 
95 

Gly Asp Leu Thr ■ 
110 

Lys Leu Arg Ser 
125 

Gin Leu Trp Met 

Glu Leu Ser Tyr 

160 

He Ala Ala Lys 
175 

Asn Ala Cys Phe 
190 

Arg Val Leu Arg 
205 

Gin Gly Thr Gly 

Glu Asp Ala Phe 

240 

Ala Ser Tyr Phe 
255 

Val Leu Arg His 
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260 

Leu lie Val Gin Tyr Leu 

275 

Asp lie Glu Leu Ser Leu 
290 

Ala Ser Val Val Asp lie 
305 310 
Phe Tyr Glu Gly Ser Arg 

325 

His Leu Lys Glu Glu Glu 

340 

Phe Asn Thr Leu Ser Asp 
355 

Leu Leu Gly Val Ala Met 

370 

Val Glu Thr Gin Arg Arg 
385 390 
Gly Gin Leu Leu Gly Ala 

405 

Arg Arg Arg Thr Gin Arg 

420 

Gly Glu Asp Asp Leu Glu 
435 

Glu Leu Val Ala Asp Leu 
450 

Phe Gin Cys Thr Asp Pro 
465 470 
Pro Gly Leu Leu Pro Asn 

485 

Gly Leu Cys Ser Leu Trp 

500 

Ser His Gin Arg Asp His 
515 

Arg Arg Arg Ala Lys Ala 
530 

Glu Leu Gly Phe Arg Lys 
545 550 
Asp Glu His Cys Trp Val 

565 

Pro Ala Lys Phe Val Glu 

580 

He Ala Gly Asp Asp Ser 
595 

Gly Thr Leu Cys Pro Ala 
610 

Lys Pro Ser Leu Leu Gly 
625 630 
Glu Ala Ala Gly Arg Glu 

645 

Arg Leu Val Leu Cys Lys 

660 

Leu Thr Pro Glu Glu Leu 

675 

•Thr His Asp Ala Val His 
690 

He Cys Val Gly Leu Asn 
705 710 
Leu Cys Ser Ser Leu Pro 

725 

Phe Leu Arg Ser Pro Gly 

740 

Leu Cys Cys Phe Ala Phe 
755 

Lys Arg Glu Ala Gin Gin 



265 



Pro Arg Leu 


Asp 

mm 


Lys 


Leu 


280 








He Thr Leu 


His 


Trp 


Phe 


295 






300 


Lys Leu Leu 


Leu 


Arg 


He 






315 


■ 


Val Leu Phe 


Gin 


Leu 


Thr 




330 






Leu He Gin 


Ser 


Glu 


Asn 


345 








He Pro Ser 


Gin 


Met 


Glu 


360 






• 


Arg Leu Ala 


Gly 


Ser 


Leu 


375 






380 


Lys His Leu 


Ala 


Tyr 


Leu 






395 




Gly Thr Leu 


Thr 


Asn 


Leu 




410 






Arg Lys Ser 


Thr 


He 


Thr 


425 








Ala Leu Lys 


Ala 


Lys 


Asn 


440 








Arg Glu Ala 


He 


Leu 


Arg 


455 






460 


Lys Asn Cys 


Ser 


Val 


Val 






475 




Thr Ala Leu 


Thr 


Pro 


Pro 




490 






Gin Glu Leu 


Thr 


Pro 


Asp 


505 








Glu Asn Tyr 


Val 


Ala 


Cys 


520 








Leu Leu Asp 


Phe 


Glu Arg 


535 






540 


Asn Asp He 


He 


Thr 


He 






555 




Gly Glu Leu 


Asn 


Gly Leu 




570 






Val Leu Asp 


Glu 


Arg Ser 


585 








Val Thr Glu 


Gly 


Val 


Thr 


600 








Leu Lys Ala 


Leu 


Phe 


Glu 


615 






620 


Gly Ala Cys 


His 


Pro 


Trp 






635 




Val Glu Arg 


Asp 


Phe 


Ala 




650 






Thr Phe Arg 


Leu 


Asp 


Glu 


665 








Leu Tyr Arg 


Ala 


Val 


Gin 


680 








Ala Gin Met 


Asp 


Val 


Lys 


695 






700 


Glu Gin Val 


Leu 


His 


Leu 






7X5 




Thr Val Glu 


Lys 


Trp 


Tyr 




730 






Trp Val Gin 


He 


Lys 


Cys 


745 








Ser Leu Ser 


Gin 


Asp Trp 


760 








Pro Leu Lys 


Glu 


Gly Val 
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270 






Leu 


Gin 


Glu 


His 


285 








Leu 


Thr 


Ala 


Phe 


Trp 


Asp 


Leu 


Phe 








320 


Leu 


Gly 


Met 


Leu 






o o c 




Ser 


Ala 


Ser 


He 




350 






Asp 


Ala 


Glu 


Leu 


365 








Thr 


Asp 


Val 


Ala 


He 


Ala 


Asp 


Gin 








400 


Ser 


Gin 


Val 


Val 






415 




Ala 


Leu 


Leu 


Phe 




430 






He 


Lys 


Gin 


Thr 


445 








Val 


Ala 


Arg 


His 


Ser 


Arg 


Gin 


Leu 








480 


Thr 


Pro 


Leu 


Val 






495 




Tyr 


Ser 


Met 


Glu 




510 






Ser 


Arg 


Ser 


His 


525 








His 


Asp 


Asp 


Asp 


Val 


Ser 


Gin 


Lys 








560 


Arg 


Gly 


Trp 


Phe 






t ^ t 

575 




Lys 


Glu 


Tyr 


Ser 




590 






T^p 


Leu 


Val 


Arg 


605 








His 


Gly 


Leu 


Lys 


Leu 


Phe 


He 


Glu 








640 


Ser 


Val 


Tyr 


Ser 






655 




Asp 


Gly 


Lys 


Val 




670 






Ser 


Val 


Asn 


Val 


665 








Leu 


Arg 


Ser 


Leu 


Trp 


Leu 


Glu 


Val 








720 


Gin 


Pro 


Trp 


Ser 






735 




Glu 


Leu 


Arg 


Val 




750 






Glu 


Leu 


Pro 


Ala 


765 








Arg 


Asp 


Met 


Leu 
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Ser 


Ala 


Ala 


Leu Glv 


Ala 


Ser 
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Leu 


Ala lie 


Pro 


Arcr 


Pro 


Glv 


Leu 


Pro 
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10 
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Glv 


Val 


His 




Glv 


Pro 


Glv 

V7X.y 


Thr Leu 


Ser 


Glv 


Aro 


Ala 


Met 


Glu 
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25 








30 






nl V 

OA jr 


Zi1 a 




X^X AX ^ 


Ala 

A<XCi 


rtxy 




Glu Arg Leu 


Ala 


Glu 


Ala 


m 11 

V7X U 


Thi* 
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40 








45 








TV YTT 










i*xa 




Val Glu 


Val 


Gin 




OCX 


Glv 


Glv 




50 








55 








60 












trim \J 




V3xy Jcriics 
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Gly Gly Arg 
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rjl It 
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x^c 
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Gly Ser 
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a1 a 

nXCi 


A1 a 


Al a 
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Val 

V AX 


Aon 
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JJCU 




21 Gin 


Vi9X U 


Tip 
X jlq 


Val Gly lie 


21 <3T1 




Tla 


vzjxy 


xjeix 
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aX^ l7XIi 
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nXA 
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Val 
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OCX 


xixs 
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«n mm mm 
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XICSU VCLX 


Val 
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Arg Ser 
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915 920 925 

Asp Asp lie Leu Asp Val Ser Leu Asp Pro Gin Glu Arg Pro Gin His 

930 935 940 

Val His Gly Arg Ser Arg Ser Ser Pro Ser Thr Asp His Tyr Lys Gin 
945 950 955 960 

Glu Ala Ser Val Glu Leu Arg Arg Gin Ala Gly Asp Pro Gly Glu Pro 

965 970 975 

Arg Glu Glu Leu Pro Ser Ala Val Arg Ala Glu Glu Gly Gin Ser Thr 

980 985 990 

Pro Arg Gin Ala Asp Ala Gin Cys Arg Glu Gly Ser Pro Gly Ser Gin 

995 1000. 1005 

Gin His Pro Pro Ser Gin Lys Ala Pro Asn Pro Pro Thr Phe Ser Glu 

1010 1015 1020 

Leu Ser His Cys Arg Gly Ala Pro Glu Leu Pro Arg Glu Gly Arg Gly 
1025 1030 1035 1040 

Arg. Ala Gly Thr Leu Pro Arg Asp Tyr Arg Tyr Ser Glu Glu Ser Thr 

1045 1050 1055 

Pro Ala Asp Leu Gly Pro Arg Ala Gin Ser Pro Gly Ser Pro Leu His 

1060 1065 1070 

Ala Arg Gly Gin Asp Ser Trp Pro Val Ser Ser Ala Leu Leu Ser Lys 

1075 1080 1085 

Arg Pro Ala Pro Gin Arg Pro Pro Pro Pro Lys Arg Glu Pro Arg Arg 

1090 1095 1100 

Tyr Arg Ala Thr Asp Gly Ala Pro Ala Asp Ala Pro Val Gly Val Leu 
1105 1110 1115 1120 

Gly Arg Pro Phe Pro Thr Pro Ser Pro Ala Ser Leu Asp Val Tyr Val 

1125 1130 1135 

Ala Arg Leu Ser Leu Ser His Ser Pro Ser Val Phe Ser Ser Ala Gin 

1140 1145 1150 

Pro Gin Asp Thr Pro Lys Ala Thr Val Cys Glu Arg Gly Ser Gin His 

1155 1160 1165 

Val Ser Gly Asp Ala Ser Arg Pro Leu Pro Glu Ala Leu Leu Pro Pro 

1170 1175 1180 

Lys Gin Gin His Leu Arg Leu Gin Thr Ala Thr Met Glu Thr Ser Arg 
1185 1190 1195 1200 

Ser Pro Ser Pro Gin Phe Ala Pro Gin Lys Leu Thr Asp Lys Pro Pro 

1205 1210 1215 

Leu Leu lie Gin Asp Glu Asp Ser Thr Arg lie Glu Arg Val Met Asp 

1220 1225 1230 

Asn Asn Thr Thr Val Lys Met Val Pro He Lys He Val His Ser Glu 

1235 1240 1245 

Ser Gin Pro Glu Lys Glu Ser Arg Gin Ser Leu Ala Cys Pro Ala' Qlu 

1250 1255 1260 

Pro Pro Ala Leu Pro His Gly Leu Glu Lys Asp Gin He Lys Thr Leu 
1265 1270 1275 1280 

Ser Thr Ser Glu Gin Phe Tyr Ser Arg Phe Cys Leu Tyr Thr Arg Gin 

1285 1290 1295 

Gly Ala Glu Pro Glu Ala Pro His Arg Ala Gin Pro Ala Glu Pro Gin 

1300 1305 1310 

Pro Leu Gly Thr Gin Val Pro Pro Glu Lys Asp Arg Cys Thr Ser Pro 

1315 1320 1325 

Pro Gly Leu Ser Tyr Met Lys Ala Lys Glu Lys Thr Val Glu Asp Leu 

1330 1335 1340 

Lys Ser Glu Glu Leu Ala Arg Glu He Val Gly Lys Asp Lys Ser Leu 
1345 1350 1355 1360 

Ala Asp lie Leu Asp Pro Ser Val Lys He Lys Thr Thr Met Asp Leu 

1365 1370 1375 

Met Glu Gly He Phe Pro Lys Asp Glu His Leu Leu Glu Glu Ma Gin 

1380 1385 1390 

Gin Arg Arg Lys Leu Leu Pro Lys He Pro Ser Pro Arg Ser Thr Glu 

1395 140O 1405 

Glu Arg Lys Glu Glu Pro Ser Val Pro Ala Ala Val Ser Leu Ala Thr 

1410 ' 1415 1420 

Asn Ser Thr Tyr Tyr Ser Thr Ser Ala Pro Lys Ala Glu Leu Leu He 
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1425 1430 1435 1440 

Lys Met Lys Asp Leu Gin Glu Gin Gin Glu His Glu Glu Asp Ser Gly 

1445 1450 1455 

Ser Asp Leu Asp His Asp Leu Ser Val Lys Lys Gin Glu Leii lie Glu 
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Arg Glu Arg lie Val Phe Asp He Leu Ala Asn Tyr Leu Ser Glu Glu 
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Ser Leu Ala Asp Tyr Glu His Phe Val Lys Met Lys Ser Ala Leu He 
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He Glu Gin Arg Glu Leu Glu Asp Lys He His Leu Gly Glu Glu Gin 

1620 1625 1630 

Leu Lys Cys Leu Leu Asp Ser Leu Gin Pro Glu Arg Gly Lys 
1635 • 1640 16451646 
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210 215 220 

val Phe Glu Ala Val He Ala Trp Val Asn His Asp Lys Asp Val Arg 
225 230 235 240 

Gin Glu Phe Met Ala Arg Leu Met Glu His Val Arg Leu Pro Leu Leu 

245 250 255 

Pro Arg Glu Tyr Leu Val Gin Arg Val Glu Glu Glu Ala Leu Val Lys 

260 265 270 

Asn Ser Ser Ala Cys Lys Asn Tyr Leu He Glu Ala Met Lys Tyr His 

275 280 285 

Leu Leu Pro Thr Glu Gin Arg He Leu Met Lys Ser Val Arg Thr Arg 

290 295 300 

Leu Arg Thr Pro Met Asn Leu Pro Lys Leu Met Val Val Val Gly Gly 
305 310 315 320 

Gin Ala Pro Lys Ala He Arg Ser Ala Glu Cys Tyr Asp Phe Lys Glu 

325 330 335 

Gin Arg Trp His Gin Val Ala Glu Leu Pro Ser Arg Arg Cys Arg Ala 

340 345 350 

Gly Met Val Tyr Leu Ala Gly Leu Val Phe Ala Val Gly Gly Phe Asn 

355 360 365 

Gly Ser Leu Arg Val Arg Thr Val Asp Ser Tyr Asp Pro Val Lys Asp 

370 375 380 

Gin Trp Thr Ser Val Ala Asn Met Arg Asp Arg Arg Ser Thr Leu Gly 
385 390 395 400 

Ala Ala Val Leu Asn Gly Leu Leu Tyr Ala Val Gly Gly Phe Asp Gly 

405 410 415 

Ser Thr Gly Leu Ser Ser Val Glu Ala Tyr Asn He Lys Ser Asn Glu 

420 425 430 

Trp Phe His Val Ala Pro Met Asn Thr Arg Arg Ser Ser Val Gly Val 

435 440 445 

Gly Val Val Gly Gly Leu Leu Tyr Ala Val Gly Gly Tyr Asp Gly Ala 

450 455 460 

Ser Arg Gin Tyr Leu Ser Thr Val Glu Cys Tyr Asn Ala Thr Thr Asn 
465 470 475 480 

Glu Trp Thr Tyr He Ala Glu Met Ser Thr Arg Arg Ser Gly Ala Gly 

485 490 495 

Val Gly Val Leu Asn Asn Leu Leu Tyr Ala Val Gly Gly His Asp Gly 

500 505 510 

Pro Leu Val Arg Lys Ser Val Glu Val Tyr Asp Pro Thr Thr Asn Ala 

515 520 525 

Trp Arg Gin Val Ala Asp Met Asn Met Cys Arg Arg Asn Ala Gly Val 

530 535 540 

Cys Ala Val Asn Gly Leu Leu Tyr Val Val Gly Gly Asp Asp Gly Ser 
545 550 555 560 

Cys Asn Leu Ala Ser Val Glu Tyr Tyr Asn Pro Thr Thr Asp Lys Trp 

565 570 575 

Thr Val Val Ser Ser Cys Met Ser Thr Gly Arg Ser Tyr Ala Gly Val 

580 585 590 

Thr Val He Asp Lys Pro Leu 
595 599 
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600 


lie 


Phe 


Asn 


Lys 


Ser 


Asp 


Pro 


Ala 




610 










615 




Met 


Met 


Pro 


Leu 


Lys 


Thr 


He 


Gly 


625 










630 






Gin Ala 


Met 


Ala 


His 


Thr 


His 


Leu 










645 








Arg Gin 


Asp 


Ser 


Pro 


Ala 


Ser 


Ala 








660 










Val 


Thr 


Asp 


Ser 


Val 


Leu 


Gly 


Pro 






675 










680 


His 


Thr 


Ser 


Pro Asp 


Gly 


Arg 


Phe 




690 










695 




Pro Trp 


Leu 


His 


Val 


Gin 


Glu 


He 


705 










710 






Leu Tyr 


Asp 


Leu 


Gin 


He 


Asn 


Ser 










725 








Arg Ser 


Phe 


Thr 


Glu 


Ser 


Asn 


Gin 








740 










Thr 


Glu 


Pro 


Asp 


Leu 


Leu 


Phe 


Leu 






755 










760 


Met 


Leu 


Lys 


Asn 


Leu 


Lys 


Glu 


Pro 




770 










775 




Gly Gly 


Thr 


His 


Arg 


He 


Met 


Arg 


785 










790 






Leu 


Leu 


Thr 


Pro 


Ala 


Arg 


Glu 


Ser 










805 








Asn 


Thr 


Leu 


Arg 


Cys 


Glu 


Val 


Ser 








620 










Val 


Trp 


Val 


Gly 


Glu 


Val 










835 






838 







365 



Val 


Ser 


Thr Gin Met 


Ser 


Lys 


Gin 






380 








Glu 


Leu 


His He Ser 


Ser 


Val 


Arg 






395 






400 


Cys 


He 


Ala Lys Asn 


Glu 


Val 


Gly 




410 






415 




Phe 


He 


Glu Asp Ser 


Ala 


Arg 


Lys 


425 






430 






Glu 


Glu 


Gly Leu Ser 


Val 


Gly 


Asn 






445 








Gly 


He 


He Val He 


His 


Pro 


Val 






460 








Lys 


Pro 


Thr Glu Lys 


He 


Phe 


Met 






475 






480 • 


Arg 


Glu 


Lys Asn Ala 


Thr 


Gin 


Pro 




490 






495 




Val 


Arg 


Asn Arg Tyr 


He 


Tyr 


Val 


505 






510 






Leu 


Val 


Val Asp He 


Gin 


Ala 


His 






525 








Asp 


Pro 


Leu Pro Ala 


Lys 


Leu 


Ser 






540 








Trp 


Val 


Leu Ser Trp 


Gly 


Asp 


Val 






555 






560 


Val 


He 


Thr Glu Ala 


Ser 


Thr 


Gly 




570 






575 




Pro 


Phe 


Ala Gly Val 


Asp 


Asp 


Phe 


585 






590 






He 


Asn 


His He Arg 


Phe 


Gly 


Phe 






605 








Val 


His 


Lys Val Asp 


Leu 


Glu 


Thr 






620 








Leu 


His 


His His Gly 


Cys 


Val 


Pro 






635 






640 


Gly 


Gly 


Tyr Phe Phe 


He 


Gin 


Cys 




650 






655 




Ala 


Arg 


Gin Leu Leu 


Val 


Asp 


Ser 


665 






670 






Asn 


Gly 


Asp Val Thr 


Gly 


Thr 


Pro 






685 








He 


Val 


Ser Ala Ala 


Ala 


Asp 


Ser 






700 








Thr 


Val 


Arg Gly Glu 


He 


Gin 


Thr 






715 






720 


Gly 


He 


Ser Asp Leu 


Ala 


Phe 


Gin 




730 






735 




Tyr 


Asn 


He Tyr Ala 


Ala 


Leu 


His 


745 






750 






Glu 


Leu 


Ser Thr Gly 


Lys 


Val 


Gly 






765 








Pro 


Ala 


Gly Pro Ala 


Gin 


Pro 


Trp 






780 








Asp 


Ser 


Gly Leu Phe 


Gly 


Gin 


Tyr 






795 






800 


Leu 


Phe 


Leu He Asn 


Gly 


Arg 


Gin 




810 






815 




Gly 


He 


Lys Gly Gly 


Thr 


Thr 


Val 


825 






830 
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Gly 


Ala 


Gly 


Trp 


Gin 


Val 


Ser 


1 








5 






Glu 


Ala 


Gly 


Ala 


Gly 


Glu 


Val 








20 








Ser 


Pro 


Ser 


Ser 


Cys 


Asp 


Ala 






35 










Glu 


Arg 


Arg 


Arg 


Arg 


Ala 


Val 




50 










55 


Arg 


Ala 


Ala 


Arg 


Gly 


Gly 


Pro 


65 










70 




Pro 


Arcr 


Ser 


Tlir 


Ala 


Gly 


Gly 










85 






Leu 


Ala 


Leu 


Gly 


Met 


Ser 


Glv 








100 








T^cr 


Ar^ 


Ala 


Val 


Thr 


Leu 


His 






115 










Ser 






Pro 


Ala 


Val 


Ala 




130 










135 

■M *V 


Pro 


His 


Val 


Tvr 


Phe 


Gly 


Met 


145 










150 






Glv 


Leu 


Met 


Tro 


Ala 


Gin 










165 






Leu 


Arcr 


His 


Thr 


Cvs 


Glu 


Gin 








180 








Glu 


Phe 


His 


ASD 


Glv 


Leu 


Ser 






195 










Ala 


Leu 


Arc 


Leu 


Thr 


Thr 


Glu 




210 










215 


Gly 


Glv 


Asp 


Tro 


Ser 


Trp 


Arcr 


225 










230 




Thr 


Ser 


Ala 


Leu 


Pro 


Leu 


Val 










245 






Gly 


Lys 


Glu 


Val 


Leu 


Leu 


Pro 








260 








Phe 


lie 


Ser 


Gly 


His 


Thr 


Ser 






275 










Leu 


Pro 


Pro 


Thr 


Ser 


Pro 


Gly 




290 










295 


Asn 


Val 


Phe 


Trp 


Thr 


Ser 


Asn 


305 










310 




Val 


Ijys 


Ser 


Arg 


Leu 


Asn 


Ser 










325 






Ser 


Pro 


Glu 


Arg 


Tyr 


Leu 


Gly 








340 








Arg 


Gly 


Pro 


Ser 


Gly 


Gin 


Gly 






355 










Thr 


Leu 


Lys 


He 


Pro 


He 


Ser 




370 










375 


Ala 


Gin 


Ala 


Gly 


Gly 


Asn 


Gin 


385 










390 




Leu 


Thr 


Gin 


Ala 


Leu 


Glu 


Ser 










405 






Glu 


Lys 


Thr 


Phe 


Gin 


Leu 


Lys 








420 








Val 


Leu 


Gly 


Gin 


Ala 


Ala 


Leu 






435 










Phe 


Tyr 


Gly 


Gin 


Gly 


Leu 


Val 



Leu 


Thr 


Gly 


Arg 


Trp 


Ser 


Pro 






10 










Arg 


Gin 


Asp 


Pro 


Gly 


Ser 


Thr 




25 










30 


Asp 


Leu 


Ser 


Ala 


Arg 


Met 


Ala 


40 










45 




Pro 


Ala 


Glu 


Gly 


Val 


Arg 


Thr 










60 






Gly 


Arg 


Arg 


Asp 


Gly 


Arg 


Gly 








75 








Val 


Ala 


Leu 


Ala 


Val 


Val 


Val 






90 










Ara 


Trp 


Val 


Leu 


Ala 


Tro 


Tvr 




105 










110 


Ser 


Ala 


Pro 


Ala 


Val 


Leu 


Pro 


120 










125 




Pro 


ASD 


Leu 

V 


Phe 


Tro 


Glv 


Thr 










140 






Lvs 


Thr 


Ara* 


Ser 


Pro 


Lva 


Pro 








155 








Gin 


Glv 


Thr 


Thr 


Pro 


Glv 


Thr 






170 










Glv 




Glv 


Val 


Glv 


Pro 


Tvr 




185 










190 


Phe 


Glv 


Arcr 


Gin 


His 

4»v «w 9^ 


He 


Gin 

^Mi «■« #1* 


200 










205 




Ph.e 


Val 


Lvs 


Arcr 


Pro 


Glv 


Glv 










220 






Val 


Thr 


Val 


Glu 


Pro 


Gin 


TVsp 








235 








Ser 


Leu 


Phe 


Phe 


Tvr 


Val 


Val 






250 










Glu 


Val 


Gly 


Ala 


Lys 


Gly 


Gin 




265 










270 


Glu 


Leu 


Gly 


Asp 


Phe 


Arg 


Phe 


280 










285 




Asp 


Thr 


Ala 


Pro 


Lys 
•< 


Tyr 


Gly 










300 






Pro 


Gly 


Leu 


Pro 


Leu 


Leu 


Thr 








315 








Trp 


Phe 


Gin 


His 


Arg 


Pro 


Pro 






330 










Leu 


Pro 


Gly 


Ser 


Leu 


Lys 


Trp 




345 










350 


Gin 


Gly 


Gin 


Phe 


Leu 


He 


Gin 


360 










365 




He 


Glu 


Phe 


Val 


Phe 


Glu 


Ser 










380 






Ala 


Leu 


Pro 


Arg 


Leu 


Ala 


Gly 








395 








His 


Ala 


Glu 


Gly 


Phe 


Arg 


Glu 






410 










Glu 


Lys 


Gly 


Leu 


Ser 


Ser 


Gly 




425 










430 


Ser 


Gly 


Leu 


Leu 


Gly 


Gly 


He 


440 










445 




Leu 


Pro 


Asp 


He 


Gly 


Val 


Glu 



PCT/USUl/04098 



Gly Arg 

15 
Ala Ala 

Arg Gly 

Ala Glu 

Gly Gly 
80 

Leu Ser 

95 
Arg Ala 

Ala Asp 

Tyr Arg 

Leu Leu 
160 
Pro Lys 
175 

Gly Trp 

Asp Gly 

Gin His 

Ser Gly 
240 
Thr Asp 
255 

Leu Lys 

Thr Leu 

Ser Tyr 

Glu Met 
320 
Gly Ala 
335 

Glu Asp 

Gin Val 

Gly Ser 

Ser Leu 
400 
Arg Phe 

415 

Glu Gin 
Gly Tyr 
Gly Ser 
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450 










455 








460 


Glu 


Gin 


Lys 


Val 


Asp 


Pro 


Ala 


Leu 


Phe 


Pro 


Pro Val Pro Leu Phe Thr 


465 










470 










475 480 


Ala 


V^l 


Pro 


Ser 


Arg 


Ser 


Phe 


Phe 


Pro 


Arg 


Gly Phe Leu Trp Asp Glu 










485 










490 


495 


Gly 


Phe 


His 


Gin 


Leu 


Val 


Val 


Gin 


Arg 


Trp 


Asp Pro Ser Leu Thr Arg 








500 










505 




5io 


Glu 


Ala 


Leu 


Gly 


His 


Trp 


Leu 


Gly 


Leu 


Leu 


Asn Ala Asp Gly Trp He 






515 










520 






525 


Gly 


Arg 


Glu 


Gin 


He 


Leu 


Gly 


Asp 


Glu 


Ala 


Arg Ala Arg Val Pro Pro 




530 










535 








540 


Glu 


Phe 


Leu 


Val 


Gin 


Arg 


Ala 


Val 


His 


Ala 


Asn Pro Pro Thr Leu Leu 


545 










550 










555 560 


Leu 


Pro 


Val 


Ala 


His 


Ket 


Leu 


Glu 


Val 


Gly 


Asp Pro Asp Asp Leu Ala 










565 










570 


575 


Phe 


Leu 


Arg 


Lys 


Ala 


Leu 


Pro 


Arg 


Leu 


His 


Ala Trp Phe Ser Trp Leu 








580 










585 




590 


His 


Gin 


Ser 


Gin 


Ala 


Gly 


Pro 


Leu 


Pro 


Leu 


Ser Tyr Arg Trp Arg Gly 






595 










600 






605 




Asp 


Pro 


Ala 


Leu 


Pro 


Thr 


Leu 


Leu 


Asn 


Pro Lys Thr Leu Pro Ser 




610 










615 








620 


Gly 


Leu 


Asp 


Asp 


Tvx 


Pro 


Axcf 


Ala 


Ser 


His 


Pro Ser Val Thr Glu Arg 


625 










630 










635 640 


His 


Leu 


Asp 


Leu 


Arg 


Cys 


Trp 


Val 


Ala 


Leu 


Gly Ala Arg Val Leu Thr 










645 










650 


655 


Arcr 


Leu 


Ala 


Glu 


His 


Leu 


Gly 


Glu 


Ala 


Glu 


Val Ala Ala Glu Leu Gly 








660 










665 

%r >m «r 




670 


Pro 


Leu 


Ala 


Ala 


Ser 


Leu 


Glu 


Ala 


Ala 


Glu 


Ser Leu Asp Glu Leu His 






675 










680 






685 




Ala 


Pro 


Glu 

1^ 


Leu 


Glv 


Val 


Phe 


Ala 


Asp 


Phe Glv Asn His Thr Lvs 




690 










695 








700 


Ala 


Val 


Gin 


Leu 


Lvs 


Pro 


Arcr 


Pro 


Pro 


Gin 


Gly Leu Val Arg Val Val 


705 










710 










715 720 


Glv 


ArQ 


Pro 


Gin 


Pro 


Gin 


Leu 


Gin 


Tvr 


Val 


Asp Ala Leu Glv Tvr Val 










725 










730 


735 


Ser 


Leu 


Phe 


Pro 


Leu 


Leu 


Leu 


Arg 


Leu 


Leu 


Asp Pro Thr Ser Ser Arg 








740 










745 




750 


Leu 


Gly 


Pro 


Leu 


Leu 


Asn 


He 


Leu 


Ala 


Asp 


Ser Arg His Leu Trp Ser 






755 










760 






765 


Pro 


Phe 


Gly 


Leu 


Arg 


Ser 


Leu 


Ala 


Ala 


Ser 


Ser Ser Phe Tyr Gly Gin 




770 










775 








780 


Arg 


Asn 


Ser 


Glu 


His 


Asp 


Pro 


Pro 


Tyr 


Trp 


Arg Gly Ala Val Trp Leu 


785 










790 










795 800 


Asn 


Val 


Asn 


Tyr 


Leu 


Ala 


Leu 


Gly 


Ala 


Leu 


His His Tyr Gly His Leu 










8 05 










810 


815 


Glu 


Gly 


Pro 


His 


Gin 


Ala 


Arg 


Ala 


Ala 


Lys 


Leu His Gly Glu Leu Arg 








820 










825 




830 


Ala 


Asn 


Val 


Val 


Gly 


Asn 


Val 


Trp 


Arg 


Gin 


Tyr Gin Ala Thr Gly Phe 






835 










840 






845 


Leu 


Trp 


Glu 


Gin 


Tyr 


Ser 


Asp 


Arg 


Asp 


Gly 


Arg Gly Met Gly Cys Arg 




850 










855 








860 


Pro 


Phe 


His 


Gly 


Trp 


Thr 


Ser 


Leu 


Val 


Leu 


Leu Ala Met Ala Glu Asp 



865 870 875 880 

Tyr 

881 
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<400> 3153 



Met 


Val 


lie 


Lys 


Thr 


Asp 


Glu 


Leu 


Pro 


Ala 


Ala 


Ala 


Pro 


Ala 


Asp Ser 


1 








5 




■ 






10 










15 


Ala 


Arg 


Glu 


His 


Gly 


Ser 


Gin 


Ala 


Gly 


Gly 


Lys 


Gly 


Arg 


Pro 


Gly Ala 








20 










25 










30 




Ala 


Ala 


Val 


Leu 


Leu 


Ala 


Asp 


Leu 


Glu 


Arg 


Asp 


Ala 


Arg 


Gin 


Gly Glu 






35 










40 










45 






Cys 


Ala 


Leu 


Pro 


Gly 


Ala 


Ala 


Met 


Ala 


Gly 


Leu 


Ala 


Pro 


Leu 


Lys Pro 




50 










55 










60 








Glu 


Ala 


Ser 


Arg 


Ser 


Ser 


Ser 


Pro 


Gly 


Pro 


Thr 


Gly 


Cys 


He 


Arg Ala 


65 










70 










75 








80 


Arg 


Val 


Ala 


Ala 


Glu 


Ala 


Gly 


Thr 


Arg 


Asn 


Pro 


Gly 


Asn 


Ala 


Gly Ala 










85 










90 










95 


Glu 


Leu 


Glu 


Ser 


Trp 


Leu 


Pro 


Cys 


Cys 


His 


Gly 


His 


Pro 


Glu 


Thr Pro 








100 










105 










110 




Glu 


Pro 


Arg 


Gly 


Gly 


Gin 


Leu 


Pro 


Thr 


Ala 


Pro 


Glu 


Leu 


Pro 


Ser Val 






115 










120 










125 






Met 


Leu 


Leu 


Asn 


Gly 


Asp 


Cys 


Pro 


Glu 


Ser 


Leu 


Lys 


Lys 


Glu 


Ala Ala 




130 










135 










140 








Ala 


Ala 


Glu 


Pro 


Pro 


Arg 


Glu 


Asn 


Gly 


Leu 


Asp 


Glu 


Ala 


Gly 


Pro Gly 


145 










ISO 










155 








160 


Asp 


Glu 


Thr 


Thr 


Gly 


Gin 


Glu 


Val 


lie 


Val 


He 


Gin 


Asp 

*• 


Thr 


Gly Phe 










165 










170 










175 


Ser 


Val 


Ijys 


lie 


Leu 


Ala 


Pro 


Gly 


lie 


Glu 


Pro 


Phe 


Ser 


Leu 


Gin Val 








180 










185 










190 




Ser 


Pro 


Gin 


Glu 


Met 


Val 


Gin 


Glu 


He 


His 


Gin 


Val 


Leu 


Met 


Asp Arg 






195 










200 










205 






Glu 


Asp 


Thr 


Cys 


His 


Ara 


Thr 


Cys 


Phe 


Ser 


Leu 


His 


Leu 


Asp 


Gly Asn 




210 










215 










220 








Val 


Leu 


Asp 


His 


Phe 


Ser 


Glu 


Leu 


Ara 


Ser 


Val 


Glu 


Gly 


Leu 


Gin Glu 


225 










230 










235 








240 


Gly 


Ser 


Val 


Leu 


Arg 


Val 


Val 


Glu 


Glu 


Pro 


Tyr 


Thr 


Val 


Arg 


Glu Ala 










245 










250 










255 


Arg 


lie 


His 


Val 


Arg 


His 


Val 


Arg 


Asp 


Leu 


Leu 


Lys 


Ser 


Leu 


Asp Pro 








260 










265 










270 




Ser 


Asp 


Ala 


Phe 


Asn 


Gly 


Val 


Asp 


Cys 

ml 


Asn 


Ser 


Leu 


Ser 


Phe 


Leu Ser 






275 










280 










285 




• 


Val 


Phe 


Thr 


Asp 


Gly 


Asp 


Leu 


Gly 


Asp 


Ser 


Gly 


Lys 


Arg 


Lys 


Lys Gly 




290 










2 95 










300 








Leu 


Glu 


Met 


Asp 


Pro 


lie 


Asp 


Cys 


Thr 


Pro 


Pro 


Glu 


Tyr 


He 


Leu Pro 


305 










310 










315 








320 


Gly 


Ser 


Arg 


Glu 


Arg 


Pro 


Leu 


Cys 


Pro 


Leu 


Gin 


Pro 


Gin 


Asn 


Arg Asp 










325 










330 










335 


Trp 


Lys 


Pro 


Leu 


Gin 


Cys 


Leu 


Lys 


Val 


Leu 


Thr 


Met 


Ser 


Gly 


Trp Asn 








340 










345 










350 




Pro 


Pro 


Pro 


Gly 


Asn 


Arg 


Lys 


Met 


His 


Gly 


Asp 


Leu 


Met 


Tyr 


Leu Phe 






355 










360 










365 






Val 


lie 


Thr 


Ala 


Glu 


Asp 


Arg 


Gin 


Val 


Ser 


He 


Thr 


Ail^l 


Ser 


Thr Arg 




370 










375 










380 








Gly 


Phe 


Tyr 


Leu 


Asn 


Gin 


Ser 


Thr 


Ala 


Tyr 


His 


Phe 


Asn 


Pro 


Lys Pro 


385 










390 










395 








400 


Ala 


Ser 


Pro 


Arg 


Phe 


Leu 


Ser 


His 


Ser 


Leu 


Val 


Glu 


Leu 


Leu 


Asn Gin 










405 










410 










415 


He 


Ser 


Pro 


Thr 


Phe 


Lys 


Lys 


Asn 


Phe 


Ala 


Val 


Leu 


Gin 


Lys 


Lys Arg 








420 










425 










430 




Val 


Gin 


Arg 


His 


Pro 


Phe 


Glu 


Arg 


He 


Ala 


Thr 


Pro 


Phe 


Gin 


Val Tyr 






43 5 










440 










445 






Ser 


Trp 


Thr 


Ala 


Pro 


Gin 


Ala 


Glu 


His 


Ala 


Met 


Asp 


Cys 


Val 


Arg Ala 




450 










455 










460 








Glu 


Asp 


Ala 


Tyr 


Thr 


Ser 


Arg 


Leu 


Gly 


Tyr 


Glu 


Glu 


His 


He 


Pro Gly 


465 










470 










475 








480 


Gin 


Thr 


Arg 


Asp 


Trp 


Asn 


Glu 


Glu 


Leu 


Gin 


Thr 


Thr 


Arg 


Glu 


Leu Pro 










485 










490 










495 


Arg 


Lys 


Asn 


Leu 


Pro 


Glu 


Arg 


Leu 


Leu 


Arg 


Glu 


Arg 


Ala 


He 


Phe Lys 
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500 



val 


His Ser 


Asp 


Phe 


Thr 




515 








lie Asp Gly 


Asn 


Val 


Met 




530 








Gin 


Met Phe 


He 


Trp 


Asn 


545 








550 


Arg 


Asp His 


Tyr 


Lys 


Asp 








565 




Pro 


Thr Asn 


Asp 


Leu 


Asn 






580 






Glu Gly Leu 


Tyr 


Thr 


Leu 




595 








Arg 


Val Thr 


Ala 


Gin 


Ser 




610 








Glu 


Gin Ser 


Val 


He 


Tyr 


625 








630 


Ser 


His Pro 


Arg 


Tyr 


Leu 








645 




Lys 


He Leu 


Arg 


His 


Gin 






660 






Leu 


Cys Ser 


Ser 


Val 


Glu 




675 








His 


Tyr He 


Leu 


Asp 


Leu 




690 








Leu 


Pro Val 


Pro 


Gly 


Glu 


705 








710 


Phe 


Pro Arg 


Ala 


His 


Arg 








725 




Val 


Asp Ala 


Phe 


Val 


Glu 






740 






Ala 


Leu Gin 


Leu 


Met 


Gin 




755 








Ser 


Leu Glu 


Asn 


Gly 


Gly 




770 








Pro 


Pro Gly 


Gin 


Glu 


Ala 


785 








790 


Gly Leu Ala 


Lys 


Val 


Lys 








805 




Gly Thr Asp 


Pro 


Arg 


Ser 






820 






Val 


Gly Ser 


He 


Ser 


Ser 




835 








lie 


Phe Ser 


Pro 


Gly 


Val 




850 








Arg Asp Gin 


Lys 


Gin 


Leu 


865 








870 


Cys 


Gin He 


Pro 


Gly 


Leu 








885 




Pro 


Val Asp 


Gly 


Ala 


Thr 






900 






Asn 


Met Arg 


Tyr 


Leu 


Gly 




915 








Ala 


Arg His 


Gin 


Leu 


Asp 




930 








He 


Thr Arg 


Ser 


Ala 


Lys 


945 








950 


Glu 


Leu Ser 


Gly 


Leu 


Ser 








965 




Leu 


Ser Ser 


Tyr 


Pro 


Asn 






980 






Val 


Ser Lys 


Lys 


Arg 


Asn 




995 








Ala 


Asp Asn 


Thr 


Ala 


Trp 



505 



Ala 


Ala 


Ala 


Thr 


Arg Gly 




520 








Ala 


He 


Asn 


Pro 


Ser Glu 


535 








540 


Asn 


He 


Phe 


Phe 


Ser Leu 










555 


Phe 


Gly 


Gly 


Asp 


Val Ala 








570 




Gly 


Val 


Arg 


Thr 


Tyr Asn 






585 


■ 




Gly 


Thr 


Val 


Val 


Val Asp 




600 








He 


He 


Pro 


Gly 


He Leu 


615 








620 


Gly 


Ser 


He 


Asp 


Phe Gly 










635 


Glu 


Leu 


Leu 


Glu 


Arg Thr 








650 




Val 


Leu 


Asn 


Asp 


Arg Asp 






665 






Cys 


Lys 


Gly 


He 


He Gly 




680 








Leu 


Arg 


Thr 


Phe 


Pro Pro 


695 








700 


Glu 


Leu 


Pro 


Glu 


Glu Cys 










715 


His 


Lys 


Leu 


Cys 


Cys Leu 








730 




His 


Arg 


Tyr 


Leu 


Leu Phe 






745 






Gin 


Asn 


Ala 


Ser 


Gin Leu 




760 








Pro 


Ser 


Ser 


Leu 


Glu Ser 


775 








780 


Gly 


Ser 


Glu 


Glu 


Glu Gly 










795 


Glu 


Leu 


Ala 


Glu 


Thr He 








810 




Arg 


Glu 


Val 


He 


Arg Asn 






825 






Thr 


Ala 


Phe 


Asp 


He Arg 




840 








Arg 


Phe 


Pro 


Glu 


Ser Cys 


855 








860 


Leu 


Lys 


Asp 


Ala 


Ala Ala 










875 


Val 


Lys 


Asp 


Cys 


Met Glu 








890 




Leu 


Ala 


Glu 


Val 


Met Arg 






905 






Lys 


Val 


Leu 


Glu 


Leu Val 




920 








His 


Val 


Phe 


Lys 


He Gly 


935 








94 0 


His 


He 


Phe 


Lys 


Thr Tyr 








• 


955 


Ala 


Ala 


He 


Ser 


His Phe 








970 




Pro 


Val 


Ala 


His 


Leu Pro 






985 






Lys 


Arg 


Arg 


Lys 


Asn Arg 


1000 








Ala 


Val 


Met 


Thr 


Pro Gin 
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510 




Ala 


Met Ala 


Val 


525 






Glu 


Thr Lys 


Met 


Gly 


Phe Asp 


Val 






560 


Ala 


Tyr Val 


Ala 








Ala 


Val Asp 


Val 




590 




Tyr 


Arg Gly 


Tyr 


605 






Glu 


Arg Asp 


Gin 


Lys 


Thr Val 


Val 






640 


Ser 


Arg Pro 


Leu 




655 




Glu 


Glu Val 


Glu 




670 




Asn 


Asp Gly 


Arg 


685 






Asp 


Leu Asn 


Phe 


Ala 


Arg Ala 


Gly 






720 


Arg 


Gin Glu 


Leu 




735 




Met 


Lys Leu 


Ala 




750 




Glu 


Thr Pro 


Ser 


765 






Lys 


Ser Glu 


Asp 


Ser 


Ser Ala 


Ser 






80O 


Ala 


Ala Asp 


Asp 




815 




Ala 


Cys Lys 


Ala 




830 




Phe 


Asn Pro 


Asp 


845 






Gin 


Asp Glu Val 


Phe 


Leu Leu 


Ser 






880 


His 


Ala Val 


Leu 




895 




Gin 


Arg Gly 


He 




910 




Leu 


Arg Ser 


Pro 


925 






He 


Gly Glu Leu 


Leu 


Gin Gly Val 






960 


Leu 


Asn Cys 


Phe 




975 




Ala 


Asp Glu Leu 




990 




Pro 


Pro Gly Ala 


.005 






Glu 


Leu Trp 


Lys 
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1010 1015 1020 

Asn lie Cys Gin Glu Ala Lys Asn Tyr Phe Asp Phe Asp Leu Glu Cys 
1025 1030 1035 1040 

Glu Thr Val Asp Gin Ala Val Glu Thr Tyr Gly Leu Gin Lys lie Thr 

1045 1050 1055 

Leu Leu Arg Glu lie Ser Leu Lys Thr Gly lie Gin Val Leu Leu Lys 

1060 1065 1070 

Glu Tyr Ser Phe Asp Ser Arg His Lys Pro Ala Phe Thr Glu Glu Asp 

1075 1080 1085 

Val Leu Asn lie Phe Pro Val Val Lys His Val Asn Pro Lys Ala Ser 

1090 1095 llOO 

Asp Ala Phe His Phe Phe Gin Ser Gly Gin Ala Lys Val Gin Gin Gly 
1105 1110 1115 1120 

Phe Leu Lys Glu Gly Cys Glu Leu lie Asn Glu Ala Leu Asn Leu Phe 

1125 1130 1135 ' 

Asn Asn Val Tyr Gly Ala Met His Val Glu Thr Cys Ala Cys Leu Arg 

1140 1145 1150 

Leu Leu Ala Arg Leu His Tyr lie Met Gly Asp Tyr Ala Glu Ala Leu 

1155 1160 1165 

Ser Asn Gin Gin Lys Ala Val Leu Met Ser Glu Arg Val Met Gly Thr 

1170 1175 1180 

Glu His Pro Asn Thr lie Gin Glu Tyr Met His Leu Ala Leu Tyr Cys 
1185 1190 1195 1200 

Phe Ala Ser Ser Gin Leu Ser Thr Ala Leu Ser Leu Leu Tyr Arg Ala 

1205 1210 1215 

Arg Tyr Leu Met Leu Leu Val Phe Gly Glu Asp His Pro Glu Met Ala 

1220 1225 1230 

Ijeu Leu Asp Asn Asn lie Gly Leu Val Leu His Gly Val Met Glu Tyr 

1235 1240 1245 

Asp Leu Ser Leu Arg Phe Leu Glu Asn Ala Leu Ala Val Ser Thr Lys 

1250 1255 1260 

Tyr His Gly Pro Lys Ala Leu Lys Val Ala Leu Ser His His Leu Val 
1265 1270 1275 1280 

Ala Arg Val Tyr Glu Ser Lys Ala Glu Phe Arg Ser Ala Leu Gin His 

1285 1290 1295 

Glu Lys Glu Gly Tyr Thr lie Tyr Lys Thr Gin Leu Gly Glu Asp His 

1300 1305 1310 

Glu Lys Thr Lys Glu Ser Ser Glu Tyr Leu Lys Cys Leu Thr Gin Gin 

1315 1320 1325 

Ala Val Ala Leu Gin Arg Thr Met Asn Glu lie Tyr Arg Asn Gly Ser 

1330 1335 1340 

Ser Ala Asn He Pro Pro Leu Lys Phe Thr Ala Pro Ser Met Ala Ser 
1345 1350 1355 1360 

Val Leu Glu Gin Leu Asn Val He Asn Gly lie Leu Phe lie Pro Leu 

1365 1370 1375 

Ser Gin Lys Asp Leu Glu Asn Leu Lys Ala Glu Val Ala Arg Arg His 

1380 1385 1390 

Gin Leu Gin Glu Ala Ser Arg Asn Arg Asp Arg Ala Glu Glu Pro Met 

1395 140O 1405 

Ala Thr Glu Pro Ala Pro Ala Gly Ala Pro Gly Asp Leu Gly Ser Gin 

1410 1415 1420 

Pro Pro Ala Ala Lys Asp Pro Ser Pro Ser Val Gin Gly 
1425 1430 1435 1437 



<210> 3154 

<211> 1222 

<212> PRT 

<213> Homo sapiens 



<400> 3154 

Lys Phe Lys Leu He Lys He Met Leu Leu Thr Leu He He Leu Leu 
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1 








5 








Pro 


Val 


Val 


Ser 


Lys 


Phe 


Ser 


Phe 








20 










Trp 


Ser 


Cys 


Pro 


Glu 


Gly 


Thr 


Leu 






35 










40 


Val 


Gly 


Pro 


Ala 


Pro 


Phe 


Leu 


He 




50 










55 




Arg 


He 


Asp 


Thr 


Glu 


Gly 


Thr 


Asn 


65 










70 






Gly 


Val 


Ser 


Val 


He 


Met 


Asp 


Phe 










85 








Trp 


Val 


Asp 


Leu 


Glu 


Arg 


Gin 


Leu 








100 










Ser 


Arg 


Gin 


Glu 


Arg 


Val 


Cys 


Asn 






115 










120 


Ala 


He 


Asn 


Trp 


He 


Asn 


Glu 


Glu 




130 










135 




Gly 


He 


He 


Thr 


Val 


Thr 


Asp 


Met 


145 










150 






Leu 


Ser 


Ala 


Leu 


Lys 


Tyr 

* 


Pro 


Ala 










165 








Arg 


Phe 


He 


Phe 


Trp 


Ser 


Ser 


Glu 








180 










Asp 


Leu 


Asp 


Gly 


Val 


Gly 


Val 


Lys 






195 










200 


He 


Thr 


Ala 


Val 


Ser 


Leu 


Asp 


Val 




210 










215 




Gin 


Tyr 


Asn 


Arg 


Glu 


Gly 


Ser 


Asn 


225 










230 






Asp 


Gly 


Gly 


Ser 


Val 


His 


He 


Ser 










245 








Phe 


Ala 


Met 


Ser 


Leu 


Phe 


Gly 


Asp 








260 










Met 


Lys 


Thr 


He 


Trp 


He 


Ala 


Asn 






275 










280 


Arg 


He 


Asn 


Leu 


His 


Ser 


Ser 


Phe 




290 










295 




Val 


His 


Pro 


Leu 


Ala 


Gin 


Pro 


Lys 


305 










310 






Glu 


Gin 


Lys 


Leu 


Cys 


Lys 


Leu 


Arg 










325 








Cys 


Gly 


Gin 


Asp 


Leu 


Gin 


Ser 


His 








340 










Ala 


Leu 


Ser 


Arg 


Asp 


Arg 


Lys 


Tyr 






355 










360 


Cys 

* 


Glu 


Asp 


Val 


Asn 


Glu 


Cys 


Ala 




370 










375 




Gly 


Cys 


Lys 


Asn 


Thr 


Pro 


Gly 


Ser 


385 










390 






Phe 


Val 


Leu 


Leu 


Pro 


Asp 


Gly 


Lys 










405 








Pro 


Arg 


Asn 


Val 


Ser 


Glu 


Cys 


Ser 








420 










Gly 


Pro 


Leu 


Cys 


Phe 


Cys 


Pro 


Glu 






435 










440 


Lys 


Thr 


Cys 


Ser 


Gly 


Cys 


Ser 


Ser 




450 










455 




Leu 


Cys 


Val 


Pro 


Leu 


Ser 


Pro 


Val 


465 










470 






Gly 


Tyr 


Asp 


Leu 


Gin 


Leu 


Asp 


Glu 










485 








Gin 


Pro 


Phe 


Leu 


Leu 


Phe 


Ala 


Asn 








500 










Phe 


Asp 


Gly 


Thr 


Asp 


Tyr 


Gly 


Thr 





10 










15 




Val 


Ser 


Leu 


Ser 


Ala 


Pro 


Gin 


His 


25 










30 






Ala 


Gly 


Asn 


Gly 


Asn 


Ser 


Thr 


Cys 










45 








Phe 


Ser 


His 


Gly 


Asn 


Ser 


He 


Phe 








60 










Tyr 


Glu 


Gin 


Leu 


Val 


Val 


Asp 


Ala 






75 










80 


His 


Tyr 


Asn 


Glu 


Lys 


Arg 


He 


Tyr 




90 










95 




Leu 


Gin 


Arg 


Val 


Phe 


Leu 


Asn 


Gly 


105 










110 






He 


Glu 


Lys 


Asn 


Val 


Ser 


Gly 


Met 










125 








Val 


He 


Trp 


Ser 


Asn 


Gin 


Gin 


Glu 








140 










Lys 


Gly 


Asn 


Asn 


Ser 


His 


He 


Leu 






155 










160 


Asn 


Val 


Ala 


Val 


Asp 


Pro 


Val 


Glu 




170 










175 




Val 


Ala 


Gly 


Ser 


Leu 


Tyr 


Arg 


Ala 


185 










190 






Ala 


Leu 


Leu 


Glu 


Thr 


Ser 


Glu 


Lys 










205 








Leu 


Asp 


Lys 


Arg 


Leu 


Phe 


Trp 


He 








220 










Ser 


Leu 


He 


Cys 


Ser 


Cys 


Asp 


Tyr 






235 










240 


Lys 


His 


Pro 


Thr 


Gin 


His 


Asn 


Leu 




250 










255 




Arg 


He 


Phe 


Tyr 


Ser 


Thr 


Trp 


Lys 


265 










270 






Lys 


His 


Thr 


Gly 


Lys 


Asp 

*• 


Met 


Val 










285 








Val 


Pro 


Leu 


Gly 


Glu 


Leu 


Lys 


Val 








3 00 










Ala 


Glu 


Asp 


Asp 


Thr 


Trp 


Glu 


Pro 






315 










320 


Lys 


Gly 


Asn 


Cys 


Ser 


Ser 


Thr 


Val 




330 










335 




Leu 


Cys 


Met 


Cys 


Ala 


Glu 


Gly 


Tyr 


345 










350 






Cys 


Glu 


Gly 


Asn 


Asp 


Trp 


Lys 


Tyr 










365 








Phe 


Trp 


Asn 


His 


Gly 


Cys 


Thr 


Leu 








380 










Tyr 


Tyr 


Cys 


Thr 


Cys 


Pro 


Val 


Gly 






395 










40O 


Arg 


Cys 


His 


Gin 


Leu 


Val 


Ser 


Cys 




410 










415 




His 


Asp 


Cys 


Val 


Leu 


Thr 


Ser 


Glu 


425 










430 






Gly 


Ser 


Val 


Leu 


Glu 


Arg 


Asp 


Gly 










445 








Pro 


Asp 


Asn 


Gly 


Gly 


Cys 


Ser 


Gin 








460 










Ser 


Trp 


Glu 


Cys 


Asp 


Cys 


Phe 


Pro 






475 










480 


Lys 


Ser 


Cys 


Ala 


Ala 


Ser 


Gly 


Pro 




490 










495 




Ser 


Gin 


Asp 


He 


Arg 


His 


Met 


His 


505 










510 






Leu 


Leu 


Ser 


Gin 


Gin 


Met 


Gly 


Met 
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515 










520 




Val Tyr 


Ala 


Leu 


Asp 


His 


Asp 


Pro 


Val 


530 










535 






His Thr 


Ala 


lieu 


Lys 


Trp 


He 


Glu 


Arg 


545 








550 








Arg Glu 


Arg 


Leu 


lie 


Glu 


Glu 


Gly 


Val 








565 










Val Asp 


Trp 


lie 


Gly 


Arg 


Arg 


Phe 


Tyr 






580 










585 


Leu lie 


Gly 


Arg 


Ser 


Asp 


Leu 


Asn 


Gly 




595 










600 




lie Glu 


Asn 


He 


Ser 


Gin 


Pro 


Arg 


Gly 


610 










615 






Lys Arg 


Leu 


Phe 


Tip 


Thr 


Asp 


Thr 


Gly 


625 








630 








Ser Ser 


Leu 


Gin 


Gly 


Leu 


Gly 


Arg 


Leu 








645 










lie Trp 


Pro 


Ser 


Gly 


He 


Thr 


He 


Asp 






660 










665 


Trp Cys 


Asp 


Ala 


Lys 


Gin 


Ser 


Val 


He 




675 










680 




Ser Lys 


Arg 


Arg 


Arg 


Leu 


Thr 


Gin 


Asn 


690 










695 






Val Ala 


Val 


Phe 


Glu 


Asp 


Tyr 


Val 


Trp 


705 








710 








Ser Val 


lie 


Arg 


Val 


Asn 


Lys 


Arg 


Thr 








725 










Gin Gly 


Ser 


Met 


Leu 


Lys 


Pro 


Ser 


Ser 






740 










745 


Ala Lys 


Pro 


Gly 


Ala 


Asp 


Pro 


Cys 


Leu 




755 










760 




His lie 


Cys 
* 


Lys 


Lys 


Arg 


Leu 


Gly 


Thr 


770 










775 






Gly Phe 


Met 


Lys 


Ala 


Ser 


Asp 


Gly 


Lys 


785 








790 








His Gin 


Leu 


Leu 


Ala 


Gly 


Gly 


Glu 


Val 








805 










Pro Leu 


Asp 


He 


Leu 


Ser 


Lys 


Thr 


Arg 






820 










825 


Glu Ser 


Gin 


His 


Met 


Leu 


Val 


Ala 


Glu 




835 










840 




Asp Cys 


Ala 


Pro 


Val 


Gly 


Cys 


Ser 


Met 


850 










855 






Gly Glu 


Asp 


Ala 


Thr 


Cys 


Gin 


Cys 


Leu 


865 








870 








Lys Leu 


Cys 


Ser 


Asp 


He 


Asp 


Glu 


Cys 








885 










Pro Pro 


Ala 


Ser 


Ser 


Lys 


Cys 


He 


Asn 






900 










905 


Arg Cys 


Ser 


Glu 


Gly 


Tyr 


Gin 


Gly 


Asp 




915 










92 0 




Asp Glu 


Cys 


Gin 


Leu 


Gly 


Val 


His 


Ser 


930 










935 






Thr Asn 


Thr 


Glu 


Gly 


Gly 


Tyr 


Thr 


Cys 


945 








950 








Glu Pro 


Gly 


Leu 


He 


Cys 


Pro 


Asp 


Ser 








965 










Glu Asp 


Asp 


His 


His 


Tyr 


Ser 


Val 


Arg 






980 










985 


Leu Ser 


His 


Asp 


Gly 


Tyr 


Cys 


Leu 


His 




995 








1000 




Glu Ala 


Leu 


Asp 


Lys 


Tyr 


Ala 


Cys 


Asn 


1010 








1015 






Glu Arg 


Cys 


Gin 


Tyr 


Arg Asp Leu 


Lys 
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525 



Glu 


Asn 


Lys 


He 


Tyr 


Phe 


Ala 






540 










Ala 


Asn 


Met 


Asp 


Gly 


Ser 


Gin 




555 










560 


Asp 


Val 


Pro 


Glu 


Gly 


Leu 


Ala 


570 










575 




Trp Thr Asp 


Arg 


Gly 


Lys 


Ser 










590 






Lys Arg 


Ser 


Lys 


He 


He 


Thr 








605 








He 


Ala 


Val 


His 


Pro 


Met 


Ala 






620 










He 


Asn 


Pro 


Arg 


He 


Glu 


Ser 




635 










640 


Val 


He 


Ala 


Ser 


Ser 


Asp 


Leu 


650 










655 




Phe 


Leu 


Thr 


Asp 


Lys 


Leu 


Tyr 










670 






Glu 


Met 


Ala 


Asn 


Leu 


Asp 


Gly 








685 








Asp Val 


Gly 


His 


Pro 


Phe 


Ala 






700 










Phe 


Ser Asp 


Trp 


Ala 


Met 


Pro 




715 










720 


Gly Lys Asp 


Arg 


Val 


Arg 


Leu 


730 










735 




Leu 


Val 


Val 


Val 


His 


Pro 


Leu 










750 






Tyr 


Gin 


Asn 


Gly 


Gly 


Cys 


Glu 








765 








Ala 


Trp 


Cys 


Ser 


Cys 


Arg 


Glu 






780 










Thr 


Cys 


Leu 


Ala 


Leu 


Asp 


Gly 




795 










8O0 


Asp 


Leu 


Lys 


Asn 


Gin 


Val 


Thr 


810 










815 




Val 


Ser 


Glu 


Asp 


Asn 


He 


Thr 










830 






He 


Met 


Val 


Ser 


Asp 


Gin 


Asp 








845 








Tyr 


Ala 


Arg 


Cys 


He 


Ser 


Glu 






860 










Lys 


Gly Phe 


Ala 


Gly 


Asp 


Gly 




875 










880 


Glu 


Met 


Gly 


Val 


Pro 


Val 


Cys 


890 










895 




Thr 


Glu Gly 


Gly 


Tyr 


Val 


Cys 










910 






Gly 


He 


His 


Cys 


Leu 


Asp 


He 








925 


• 






Cys 


Gly Glu 


Asn 


Ala 


Ser 


Cys 






940 










Met 


Cys 


Ala 


Gly 


Arg 


Leu 


Ser 




955 










960 


Thr 


Pro 


Pro 


Pro 


His 


Leu 


Arg 


970 










975 




Asn 


Ser Asp 


Ser 


Glu 


Cys 


Pro 










990 






Asp 


Gly Val 


Cys 


Met 


Tyr 


He 






1005 








Cys 


Val 


Val 


Gly 


Tyr 


He 


Gly 




1020 










Tirp 


Trp Glu Leu 


Arg 


His 


Ala 
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1025 1030 1035 1040 

Gly His Gly Gin Gin Gin Lys Val lie Val Val Ala Val Cys Val Val 

1045 1050 1055 

Val Leu Val Met Leu Leu Leu Leu Ser Leu Trp Gly Ala His Tyr Tyr 

1060 1065 1070 

Arg Thr Gin Lys Leu Leu Ser Lys Asn Pro Lys Asn Pro Tyr Glu Glu 

1075 1080 1085 

Ser Ser Arg Asp Val Arg Ser Arg Arg Pro Ala Asp Thr Glu Asp Gly 

1090 1095 1100 

Met Ser Ser Cys Pro Gin Pro Trp Phe Val Val lie Lys Glu His Gin 
1105 1110 1115 1120 

Asp Leu Lys Asn Gly Gly Gin Pro Val Ala Gly Glu Asp Gly Gin Ala 

1125 1130 1135 

Ala Asp Gly Ser Met Gin Pro Thr Ser Trp Arg Gin Glu Pro Gin Leu 

1140 1145 1150 

Cys Gly Met Gly Thr Glu Gin Gly Cys Trp lie Pro Val Ser Ser Asp 

1155 1160 1165 

Lys Gly Ser Cys Pro Gin Val Met Glu Arg Ser Phe His Met Pro Ser 

1170 1175 1180 

Tyr Gly Thr Gin Thr Leu Glu Gly Gly Val Glu Lys Pro His Ser Leu 
1185 1190 1195 1200 

Leu Ser Ala Asn Pro Leu Trp Gin Gin Arg Ala Leu Asp Pro Pro His 

1205 1210 1215 

Gin Met Glu Leu Thr Gin 

1220 1222 



<210> 3155 

<211> 107 

<212> PRT 

<213> Homo sapiens 



<400> 3155 



Gly 


Thr 


Ser 


Gly 


Trp 


Tyr 


Trp 


Glu 


Arg 


Leu 


Ala Glu 


Arg Arg Gly Arg 


1 








5 










10 




15 


Leu 


Trp 


Ser 


Arg 


Glu 


Glu 


Ala 


Met 


Ala 


Thr 


Met Glu 


Asn Lys Val lie 








20 










25 






30 


Cys 


Ala 


Leu 


Val 


Leu 


Val 


Ser 


Met 


Leu 


Ala 


Leu Gly 


Thr Leu Ala Glu 






35 










40 








45 


Ala 


Gin 


Thr 


Glu 


Thr 


Cys 


Thr 


Val 


Ala 


Pro 


Arg Glu 


Arg Gin Asn Cys 




50 










55 








60 




Gly 


Phe 


Pro 


Gly 


Val 


Thr 


Pro 


Ser 


Gin 


Cys 


Ala Asn 


Lys Gly Cys Cys 


65 










70 










75 


80 


Phe 


Asp 


Asp 


Thr 


Val 


Arg 


Gly 


Val 


Pro 


Trp 


Cys Phe 


Tyr Pro Asn Thr 










85 










90 




95 


He 


Asp 


Val 


Pro 


Pro 


Glu 


Glu 


Glu 


Cys 


Glu 


Phe 





100 105 107 



<210> 3156 

<211> 527 

<212> PRT 

<213> Homo sapiens 



<400> 3156 
Pro Arg Val Arg Ala Ala Asp Val 

1 5 
Ser Ala Gly Met Ala Lys Ser Asn 

20 

Ala Ala Gly Glu Ser Leu Ser Gly 



Ala Ala Gly Ala Gin Ala Val Val 
10 15 

Gly Glu Asn Gly Pro Arg Ala Pro 

25 30 
Thr Arg Glu Ser Leu Ala Gin Gly 
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35 








40 




Pro 


Asp 


Ala 


Ala 


Thr 


Thr 


Asp Olu 


Leu 




50 










55 




Glu 


Ala 


Asn 


Gly 


Phe 


Ala 


Glu Arg 


Arg 


65 










70 






Val 


Gly 


Ser 


Gin 


Gly 


Ala 


Glu Gly 


Ala 










85 








Val 


Leu 


Arg 


Gin 


Arg 


Glu 


Ser Lys 


Trp 








100 








105 


Asp 


Lys 


Trp 


Met 


Ala 


Lys 


Lys His 


Lys 






115 








120 




Lys 


Gly 


He 


Pro 


Pro 


Ser 


Leu Arg 


Gly 
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He 
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Pro 


Thr 
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Leu 
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He 
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He 
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Glu 
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Glu 
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Val 


Glu 
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Ala 
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100 










105 








110 




Leu 


Gin 


Glu 


Ala 


Lys 


Leu 


Lys 


Ala 


Lys 


Gly 


Leu 


Asn Pro 


Asp Gly 


Thr 






115 










120 








125 






Pro 


Ala 


Leu 


Ser 


Thr 


Leu 


Gly 


Gly 


Phe 


Ser 


Pro 


Ala Ser 


Lys Pro 


Ser 




130 










135 










140 






Ser 


Pro 


Arg 


Glu 


Val 


Lys 


Ala 


Glu 


Glu 


Lys 


Ser 


Pro He 


Ser He 


Asn 


145 










150 










155 






160 


Val 


Lys 


Thr 


Val 


Lys 


Lys 


Glu 


Pro 


Glu 


Asp 


Arg 


Gin Gin 


Ala Ser 


Lys 










165 










170 






175 




Ser 


Pro 


Tyr 


Asn 


Gly 


Val 


Arg 


Lys- 


Asp 


Ser 


Lys 


Arg Ser 


Arg Asn 


Ser 
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185 
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Arg 


Ser 


Ala 


Ser 


Arg 


Ser 


Arg 


Ser 


Arg 


Thr 


Arg 


Ser Arg 


Ser Arg 


Ser 
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Thr 


Pro Arg 


Arg 


His 


Tyr 
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Asn 


Arg 


Arg 


Ser Arg 


Ser Gly 


Thr 




210 










215 










220 






Tyr 


Ser 


Ser Arg 


Ser 


Arg 


Ser 


Arg 


Ser 


Arg 


Ser 


His Ser 


Glu Ser 


Pro 


225 
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240 


Arg 


Arg 


His 


His 


Asn 


His 


Gly 


Ser 


Pro 


His 


Leu 


Lys Ala 


Lys His 


Thr 










245 










250 
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Arg 


Asp 


Asp 


Leu 


Lys 


Ser 


Ser 


Asn 


Arg 


His 


Gly 


His Lys 


Arg Lys 


Lys 
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265 








270 




Ser 


Arg 


Ser Arg 


Ser 


Gin 


Ser 


Lys 


Ser 


Arg 


Asp 


His Ser 


Asp Ala 


Ala 
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280 








285 






Lys 


Lys 


His 


Arg 


His 


Glu 


Arg 


Gly 


His 


His 


Arg 


Asp Arg 


Arg Glu 


Arg 




290 










295 










300 






Ser 


Arg 


Ser 


Phe 


Glu 


Arg 


Ser 


His 


Lys 


Ser 


Lys 
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Gly Gly 


Ser 
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Arg 
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Arg 


Arg 
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Asn 


Phe Thr 
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Asp 
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Glu 
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Glu 
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Met Ala 


Leu Phe 
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80 
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Met 
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Ser 
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Asn 


Tyr 
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Ser 
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Glu 


Glu 
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Arg 


Arg 
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Ala 


Lys 
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Arg Met 


Gly Thr 
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115 
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He 


Gly 


Val 


Tyr 


Leu 


Pro 


Cys 


Leu 


Gin 


Asn 




Leu Gly 


Val He 


Leu 




130 










135 










140 






Phe 


Leu 


Arg 


Leu 


Thr 


Trp 


He 


Val 


Gly 


Val 


Ala 


Gly Val 


Leu Glu 


Ser 


145 










150 










155 






160 


Phe 


Leu 


He 


Val 


Ala 


Met 


Cys 


Cys 


Thr 


Cys 


Thr 


Met Leu 


Thr Ala 


He 










165 
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Ser 


Met 


Ser 


Ala 


He 


Ala 


Thr 


Asn 


Gly 


Val 


Val 


Pro Ala 


Gly Gly 


Ser 
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Tyr 


Tyr 


Met 


He 
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Ser 


Leu 


Gly 


Pro 


Glu 


Phe Gly 


Gly Ala 


Val 
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210 




Leu 


Gly 


Thr 


225 
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Phe 


Gin 


Asn 


Met 


Arg 


vai 


Pne 


Val 






275 


Ala 


Cys 


Val 




290 




Ser 


Ala 


Phe 


305 






Thr 


Leu 


Ser 


His 


Asn 


Asn 


Ser 


Gin 


Pro 






355 


Thr 


Glu 


He 




370 




Asn 


Leu 


Trp 


385 






Gly 


Val 


Pro 


Pro 


Tyr 


Val 


He 


Tyr 


Phe 






435 


Gly 


Asp 


Leu 




450 




Ala 


He 


Val 


465 






Gly 


Ala 


Cys 


Leu 


Gin 


Gly 


Val 


He 


Val 






515 


Thr 


Leu 


Thr 




530 




He 


Val 


Pro 


545 






Pro 


Thr 


Trp 


Leu 


He 


Ala 


Leu 


Met 


Cys 






595 


Leu 


Arg 


TiLX 




610 




Leu 


Ser 


Phe 


625 






Ser 


Trp 


Tyr 


Lys 


Tyr 


He 


Arg 


Gly 


Leu 






675 


His 


Gly 


Pro 




690 




Leu 


Asn 


Leu 



200 

Phe Tyr Leu Gly Thr 

215 

He Glu He Phe Leu 
230 

Ala Glu Ala Ala Gly 
245 

Val Tyr Gly Thr Cys 
260 

Gly Val Lys Tyr Val 

280 

Val Leu Ser He Leu 

295 

Asp Pro Pro Asp He 

310 

Arg Arg Ser Phe Asp 

325 

Ser Ala Thr Ser Ala 
340 

Ser Ala Ala Cys Asp 

360 

Gin Gly He Pro Gly 

375 

Ser Thr Tyr Ala His 
390 

Ser Val Pro Val Ala 
405 

Leu Thr Asp He Ala 
420 

Pro Ser Val Thr Gly 

440 

Lys Asp Ala Gin Lys 

455 

Thr Thr Ser Phe He 
470 

He Glu Gly Val Val 
485 

Asn Leu Val He Gly 
500 

He Gly Ser Phe Phe 

520 

Gly Ala Pro Arg Leu 

535 

Phe Leu Gin Val Phe 
550 

Ala Leu Leu Leu Thr 

565 

Ser Leu Asp Ser Val 
580 

Tyr Leu Phe Val Asn 

' 600 

Pro Asn Trp Arg Pro 

615 

Leu Gly Met Ser Leu 
630 

Tyr Ala Leu Ser Ala 

645 

Glu Tyr Arg Gly Ala 
660 

Ser Leu Asn Ala Ala 

680 

Pro His Thr Lys Asn 

695 

Asp Ala Glu Gin Ala 
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Thr 


Phe 


Ala 


Gly 


Ala 








220 




Thr 


Tyr. 

mm 


He 


Ser 


Pro 






235 






Gly 


Glu 


Ala 


Ala 


Ala 




250 








Thr 


Leu 


Val 


Leu 


Met 


265 










Asn 


Lys 


Leu 


Ala 


Leu 










285 


Ala 


He 


Tyr 


Ala 


Gly 








300 




Pro 


Val 


Cys 


Leu 


Leu 






315 






Ala 


Cys 


Val 


Lys 


Ala 




330 








Leu 


Trp 


Gly Leu 


Phe 


345 










Glu 


Tyr 


Phe 


He. 


Gin 










365 


Ala 


Ala 


Ser Gly 


Val 








380 




Ala 


Gly 


Ala 


Phe 


Val 






395 






Glu 


Glu 


Ser Arg 


Ala 




410 








Ala 


Ser 


Phe 


Thr 


Leu 


425 










He 


Met 


Ala Gly 


Ser 










445 


Ser 


He 


Pro 


Thr 


Gly 








460 




Tyr 


Leu 


Ser Cys 


He 






475 






Leu 


Arg 


Asp 


Lys 


Phe 




490 








Met 


Leu 


Ala 


Trp 


Pro 


505 










Ser 


Thr 


Cys Gly 


Ala 










525 


Leu 


Gin 


Ala 


He 


Ala 








540 




Gly 


His 


Gly Lys 


Ala 






555 






Val 


Leu 


He 


Cys 


Glu 




570 








Ala 


Pro 


He 


Leu 


Ser 


585 










Leu 


Ala 


Cys Ala 


Val 










605 


Arg 


Phe 


Lys 


Phe 


Tyr 








620 




Cys 


Leu 


Ala 


Leu 


Met 






635 






Met 


Leu 


He 


Ala 


Gly 




650 








Glu 


Lys 


Glu 


Trp 


Gly 


665 










Arg 


Tyr 


Ala 


Leu 


Leu 
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Trp 


Arg 


Pro 


Gin 


Val 








700 




Met 


Lys 


His 


Pro 


Arg 
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Met 


Tyr 


He 


Gly 


Ala 


Ala 






240 


Met 


Leu 


His 




255 




Ala 


Leu 


Val 


270 






Val 


Phe 


Leu 


Val 


He 


Lys 


Gly 


Asn 


Arg 






320 


Tyr 


Gly 


He 




335 




Cys 


Asn 


Gly 
•> 


350 






Asn 


Asn 


Val 


Phe 


Leu 


Glu 


Glu 


Lys 


Lys 






400 


Ser 


Thr 


Leu 




415 




Leu 


Val 


Gly 


430 






Asn 


Ara 

~ — 


Ser 


Thr 


He 


Leu 


Val 


Leu 


Phe 






480 


Gly 


Glu 


Ala 




495 




Ser 


Pro 


Trp 


510 






Gly 


Leu 


Gin 


Arg 


Asp 


Gly 


Asn 


Gly 


Glu 






560 


Thr 


Gly 


He 




575 




Met 


Phe 


Phe 


590 






Gin 


Thr 


Leu 


His 


Trp 


Thr 


Phe 


He 


Cys 






640 


Cys 


He 


Tyr 




655 




Asp 


Gly 


He 



670 

Arg Val Glu 
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705 










710 










715 










720 


Phe 


Thr 


Ser 


Gin 


Leu 


Lys 


Ala 


Gly 


Lys 


Gly 


Leu 


Thr 


He 


Val 


Gly 


Ser 










725 










730 










735 




Val 


Leu 


Glu 


Gly 


Thr 


Tyr 


Leu 


Asp 


Lys 


His 


Met 


Glu 


Ala 


Gin 


Arg 


Ala 








740 










745 










750 






Glu 


Glu 


Asn 


He 


Arg 


Ser 


Leu 


Met 


Ser 


Thr 


Glu 


Lys 


Thr 


Lys 


Gly 


Phe 






755 










760 










765 








Cys 


Gin 


Leu 


Val 


Val 


Ser 


Ser 


Ser 


Leu 


Arg 


Asp 


Gly 


Met 


Ser 


His 


Leu 




770 










775 










780 










He 


Gin 


Ser 


Ala 


Gly 


Leu 


Gly 


Gly 


Leu 


Lys 


His 


Asn 


Thr 


Val 


Leu 


Met 


785 








• 


790 










795 










80O 


Ala 


T2:p 


Pro 


Ala 


Ser 


Trp 


Lys 


Gin 


Glu 


Asp 


Asn 


Pro 


Phe 


Ser 


Trp 


Lys 










805 










810 










815 




Asn 


Phe 


Val 


Asp 


Thr 


Val 


Arg 


Asp 


Thr 


Thr 


Ala 


Ala 


His 


Gin 


Ala 


Leu 








820 










825 










830 






Leu 


Val 


Ala 


Lys 


Asn 


Val 


Asp 


Ser 


Phe 


Pro 


Gin 


Asn 


Gin 


Glu 


Arg 


Phe 






835 










840 










845 








Gly 


Gly 


Gly 


His 


He 


Asp 


Val 


Trp 


Trp 


He 


Val 


His 


Asp 


Gly 


Gly 


Met 
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860 
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Met 
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Leu 


Pro 


Phe 
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Arcr 


Gin 
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Lvs 


Val 


Trp 


Arg 


Lvs 
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He 
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Thr 
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Ala 
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Asp 
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Ser 


He 
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890 










895 




Gin 


Met 


Lvs 


Lvs 


Asn 


Leu 


Gin 


Met 


Phe 


Leu 


Tvr 


His 


Leu 


Arci 


He 


Ser 
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Glu 


Val 
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Glu 


Met 
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M> 


Asn 


Asn 


He 


Ser 


Ala 
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Glu 


ArQ 


Thr 
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Leu 


Met 


Met 


Glu 


Gin 


Arcr 


Ser 


Gin 


Met 


Leu 


Lvs 
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935 
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Met 


Gin 
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ArQ 
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Ala 
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He 


945 

1^ V ^ 
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Glu 
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Ser 


Leu 


Ser 
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Asn 


Arg 


Gin 
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Tyr Met 


Glu 
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Asn Arg Val Leu Leu Val Arg Gly Gly Gly Arg Glu Val He Thr He 
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Gly Arg Gly Ala Arg Gly Gly Ser 

1 5 
Arg Gly Tyr Leu Gin Lys Leu Ser 

20 

Arg Ser Arg Trp Phe Val Phe Asp 



Gly Ala Gly Ala Leu Arg Gly Cys 

10 15 
Gly Lys Gly Pro Ser Arg Gly Tyr 

25 30 
Ala Arg Arg Cys Tyr Leu Tyr Tyr 
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He 
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65 






70 








75 










80 


Thr Glu 


Pro Pro 
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Thr 
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Trp 


Leu 


Gin 


Glu 
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Gin Lys 


Arg Trp Glu Tyr 
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Asn 


Ser 


Leu 


Asp 


Met 


Val 


Lys 




115 






120 










125 








Trp Asp 


Ser Arg 


Thr 
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Pro Thr 


Pro 


Gly 


Asp 


Phe 


Pro 


Lys 


Gly 


Leu 


130 
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Val Ala 


Arg Asp 
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He 


Tyr 
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Pro 


Asn 
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Lys Ala 


Arg Asn Val Leu 
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Glu 


Thr 


Val 


Pro Gly 


Glu 
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170 
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Leu Val 


Gly Glu 


Gin 


Ala 


Ala Asn 


Gin 


Pro 
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Pro 


Gly 
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Pro 


Asn 
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Ser 
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Gin 


Trp 


Gly 


Asn 


Glu 


Leu Lys 


Asn 
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Gly 


His 


Asn 


Asp 
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He 
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Ser Gly 
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Val 
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Leu Gin 
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Ser 


Gin 


Gin Glu 


Glu 


Leu 


Glu 


Gin 


Leu 


Lys 


Lys 


Asp 






325 








330 
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Leu Ser 


Ser Gin 


Lys 


Glu 


Leu Val 


Arg 


Leu 


Leu 


Gin 


Gin 


Thr 


Val 


Arg 




340 








345 
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Ser Ser 


Gin Tyr 
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Lys 


Tyr Phe 


Thr 


Ser 
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Arg 


Leu 


Cys 


Glu 


Gly 
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He 
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Glu 


Lys 
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Ser 
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Gin Glu 
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Glu 


Leu 


Asn 
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Glu Gin 


Leu Gly 


Met 


Leu 


Met Glu 


Thr 


He 


Gin 
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Lys 
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Glu 


Val 
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425 
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Ser 


Glu Gly Glu 


Gly 


Asn 
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Pro 


Pro 


Pro 


Thr 


Val 




435 






440 










445 








Ala Pro 


Ser Ser 


Pro 


Ser 
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Pro 


Val 
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Asp 


Gin 


Leu 


Glu 


450 








455 








460 
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Tyr 
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Thr 


Gin 
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Lys 
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545 










550 
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Glu 


Gin 
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Phe 


Val 


Lys 


Pro 
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Leu 


Val 


Ser 


Glu 


Tyr Asp He 


Tyr 
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570 






575 




Gly 


Phe 


Arg 


Thr 


Val 


Pro 


Glu 


Asp 


Asp 


Glu 


Glu 


Glu 


Lys Leu Val 


Ala 








580 










585 








590 




Lys 


Val 


Arg 


Ala 


Leu 


Asp 


Leu 


Lys 


Thr 


Leu 


Tyr 


Leu 


Thr Glu Asn 


Gin 






595 










600 










605 




Glu 


Val 


Ser 


Thr 


Gly 


Val 


Lys 


Trp 


Glu 


Asn 


Tyr 


Phe 


Ala Ser Thr 


Val 




610 










615 










620 






Asn 


Arg 


Glu 


Met 


Met 


Cys 


Ser 


Pro 


Glu 


Leu 


Lys 


Asn 


Leu He Arg 


Ala 


625 










630 










635 






640 


Gly 


He 


Pro 


His 


Glu 


His 


Arg 


Ser 


Lys 


Val 


Trp 


Lys 


Trp Cys Val 


Asp 










645 










650 






655 




Arg 


His 


Thr 


Arg 


Lys 


Phe 


Lys 


Asp 


Asn 


Thr 


Glu 


Pro 


Gly His Phe 


Gin 








660 










665 








670 




Thr 


Leu 


Leu 


Gin 


Lys 


Ala 


Leu 


Glu 


Lys 


Gin 


Asn 


Pro 


Ala Ser Lys 


Gin 






675 










680 










685 




He 


Glu 


Leu 


Asp 


Leu 


Leu 


Arg 


Thr 


Leu 


Pro 


Asn 


Asn 


Lys His Tyr 


Ser 




690 










695 










700 






Cys 


Pro 


Thr 


Ser 


Glu 


Gly 


He 


Gin 


Lys 


Leu 


Arg 


Asn 


Val Leu Leu 


Ala 


705 










710 










715 






720 


Phe 


Ser 


Trp 

dm 


Arg 


Asn 


Pro 


Asp 


He 


Gly 


Tyr 


Cys 


Gin 


Gly Leu Asn 


Arg 










725 










730 






735 




Leu 


Val 


Ala 


Val 


Ala 


Leu 


Leu 


Tyr 


Leu 


Glu 


Gin 


Glu 


Asp Ala Phe 


Trp 








740 










745 








750 




Cys 


Leu 


Val 


Thr 


He 


Val 


Glu 


Val 


Phe 


Met 


Pro 


Arg 


Asp Tyr Tyr 


Thr 






755 










760 










765 




Lys 


Thr 


Leu 


Leu 


Gly 


Ser 


Gin 


Val 


Asp 


Gin 


Arg 


Val 


Phe Arg Asp 


Leu 




770 










775 










780 






Met 


Ser 


Glu 


Lys 


Leu 


Pro 


Arq 


Leu 


His 


Gly 


His 


Phe 


Glu Gin Tyr 


Lys 


785 










790 










795 






800 


Val 


Asp 


Tyr 


Thr 


Leu 


He 


Thr 


Phe 


Asn 


Trp 


Phe 


Leu 


Val Val Phe 


Val 










805 










810 






815 




Asp 


Ser 


Val 


Val 


Ser 


Asp 


He 


Leu 


Phe 


Lys 


He 


Trp 


Asp Ser Phe 


Leu 








820 










825 








830 




Tyr 


Glu 


Gly 


Pro 


Lys 


Val 


He 


Phe 


Arg 


Phe 


Ala 


Leu 


Ala Leu Phe 


Lys 






635 










840 










845 




Tyr 


Lys 


Glu 


Glu 


Glu 


He 


Leu 


Lys 


Leu 


Gin 


Asp 


Ser 


Met Ser He 


Phe 




850 










855 










860 






Lys 


Tyr 


Leu 


Arg 


Tyr 


Phe 


Thr 


Arg 


Thr 


He 


Leu 


Asp 


Ala Arg Ser 


Gly 


865 










870 










875 






880 


Thx 


Asp 


Ala 


Pro 


Thr 


Thr 


Trp 


Arg 


Lys 


Ser 


Gly 


Trp 


Ser 












885 










890 






893 





<210> 3166 
<211> 1353 
<212> PRT 

<213> Homo sapiens 



<400> 3166 



Phe 


Pro 


Gly 


Pro 


Thr 


He 


Ser 


Ser 


Asn 


Ser 


Gin 


Leu 


Tyr Arg Ala 


Ser 


1 








5 










10 








15 




Ala 


Leu 


Phe 


Glu 


Thr 


He 


Arg 


His 


Glu 


Ala 


Gin 


Leu 


Ser 


Thr Asp 


Tyr 








20 










25 










30 




Lys 


Leu 


Ser 


Leu 


Phe 


Asp 


Leu 


Gin 


Thr 


Ser 


Ser 


Tyr 


Gin 


Ala Leu 


Gin 






35 










40 










45 






Arg 


Val 


Leu 


Val 


Ser 


Leu 


Gly 


His 


His 


Asp 


Glu 


Ala 


Leu 


Ala Val 


Ala 




50 










55 










60 








Glu 


Arg 


Gly 


Arg 


Thr 


Arg 


Ala 


Phe 


Ala 


Asp 


Leu 


Leu 


Val 


Glu Arg 


Gin 


65 










70 










75 








80 


Thr 


Gly 


Gin 


Gin 


Asp 


Ser 


Asp 


Pro 


Tyr 


Ser 


Pro 


Val 


Thr 


He Asp 


Gin 
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85 










90 






95 




lie 


Leu 


Glu 


Met 


Val 


Asn 


Gly 


Gin 


Arg 


Gly 


Leu 


Val 


Leu Tyr Tyr 


Ser 








100 










105 








110 




Leu 


Ala 


Ala 


Gly 


Tyr 


Leu 


Tyr 


Ser 


Trp 


Leu 


Leu 


Ala 


Pro Gly Ala 


Gly 






115 










120 










125 




He 


Val 


Lys 


Phe 


His 


Glu 


His 


Tyr 


Leu 


Gly 


Glu 


Asn 


Thr Val Glu 


Asn 




130 










135 










140 






Ser 


Ser Asp 


Phe 


Gin 


Ala 


Ser 


Ser 


Ser 


Val 


Thr 


Leu 


Pro Thr Ala 


Thr 


145 










150 










155 






160 


Gly Ser 


Ala 


Leu 


Glu 


Gin 


His 


He 


Ala 


Ser 


Val 


Arg 


Glu Ala Leu 


Gly 










165 










170 






175 




Val 


Glu 


Ser 


His 


Tyr 


Ser 


Arg 


Ala 


Cys 


Ala 


Ser 


Ser 


Glu Thr Glu 


Ser 








180 










185 








190 




Glu 


Ala 


Gly 


Asp 


He 


Met 


Asp 


Gin 


Gin 


Phe 


Glu 


Glu 


Met Asn Asn 


Lys 






195 










200 










205 




Leu 


Asn 


Ser 


Val 


Thr 


Asp 


Pro 


Thr 


Gly 


Phe 


Leu Arg 


Met Val Arg 


Arg 




210 










215 










220 






TVsn 


Asn 


Leu 


Phe 


Asn 


Arg 


Ser 


Cys 


Gin 


Ser 


Met 


Thr 


Ser Leu Phe 


Ser 


225 










230 










235 






240 


Asn 


Thr 


Val 


Ser 


Pro 


Thr 


Gin 


Asp 


Gly 


Thr 


Ser 


Ser 


Leu Pro Arg 


Arg 










245 










250 






255 




Gin 


Ser 


Ser 


Phe 


Ala 


Lys 


Pro 


Pro 


Leu 


Arg 


Ala 


Leu 


Tyr Asp Leu 


Leu 








260 










265 








270 




He 


Ala 


Pro 


Met 


Glu 


Gly 


Oly 


Leu 


Met 


His 


Ser 


Ser 


Gly Pro Val 


Gly 






275 










280 










285 




Arg His Arg 


Gin 


Leu 


He 


Leu 


Val 


Leu. 


Glu 


Gly Glu 


Leu Tyr Leu 


He 




290 










295 










300 






Pro 


Phe 


Ala 


Leu 


Leu 


Lys 


Gly 


Ser 


Ser 


Ser 


Asn 


Glu 


Tyr Leu Tyr 


Glu 


305 










310 










315 






320 


Arg 


Phe 


Gly 


Leu 


Leu 


Ala 


Val 


Pro 


Ser 


He 


Arg 


Ser 


Leu Ser Val 


Gin 










325 










330 






335 




Ser Lys 


Ser 


His 


Leu 


Arg 


Lys 


Asn 


Pro 


Pro 


Thr 


Tyr 


Ser Ser Ser 


Thr 








340 










345 








350 




Ser 


Met 


Ala 


Ala 


Val 


He 


Gly 


Asn 


Pro 


Lys 


Leu 


Pro 


Ser Ala Val 


Met 






355 










360 










365 




Asp Arg 


Trp 


Leu 


Trp 


Gly 


Pro 


Met 


Pro 


Ser 


Ala 


Glu 


Glu Glu Ala 


Tyr 




370 










375 










380 






Met 


Val 


Ser 


Glu 


Leu 


Leu 


Gly 


Cys 


Gin 


Pro 


Leu 


Val 


Gly Ser Val 


Ala 


385 










390 










395 






400 


Thr 


Lys 


Glu 


Arg 


Val 


Met 


Ser 


Ma 


Leu 


Thr 


Gin 


Ala 


Glu Cys Val 


His 










405 










410 






415 




Phe 


Ala 


Thr 


His 


He 


Ser 


Trp 


Lys 


Leu 


Ser 


Ala 


Leu 


Val Leu Thr 


Pro 








420 










425 








430 




Ser 


Met 


Asp 


Gly 


Asn 


Pro 


Ala 


Ser 


Ser 


Lys 


Ser 


Ser 


Phe Gly His 


Pro 






435 










440 










445 




Tyr Thr 


He 


Pro 


Glu 


Ser 


Leu 


Arg 


Val 


Gin 


Asp Asp 


Ala Ser Asp 


Gly 




450 










455 


• 








460 






Glu 


Ser 


He 


Ser 


Asp 


Cys 


Pro 


Pro 


Leu 


Gin 


Glu 


Leu 


Leu Leu Thr 


Ala 


465 










470 










475 






480 


Ala Asp Val 


Leu 


Asp 


Leu 


Gin 


Leu 


Pro 


Val 


Lys 


Leu 


Val Val Leu 


Gly 










485 










490 






495 




Ser 


Ser 


Gin 


Glu 


Ser 


Asn 


Ser 


Lys 


Val 


Ala 


Ala 


Asp 


Gly Val He 


Ala 








500 










505 








510 




Leu 


Thr 


Arg 


Ala 


Phe 


Leu 


Ala 


Ala 


Gly 


Ala 


Gin 


Cys 


Val Leu Val 


Ser 






515 










520 










525 




Leu 


Trp 


Pro 


Val 


Pro 


Val 


Ala 


Ala 


Phe 


Lys 


Met 


Phe 


He His Ala 


Phe 




530 










535 










540 






Tyr 


Ser 


Ser 


Leu 


Leu 


Asn 


Gly 


Leu 


Lys 


Ala 


Ser 


Ala 


Ala Leu Gly 


Glu 


545 










550 










555 






560 


Ala 


Met 


Lys 


Val 


Val 


Gin 


Ser 


Ser 


Lys 


Ala 


Phe 


Ser 


His Pro Ser 


Asn 










565 










570 






575 




Trp 


Ala 


Gly 


Phe 


Met 


Leu 


He 


Gly 


Ser 


Asp 


Val 


Lys 


Leu Asn Ser 


Pro 








580 










585 








590 




Ser 


Ser 


Leu 


He 


Gly 


Gin 


Ala 


Leu 


Thr 


Glu 


He 


Leu 


Gin His Pro 


Glu 
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595 600 605 



Arg 


Ala 


Arg 


Asp 


Ala Leu 


Arg 


Val 


Leu 


Leu 


His 


Leu Val Glu 


Lys 


Ser 




610 








615 










620 






Leu 


Gin 


Arg 


He 


Gin Asn 


Gly 


Gin 


Arg 


Asn 


Ala 


Met Tyr Thr 


Ser 


Gin 


625 








630 










635 






640 


Glix 


Ser 


Val 


Glu 


Asn Lys 


Val 


Gly 


Gly 


He 


Pro 


Gly Trp Gin 


Ala 


Leu 










645 








650 






655 




Leu 


Thr 


Ala 


Val 


Gly Phe 


Arg 


Leu 


Asp 


Pro 


Pro 


Thr Ser Gly 


Leu 


Pro 








660 


• 


• 




665 






670 






Ala 


Ala 


Val 


Phe 


Phe Pro 


Thr 


Ser 


Asp 


Pro 


Gly 


Asp Arg Leu 


Gin 


Gin 






675 








680 








685 






Cys 


Ser 


Ser 


Thr 


Leu Gin 


Ser 


Leu 


Leu 


Gly 


Leu 


Pro Asn Pro 


Ala 


Leu 




690 








695 










700 






Gin 


Ala 


Leu 


Cys 


Lys Leu 


He 


Thr 


Ala 


Ser 


Glu 


Thr Gly Glu 


Gin 


Leu 


705 








710 










715 






720 


lie 


Ser 


Arg 


Ala 


Val Lys 


Asn 


Met 


Val 


Gly 


Met 


Leu His Gin 


Val 


Leu 










725 








730 






735 




Val 


Gin 


Leu 


Gin 


Ala Gly 


Glu 


Lys 


Glu 


Gin 


Asp 


Leu Ala Ser 


Ala 


Pro 








740 








745 






750 






He 


Gin 


Val 


Ser 


He Ser 


Val 


Gin 


Leu 


Trp 


Arg 


Leu Pro Gly 


Cys 


His 






755 








760 








765 






Glu 


Phe 


Leu 


Ala 


Ala Leu 


Gly 


Phe 


Val 


Leu 


Cys 


Glu Val Gly 


Gin 


Glu 




770 








775 










780 






Glu 


Val 


He 


Leu 


Lys Thr 


Gly 


Lys 


Gin 


Ala 


Asn 


Arg Arg Thr 


Val 


His 


785 








790 










795 






800 


Phe 


Ala 


Leu 


Gin 


Ser Leu 


Leu 


Ser 


Leu 


Phe 


Asp 


Ser Thr Glu 


Leu 


Pro 










805 








810 






815 




Lys 


Arg 


Leu 


Ser 


Leu Asp 


Ser 


Ser 


Ser 


Ser 


Leu 


Glu Ser Leu 


Ala 


Ser 








820 








825 






830 






Ala 


Gin 


Ser 


Val 


Ser Asn 


Ala 


Leu 


Pro 


Leu 


Gly 


Tyr Gin Gin 


Pro 


Pro 






835 








840 








845 






Phe 


Ser 


Pro 


Thr 


Gly Ala 


Asp 


Ser 


He 


Ala 


Ser 


Asp Ala He 


Ser 


Val 




850 








855 










860 






Tyr 


Ser 


Leu 


Ser 


Ser He 


Ala 


Ser 


Ser 


Met 


Ser 


Phe Val Ser 


Lys 


Pro 


865 








870 










875 






880 


Glu 


Gly 


Gly 


Ser 


Glu Gly 


Gly 


Gly 


Pro 


Gly 


Gly 


Arg Gin Asp 


His 


Asp 










885 








890 






895 




Arg 


Ser 


Lys 


Asn 


Ala Tyr 


Leu 


Gin 


Arg 


Ser 


Thr 


Leu Pro Arg 


Ser 


Gin 








900 








905 






910 






Leu 


Pro 


Pro 


Gin 


Thr Arg 


Pro 


Ala 


Gly 


Asn 


Lys 


Asp Glu Glu 


Glu 


Tyr 






915 








920 








925 






Glu 


Gly 


Phe 


Ser 


He He 


Ser 


Asn 


Glu 


Pro 


Leu 


Ala Thr Tyr 


Gin 


Glu 




930 








935 










940 






Asn 


Arg 


Asn 


Thr 


Cys Phe 


Ser 


Pro 


Asp 


His 


Lys 


Gin Pro Gin 


Pro 


Gly 


945 








950 










955 






960 


Thr 


Ala 


Gly 


Gly 


Met Arg 


Val 


Ser 


Val 


Ser 


Ser 


Lys Gly Ser 


ile 


Ser 










965 








970 






975 




Thr 


Pro 


Asn 


Ser 


Pro Val 


•Lys 


Met 


Thr 


Leu 


He 


Pro Ser Pro 


Asn 


Ser 








980 








985 






990 






Pro 


Phe 


Gin 


Lys 


Val Gly 


Lys 


Leu 


Ala 


Ser 


Ser 


Asp Thr Gly 


Glu 


Ser 






995 






1000 








1005 






Asp 


Gin 


Ser 


Ser 


Thr Glu 


Thr 


Asp 


Ser 


Thr 


Val 


Lys Ser Gin 


Glu 


Glu 


1010 






1015 








1020 






Ser 


Asn 


Pro 


Lys 


Leu Asp 


Pro 


Gin 


Glu 


Leu 


Ala Gin Lys He 


Leu 


Glu 


L025 








1O30 








1035 




1040 


Glu 


Thr 


Gin 


Ser 


His Leu 


He 


Ala 


Val 


Glu Arg Leu Gin Arg 


Ser 


Gly 








1045 






1050 




1055 




Gly Gin 


Val 


Ser 


Lys Ser 


Asn 


Asn 


Pro Glu Asp Gly Val Gin Ala Pro 






1060 






1065 






1070 






Ser 


Ser 


Thr 


Ala 


Val Phe 


Arg 


Ala 


Ser 


Glu 


Thr 


Ser Ala Phe 


Ser Arg 




, 1075 






1080 








1085 






Pro 


Val 


Leu 


Ser 


His Gin 


Lys 


Ser 


Gin 


Pro 


Ser 


Pro Val Thr 


Val 


Lys 


1090 






1095 








1100 






Pro 


Lys 


Pro 


Pro Ala Arg 


Ser 


Ser 


Ser 


Leu 


Pro Lys Val Ser 


Ser Gly 
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1105 1110 1115 1120 

Tyr Ser Ser Pro Thr Thr Ser Glu Met Ser He Lys Asp Ser Pro Ser 

1125 1130 1135 

Gin His Ser Gly Arg Pro Ser Pro Gly Cys Asp Ser Gin Thr Ser Gin 

1140 1145 1150 

Leu Asp Gin Pro Leu Phe Lys Leu Lys Tyr Pro Ser Ser Pro Tyr Ser 

1155 1160 1165 

Ala His He Ser Lys Ser Pro Arg Asn Met Ser Pro Ser Ser Gly His 

1170 1175 1180 

Gin Ser Pro Ala Gly Ser Ala Pro Ser Pro Ala Leu Ser Tyr Ser Ser 
1185 1190 1195 1200 

Ala Gly Ser Ala Arg Ser Ser Pro Ala Asp Ala Pro Asp He Asp Lys 

1205 1210 1215 

Leu Lys Met Ala Ala He Asp Glu Lys Val Gin Ala Val His Asn Leu 

1220 1225 1230 

Lys Met Phe Trp Gin Ser Thr Pro Gin His Ser Thr Gly Pro Met Lys 

1235 1240 1245 

He Phe Arg Gly Ala Pro Gly Thr Met Thr Ser Lys Arg Asp Val Leu 

1250 1255 1260 

Ser Leu Leu Asn Leu Ser Pro Arg Pro Asn Lys Lys Glu Glu Gly Val 
1265 1270 1275 1280 

Asp Lys Leu Glu Leu Lys Glu Leu Ser Leu Gin Gin His Asp Gly Ala 

1285 1290 1295 

Pro Pro Lys Ala Pro Pro Asn Gly His Trp Arg Thr Glu Thr Thr Ser 

1300 1305 1310 

Leu Gly Ser Leu Pro Leu Pro Ala Gly Pro Pro Ala Thr Ala Pro Ala 

1315 1320 1325 

Arg Pro Leu TVrg Leu Pro Ser Gly Asn Gly Tyr Lys Phe Leu Ser Pro 

1330 1335 1340 

Gly Arg Phe Phe Pro Ser Ser Lys Cys 
1345 1350 1353 



<210> 3167 

<211> 254 

<212> PRT 

<213> Homo sapiens 



<400> 3167 



Ala 


Ala 


Arg 


Arg 


1 








Leu 


Phe 


Glu 


Thr 








20 


Thr 


Leu 


Gin 


Pro 






35 




Ser 


Asp 


Gly 


Thr 




50 






Gly 


Ser 


Asp 


Ser 


65 








Gin 


Pro 


Pro 


His 


Cys 


Lys 


Arg 


Lys 








100 


Arg 


Glu 


Arg 


Arg 






115 




Lys 


Arg 


Arg 


Thr 




130 






He 


Leu 


Arg 


Ser 


145 








His 


Arg 


Leu 


Asp 


Phe 


Ser 


Tyr 


Arg 



Arg 


Gin 


Lys 


Gly 


5 








Gly 


Ser 


Tyr 


Phe 


Leu 


Glu 


Val 


Ala 








40 


Leu 


Ser 


Pro 


Cys 






55 




Ser 


Gly 


Glu 


Glu 




70 






Cys 


Pro 


Gly 


Gin 


85 








Ser 


Ala 


Pro 


Thr 


Arg 


Leu 


Lys 


Lys 








120 


Val 


Ala 


Asn 


Pro 






135 




Ala 


He 


Ser 


Tyr 




150 






Gin 


Gin 


Glu 


Lys 


165 








Pro 


Lys 


Gin 


Glu 



Lys Glu Glu Asn 
10 

Phe Tyr Leu Asp 
25 

Glu Gly Ser Pro 

Gin Asp Gin Met 

60 

His Val Leu Ala 
75 

Cys Leu He Trp 
90 

Asp Arg Arg Lys 
105 

He Asn Glu Ala 

Asn Gin Arg Leu 

140 

He Glu Arg Leu 
155 

Met Gin Glu Leu 
170 

Asn Leu Glu Gly 



Met Met Met Asp 
15 

Gly Glu Asn Val 
30 

Leu Tyr Pro Gly 
45 

Pro Pro Glu Ala 

Pro Pro Gly Leu 

80 

Ala Cys Lys Thr 
95 

Ala Ala Thr Leu 

110 

Phe Glu Ala Leu 
125 

Pro Lys Val Glu 

Gin Asp Leu Leu 

160 

Gly Val Asp Pro 
175 

Ala Asp Phe Leu 
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180 

^ W V 






185 










190 


Ajtq 


Thr 


Cys 


Ser 


Ser 


Gin 


Trp Pro Ser 


Val 

• 


Ser Asp 


His 


Ser ArcT Glv 






195 








200 








o n ^ 




Leu 


Val 


lie 


Thr 


Ala 


Lys 


Glu Gly Gly Ala Ser 


He 


Asp 


Ser Ser Ala 




210 










215 






220 






Ser 


Ser 


Ser 


Leu 


Arg 


Cys 


Leu Ser Ser 


He 


Val 


Asp 


Ser 


He Ser Ser 


225 










230 






235 






240 


Glu 


Glu Arg Lys 


Leu 


Pro 


Cys Val Glu 


Glu 


Val 


Val 


Glu 


Lys 










245 






250 








254 



<210> 31S8 

<211> 151 

<212> PRT 

<213> Homo sapiens 



<400> 3168 



Thr 


Ser 


Arg 


Arg 


Val 


Thr 


Met Lys 


Phe 


Asn Pro Phe Val Thr Ser Asp 


1 








5 








10 15 




Arg 


Ser 


Lys 


Asn 


Arg 


Lys 


Arg His 


Phe 


Asn Ala Pro Ser His Val 


Arg 








20 








25 


30 




Arg 


Lys 


He 


Met 


Ser 


Ser 


Pro Leu 


Ser 


Lys Glu Leu Arg Gin Lys 


Tyr 






35 








40 




45 




Asn 


Val 


Arg 


Ser 


Met 


Pro 


He Arg 


Lys 


Asp Asp Glu Val Gin Val 


Val 




50 










55 




60 




Arg 


Gly 


His 


Tyr 


Lys 


Gly 


Gin Gin 


He 


Gly Lys Val Val Gin Val 


Tyr 


65 










70 






75 


80 


Arg 


Lys 


Lys 


Tyr 


Val 


He 


Tyr He 


Glu 


Arg Val Gin Arg Glu Lys 


Ala 










85 








90 95 




Asn 


Gly 


Thr 


Thr 


Val 


His 


Val Gly 


He 


His Pro Ser Lys Val Val 


He 








100 








105 


110 




Thr 


Arg 


Leu 


Lys 


Leu 


Asp 


Lys Asp 


Arg 


Lys Lys He Leu Glu Arg Lys 






115 








120 




125 




Ala 


Lys 


Ser 


Arg 


Gin 


Val 


Gly Lys 


Glu 


Lys Gly Lys Tyr Lys Glu 


Glu 




130 










135 




140 




Leu 


He 


Glu 


Lys 


Met 


Gin 


Glu 








145 










150 


151 









<210> 3169 
<211> 1003 
<212> PRT 

<213> Homo sapiens 





<400> 3169 
















Gly 


Pro 


Gly 


Gly 


Ala 


He 


Ser Leu 


Ser Val 


Glu Ala 


Lys Ala Gly Ala 


1 








5 






10 






15 


Asp 


Leu 


Leu 


Val 


Lys 


Gly 


Lys Gin 


Ala Arg 


Met Asp 


He 


Tyr Asp Thr 








20 








25 






30 


Gin 


Thr 


Leu 


Gly 


Val 


Val 


Val Phe 


Gly Gly 


Phe Met 


Val 


Val Ser Ala 






35 








40 






45 




He 


Gly 


He 


Phe 


Leu 


Val 


Ser Thr 


Phe Ser 


Met Lys 


Glu 


Thr Ser Tyr 




50 










55 




60 






Glu 


Glu 


Ala 


Leu 


Ala 


Asn 


Gin Arg 


Lys Glu 


Met Ala 


Lys 


Thr His His 


65 










70 






75 




80 


Gin 


Lys 


Val 


Glu 


Lys 


Lys 


Lys Lys 


Glu Lys 


Thr Val 


Glu 


Lys Lys Gly 










85 






90 






95 


Lys 


Thr 


Lys 


Lys 


Lys 


Glu 


Glu Lys 


Pro Asn Gly Lys 


He 


Pro Asp His 








100 








105 






110 


Asp 


Pro 


Ala 


Pro 


Asn 


Val 


Thr Val 


Leu Leu Arg Glu Pro Val Arg Ala 
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115 








120 




Pro 


iaa 


Val 


Ala 


Val 


Ala 


Pro Thr 


Pro 




130 




• 






135 




Ala 


Pro 


Val 


Ala 


Thr 


Val 


Pro Ala 


Met 


145 










150 






Ser 


Pro 


Lys 


Asp 


Lys 


Lys 


Lys Lys 


Glu 










165 




* 




Pro 


Ala 


Val 


Ser 


Ser 


Val 


Val Asn 


Ser 








180 








185 


Ma 


Ala 


He 


Leu 


Glu 


Thr 


Ala Pro 


Lys 






195 








200 




Ala 


Gin 


Ser 


Pro 


Glu 


Ala 


Pro Lys 


Gin 




210 










215 




Ser 


Gly 


Ser 


Lys 


Lys 


Lys 


Gly Pro Pro 


225 










230 






Leu 


Pro 


Tyr 


Lys 


Thr 


Leu 


Val Ser 


Thr 










245 








Glu 


Gly Glu 


Ala 


Gin 


Arg 


Leu He 


Glu 








260 








265 


lie 


lie 


Gin 


Asp 


Thr 


Trp 


His Lys 


Ala 






275 




- 




280 




Ala 


lie 


Leu 


Lys 


Arg 


Gin 


Leu Glu 


Glu 




290 










295 


«• 


Glu 


Gin 


Glu 


Asp 


Ala 


Ala 


Val Ala 


Lys 


305 










310 






Lys 


Glu 


Met 


Ala 


Ala 


Glu 


Lys Ala Lys 










325 








Val 


Lys 


Lys 


Gin 


Leu 


Val 


Ala Arg Glu 








340 








345 


Ala 


Arg 


Met 


Gin 


Ala 


Ser 


Tyr Arg Glu 






355 








360 




Leu 


Gin Gly 


Lys 


He 


Arg 


Thr Leu 


Gin 




370 










375 




Asn 


Thr 


Gin 


Leu 


Ala 


Arg 


Leu Gin 


Gin 


385 










390 






Ala 


lieu 


Asn 


Gin 


Ala 


Thr 


Ser Gin 


Val 










405 








Leu 


Ala 


Lys 


Leu 


Arg 


Gin 


Glu Leu 


Ser 








420 








425 


Glu 


Lys 


Ser 


Glu 


Ala 


Val 


Arg Gin Asp 






.435 








440 




Glu 


Ala 


Lys 


Ala 


Ala 


Ala 


Phe Glu Lys 




450 










455 




Ser 


His 


Arg 


Glu 


Ser 


Glu 


Glu Ala 


Leu 


465 










470 






Ser 


Arg 


Glu 


Leu 


Cys 


His 


Thr Gin 


Ser 










485 








Asp 


Ala 


Glu 


Lys 


Ala 


Gin 


Glu Gin 


Gin 








500 








505 


Ser 


Lys 


Leu 


Gin 


Ser 


Ser 


Glu Ala 


Glu 






515 








520 




Leu 


Ser 


Gly 


Leu 


His 


Gly 


Gin Leu 


Gin 




530 










535 




Gin 


Leu 


Thr 


Glu 


Arg 


He 


Arg Ser 


He 


545 










550 






Gin 


Ala 


Arg 


Asp 


Ala 


Gin 


Asp Val 


Gin 










565 








Gin 


Gin 


Gin 


Thr 


Arg 


Leu 


Lys Glu 


Leu 








580 








585 


Glu 


Lys 


Glu 


Ala 


He 


Glu 


Leu Arg 


Glu 






595 








600 




Lys 


Asn 


Asn 


Asp 


Leu 


Arg 


Glu Lys 


Asn 




610 










615 




Ala 


Thr 


Ala 


Glu 


Gin 


Ala 


Cys Lys 


Glu 



PCT/USOl/04098 
125 



Val 


Gin 


Pro 


Pro 


He 


He 


Val 






140 










Pro 


Gin 


Glu 


Lys 


Leu 


Ala, 


Ser 




155 










160 


Lys 


Lys 


Val 


Ala 


Lys 


Val 


Glu 


170 










175 




He 


Gin 


Val 


Leu 


Thr 


Ser 


Lys 










190 






Glu 


Gly 


Arg 


Asn 


Thr 


Asp 


Val 








205 


* 






Glu 


Ala 


Pro 


Ala 


Lys 


Lys 


Lys 






220 










Asp 


Ala 


Asp 


Gly 


Pro 


Leu 


Tyr 




235 










240 


Val 


Gly 


Ser 


Met 


Val 


Phe 


Asn 


250 










255 




He 


Leu 


Ser 


Glu 


Lys 


Ala 


Gly 










270 






Thr 


Gin 


Lys 


Gly 


Asp 


Pro 


Val 








285 








Lys 


Glu 


Lys 


Leu 


Leu 


Ala 


Thr 






300 










Ser 


Lys 


Leu 


Arg 


Glu 


Leu 


Asn 




315 










320 


Ala 


Ala 


Ala 


Gly 


Glu 


Ala 


Lys 
* 


330 










335 




Gin 


Glu 


He 


Thr 


Ala 


Val 


Gin 










350 






His 


Val 


Lys 


Glu 


Val 


Gin 


Gin 








365 








Glu 


Gin 


Leu 


Glu 


Asn 


Gly 
•* 


Pro 






380 










Glu 


Asn 


Ser 


He 


Leu 


Arg 


Asp 




395 










400 


Glu 


Ser 


Lys 


Gin 


Asn 


Ala 


Glu 


410 










415 




Lys 


Val 


Ser 


Lys 


Glu 


Leu 


Val 










430 






Glu 


Gin 


Gin 


Arg 


Lys 


Ala 


Leu 








445 








Gin 


Val 


Leu 


Gin 


Leu 


Gin 


Ala 






460 










Gin 


Lys 


Arg 


Leu 


Asp 


Glu 


Val 




475 










480 


Ser 


His 


Ala 


Ser 


Leu 


Arg 


Ala 


490 










495 




Gin 


Gin 


Met 


Ala 


Glu 


Leu 


His 










510 






Val 


Arg 


Ser 


Lys 


Cys 


Glu 


Glu 








525 








Glu 


Ala 


Arg 


Ala 


Glu 


Asn 


Ser 






540 










Glu 


Ala 


Leu 


Leu 


Glu 


Ala 


Gly 




555 










560 


Ala 


Ser 


Gin 


Ala 


Glu 


Ala 


Asp 


570 










575 




Glu 


Ser 


Gin 


Val 


Ser 


Gly 


Leu 










590 






Ala 


Val 


Glu 


Gin 


Gin 


Lys 


Val 








605 








Trp 


Lys 


Ala 


Met 


Glu 


Ala 


Leu 






620 










Lys 


Leu 


His 


Ser 


Leu 


Thr 


Gin 
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625 



Ala 


Lys 


Glu 


Glu 


Net 


Glu 


Ala 


Leu 








660 


Gin 




Tyr 


Tlir 






675 




Leu 


Leu 


Lys 


His 


• 


690 






Ser 


Lys 


Leu Arg 


705 








Cys 


Asp 


Gin 


Tyr 


Asp 


Leu 


Gin 


Lys 








740 


vaJL 




Ala 


Ala 






755 




His 


Leu 


Glu 


Glu 




770 






Asp 


Gin 


Val 


Arg 


785 








His 


Met 


Ala 


Ala 


Ala 


Gly 


Leu Arg 








820 


Ala 


Lys 


Ser 


Glu 






835 




Gin 


Gin 


Leu 


Ser 




850 






Gly 


Ala 


Pro 


Ala 


865 








Val 


Gin 


Leu 


Lys 


Glu 


Gin 


Thr 


Gin 








900 


w» 

Tnr 




Ala 


Cys 






915 




Gly 


Pro 


Leu 


Glu 




930 






Arg 


Leu 


Glu ' Lys 


945 








Thr 


Arg 


Leu 


Gin 


Glu 


Lys 


Asp 


Thr 








980 


Asp 


Gly 


Ser 


Ser 






995 





630 

Ser Glu Lys Gin 
645 

Leu Ala Leu Leu 

Glu rrp Leu Gin 

680 

Pro Pro Ala Pro 
695 

Glu Ala Glu Glu 
710 

Arg Ser lie Leu 

725 

Ser Val Glu Glu 

Glu Glu Glu Leu 

760 

He Val Glu Lys 

775 

Glu His Thr Ser 
790 

Ala Ser Ala Glu 
805 

Gin Leu Leu Leu 

Ala Gin Lys ^Gln 

'840 

Glu Met Lys Ser 
855 

Ser Ser Pro Glu 
870 

Thr Gin Leu Glu 
885 

Arg Gin Lys Leu 

Arg Leu Gin Glu 

920 

Ser Ser Glu Thr 
935 

Glu Lys Lys Leu 
950 

Glu Leu Leu Lys 
965 

Val Lys Lys Leu 

Ser Lys Glu Gly 

1000 



635 



Leu 


Cys 


Leii He 




650 




Pro 


Glu 


Leu Ser 


665 






Asp 


Leu 


Lys Glu 


Ala 


Glu 


Pro Ser 






700 




Gin 








715 


Ala 


Glu 


Thr Glu 




730 




Glu 


Glu 


Gin Val 


745 






Gin 


Lys 


Ser Arg 


Leu 


Lys 


Gly Glu 






780 


nlS 


Leu 


V3J.U A±a 






795 


Cys 


Gin 


Asn Tyr 




810 




Glu 


Ser 


Gin Ser 


825 






Ser 


Asp 


Glu Leu 


His 


Val 


Glu Asp 






860 


Ala 


Pro 


Pro Ala 






875 


Trp 


Thr 


Glu Ala 




890 




Thr 


Ala 


Glu Phe 


905 






Glu 


Leu 


Glu Lys 


Glu 


Glu 


Ala Ser 






940 


Thr 


Ser 


Asp Leu 






955 


Thr 


Thr 


Gin Glu 




970 




Gin 


Glu 


Gin Leu 


985 






Thr 


Ser 


Val 



1003 



640 

Glu Ala Gin Thr 
655 

Val Leu Ala Gin 
670 

Lys Gly Pro Thr 
685 

Ser Asp Leu Ala 

Leu Gin Ala Glu 

720 

Gly Met Leu Arg 

735 

Trp Arg Ala Lys 

750 

Val Thr Val Lys 
765 

Leu Glu Ser Ser 

Glu Leu Glu Lys 

800 

Ala Lys Glu Val 
815 

Gin Leu Asp Ala 
830 

Ala Leu Val Arg 
845 

Gly Asp lie Ala 

Glu Gin Asp Pro 

880 

He Leu Glu Asp 
895 

Glu Glu Ala Gin 
910 

Leu Arg Thr Ala 
925 

Gin Leu Lys Glu 

Gly Arg Ala Ala 

960 

Gin Leu Ala Arg 
975 

Glu Lys Ala Glu 
990 



<210> 3170 

<211> 901 

<212> PRT 

<213> Homo sapiens 



<400> 3170 
Thr His Ala Ser 
1 

He Thr Ala His 

20 

Leu He Gin Pro 
35 

Leu Ala Leu Tyr 



Glu Lys Tyr Ser 
5 

Pro Met Val Thr 

Tyr lie His Asn 

40 

Ser Ala His Leu 



Tyr Gly His Leu 

10 

He Arg He Ser 

25 

Tyr Ser Trp Leu 
Ala Ser Ala Glu 



Pro Thr His Ser 
15 

Asp Arg Gin Arg 

30 

Leu Phe Ala Ala 
45 

Asp Val Asp Gly 
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50 






55 










60 










Glu 


Lys 


Leu Asp 


Pro 


Gin Thr 


Arcr 


Ser 


Ser 


Ala 


Thr 


Thr 


Leu 


Arg 


Ser 


65 








70 








75 










80 


Gin 


Cys 


Met Gin 


Leu 


Val Gly 


Asp 


Cvs 


Leu 


Met 


Lys 


Ala 


His 


Gin Gly 








85 








90 










95 




Lys 


Gly 


Leu Lys 


Ala 


Leu Ala 


Leu 


Leu 


Gly 


Val 


Leu 


Pro 


Asp 

ST 


Gly Asp 






100 








105 










110 






Ser 


Ser 


Leu Glu 


Asp 


His Ala 


Leu 


Pro 


Val 


Thr 


Val 


Pro 


Thr 


Gly Ala 






115 






120 










125 








Ser 


Glu 


Glu Glxi 


Leu 


Glu Lys 


Lys 


Ala 


Val 


Gin 


Gly 


Ala 


Glu 


Leu. 


Ser 




130 






135 










140 










Glu 


Ala 


Gly Asn 


Gly 


Lys Arg 


Ala 


Val 


His 


Glu 


Glu 


He 


Arg 


Pro 


Val 


145 








150 








155 










160 


Asp 


Phe 


Lys Gin 


Arg 


Asn Lys 


Ala 


Asp 


Lvs 


Gly 


Val 


Ser 


Leu 


Ser 


Lys 








165 








170 










175 




Asp 


Pro 


Ser Cys 


Gin 


Thr Gin 


He 


Ser 


Asp 


Ser 


Pro 


Ala 


Asp 


Ala 


Ser 






180 








185 










190 

mm 4^ mf 






Pro 


Pro 


Thr Gly 


Leu 


Pro Asp 


Ala 


Glu 


ASD 


Ser 


Glu 


Val 


Ser 


Ser 


Gin 






195 






200 










205 








Lvs 


Pro 


He Glu 


Glu 


Lvs Ala 


Val 


Thr 


Pro 


Ser 


Pro 


Glu 


Gin 


Val 


Phe 




210 






215 

At V 










220 










Ala 


Glu 


Cv3 Ser 


Gin 


Lvs Arc 


He 

\t0 


Leu 


Glv 


Leu 


Leu 


Ala 


Ala 


Met 


Leu 


225 








230 








235 










240 


Pro 


Pro 


Leu Lvs 


Ser 


Glv Pro 


Thr 


Val 


Pro 


Leu 


He 


Asn 




Glu 


His 








245 








250 










255 




Val 


Leu 


Pro Leu 


Met 


Phe Gin 


Val 


Val 


He 


Ser 


Asn 


Ala 


Glv 


His 


Leu 






' 260 

*i w V 








265 

4b W 










270 






Ash 


Glu 


Thr Tvr 


His 


Leu Thr 


Leu 


Glv 


Leu 


Leu 


Glv 


Gin 


Leu 


He 


He 






275 






280 










285 

^ o *^ 








Ajtct 


Leu 


Leu Pro 


Ala 


Glu Val 


Asp 


Ala 


Ala 


Val 


He 


Lvs 


Val 


Leu 


Ser 




290 






295 










^ W W 










Ala 


Lvs 


His Asn 


Leu 


Phe Ala 


Ala 


Glv 


Asn 


Ser 


Ser 


He 


Val 


Pro 


Asp 


305 

-mf Vr iwr 








310 








315 










320 


Glv 


Tro 


Lvs Thr 


Tlir 


His Leu 


Leu 


Phe 


Ser 


Leu 


Glv 


Ala 


Val 


Cys 

•* 


Leu 








325 








330 










335 




ASD 


Ser 

IWF ^rii 


Ara Val 


Glv 

^■i all* Y 


Leu Asn 


Tm 


Ala 

*6**fcr ill* 


Cvs 


Ser 


Met 


Ala 


Glu 


He 


Leu 






340 








345 










350 






Arcr 


Ser 


Leu Asn 


Ser 


Ala Pro 


Leu 


Tro 


Arci 


Asp 


Val 


He 


Ala 


Thr 


Phe 






355 






360 










365 

•J «J 








Thr 


Asp 


His Cys 


He 


Lys Gin 


Leu 


Pro 


Phe 


Gin 


Leu 


Lvs 


His 


Thr 


Asn 




370 






375 










380 

4mF W W 










lie 


Phe 


Thr Leu 


Leu 


Val Leu 


Val 


Gly 


Phe 


Pro 


Gin 


Val 


Leu 


Cys 


Val 


385 








390 








395 










400 


Gly 


Thr 


Arg Cys 


Val 


Tyr Met 


Asp 


Asn 


Ala 


Asn 


Glu 


Pro 


His 


Asn 


Val 








405 








410 










415 




lie 


He 


Leu Lys 


His 


Phe Thr 


Glu 


Lvs 


Asn 


Arcr 


Ala 


Val 


He 


Val 


Asp 






420 








425 










430 






Val 


Lvs 


Thr Arg 


Lvs 


Arcr Lvs 


Thr 


Val 


Lvs 


Asp 


Tvr 


Gin 


Leu 


Val 


Gin 






435 






440 










445 








Lys 


Gly 


Gly Gly 


Gla 


Glu Cys 


Gly 


Asp 


Ser 


Arg 


Ala 


Gin 


Leu 


Ser 


Gin 




450 






455 










460 










Tyr 


Ser 


Gin His 


Phe 


Ala Phe 


lie 


Ala 


Ser 


His 


Leu 


Leu 


Gin 


Ser 


Ser 


465 








470 








475 










480 


Met 


Asp 


Ser His 


Cys 


Pro Glu 


Ala 


Val 


Glu 


Ala 


Thr 


Trp 


Val 


Leu 


Ser 








485 








490 










495 




Leu 


Ala 


Leu Lys 


Gly 


Leu Tyr 


Lvs 


Thr 


Leu 


Lvs 


Ala 


His 


Glv 


Phe 


Glu 






5O0 








505 










510 

^ W 






Glu 


He 


Arg Ala 


Thr 


Phe Leu 


Gin 


Thr 


Asp 


Leu 


Leu 


Lvs 


Leu 


Leu 


Val 






515 






520 










525 








Lys 


Lys 


Cys Ser 


Lys 


Gly Thr 


Gly 


Phe 


Ser 


Lys 


Thr 


Trp 


Leu 


Leu 


Arg 




530 






535 










540 










Asp 


Leu 


Glu He 


Leu 


Ser He 


Met 


Leu 


Tyr 


Ser 


Ser 


Lys 


Lys 


Glu 


He 


545 








550 








555 










560 


Asn 


Ala 


Leu Ala 


Glu 


His Gly 


Asp 


Leu 


Glu 


Leu 


Asp 


Glu 


Arg 


Qly 


Asp 
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Arg Glu Glu Glu 

580 

Gin Lys Lys Leu 
595 

Cys Phe Leu Met 
610 

Arg Ala lie Tyr 
625 

Glu Val Gin Lys 

lie Arg Ser Leu 

660 

Glu Glu Gin Ser 
675 

Cys Leu Ser Arg 

690 

Pro Val Thr Gin 
705 

Ser Tyr Ala Lys 

Glu Leu Asn Cys 

740 

Val Asn Glu Ala 
755 

Leu Leu Ala Glu 
770 

Glu Leu Ser Gly 
785 

Gin Leu Glu Glu 

Leu Val Leu Thr 

820 

Val Ser Ala Ser 
835 

Asp Arg Cys Glu 
850 

Asp Trp Ala Ser 
865 

Asn Gin Lys Ala 

Leu Arg His lie 

900 



565 



Val 


Glu Arg 


Pro 


Asp 


Pro Leu 


Glu 






600 


^ T 

Ala 


His Asp 


Ala 




615 




Glu 


Leu Gin 


Met 




630 




Arg 


Phe Asp 


Gly 


645 






Ala 


Gin Arg 


Trp 


Ala 


Lys Ala 


Val 






680 


Pro 


Ala Arg 


Cys 




695 




Lys 


Leu lie 


Ser 




710 




Gin 


Ar? Arg 


Ser 


725 






Lys 


Ser Lys 


Arg 


Thr 


Ala Val 


Leu 






760 


Trp 


Pro Ser 


His 




775 




Pro 


Ala His 


Met 




790 




Lvs 


His Glu 


Trp 


805 






His 


Gin Val 


Leu 


Trp 


3er Glu 


Ala 






840 


Cys 


Ser Lys 


Gly 




855 




Glu 


Glu Leu 


Arg 




870 




Leu 


Ser Pro 


Ser 



885 

Arg 
901 





570 






Val 


Ser 


Ser 


Pro 


585 








Gly Leu 


Asp 


Glu 


Leu 


Asn 


Ala 


Pro 








620 


Lys 


Lys 


Thr Asp 






635 




Asp 


Glu 


Leu 


Thr 




650 






Gin 


Pro 


Ser 


Lys 


665 








Asp 


Thr 


Asp 


Met 


Asp 


Gin 


Ala 


Thr 








700 


Ser 


Thr 


Glu 


Ser 






715 




Lys 


Ser 


Ala 


Ala 




730 






Ala 


Val 


Arg Asp 


745 








Tyr Ala 


Arg His 


Val 


Pro 


Val 


Ser 








780 


Thr 


Tyr 


He 


Leu 






795 




Glu 


Lys 


Val 


Val 




810 






Pro 


Leu 


Pro 


His 


825 








Thr 


Cys 


Val 


Ala 


Arg 


Val 


Thr 


Val 








860 


Gly 


Pro 


Glu Arg 






875 




Ser 


Gin 


Phe 


Pro 




890 







575 

Gly Asp Pro Glu 
590 

Pro Thr Arg He 
605 

Leu His lie Leu 

Tyr Phe Phe Leu 

640 

Thr Asp Glu Arg 

655 

Ser Leu Arg Leu 
670 

He He Leu Pro 
685 

Ala Glu Ser Asn 

Glu Leu Gin Gin 

720 

Leu Leu His Lys 
735 

Tyr Leu Phe Arg 
750 

Val Leu Ala Ser 
765 

Glu Asp He Leu 

Asp Met Phe Met 

800 

Met Gin Thr Glu 
815 

Arg Leu Pro Pro 
830 

Val Gin Leu Pro 
845 

Ser Ser Pro Lys 

Asp Phe Gin Leu 

880 

Ser Ala Glu He 
895 



<210> 3171 

<211> 156 

<212> PRT 

<213> Homo sapiens 



<400> 3171 
Gly Thr Arg Ala Gly Pro Val Lys 

1 5 
Asn Phe Leu Tyr Gin Ala Ala His 

20 

Asn Gin Ala Leu Ala Arg Phe Tyr 

35 40 

Lys Arg Leu Val Leu Arg Arg Asp 

50 55 
Arg Gly Cys Ser Ser Leu Leu Val 

65 70 
Gin Arg Arg Cys Arg Gly Gin Arg 



Asp 


Arg 


Glu 


Ala 


Phe Gin Arg 


Leu 




10 






15 




Cys 


Val 


Leu 


Ala 


Gin Asp Pro 


Glu 


25 








30 




Cys 


Tyr 


Thr 


Glu 


Arg Thr He 


Ala 










45 




Pro 


Ser 


Val 


Lys 


Arg Thr Leu 


Cys 








60 






Pro Gly 


Leu 


Thr 


Cys Thr Gin 


Arg 






75 






80 


Trp 


Thr 


Val 


Gin 


Thr Cys Leu 


Thr 
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85 90 95 



Cys 


Gin Arg 


Ser 


Gin Arg 


Phe Leu 


Asn Asp Pro 


Gly His Leu Leu Trp 








100 








105 


110 


Gly 


Asp Arg 


Pro 


Glu 


Ala 


Gin Leu 


Glv Ser Gin 


Ala Asp Ser Lys Pro 






115 








120 




125 


Leu 


Gin 


Pro 


Leu 


Pro 


Asn 


Thr Ala 


His Ser He 


Ser Asp Arg Leu Pro 




130 










135 




140 


Glu 


Glu Lys Met 


Gin 


Thr 


Gin Gly 


Ser Ser Asn 


Gin 


145 










150 




155 


156 




<210> 3172 














<211> 164 














<212> PRT 














<213> Homo 


sapiens 










<400> 3172 












Phe 


Arg 


Arg 


Ala 


Gly 


Ala 


Gly Arg 


Gly Arg Arg 


Arg Gly Glu Val Thr 


1 








5 






10 


15 


Ser 


Pro 


Leu 






V3 J. U 


Pro Leu 


Ala Phe Gin 


Ser Leu Ala Thr Ser 








20 








25 


30 


Arg 


Arg 


Pro 


Glu 


Xrx,KJ 




Thr Thr 


Gin Thr Val 


Arg Ser Ser Ala Leu 






35 








40 




45 


Pro 


Ala 


Pro 




Ala 


Ser 


Pro Met 


Ser Gin Tyr 


Ala Pro Ser Pro Asp 




50 










55 


• 


60 


Phe 


Lys 


Arg 


Ala 


Leu 


Asp 


Ser Ser 


Pro Glu Ala 


Asn Thr Glu Asp Asp 


65 










70 




75 


80 


Lys 


Thr 


Glu 


Glu 


Asp 


Val 


Pro Met 


Pro Lys Asn 


Tyr Leu Trp Leu Thr 










85 






90 


95 


He 


Val 


Ser 


Cvs 


Phe 


Cys 


Pro Ala 


Tyr Pro He 


Asn He Val Ala Leu 








100 








105 


110 


val 


Phe 


Ser 


He 


Met 


Ser 


Leu Asn 


Ser Tyr Asn 


Asp Gly Asp Tyr Glu 






115 








120 




125 


Glv 


Ala 


Arg 


Arq 


Leu 


Gly 




Ala Lvs Tm 


Val Ala He Ala Ser 




130 










135 




140 


lie 


He 


He 


Gly 


Leu 


Leu 


He He 


Gly He Ser 


Cys Ala Val His Phe 


145 










150 




155 


160 


Thr 


Arg 


Asn 


Ala 


















164 














<210> ; 


3173 






. 








<2ii> : 


1348 














<2i2> : 


PRT 














<213> ] 


Homo 


sapiens 










<400> ; 


3173 












Phe 


Arg 


Ser 


Gly 


Gly 


Cys 


Arg Arg 


Arg Ala Trp 


Thr Ser Arg Trp Pro 


1 








5 






10 


15 . 


Gin 


Arg 


Arg 


Arg 


Ser 


Pro 


Glu Ser 


Cys Glu Ala 


Pro Leu Ser Ala Pro 








20 








25 


30 


Leu 


Trp 


Gly 


Pro 


Gin 


Arg 


Gly Leu 


Pro Gly Arg 


Glu Pro Leu Arg Ser 






35 








■ 40 




45 


Arg 


Ser 


Ala 


Ser 


Ala 


He 


Ala Leu 


Arg Thr He 


Gly His He Leu Ala 




50 










55 




60 


Leu 


Leu 


Leu 


Arg 


Leu 


Leu 


His Leu 


Gly Leu Gly 


Ser Gly Gly Cys Arg 


65 










70 




75 


80 


Glu 


Asp 


Val 


Pro 


Pro 


Ser 


Gly Arg 


Gly Lys Lys 


Glu Glu Lys Met Lys 










85 






90 


95 


Lys 


His 


Arg 


Arg 


Ala 


Leu 


Ala Leu 


Val Ser Cys 


Leu Phe Leu Cys Ser 
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100 105 110 



Leu 


Val 


Tip 


Leu 


Pro 


Ser 


Trp 


Arg Val Cys 


Cys 


Lys 


Glu Ser 


Ser 


Ser 




■ 


115 










120 








125 






Ala 


Ser 


Ala 


Ser 


Ser Tyr 


Tyr 


Ser Gin Asp Asp Asn 


Cys Ala 


Leu 


Glu 




130 










135 








140 








Ash 


Glu 


Asp 


Val 


Gin 


Phe 


Gin 


Lys Lys Asp 


Glu Arg 


Glu Gly 


Pro 


He 


145 










150 








155 








160 


Asn 


Ala 


Glu 


Ser 


Leu Gly Lys 


Ser Gly Ser Asn Leu 


Pro He 


Ser 


Pro 










165 








170 








175 




Lys 


Glu 


His 


Lys 


Leu 


Lys 


Asp 


Asp Ser 


He 


Val 


Asp 


Val Gin 


Asn 


Thr 








180 








185 








190 






Glu 


Ser 


Lys 


Lys 


Leu 


Ser 


Pro 


Pro Val 


Val 


Glu 


Thr 


Leu Pro 


Thr 


Val 






195 










200 








205 






Asp 


Leu 


His 


GLu 


Glu 


Ser 


Ser 


Asn Ala 


Val 


Val 


Asp 


•Ser Glu 


Thr 


Val 




210 










215 








220 








Glu 


Asn 


He 


Ser 


Ser 


Ser 


Ser 


Thr Ser 


Glu 


He 


Thr 


Pro He 


Ser 


Lys 


225 










230 








235 








240 


Leu 


Asp 


Glu 


He 


Glu Lys 


Ser 


Gly Thr He 


Pro 


He 


Ala Lys 


Pro 


Ser 










245 








250 








255 




Glu 


Thr 


Glu 


Gin 


Ser 


Glu 


Thr 


hsg Cys Asp Val Gly 


Glu Ala 


Leu 


Asp 








2S0 








265 








270 






Ala 


Ser 


Ala 


Pro 


He 


Glu 


Gin 


Pro Ser 


Phe 


Val 


Ser 


Pro Pro 


Asp 


Ser 






275 










280 








285 






Leu 


Val 


Gly 


Gin 


His 


He 


Glu 


Asn Val 


Ser 


Ser 


Ser 


His Gly 


Lys 


Gly 




290 










295 








300 








Lys 


He 


Thr 


Lys 

* 


Ser 


Glu 


Phe 


Glu Ser 


Lys 


Val 


Ser 


Ala Ser 


Glu 


Gin 


305 










310 








315 






■ 


320 


Gly 


Gly 


Gly 


Asp 


Pro 


Lys 


Ser 


Ala Leu 


Asn 


Ala 


Ser 


Asp Asn 


Leu 


Lys 










325 








330 








335 




Asn 


Glu 


Ser 


Ser 


Asp 


Tyr 


Thr 


Lys Pro Gly Asp 


He 


Asp Pro 


Thr 


Ser 








340 








345 








350 






Val 


Ala 


Ser 


Pro 


Lys 


Asp 


Pro 


Glu Asp 


He 


Pro 


Thr 


Phe Asp 


Glu 


Trp 






355 










360 








365 






Lys 


Lys 


Lys 


Val 


Met 


Glu 


Val 


Glu Lys 


Glu 


Lys 


Ser 


Gin Ser 


Met 


His 




370 










375 








380 








Ala 


Ser 


Ser 


Asn 


Gly Gly Ser 


His Ala 


Thr 


Lys 


Lys 


Val Gin 


Lys 


Asn 


385 










390 








395 




• 




400 


Arg 


Asn 


Asn 


Tyr 


Ala 


Ser 


Val 


Glu Cys 


Gly Ala Lys 


He Leu 


Ala 


Ala 










405 








410 








415 




Asn 


Pro 


Glu 


Ala 


Lys 


Ser 


Thr 


Ser Ala 


He 


Leu 


He 


Glu Asn 


Met 


Asp 








420 








425 








430 






Leu 


Tyr 


Met 


Leu 


Asn 


Pro 


Cys 


Ser Thr 


Lys 


He 


Trp 


Phe Val 


He 


Glu 






435 










440 








445 






Leu 


Cys 


Glu 


Pro 


He 


Gin 


Val 


Lys Gin 


Leu 


Asp 


He 


Ala Asn 


Tyr 


Glu 




450 










455 








460 








Leu 


Phe 


Ser 


Ser 


Thr 


Pro 


Lys 


Asp Phe 


Leu 


Val 


Ser 


He Ser 


Asp 


Arg 


465 










470 








475 








480 


Tyr 


Pro 


Thr 


Asn 


Lys 


Trp 


He 


Lys Leu 


Gly Thr Phe 


His Gly 


Arg 


Asp 










485 








490 








495 




Glu 


Arg 


Asn 


Val 


Gin 


Ser 


Phe 


Pro Leu 


Asp 


Glu 


Gin 


Met Tyr 


Ala 


Lys 








500 








505 








510 






Tyr 


Val 


Lys 


Net 


Phe 


He 


Lys 


Tyr He 


Lys 


Val 


Glu 


Leu Leu 


Ser 


His 






515 










520 








525 




» 


Phe 


Gly 


Ser 


Glu 


His 


Phe 


Cys 


Pro Leu 


Ser 


Leu 


He 


Arg Val 


Phe 


Gly 




530 










535 








540 








Thr 


Ser 


Met 


Val 


Glu 


Glu 


Tyr 


Glu Glu 


He 


Ala Asp 


Ser Gin 


Tyr 


His 


545 










550 








555 








560 


Ser 


Glu 


Arg 


Gin 


Glu 


Leu 


Phe 


Asp Glu Asp 


Tyr Asp 


Tyr Pro 


Leu 


Asp 










565 








570 








575 




Tyr 


Asn 


Thr 


Gly 


Glu Asp Lys 


Ser Ser 


Lys 


Asn 


Leu 


Leu Gly 


Ser 


Ala 








580 








585 








590 






Thr 


Asn 


Ala 


He 


Leu 


Asn 


Met 


Val Asn 


He 


Ala 


Ala 


Asn He 


Leu 


Gly 






595 










600 








605 






Ala 


Lys 


Thr 


Glu 


Asp 


Leu 


Thr 


Glu Gly Asn 


Lys 


Ser 


He Ser 


Glu 


Asn 
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BIO 








615 










620 










Ala 


Thr Ala 


Thr 


Ala 


Ala 


Pro 


Lys 


Met 


Pro 


Glu 


Ser 


Thr 


Pro 


Val 


Ser 


625 








630 










635 










640 


Thr 


Pro Val 


Pro 


Ser 


Pro 


Glu 


Tyr 


Val 


Thr 


Thr 


Glu 


Val 


His 


Thr 


His 








645 










650 










655 




Asp 


Met Glu 


Pro 


Ser 


Thr 


Pro 


Asp 


Thr 


Pro 


Lys 


Glu 


Ser 


Pro 


He 


Val 






660 










665 










670 






Gin 


Leu Val 


Gin 


Glu 


Glu 


Glu 


Glu 


Glu 


Ala 


Ser 


Pro 


Ser 


Thr 


Val 


Thr 




675 


• 








680 










685 








Leu 


Lea Gly 


Ser 


Gly 


Glu 


Gin 


Glu 


Asp 


Glu 


Ser 


Ser 


Pro 


Trp 


Phe 


Glu 




690 








695 










700 










Ser 


Glu Thr 


Gin 


He 


Phe 


Cys 


Ser 


Glu 


Leu 


Thr 


Thr 


He 


Cys 


Cys 


He 


705 


• 






710 










715 










720 


Ser 


Ser Phe 


Ser 


Glu 


Tyr 


He 


Tyr 


Lys 


Trp 


Cys 


Ser 


Val 


Arg 


Val 


Ala 








725 










730 










735 




Leu 


Tyr Arg 


Gin 


Arg 


Ser 


Arg 


Thr 


Ala 


Leu 


Ser 


Lys 


Gly 


Lys 


Asp 


Tyr 






740 










745 










750 






Leu 


Val Leu 


Ala 


Gin 


Pro 


Pro 


Leu 


Leu 


Leu 


Pro 


Ala 


Glu 


Ser 


Val 


Asp 




755 










760 










765 








Val 


Ser Val 


Leu 


Gin 


Pro 


Leu 


Ser 


Gly 


Glu 


Leu 


Glu 


Asn 


Thr 


Asn 


He 




770 








775 










780 










Glu 


Arg Glu 


Ala 


Glu 


Thr 


Val 


Val 


Leu 


Gly 


Asp 


Leu 


Ser 


Ser 


Ser 


Met 


785 








790 










795 










800 


His 


Glzi Asp 


Asp 


Leu 


Val 


Asn 


His 


Thr 


Val 


Asp 


Ala 


Val 


Glu 


Leu 


Glu 








805 










810 










815 




Pro 


Ser His 


Ser 


Gin 


Thr 


Leu 


Ser 


Gin 


Ser 


Leu 


Leu 


Leu 


Asp 


He 


Thr 






820 










825 










830 






Pro 


Glu Xle 


Asn 


Pro 


Leu 


Pro 


Lys 


He 


Glu 


Val 


Ser 


Glu 


Ser 


Val 


Glu 




835 










840 










845 








Tyr 


Glu Ala 


Gly 


His 


He 


Pro 


Ser 


Pro 


Val 


He 


Pro 


Gin 


Glu 


Ser 


Ser 




850 








855 










860 




* 






Val 


Glu He 


Asp 


Asn 


Glu 


Thr 


Glu 


Gin 


Lys 


Ser 


Glu 


Ser 


Phe 


Ser 


Ser 


865 








870 










875 










880 


He 


Glu Lys 


Pro 


Ser 


He 


Thr 


Tyr 


Glu 


Thr 


Asn 


Lys 


Val 


Asn 


Glu 


Leu 








885 










890 










895 




Met 


Asp Asn 


He 


He 


Lys 


Glu 


Asp 


Val 


Asn 


Ser 


Met 


Gin 


He 


Phe 


Thr 






900 










905 










910 






Lys 


Leu Ser 


Glu 


Thr 


He 


Val 


Pro 


Pro 


He 


Asn 


Thr 


Ala 


Thr 


Val 


Pro 




915 










920 










925 








Asp 


Asn Glu 


Asp 


Gly 


Glu 


Ala 


Lys 


Met 


Asn 


He 


Ala 


Asp 


Thr 


Ala 


Lys 




930 








935 










940 










Gin 


Thr Leu 


He 


Ser 


Val 


Val 


Asp 


Ser 


Ser 


Ser 


Leu 


Pro 


Glu 


Val 


Lys 


945 








950 










955 










960 


Glu 


Glu Glu 


Gin 


Ser 


Pro 


Glu 


Asp 


Ala 


Leu 


Leu 


Arg 


Gly 


Leu 


Gin 


Arg 








965 










970 










975 




Thr 


Ala Thr 


Asp 


Phe 


Tyr 


Ala 


Glu 


Leu 


Gin 


Asn 


Ser 


Thr 


Asp 


Leu 


Gly 






980 










985 










990 






Tyr 


Ala Asn 


Gly 


Asn 


Leu 


Val 


His 


Gly 


Ser 


Asn 


Gin 


Lys 


Glu 


Ser 


Val 




995 








1000 








1005 








Phe 


Met Arg 


Leu 


Asn 


Asn 


Arg 


He 


Lys 


Ala 


Leu 


Glu 


Val 


Asn 


Met 


Ser 


1010 






1015 








1020 










Leu 


Ser Gly 


Arg 


Tyr 


Leu 


Glu 


Glu 


Leu 


Ser 


Gin Arg Tyr 


Arg 


Lys 


Gin 


L025 






1030 








1035 








1040 


Met 


Glu Glu 


Met 


Gin 


Lys 


Ala 


Phe 


Asn 


Lys 


Thr 


He 


Val 


Lys 


Leu 


Gin 






1045 








1050 








1055 




Asn 


Thr Ser 


Arg 


He 


Ala 


Glu 


Glu 


Gin Asp Gin Arg Gin 


Thr 


Glu 


Ala 




1060 








1065 








1070 






lie 


Gin Leu 


Leu 


Gin 


Ala 


Gin 


Leu 


Thr 


Asn 


Met 


Thr 


Gin 


Leu 


Val 


Ser 




1075 








1080 








1085 








Asn 


Leu Ser 


Ala 


Thr 


Val Ala Glu Leu Lys Arg Glu Val Ser Asp Arg 


1090 






1095 








1100 










Gin 


Ser Tyr 


Leu 


Val 


He 


Ser 


Leu 


Val 


Leu Cys Val Val Leu Gly Leu 



1105 1110 1115 1120 

Met Leu Cys Met Gin Arg Cys Arg Asn Thr Ser Gin Phe Asp Gly Asp 
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1125 1130 1135 

Tyr He Ser Lys Leu Pro Lys Ser Aan Gin Tyr Pro Ser Pro Lys Arg 

1140 1145 1150 

Cys Phe Ser Ser Tyr Asp Asp Met Asn Leu Lys Arg Arg Thr Ser Phe 

1155 1160 1165 

Pro Leu Met Arg Ser Lys Ser Leu Gin Leu Thr Gly Lys Glu Val Asp 

il70 1175 1180 

Pro Asn Asp Leu Tyr lie Val Glu Pro Leu Lys Phe Ser Pro Glu Lys 
1185 1190 1195 1200 

Lys Lys Lys Arg Cys Lys Tyr Lys He Glu Lys He Glu Thr He Lys 

1205 1210 1215 

Pro Glu Glu Pro Leu His Pro He Ala Asn Gly Asp He Lys Gly Arg 

1220 1225 1230 

Lys Pro Phe Thr Asn Gin Arg Asp Phe Ser Asn Met Gly Glu Val Tyr 

1235 1240 1245 

His Ser Ser Tyr Lys Gly Pro Pro Ser Glu Gly Ser Ser Glu Thr Ser 

1250 1255 1260 

Ser Gin Ser Glu Glu Ser Tyr Phe Cys Gly He Ser Ala Cys Thr Ser 
1265 1270 1275 1280 

Leu Cys Asn Qly Gin Ser Gin Lys Thr Lys Thr Glu Lys Arg Ala Leu 

1285 1290 1295 

Lys Arg Arg Arg Ser Lys Val Gin Asp Gin Gly Lys Leu He Lys Thr 

1300 1305 1310 

Leu He Gin Thr Lys Ser Gly Ser Leu Pro Ser Leu His Asp He He 

1315 1320 1325 

Lys Gly Asn Lys Glu He Thr Val Gly Thr Phe Gly Val Thr Ala Val 

1330 1335 1340 

Ser Gly His He 
1345 1348 



<210> 3174 
<211> 1394 
<212> PRT 

<213> Homo sapiens 



<400> 3174 



Arg 


Lys 


Cys 


Ser 


1 








Pro 


Thr 


Thr 


Pro 








20 


Leu 


Ala 


Glu 


Arg 






35 




Met 


Leu 


He 


Gly 




50 






Ser 


Glu 


Cys 


Gin 


65 








Val 


Glu 


Glu 


Glu 


Gin 


Pro 


Val 


Val 








100 


Asn 


Leu 


Cys 


Ser 






115 




Ala 


Glu 


Asp 


Glu 




130 






Glu 


Ser 


Gin 


Val 


145 








Cys 


Pro 


Cys 


Ala 


He 


Glu 


Met 


Leu 








180 


Ala 


Asn 


Cys 


Cys 



Lys Glu Lys Ala 
5 

Cys Cys Val Leu 

Met Gly Ala Asp 

40 

Val Asn Leu He 
55 

Leu Glu Val Thr 
70 

Gly Gly He Ala 
85 

Phe Asn His Val 

Ser Gly Leu Glu 

120 

Thr Leu Ala Glu 
135 

Thr Phe Thr His 
150 

Ser Ser Ala Gin 

165 

Glu Arg Glu Val 
Gin Glu Ser Ala 



Ser Lys Thr Pro 
10 

Gin Ala Gly Pro 

25 

Gly Glu Thr Val 

Leu Leu Gly Ser 

60 

Thr Glu Arg Val 
75 

Asn Tyr Asn Thr 
90 

Tyr Asn He Asn 
105 

Ala Ser Ala Glu 

Tyr Met Gly Gin 

140 

Arg He Asn Phe 

155 

Val Leu Gin Glu 
170 

Ser Val Leu Arg 
185 

Ala Thr Gly Gin 



Ser 


Gin Lys 


He 




15 




Glu 


Pro Arg 


Ser 




30 




Val 


Leu Lys 


Asn 


45 






Met 


He Lys 


Pro 


Gin 


Arg Gin 


Ser 






80 


Ser 


Ser Lys 


Glu 




95 




Val 


Pro Leu 


Asp 




110 




Gin 


Glu Val 


Ser 


125 






Thr 


Ser Asp 


His 


Pro 


Lys Lys 


Ala 






160 


Leu 


Leu Ser 


Arg 




175 




Asp 


Gin Cys 


Asn 




190 




Leu 


Asp Tyr 


He 
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195 200 205 

Pro His Cys Ser Gly His Gly Asn Phe Ser Phe Glu Ser Cya Gly Cys 

210 215 220 

He Cys Asn Glu Gly Trp Phe Gly Lys Asn Cys Ser Glu Pro Tyr Cys 
225 230 235 240 

Pro Leu Gly Cys Ser Ser Arg Gly Val Cys Val Asp Gly Gin Cys He 

245 250 255 

Cys Asp Ser Glu Tyr Ser Gly Asp Asp Cys Ser Glu Leu Arg Cys Pro 

260 265 270 

Thr Asp Cys Ser Ser Arg Gly Leu Cys Val Asp Gly Glu Cys Val Cys 

275 280 285 

Glu Glu Pro Tyr Thr Gly Glu Asp Cys Arg Glu Leu Arg Cys Pro Gly 

290 295 300 

Asp Cys Ser Gly Lys Gly Arg Cys Ala Asn Gly Thr Cys Leu Cys Glu 
305 310 315 320 

Glu Gly Tyr Val Gly Glu Asp Cys Gly Gin Arg Gin Cys Leu Asn Ala 

325 330 335 

Cys Ser Gly Arg Gly Gin Cys Glu Glu Gly Leu Cys Val Cys Glu Glu 

340 345 350 

Gly Tyr Gin Gly Pro Asp Cys Ser Ala Val Ala Pro Pro Glu Asp Leu 

355 360 365 

Arg Val Ala Gly He Ser Asp Arg Ser He Glu Leu Glu Trp Asp Gly 

370 375 380 

Pro Met Ala Val Thr Glu Tyr Val He Ser Tyr Gin Pro Thr Ala Leu 
385 390 395 400 

Gly Gly Leu Gin Leu Gin Gin Arg Val Pro Gly Asp Trp Ser Gly Val 

405 410 415 

Thr He Thr Glu Leu Glu Pro Gly Leu Thr Tyr Asn He Ser Val Tyr 

420 425 430 

Ala Val He Ser Asn He Leu Ser Leu Pro He Thr Ala Lys Val Ala 

435 440 445 

Thr His Leu Ser Thr Pro Gin Gly Leu Gin Phe Lys Thr He Thr Glu 

450 455 460 

Thr Thr Val Glu Val Gin Trp Glu Pro Phe Ser Phe Ser Phe Asp Gly 
465 470 475 480 

Trp Glu He Ser Phe He Pro Lys Asn Asn Glu Gly Gly Val He Ala 

485 490 495 

Gin Val Pro Ser Asp Val Thr Ser Phe Asn Gin Thr Gly Leu Lys Pro 

500 505 510 

Gly Glu Glu Tyr He Val Asn Val Val Ala Leu Lys Glu Gin Ala Arg 

515 520 525 

Ser Pro Pro Thr Ser Ala Ser Val Ser Thr Val He Asp Gly Pro Thr 

530 535 540 

Gin He Leu Val Arg Asp Val Ser Asp Thr Val Ala Phe Val Glu Trp 
545 550 555 560 

He Pro Pro Arg Ala Lys Val Asp Phe He Leu Leu Lys Tyr Gly Leu 

565 570 575 

Val Gly Gly Glu Gly Gly Arg Thr Thr Phe Arg Leu Gin Pro Pro Leu 

580 585 590 

Ser Gin Tyr Ser Val Gin Ala Leu Arg Pro Gly Ser Arg Tyr Glu Val 

595 600 605 

Ser Val Ser Ala Val Arg Gly Thr Asn Glu Ser Asp Ser Ala Thr Thr 

610 615 620 

Gin Phe Thr Thr Glu He Asp Ala Pro Lys Asn Leu Arg Val Gly Ser 
625 630 635 640 

Arg Thr Ala Thr Ser Leu Asp Leu Glu Trp Asp Asn Ser Glu Ala Glu 

645 650 655 

Val Gin Glu Tyr Lys Val Val Tyr He Thr Leu Ala Gly Glu Gin Tyr 

660 665 670 

His Glu Val Leu Val Pro Arg Gly He Gly Pro Thr Thr Arg Ala Thr 

675 680 685 

Leu Thr Asp Leu Val Pro Gly Thr Glu Tyr Gly Val Gly He Ser Ala 

690 695 700 

Val Met Asn Ser Gin Gin Ser Val Pro Ala Thr Met Asn Ala Arg Thr 
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705 








710 










715 








720 


Glu 


Leu 


Asp Ser 


Pro 


Arg 


Asp 


Leu 


Met 


Val 


Thr 


Ala 


Ser 


Ser Glu 


Thr 








725 










730 








735 




Ser 


He 


Ser Leu 


He 


Trp 


Thr 


Lys 


Ala 


Ser 


Gly 


Pro 


He 


Asp His 


Tyr 






74 0 










745 










750 




Arg 


He 


Thr Phe 


Thr 


Pro 


Ser 


Ser 


Gly 


He 


Ala 


Ser 


Glu 


Val Thr 


Val 






755 








760 










765 






Pro 


Lys 


Asp Arg 


Thr 


Ser 


Tyr 


Thr 


Leu 


Thr 


Asp 

* 


Leu 


Glu 


Pro Gly 


Ala 




770 








775 










780 








Glu 


Tyr 


He He 


Ser 


Val 


Thr 


Ala 


Glu 


Arg 


Gly 


Arg 


Gin 


Gin Ser 


Leu 


785 








7 90 










795 








800 


Glu 


Ser 


Thr Val 


Asp 


Ala 


Phe 


Thr 


Gly 


Phe 


Arg 


Pro 


He 


Ser His 


Leu 








805 










810 








815 




His 


Phe 


Ser His 


Val 


Thr 


Ser 


Ser 


Ser 


Val 


Asn 


He 


Thr 


Trp Ser 


Asp 






820 








• 


825 










830 




Pro 


Ser 


Pro Pro 


Ala 


Asp 


Arg 


Leu 


He 


Leu 


Asn 


Tyr 


Ser 


Pro Arg 


Asp 






835 








840 










845 






Glu 


Glu 


Glu Glu 


Met 


Met 


Glu 


Val 


Ser 


Leu 


Asp 


Ala 


Thr 


Lys Arg 


His 




850 








855 










860 








Ala 


Val 


Leu Met 


Gly 


Leu 


Gin 


Pro 


Ala 


Thr 


Glu 


Tyr 


He 


Val Asn 


Leu 


865 








870 










875 








880 


Val 


7U.a 


Val His 


Gly 


Thr 


Val 


Thr 


Ser 


Glu 


Pro 


He 


Val 


Gly Ser 


He 








885 










890 








895 




Thr 


Thr 


Gly He 


Asp 


Pro 


Pro 


Lvs 


Asp 


He 


Thr 


He 


Ser 


Asn Val 


Thr 






900 










905 










910 




Lys 


Asp 


Ser Val 


Met 


Val 


Ser 


Trp 


Ser 


Pro 


Pro 


Val 


Ala 


Ser Phe 


Asp 






915 








920 










925 






Tvr 


Tvr 


Arg Val 


Ser 


Tyr 


Arcr 


Pro 


Thr 


Gin 


Val 


Gly 


Ajtct 


Leu Asp 


Ser 




930 








935 










940 








Ser 


Val 


Val Pro 


Asn 


Thr 


Val 


Thr 


Glu 


Phe 


Thr 


He 


Thr 


Arcr Leu 


Asn 


945 








950 










955 

«v ^0 








960 


Pro 


Ala 


Thr Glu 


Tvr 


Glu 


He 


Ser 


Leu 


Asn 


Ser 


Val 


Arg 


Glv Ara 


Glu 








965 










970 








975 




Glu 


Ser 


Glu Arcr 


He 


Cys 


Thr 


Leu 


Val 


His 


Thr 


Ala 


Met 


Asp Asn 


Pro 






980 










985 










990 




Val 


Asp 


Leu He 


Ala 


Thr 


Asn 


He 


Thr 


Pro 


Thr 


Glu 


Ala 


Leu Leu 


Gin 






995 






1000 








1005 






Trp 


Lys 


Ala Pro 


Val 


Gly 


Glu 


Val 


Glu 


Asn 


Tyr 


Val 


He 


Val Leu 


Thr 


1010 






1015 








1020 








His 


Phe 


Ala Val 


Ala 


Gly Glu Thr 


He 


Leu 


Val Asp Gly 


Val Ser 


Glu 


1025 






1030 








1035 






1040 


Glu 


Phe 


Arg Leu 


Val 


Asp Leu 


Leu 


Pro 


Ser 


Thr 


His 


Tyr 


Thr Ala 


Thr 






1045 








1050 








1055 




Met 


Tyr 


Ala Thr 


Asn 


Gly Pro 


Leu 


Thr 


Ser Gly Thr 


He 


Ser Thr 


Asn 






1060 








1065 








1070 




Phe 


Ser 


Thr Leu 


Leu 


Asp Pro 


Pro 


Ala 


Asn 


Leu 


Thr 


Ala 


Ser Glu 


Val 




1075 






1080 








1085 






Thr 


Arg 


Gin Ser 


Ala 


Leu 


He 


Ser 


Trp 


Gin 


Pro 


Pro 


Arg 


Ala Glu 


He 


1090 






1095 








1100 








Glu 


Asn 


Tyr Val 


Leu 


Thr 


Tyr 


Lys 


Ser Thr Asp Gly Ser Arg Lys 


Glu 


1105 






1110 








1115 






1120 


Leu 


He Val Asp Ala 


Glu Asp Thr Trp 


He 


Arg Leu Glu Gly Leu Leu 






1125 








1130 








1135 




Glu 


Asn 


Thr Asp 


Tyr 


Thr 


Val 


Leu 


Leu 


Gin 


Ala 


Ala 


Gin 


Asp Thr 


Thr 






1140 








114 5 








1150 




Trp 


Ser 


Ser He 


Thr 


Ser Thr Ala Phe Thr Thr Gly Gly Arg Val 


Phe 




1155 






1160 








1165 






Pro 


His 


Pro Gin Asp 


Cys 


Ala 


Gin 


His 


Leu 


Met 


Asn Gly Asp Thr 


Leu 


1170 






1175 








1180 








Ser Gly Val Tyr 


Pro 


He 


Phe 


Leu Asn Gly Glu lieu Ser Gin Lys 


Leu 


1185 






1190 








1195 






1200 


Gin 


Val 


Tyr Cys Asp Met Thr Thr Asp Gly Gly Gly Trp He Val 


Phe 






1205 








1210 








1215 




Gin Arg Arg Gin Asn Gly Gin Thr Asp Phe Phe Arg Lys Trp Ala Asp 
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1220 1225 1230 

Tyr Arg Val Gly Phe Gly Asn Val Glu Asp Glu Phe Trp Leu Gly Leu 

1235 1240 1245 

Asp Asn He His Arg lie Thr Ser Gin Gly Arg Tyr Glu Leu Arg Val 

1250 1255 1260 

Asp Met Arg Asp Gly Gin Glu Ala Ala Phe Ala Ser Tyr Asp Arg Phe 
1265 1270 1275 1280 

Ser Val Glu Asp Ser Arg Asn Leu Tyr Lys Leu Arg He Gly Ser Tyr 

1285 1290 1295 

Asn Gly Thr Ala Gly Asp Ser Leu Ser Tyr His Gin Gly Arg Pro Phe 

1300 1305 1310 

Ser Thr Glu Asp Arg Asp Asn Asp Val Ala Val Thr Asn Cys Ala Met 

1315 1320 1325 

Ser Tyr Lys Gly Ala Trp Trp Tyr Lys Asn Cys His Arg Thr Asn Leu 

1330 1335 1340 

Asn Gly Lys Tyr Gly Glu Ser Arg His Ser Gin Gly He Asn Trp Tyr 
1345 1350 1355 1360 

His Trp Lys Gly His Glu Phe Ser He Pro Phe Val Glu Met Lys Met 

1365 1370 1375 

Arg Pro Tyr Asn His Arg. Leu Met Ala Gly Arg Lys Arg Gin Ser Leu 

1380 1385 1390 

61n Phe 
1394 



<210> 3175 

<211> 207 

<212> PRT 

<213> Homo sapiens 



<400> 3175 
Arg Leu Gin Leu 
1 

Ala Leu Pro Ser 

20 

Ala Ala Ala Ala 

35 

Asn Asp Glu Val 
50 

Ser Thr Gin Glu 

65 

Leu Ser Asp Asp 

Leu Val Gly Asp 

100 

Val Lys Leu Leu 
115 

Thr Tyr Glu Thr 
130 

Trp Ala Pro Glu 

145 

Ser Lys Asp Ala 

Gin Val Asn Gly 

180 

Lys Leu Gly Gly 
195 



Pro 


Ala 


Cys 


Pro 


5 








Phe 


Ser 


Ser 


Gin 


Thr 


Ala Glu Gly 








40 


He 


Lys 


Val 


Phe 






55 




Glu 


He 


Lys 


Lys 




70 






Lys 


Arg 


Gin 


He 


85 








He 


Gly Asp 


Thr 


Pro 


Leu 


Asn Asp 








120 


Lys 


Glu 


Ser 


Lys 






135 




Ser 


Ala 


Pro 


Leu 




150 






He 


Lys 


Lys 


Lys 


165 








Leu 


Asp 


Asp 


He 


Asn 


Val 


Val 


Val 








200 



Ala Leu Ser Ala 
10 

Cys His Arg Ala 
25 

Thr Met Ala Ser 

Asn Asp Met Lys 

60 

Arg Lys Lys Ala 
75 

He Val Glu Glu 
90 

Val Glu Asp Pro 
105 

Cys Arg Tyr Ala 

Lys Glu Asp Leu 

140 

Lys Ser Lys Met 

155 

Phe Thr Gly He 

170 

Lys. Asp Arg Ser 
185 

Ser Leu Glu Gly 



Ala His Pro Leu 
15 

Glu Ala Arg Ala 
30 

Gly Val Thr Val 
45 

Val Arg Lys Ser 

Val Leu Phe Cys 

80 

Ala Lys Gin He 
95 

Tyr Thr Ser Phe 
110 

Leu Tyr Asp Ala 

125 

Val Phe He Phe 

He Tyr Ala Ser 

160 

Lys His Glu Trp 
175 

Thr Leu Gly Glu 
190 

Lys Pro Leu 
205 207 



<210> 3176 
<211> 489 
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<400> 3176 












Pro .Arg Gly 
1 


Cys 


Trp 
5 


Ser 


Ser 


Cys 


Leu 


Ser Leu Ser 


Ala 


Leu 


Ala 


Glu 


Leu 


Ala 




20 










25 


Gly Gly Ser Gin 


Pro 


He 


Gin 


He 


Arg 


35 










40 




Phe Leu Gly Ala 


Ser 


Ala 


Val 


Thr 


Ala 


50 








55 






Arg Ala His Ala 


Glu 


Ser 


Pro 


Pro 


Cys 


65 






70 








lie Gly Asp 


Lys 


Gly 


Lys 


Asn 


Lys 


Asp 






85 










Glu Lys Lys 


Thr 


Ala 


Asp 


Leu 


Ala 


Pro 




100 










105 


Lys Arg Ser Gly 


Phe 


Arg 


Asp 


Arg Lys 


115 










120 




lie Arg . Ala 


Tyr 


Ser 


Thr 


Pro 


Asp Lys 


130 








135 






Leu Lys Val 


He 


Ser 


Glu 


Pro 


Gly Glu 


145 






150 








Glu Asp Phe 


Val 


T^cr 


Ser 


He 


Thr 


Pro 






165 










Leu Gly Leu Asp 


Gin 


Tvr 


He 

M 


He 


Lys 




180 










185 


Lys lie Ser 


Gin 


Glu 


Ara 


Glu 


Lys 


Phe 


195 










200 




Tyr Thr Leu Gly 


Glu 


Cvs 


Glv 


Leu 


He 


210 








215 

tarn mar 






Leu Thr Thr 


Val 


Leu 


Ser 


Thr 


Pro 


Gin 


225 






230 








Lys Met Phe 


Asp 


Leu 


Asn 


Gly 


Asp Gly 






245 










Glu Gin Val 


Gin 


Ser 


lie 


He 


Arg 


Ser 




260 










265 


His Arg Asp 


Arg 


Pro 


Thr 


Thr 


Gly Asn 


275 










280 




Ser Ala Leu 


Thr 


Thr 


Tyr 


Phe 


Phe Gly 


290 








295 






Thr He Lys 


Asn 


Phe 


Leu 


Glu 


Phe 


Gin 


305 






310 








Leu Lys Leu 


Glu 


Phe 


Glu 


Arg 


His 


Asp 






325 










Glu Arg Gin 


Phe 


Gly 


Gly 


Met 


Leu 


Leu 




340 










345 


Lys Lys Leu 


Thr 


Ala 


Met 


Gin 


Arg Gin 


355 










360 




Gly Lys Gly 


Leu 


Thr 


Phe 


Gin 


Glu 


Val 


370 








375 






Lys Asn lie 


Asn 


Asp 


Val 


Asp 


Thr 


Ala 


385 






390 








Gly Ala Ser 


Leu 


Asp 


Lys 


Val 


Thr 


Met 






405 










Ala Lys Val 


Glu 


Leu 


Ser 


Asp 


His 


Val 




420 










425 


Phe Asp Cys 


Asp 


Gly 


Asn 


Gly 


Glu 


Leu 


435 










440 




He Met Lys 


Gin 


Arg 


Leu 


Met 


Arg Gly 


450 








455 






Gly Phe Thr Arg 


Leu 


Met 


Gin 


Ala 


Met 
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Asp 


Ala 


Met Phe Arg Leu 


Asn 


10 




15 




Val 


Gly 


Ser Arg Trp Tyr 


His 






30 




Arg 


Arg 


Leu Met Met Val 


Ala 






45 




Ser 


Thr 


Gly Leu Leu Trp 


Lys 






60 




Val 


Asp 


Asn Leu. Lys Ser 


Asp 




75 




80 


Glu Gly 


Asp Val Cys Asn 


His 


90 




95 




His 


Pro 


Glu Glu Lys Lys 


Lys 






110 




Val 


Met 


Glu Tyr Glu Asn 


Arg 






125 




He 


Phe 


Arg Tyr Phe Ala 


Thr 






140 




Ala 


Glu 


Val Phe Met Thr 


Pro 




155 




160 


Asn 


Glu 


Lys Gin Pro Glu 


His 


170 




175 




Arg 


Phe 


Asp Gly Lys Thr 


Glu 






190 




Ala 


Asp 


Glu Gly Ser He 


Phe 






205 




Ser 


Phe 


Ser Asp Tyr He 


Phe 






220 




Arg Asn 


Phe Glu He Ala 


Phe 




235 




240 


Glu 


Val 


Asp Met Glu Glu 


Phe 


250 




255 




Gin 


Thr 


Ser Met Gly Met 


Arg 






270 




Thr 


Leu 


Lys Ser Gly Leu 


Cys 






285 




Ala Asp 


Leu Lys Gly Lys 


Leu 






300 




Arg 


Lys 


Leu Gin His Asp 


Val 




315 




320 


Pro 


Val 


Asp Gly Arg He 


Thr 


330 




335 




Ala 


Tyr 


Ser Gly Val Gin 


Ser 






350 




Leu 


Lys 


Lys His Phe Lys 


Glu 






365 




Glu 


Asn 


Phe Phe Thr Phe 


Leu 






380 




Leu 


Ser 


Phe Tyr His Met 


Ala 




395 




400 


Gin 


Gin 


Val Ala Arg Thr 


Val 


410 




415 




Cys 


Asp 


Val Val Phe Ala 


Leu 






430 




Ser 


Asn 


Lys Glu Phe Val 


Ser 






445 




Leu 


Glu 


Lys Pro Lys Asp 


Met 






460 




Trp 


Lys 


Cys Ala Gin Glu 


Thr 
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465 470 
Ala Trp Asp Phe Ala Leu Pro Lys Gin 

485 489 



475 



480 



<210> 3177 

<211> 155 

<212> PRT 

<213> Homo sapiens 



<400> 3177 



Leu 


Gly 


Val 


Val 


1 








Arg 


Gly 


Ala 


Ala 








20 


Leu 


Gly 


Ala 


Thr 






35 




Gly 


Leu 


Ala 


Ala 




50 






Arg 


Asn 


Gin 


Ala 


65 








Ser 


Glu 


Arg 


Asp 


Gin 


Ala 


Phe 


Gly 








100 


Asn 


His 


His 


Pro 






115 




Leu 


Thr 


Ser 


His 




130 






Ala 


Lys 


Phe 


He 



145 



\3±.y 


oer vsxy 


Ms* 


5 






Leu 


Gly Arg 


Arg 


Arg 


Arg Leu 


Leu 






40 


Met 


Ser Ser 


Gly 




55 




He 


Leu Asp 


Leu 




70 




Ala 


He Tyr 


Lys 


85 






Phe 


Met Ser 


Arg 


Glu 


Trp Phe 


Asn 






120 


Asp 


Cys Gly 


Glu 




135 




Glu 


Lys Ala 


Ala 




150 





Ala Val Gly Gly 
10 

Pro Met Ala Ala 
25 

Ala Ala Leu Arg 

Thr His Arg Leu 

60 

Lys Ala Ala Gly 
78 

Glu Phe Ser Phe 
90 

Val TVla Leu Gin 
105 

Val Tyr Asn Lys 

Leu Thr Lys Lys 

140 

Ala Ser Val 
155 



Arg Gin Ala Ala 
15 

Val Leu Gly Ala 
30 

Gly Gin Ser Leu 
45 

Thr Ala Glu Glu 

Trp Ser Glu Leu 

80 

His Asn Phe Asn 
95 

Ala Glu Lys Met 
110 

Val Gin He Thr 
125 

Asp Val Lys Leu 



<210> 3178 

<211> 201 

<212> PRT 

<213> Homo 





<400> 3178 


Ala 


Cys 


Gly 


Cys 


1 








Leu 


Tyr 


Tyr 


Ala 








20 


Phe 


Phe 


Leu 


Arg 






35 




Phe 


Arg 


He 


Arg 




50 






Glu 


Asn 


Thr 


Met 


65 








Leu 


Leu 


Glu 


Leu 


Ser 


His 


Asp 


Glu 








100 


Gly 


Ser 


Leu 


Asp 






115 




Val 


Tyr 


Phe 


Ser 




130 






Val 


Arg 


Leu 


Glu 


145 








Val 


Glu 


He 


Lys 



sapiens" 



Arg 


Ser Phe 


Cys 


5 






Leu 


Pro Ala 


Leu 


Arg 


Pro His 


Leu 






40 


Leu 


Gly Ala 


His 




55 




Glu 


Ala Met 


Glu 




70 




Asp 


Cys Gin 


Leu 


85 






Asn 


Leu Cys 


Arg 


Phe 


Glu Asp 


Leu 






120 


Pro 


Gly His 


Phe 




135 




Asp 


Leu Phe 


Gin 




150 




Gly 


Lys Asn 


Glu 



Gly 


Ser 


Thr Val 




10 




Gly 


Ser 


Tyr Ala 


25 






Leu 


His 


Thr Pro 


Arg 


Gly 


Gly Ser 






60 


Asn 


Ser 


Met Ala 






75 


Thr 


Arg Asp Arg 




90 




Gin 


Ser Gly Leu 


105 






Pro 


Leu 


Tyr Lys 


Ala 


His 


Gly Ser 






140 


Arg 


Phe 


Pro Arg 






155 


Glu 


Leu 


He Arg 



Met Ser Leu Leu 
15 

Met Leu Ser He 
30 

Arg Ala Pro Thr 
45 

Gly Glu Leu Leu 

Gin Arg Ser Asp 

80 

Val Val Val Val 

. 95 

Asn Arg Asp Val 
110 

Glu Lys Leu Glu 

125 

Asp Arg Arg Met 

Thr Pro Met Ser 

160 

Glu He Ala Gly 
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165 

Leu Val Arg Arg Tyr Asp Arg Asn 

180 

Lys Ser Ser Val Met Lys Lys Cys 
195 200 



170 175 
Glu lie Thr lie Trp Ala Ser Glu 
185 190 
Lys 
201 



<210> 3179 

<211> 469 

<212> PRT 

<213> Homo sapiens 



<400> 3179 



Gin Glu 




Ser Lys 


Met 


Glu 


Thr 


Leu Ser Phe Pro ArQ Tvr 


Asn 


Val 


1 






5 








10 


15 




Ala Glu 


Tie 


Val 


He 


His 


He Arg 


Asn Lvs He Leu Thr Glv 


Ala Asp 






20 










25 30 










Leu 


Thr 


Lys 


Asn Asp 


Leu Tvr Pro Asn Pro Lvs 


Pro 


Glu 




35 










40 


45 






Val Leu 


His 


Met 


He 


Tyr Met Arg 


Ala Leu Gin He Val Tvr 


Gly 


He 


50 










55 




60 






JilTCT T*I311 
XJXS U 


Gl 11 


His 


Phe 


Tyr Met Met 


Pro Val Asn Ser Glu Val 


Met 


Tyr 


65 








70 






75 




80 


Pi*o Wi SI 

JF^W XXX 0 




Met 


Glu 


Gly Phe Leu 


Pro Phe Ser Asn Leu Val 


Thr 


His 








85 








90 


95 








Phe 


Leu 


Pro 


He 


Cys 


Ara Val Asn Aso Phe Glu 


Thr 


Ala 






100 










105 110 






AsQ Tie 


Lieu 


Cys 


Pro 


Lys Ala Lys 


Arcr Thr Ser Arcr Phe Leu 


Ser Gly 




115 










120 


125 






He He 


Asn 


Phe 


He 


His- 


Phe Arg 


Glu Ala Cys Arg Glu Thr 


Tyr Met 


130 










135 




140 






Glu Phe 


Leu 


Trp Gin 


Tyr Lys 


Ser 


Ser Ala Asp Lys Met Gin 


Gin 


Leu 


145 








150 






155 




160 


Asn Ala 


Ala 


His 


Gin 


Glu Ala 


Leu 


Met Lys Leu Glu Arg Leu 


Asp 


Ser 








165 








170 


175 




Val Pro 


Val 


Glu 


Glu 


Gin 


Glu 


Glu 


Phe Lys Gin Leu Ser Asp 


Gly 


He 






180 










185 190 






Gin Glu 


Leu 


Gin 


Gin 


Ser 


Leu 


Asn 


Gin Asp Phe His Gin Lys 


Thr 


He 




195 










200 


205 






Val Leu 


Gin 


Glu Gly 


Asn 


Ser 


Gin 


Lys Lys Ser Asn He Ser 


Glu Lys 


210 










215 




220 






Thr Lys 


Arg 


Leu 


Asn 


Glu 


Leu 


Lys 


Leu Ser Val Val Ser Leu 


Lys 


Glu 


225 








230 






235 




240 


He Gin 


Glu 


Ser 


Leu 


Lys 


Thr 


Lys 


He Val Asp Ser Pro Glu 


Lys 


Leu 








245 








250 


255 




Lys Asn 


Tyr 


Lys 


Glu 


Lys 


Met 


Lys 


Asp Thr Val Gin Lys Leu 


Lys 


Asn 






260 










265 270 






Ala Arg 


Gin 


Glu 


Val 


Val 


Glu 


Lys 


Tyr Glu He Tyr Gly Asp 


Ser 


Val 




275 










280 


285 






Asp Cys 


Leu 


Pro 


Ser 


Cys 


Gin 


Leu 


Glu Val Gin Leu Tyr Gin 


Lys. Lys 


290 










295 




30O 






He Gin 


Asp 


Leu 


Ser 


Asp Asn Arg 


Glu Lys Leu Ala Ser He 


Leu 


Lys 


305 








310 






315 




320 


Glu Ser 


Leu 


Asn 


Leu 


Glu Asp Gin 


He Glu Ser Asp Glu Ser 


Glu 


Leu 








325 








330 


335 




Lys Lys 


Leu 


Lys 


Thr 


Glu 


Glu 


Asn 


Ser Phe Lys Arg Leu Met 


He 


Val 






340 










345 350 






Lys Lys 


Glu 


Lys 


Leu 


Ala 


Thr 


Ala 


Gin Phe Lys He Asn Lys 


Lys 


His 




355 










360 


365 






Glu Asp 


Val 


Lys 


Gin 


Tyr Lys Arg 


Thr Val He Glu Asp Cys 


Asn 


Lys 


370 










375 




380 






Val Gin 


Glu 


Lys Arg 


Gly Ala Val 


Tyr Glu Arg Val Thr Thr 


He 


Asn 



I 
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385 390 395 400 



His 


Glu 


He 


Gin 


Lys 


He 


Arcr 


Leu 


Gly He 


Gin 


Gin 


Leu 


Lys Asp Ala 










405 










410 








415 




Ala 


Asp 


Arg 


Glu 


Lys 


Leu 


Lys 


Ser 


Gin 


Glu 


He 


Phe 


Leu 


Asn Leu 


Lys 








420 










425 










430 




Thx 


Ala 


Leu 


Glu 


Lys 


Tyr 


His 


Asp 


Gly He 


Glu 


Lys 


Ala 


Ala Glu Asp 






435 










440 










445 






Ser 


Tyr 


Ala 


Lys 


He 


Asp 


Glu 


Lvs 


Thr 


Ala 


Glu 


Leu 


Lys 


Arg Lys 


Met 




450 










455 










460 








Phe 


Lys 


Met 


Ser 


Thr 






















465 








469 
























<210> 3180 












- 














<211> 2263 


























<212> PRT 


























<213> Homo 


sapiens 






















<400> 3180 
























GLv 


iisn 


Kec 




Cys 


Trp 




Gin 


Leti 




Leu 

AJ V M 


Leu 

XiJ V w 


L@u 




Asn 


1 








c 






















Leu 




irne 


ivrg 


Arg 


Arg 


Gin 




Cvs 


Gin 


L^u 


Lftii 


L#»ii 


Glu Val 


Ala 
































Tim 




ijeu 




lie 


pne 


Levi 


Tie 




He 


W wX 


Val 






lyr 
















40 










45 






^ Vi/ 




lyr 




mn 


Ills 


Glu 




His 












XT Xi w 














55 










SO 










nJLcL 






ijeu 


irro 




Val 


Gin 


Glv 


Tie 


Tie* 




10 XX JL O 


A53T1 


65 










/ W 










75 








flO 
O U 










Arg 


iyi 


Pt*o 






Glv 






Pt*o 

XT X W 


Glv Val 


Val 
































Glv 








±jy si 




Tie 


Val 


Ala 






Phe 




no ^ ^%J.C1 










100 










X Vi ^ 










X ^ w 










Leu 


X y jL 




Gin 


TiVS 


Asr3 


Thr 




Met 


xj y o 


AsD Met 


Arcr 






115 










120 










125 






Lvs 


Val 


Leu 


Arg 






Gin 


Gin 


He 


Lys 








Ser Asn 


Leu 




130 










135 










140 








TjVS 


Leu 


Gin 


Asp 


Phe 


Leu 


Val 




Asn 


Glu 


TVjt 




Spit 


Glv Phe 


Leu 


145 










150 










155 








160 

JU W w 


Tvir 


His 


Asn 


Leu 


Ser 


Leu 


Pro 


Lvs 


Ser 


Thr 


Val 




Lvs 

xj y M 


Mat Leu 


Ara 










165 










170 








175 




Ala 


Asp 


Val 


He 


Leu 


His 


Lvs 


Val 


Phe 


Leu 


Gin 


Glv 


Tvr 
X jr J. 


Gin Leu 


His 








180 










185 










190 

«Am V# 




Leu 


Thr 


Ser 


Leu 


Cys 


Asn 


Glv 


Ser 


Lvs 


Ser 


Glu 

«M %A 


Glu 


Met 


He Gin 


Leu 






195 










200 










205 






Glv 


Asp 


Gin 


Glu 


Val 


Ser 


Glu 


Leu 


Cys 


Gly 


Leu 


Pro 


Aro 


Glu Lys 


Leu 




210 










215 










220 








Ala 


Ala 


Ala 


Glu 


Arg 


Val 


Leu 


Aror 


Ser 


Asn 


Met 


ASD 


He 


Leu Lys 


Pro 


225 










230 










235 








240 


lie 


Leu 


Arg 


Thr 


Leu 


Asn 


Ser 


Thr 


Ser 


Pro 


Phe 


Pro 


Ser 


Lys Glu 


Leu 










245 










250 








255 




Ala 


Glu 


Ala 


Thr 


Lys 


Thr 


Leu 


Leu 


His 


Ser 


Leu 


Glv 


Thr 


Leu Ala 


Gin 








260 










265 










270 




Glu 


Leu 


Phe 


Ser 


Met 


Arg 


Ser 


TrD 


Ser 


Asp 


Met 


Arcf 


Gin 


Glu Val 


Met 






275 










280 










285 






Phe 


Leu 


Thr 


Asn 


Val 


Asn 


Ser 


Ser 


Ser 


Ser 


Ser 


Thr 


Gin 


He Tyr 


Gin 




290 










295 










300 








Ala 


Val 


Ser 


Arg 


He 


Val 


Cys 


Gly 


His 


Pro 


Glu 


Gly 


Gly 


Gly Leu 


Lys 


305 










310 










315 








320 


lie 


Lys 


Ser 


Leu 


Asn 


Trp 


Tyr 


Glu 


Asp 


Asn 


Asn 


Tyr 


Lys 


Ala Leu 


Phe 










325 










330 








335 




Qly 


Gly 


Asn 


Gly 


Thr 


Glu 


Glu 


Asp 


Ala 


Glu 


Thr 


Phe 


Tyr 


Asp Asn 


Ser 
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340 








345 










350 






Ttir 


Thr 


Pro 


Tyr 


Cys Asn 


Asp 


Leu 


Met 


Lys 


Asn 


Leu 


Glu 


Ser 


Ser 


Pro 






355 








360 










365 








Leu 


Ser 


Arg 


He 


He Trp 


Lys 


Ala 


Leu 


Lys 


Pro 


Leu 


Leu 


Val 


Gly 


Lys 




370 








375 










380 










He 


Leu 


Tyr 


Thr 


Pro Asp 


Thr 


Pro 


Ala 


Thr 


Arg 


Gin 


Val 


Met 


Ala 


Glu 


385 








390 










395 










400 


Val 


A^n 


Lys 


Thr 


Phe Gin 


Glu 


Leu 


Ala 


Val 


Phe 


His 


Asp 


Leu 


Glu 


Gly 










405 








410 










415 




Met 


Trp 


Glu 


Glu 


Leu Ser 


Pro 


Lys 


He 


Trp 


Thr 


Phe 


Met 


Glu 


Asn 


Ser 








420 








425 










430 






Gin 


Glu 


Met 


Asp 


Leu Val 


Arg 


Met 


Leu 


Leu 


Asp 


Ser 


Arg 


Asp 


Asn 


Asp 






435 








440 










445 








His 


Phe 


Trp 


Glu 


Gin Gin 


Leu 


Asp Gly 


Leu 


Asp 


Trp 


Thr 


Ala 


Gin 


Asp 




450 








455 










460 










He 


Val 


Ala 


Phe 


Leu Ala 


Lys 


His 


Pro 


Glu 


Asp 


Val 


Gin 


Ser 


Ser 


Asn 


465 








470 










475 










480 


Gly 


Ser 


Val 


Tyr 


Thr Trp 


Arg 


Glu 


Ala 


Phe 


Asn 


Glu 


Thr 


Asn 


Gin 


Ala 










485 








490 










495 




He 


Arg 


Thr 


He 


Ser Arg 


Phe 


Met 


Glu 


Cys 


Val 


Asn 


Leu 


Asn 


Lys 


Leu 








500 








505 










510 






Glu 


Pro 


He 


Ala 


Thr Glu 


Val 


Trp 


Leu 


He 


Asn 


Lys 


Ser 


Met 


Glu 


Leu 






515 








520 










525 








Leu 


Asp 


Glu 


Arg 


Lys Phe 


Trp 


Ala Gly 


He 


Val 


Phe 


Thr 


Gly 


He 


Thr 




530 








535 










540 










Pro 


Gly 


Ser 


He 


Glu Leu 


Pro 


His 


His 


Val 


Lys 


Tyr 


Lys 


He 


Arg 


Met 


545 








550 










555 










560 


Gly 


lie 


Asp 


Asn 


Val Glu 


Arg 


Thr 


Asn 


Lys 


He 


Lys 


Asp 


Gly 


Tyr 


Trp 










565 








570 










575 




Asp 


Pro 


Gly 


Pro 


Arg Ala 


Asp 


Pro 


Phe 


Glu 


Asp 


Met 


Arg 


Tyr 


Val 


Trp 








580 








585 










590 






Gly 


Gly 


Phe 


Ala 


Tyr Leu 


Gin 


Asp 


Val 


Val 


Glu 


Gin 


Ala 


He 


He 


Arg 






595 








600 










605 








Val 


Leu 


Thr 


Gly 


Thr Glu 


Lys 


Lys 


Thr 


Gly 


Val 


Tyr 


Met 


Gin 


Gin 


Met 




610 








615 










620 










Pro 


Tyr 


Pro 


Cys 


Tyr Val 


Asp 


Asp 


He 


Phe 


Leu 


Arg 


Val 


Met 


Ser 


Arg 


625 








630 










635 










640 


Ser 


Met 


Pro 


Leu 


Phe Met 


Thr 


Leu 


Ala 


Trp 


He 


Tyr 


Ser 


Val 


Ala 


Val 










645 








650 










655 




He 


He 


Lys 


Gly 


He Val 


Tyr 


Glu 


Lys 


Glu 


Ala 


Arg 


Leu 


Lys 


Glu 


Thr 








660 








665 










670 






Met 


Arq 


He 


Met 


Gly Leu 


Asp 


Asn 


Ser 


He 


Leu 


Trp 


Phe 


Ser 


Trp 


Phe 






675 








680 










685 








He 


Ser 


Ser 


Leu 


He Pro 


Leu 


Leu 


Val 


Ser 


Ala 


Gly 


Leu 


Leu 


Val 


Val 




690 








695 










700 










He 


Leu 


Lys 


Leu 


Gly Asn 


Leu 


Leu 


Pro 


Tyr 


Ser 


Asp 

*• 


Pro 


Ser 


Val 


Val 


7 05 








710 










715 










720 


Phe 


Val 


Phe 


Leu 


Ser Val 


Phe 


Ala 


Val 


Val 


Thr 


He 


Leu 


Gin 


Cys 


Phe 










725 


• 






730 










735 




Leu 


He 


Ser 


Thr 


Leu Phe 


Ser 


Arg Ala 


Asn 


Leu 


Ala 


Ala 


Ala 


Cys 


Gly 








740 








745 










750 






Gly 


He 


He 


Tyr 


Phe Thr 


Leu 


Tyr' 


Leu 


Pro 


Tyr 


Val 


Leu 


Cys 


Val 


Ala 






755 








760 










765 








Trp 


Gin 


Asp 


Tyr 


Val Gly 


Phe 


Thr 


Leu 


Lys 


He 


Phe 


Ala 


Ser 


Leu 


Leu 




770 








775 










780 










Ser 


Pro 


Val 


Ala 


Phe Gly 


Phe 


Gly Cys 


Glu 


Tyr 


Phe 


Ala 


Leu 


Phe 


Glu 


785 








790 










795 










800 


Glu 


Gin 


Gly 


He 


Gly Val 


Gin 


Trp Asp 


Asn 


Leu 


Phe 


Glu 


Ser 


Pro 


Val 










805 








BIO 










815 




Glu 


Glu 


Asp 


Gly 


Phe Asn 


Leu 


Thr 


Thr 


Ser 


Val 


Ser 


Met 


Met 


Leu 


Phe 








820 








825 










830 






Asp 


Thr 


Phe 


Leu 


Tyr Gly 


Val 


Met 


Thr 


Trp 


Tyr 


He 


Glu 


Ala 


Val 


Phe 






835 








840 










845 








Pro 


Gly 


Gin 


Tyr 


Gly He 


Pro 


Arg 


Pro 


Trp 


Tyr 


Phe 


Pro 


Cys 


Thr 


Lys 
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850 










855 








860 






Ser Tyr 


Trp 


Phe 


Gly 


Glu 


Glu Ser 


Asp 


Glu 


Lys 


Ser His 


Pro 


Gly Ser 


865 








870 








875 






880 


Asn Gin 


Lys 


Arg 


Xle 


Ser 


Glu He 


Cys 


Met 


Glu 


Glu Glu 


Pro 


Thr His 








885 








890 








895 


Leu Lys 


Leu 


Gly 


Val 


Ser 


He Gin 


Asn 


Leu 


Val 


Lys Val 


Tyr 


Arg Asp 






900 








905 








910 




Gly Met 


Lys 


Val 


Ala 


Val 


Asp Gly 


Leu 


Ala 


Leu 


Asn Phe 


Tyr 


Glu Gly 




915 








920 








925 






Qln He 


Thr 


Ser 


Phe 


Leu 


Gly His 


Asn 


Gly 


Ala 


Gly Lys 


Thr 


Thr Thr 


930 










935 








940 






Met Ser 


He 


Leu 


Thr 


Gly 


Leu Phe 


Pro 


Pro 


Thr 


Ser Gly 


Thr 


Ala Tyr 


945 


V- 






950 








955 






960 


He Leu 


Gly 


Lys 


Asp 


He 


Arg Ser 


Glu 


Met 


Ser 


Thr He 


Arg 


Gin Asn 








965 








970 








975 


Leu Gly 


Val 


Cys 


Pro 


Gin 


His Asn 


Val 


Leu 


Phe 


Asp Met 


Leu 


Thr Val 






980 








985 








990 




Glu Glu 


His 


He 


Trp 


Phe 


Tyr Ala 


Arq 


Leu 


Lys 


Gly Leu 


Ser 


Glu Lys 




995 








1000 








1005 






His Val 


ttVS 


Ala 


Glu 


Met 


Glu Gin 


Met 


Ala 


Leu 


Asp Val 


Gly 


Leu Pro 


1010 








1015 






1020 






Ser Ser 


Lys 


Leu 


Lys 


Ser Lys Thr 


Ser 


Gin 


Leu Ser Gly 


Gly 


Met Gin 


1025 






1030 






1035 






1040 


Arg Lys 


Leu 


Ser 


Val 


Ala 


Leu Ala 


Phe 


Val Gly Gly Ser 


Lys 


Val Val 






1045 






1050 






1055 


He Leu 


Asp 


Glu Pro Thr Ala Gly 


Val 


Asp 


Pro Tyr Ser 


Arg Arg Gly 




1060 






1065 






1070 




He Tarp 


Glu Leu Leu Leu Lys Tyr Arg Gin Gly Arg Thr 


He 


He Leu 


1075 








1080 








1085 






Ser Thr His His Met Asp Glu iU.a Asp Val Leu Gly Asp Arg He Ala 


1090 








1095 






1100 






He He Ser His Gly Lya 


Leu Cys 


Cys 


Val 


Gly Ser Ser 


Leu 


Phe Leu 


1105 






1110 






1115 






1120 


Lys Asn Gin Leu Gly Thr Gly Tyr Tyr 


Leu 


Thr 


Leu Val 


Lys 


Lys Asp 






1125 






1130 






1135 


Val Glu 


Ser 


Ser 


Leu 


Ser 


Ser Cys 


Arg Asn Ser Ser Ser 


Thr 


Val Ser 




1140 






1145 






1150 




Tyr Leu Lys Lys Glu Asp 


Ser Val 


Ser 


Gin 


Ser 


Ser Ser Asp Ala Gly 


1155 








1160 








1165 






Leu Gly Ser Asp His 


Glu 


Ser Asp 


Thr Leu Thr He Asp Val 


Ser Ala 


1170 








1175 






1180 






He Ser 


Asn 


Leu 


He 


Arg 


Lys His Val 


Ser 


Glu 


Ala Arg 


Leu 


Val Glu 


1185 






1190 






1195 






1200 


Asp He Gly His 


Glu 


Leu 


Thr Tyr 


Val 


Leu 


Pro 


Tyr Glu 


Ala 


Ala Lys 






1205 






1210 






1215 


Glu Gly Ala 


Phe 


Val 


Glu 


Leu Phe 


His 


Glu He Asp Asp Arg Leu Ser 




1220 






1225 






1230 




Asp Leu Gly He 


Ser 


Ser 


Tyr Gly 


He 


Ser 


Glu 


Thr Thr 


Leu 


Glu Glu 


1235 








1240 








1245 






He Phe Leu Lys Val Ala Glu Glu Ser Gly Val Asp Ala Glu Thr Ser 


1250 








1255 






1260 






Asp Gly Thr Leu Pro Ala Arg Arg Asn Arg Arg Ala Phe Gly Asp Lys 


1265 






1270 






1275 






1280 


Gin Ser Cys 


Leu Arg 


Pro 


Phe Thr 


Glu Asp Asp Ala Ala Asp 


Pro Asn 






1285 






1290 






1295 


Asp Ser Asp 


He 


Asp 


Pro 


Glu Ser Arg Glu Thr Asp Leu Leu Ser Gly 




1300 






1305 






1310 




Met Asp Gly Lys Gly Ser 


Tyr Gin Val 


Lys Gly Trp Lys 


Leu 


Thr Gin 


1315 








1320 








1325 






Gin Gin 


Phe 


Val 


Ala 


Leu 


Leu Trp 


Lys Arg Leu Leu He Ala Arg Arg 


1330 








1335 






1340 






Ser Arg Lys 


Gly Phe 


Phe 


Ala Gin 


He 


Val 


Leu 


Pro Ala 


Val 


Phe Val 


1345 






1350 






1355 






1360 


Cys He 


Ala 


Leu 


Val 


Phe 


Ser Leu 


He 


Val 


Pro 


Pro Phe Gly Lys Tyr 
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1365 1370 1375 

Pro Ser Leu Glu Leu Gin Pro Trp Met Tyx Asn Glu Gin Tyr Thr Phe 

1380 1385 1390 

Val Ser Asn Asp Ala Pro Glu Asp Thr Gly Thr Leu Glu Leu Leu Asn 

1395 1400 1405 

Ala Leu Thr Lys Asp Pro Gly Phe Gly Thr Arg Cys Met Glu Gly Asn 

1410 1415 1420 

Pro He Pro Asp Thr Pro Cys Gin Ala Gly Glu Glu Glu Trp Thr Thr 
1425 1430 1435 1440 

Ala Pro Val Pro Gin Thr He Met Asp Leu Phe Gin Asn Gly Asn Trp 

1445 1450 1455 

Thr Met Gin Asn Pro Ser Pro Ala Cys Gin Cys Ser Ser Asp Lys He 

1460 1465 1470 

Lys Lys Met Leu Pro Val Cys Pro Pro Gly Ala Gly Gly Leu Pro Pro 

1475 1480 1485 

Pro Gin Arg Lys Gin Asn Thr Ala Asp He Leu Gin Asp Leu Thr Gly 

1490 1495 1500 

Arg Asn He Ser Asp Tyr Leu Val Lys Thr Tyr Val Gin He He Ala 
1505 1510 1515 1520 

Lys Ser Leu Lys Asn Lys He Trp Val Asn Glu Phe Arg Tyr Gly Gly 

1525 1530 1535 

Phe Ser Leu Gly Val Ser Asn Thr Gin Ala Leu Pro Pro Ser Gin Glu 

1540 1545 1550 

Val Asn Asp Ala Thr Lys Gin Met Lys Lys His Leu Lys Leu Ala Lys 

1555 1560 1565 

Asp Ser Ser TVla Asp Arg Phe Leu Asn Ser Leu Gly Arg Phe Met Thr 

1570 1575 1580 

Gly Leu Asp Thr Arg Asn Asn Val Lys Val Trp Phe Asn Asn Lys Gly 
1585 1590 1595 1600 

Trp His Ala He Ser Ser Phe Leu Asn Val He Asn Asn Ala He Leu 

1605 1610 1615 

Arg Ala Asn Leu Gin Lys Gly Glu Asn Pro Ser His Tyr Gly He Thr 

1620 1625 1630 

Ala Phe Asn His Pro Leu Asn Leu Thr Lys Gin Gin Leu Ser Glu Val 

1635 1640 1645 

Ala Pro Met Thr Thr Ser Val Asp Val Leu Val Ser He Cys Val He 

1650 1655 1660 

Phe Ala Met Ser Phe Val Pro Ala Ser Phe Val Val Phe Leu He Gin 
1665 1670 1675 1680 

Glu Arg Val Ser Lys Ala Lys His Leu Gin Phe He Ser Gly Val Lys 

1685 1690 1695 

Pro Val He Tyr Trp Leu Ser Asn Phe Val Trp Asp Met Cys Asn Tyr 

1700 1705 ' 1710 

Val Val Pro Ala Thr Leu Val He He He Phe He Cys Phe Gin Gin 

1715 1720 1725 

Lys Ser Tyr Val Ser Ser Thr Asn Leu Pro Val Leu Ala Leu Leu Leu 

1730 1735 1740 

Leu Leu Tyr Gly Trp Ser He Thr Pro Leu Met Tyr Pro Ala Ser Phe 
1745 1750 1755 1760 

Val Phe Lys He Pro Ser Thr Ala Tyr Val Val Leu Thr Ser Val Asn 

1765 1770 1775 

Leu Phe He Gly He Asn Gly Ser Val Ala Thr Phe Val Leu Glu Leu 

1780 1785 1790 

Phe Thr Asp Asn Lys Leu Asn Asn He Asn Asp He Leu Lys Ser Val 

1795 180O 1805 

Phe Leu He Phe Pro His Phe Cys Leu Gly Arg Gly Leu He Asp Met 

1810 1815 1820 

Val Lys Asn Gin Ala Met Ala Asp Ala Leu Glu Arg Phe Gly Glu Asn 
1825 . 1830 1835 1840 

Arg Phe Val Ser Pro Leu Ser Trp Asp Leu Val Gly Arg Asn Leu Phe 

1845 1850 1855 

Ala Met 70.a Val Glu Gly Val Val Phe Phe Leu He Thr Val Leu He 

1860 1865 1870 

Gin Tyr Arg Phe Phe He Arg Pro Arg Pro Val Asn Ala Lys Leu Ser 
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1875 1880 1885 

pro Leu Asn Asp Glu Asp Glu Asp Val Arg Arg Glu Arg Gin Arg lie 

1890 1895 1900 

Leu Asp Gly Gly Gly Gin Asn Asp lie Leu Glu lie Lys Glu Leu Thr 
1905 1910 1915 1920 

Lys lie Tyr Arg Arg Lys Arg Lys Pro Ala Val Asp Arg lie Cys Val 

1925 1930 1935 

Gly lie Pro Pro Gly Glu Cys Phe Gly Leu Leu Gly Val Asn Gly Ala 

1940 1945 1950 

Gly Lys Ser Ser Thr Phe Lys Met Leu Thr Giy Asp Thr Thr Val Thr 

1955 I960 1965 

Arg Gly Asp Ala Phe Leu Asn Arg Asn Ser lie Leu Ser Asn He His 

1970 1975 1980 

Glu Val His Gin Asn Met Gly Tyr Cys Pro Gin Phe Asp Ala He Thr 
1985 1990 1995 2000 

Glu Leu Leu Thr Gly Arg Glu His Val Glu Phe Phe Ala Leu Leu Arg 

2005 2010 2015 

Gly Val Pro Glu Lys Glu Val Gly Lys Val Gly Glu Trp Ala He Arg 

2020 2025 2030 

Lys Leu Gly Leu Val Lys Tyr Gly Glu Lys Tyr Ala Gly Asn Tyr Ser 

2035 2040 2045 

Gly Gly Asn Lys Arg Lys Leu Ser Thr Ala Met Ala Leu lie Gly Gly 

2050 2055 2060 

Pro Pro Val Val Phe Leu Asp Glu Pro Thr Thr Gly Met Asp Pro Lys 
2065 2070 2075 2080 

Ala Arg Arg Phe Leu Trp Asn Cys Ala Leu Ser Val Val Lys Glu Gly 

2065 2090 2095 

Arg Ser Val Val Leu Thr Ser His Ser Met Glu Glu Cys Glu Ala Leu 

2100 2105 2110 

Cys Thr Arg Met Ala He Met Val Asn Gly Arg Phe Arg Cys Leu Gly 

2115 2120 2125 

Ser Val Gin His Leu Lys Asn Arg Phe Gly Asp Gly Tyr Thr He Val 

2130' 2135 2140 

Val Arg He Ala Gly Ser Asn Pro Asp Leu Lys Pro Val Gin Asp Phe 
2145 2150 2155 2160 

Phe Gly Leu Ala Phe Pro Gly Ser Val Pro Lys Glu Lys His Arg Asn 

2165 2170 2175 

Met Leu Gin Tyr Gin Leu Pro Ser Ser Leu Ser Ser Leu Ala Arg He 

2180 2185 2190 

Phe Ser He Leu Ser Gin Ser Lys Lys Arg Leu His He Glu Asp Tyr 

2195 2200 2205 

Ser Val Ser Gin Thr Thr Leu Asp Gin Val Phe Val Asn Phe Ala Lys 

2210 2215 2220 

Asp Gin Ser Asp Asp Asp His Leu Lys Asp Leu Ser Leu His Lys Asn 
2225 2230 2235 2240 

Gin Thr Val Val Asp Val Ala Val Leu Thr Ser Phe Leu Gin Asp Glu 

2245 2250 2255 

Lys Val Lys Glu Ser Tyr Val 

2260 2263 



<210> 3181 

<211> 384 

<212> PRT 

<213> Homo sapiens 



<400> 3181 
Pro Pro Ala Thr Ser Gin Ala Ala 

1 5 
Arg Glu Thr Pro Arg Pro Ala Thr 

20 

Arg Pro Leu Ser Cys Pro Phe Asp 



Leu Pro Glu Ala Leu Ser Lys Gly 

10 15 
His Pro Ala Arg Ser Gin Asp Val 

25 30 
Phe Leu Arg Asp Asn Val Glu Trp 
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35 










40 




Ser 


Glu 


Glu 


Gin 


Ala 


Ala 


Ala 


Ala 


Glu 




50 










55 






He 


Gin 


Arg 


Val 


Cys 


Gin 


Glu 


Lys 


Gin 


65 










70 








His 


Lys 


Tyr 


Trp 


Asn 


Asp 


Phe 


Tyr. 


Lys 










85 










Lys 


Asp 


Arg 


His 


Trp 


Leu 


Phe 


Thr 


Glu 








100 










105 


Gin 


Asn 


Gin 


Asn 


His 


Leu 


Lys 


Asp 


Trp 






115 










12 0 




Val 


Pro 


Glu 


Cys 


Arg 


Asn 


Asn 


Glu 


Asp 




130 










135 






Glu 


Gin 


His 


Lys 


Cys 


Ser 


Ser 


Lys 


Ser 


145 










150 








Pro 


Pro 


Val 


Glu 


Glu 


Asn 


Val 


Thr 


Gin 










165 










Cys 


Ala 


Asp 


Glu 


Phe 


Pro 


Gly 


Ser 


Ser 








180 










185 


Val 


Gly 


Cys 


Gly 


Val 


Gly 


Asn 


Thr 


Val 






X95 










200 




Asn 


Asp 


Pro 


Gly 


Leu 


Phe 


Val 


Tyr 


Cys 




210 










215 






He 


Glu 


Leu 


Val 


Gin 


Thr 


Asn 


Ser 


Glu 


225 










230 








Ala 


Phe 


Val 


His 


Asp 


Leu 


Cys 


Asp 


Glu 










245 










Lys 


Gly 


Ser 


Leu 


Asp 


He 


He 


He 


Leu 








260 










265 


Val 


Pro 


Asp 


Lvs 


Met 


Gin 


Lys 


Ala 


He 






275 










280 






Pro 


Gly 


Gly 


Met 


Val 


Leu 


Leu 


Ar<T 




290 










295 






Ala 


Gin 


Leu 


Arg 


Phe 


Lys 


Lys 


Gly 


Gin 


305 










310 








Val 


Arg 


Gly 


Asp 


Gly 


Thr 


Arg 


Val 


Tyr 










325 










Asp 


Thr 


Leu 


Phe 


Thr 


Thr 


Ala 


Gly 


Leu 








340 










345 


Asp 


Arg 


Arg 


Leu 


Gin 


Val 


Asn 


Arg 


Gly 






355 










360 




Val 


Trp 


He 


Gin 


Cys 


Lys 


Tyr 


Cys 


Lys 




370 










375 








<210> 3182 














<211> 428 














<212> PRT 














<213> Homo 


sapiens 










<400> 3182 












Gly 


Ser 


Glu 


Thr 


Gin 


His 


Leu 


Pro 


Arg 


1 








5 










Asp 


Pro 


Gin 


Gin 


His 


Gin 


Asp 


Arg 


Arg 








20 










25 


Phe 


Ala 


Arg 


Asp 


Ser 


Ala 


Pro 


Pro 


Pro 






35 










40 




Thr 


Thr 


Ser 


Gin 


Gin 


Glu 


Arg 


Leu 


Gin 




50 










55 






Arg 


Gin Ala 


Glu 


Xle 


Glu 


Asn 


Lys 


Arg 
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45 



Arg 


Lys 


Val 


Gin 


Glu 


Asn 


Ser 






60 










Val 


Asp 


Tyr 


Glu 


He 


Asn 


Ala 




75 










80 


He 


His 


Glu 


Asn Gly 


Phe 


Phe 


90 










95 




Phe 


Pro 


Glu 


Leu Ala 


Pro 


Ser 










110 






Phe 


Leu 


Glu 


Asn 


Lys 


Ser 


Glu 








125 








Gly 


Pro 


Gly 


Leu 


He 


Met 


Glu 






140 










Leu 


Glu 


His 


Lys 


Thr 


Gin 


Thr 




155 










160 


Lys 


He 


Ser 
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300 










T.ij'e 


2V 

riSp 


Ser 


Trp Asp 


rsi vr 
urx jr 


oxix 




O X3 










>^ 


v-ys 


wxy 


Leu 


Leu 


Val 


Al a 


■\7a 1 


^ O V./ 










J J ^ 




-nsp 


£rXO 


Ser 


Val 


Leu 


Ph«A 
xrXxe 


Oex 










350 






IXXX 


\7XU 


Glu 


Lys 


Asn 


Oi*rt 


ni 11 
WXU 








•365 








XJCIX 


XT X U 


Glu Lys 


Leu 


Zi VfT 

**xy 


i/^oXX 






380 










iJC IX 


■ V dX 


Val 


Cys 


He 


Val 
V ax 


Tl f» 
xxe 




395 
^ ^ 










400 

^ V v/ 


OCX 


X XXX 


Val 


Phe 


Thr 


V CIX 


XJC IX 


410 










415 




X AXX 


Tieti 
xjeu 


Val 


Gly Phe 


Val 


Glv 










430 






Val 


«xy 


Lys 


Gin 


Leu 


Pro 


Tm 








445 








Thr 


XJilS UL 


Glu 


Tyr 


Asn 


Gin 

\3Xi JIX 


Tvr 
xyx 






460 










TT*Ti 
Axp 


Phe 


Glu 


Lys 


Leu 


His 

**X 0 


Val 

V dX 




475 










480 


Tie 

xxe 


xyx 


Pro 


Leu 


He 


Val 


xje ix 


490 










495 




lie 

xxe 


nxo 


Ser 


Pro 


Lys 




xje u 










510 






Thr 


Val 


Ala Gly Leu 


Lys 


Leu 








525 








Tyr 


Gin 


Tyr Val 


Thr 


Val 


He 






540 










Tyr 


Glu 


Ala 


Phe 


Ser 


Glu 


Thr 




555 










560 


lie 


Leu 


Phe Asn Lys 


Leu 


Trp 
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565 














575 




f5l u Leu 


Leu 


Tyr Lys 


Leu Gin 


Phe Val Tvir 


Thr 

A A m ii> 


Tvr 


He 


Ala 


Pro 

^ mm 


Trb 






580 




585 








590 






Gin He 


Thr 


Trp Gly Ser Ala 


Phe His Ala 


Phe 


Ala 


Gin 


Pro 


Phe 


Ala 




595 






600 

w V V 






605 








Val Pro 


His 


Ser Ala 


Met Leu 


Phe He Gin 


Ala 


Ala 


Val 


Ser 


Ala 


Phe 


610 

SJ ■Am \I 






615 






620 










Pile Ser 


Thar 


Pro Leu 


Asn Pro 


Phe Leu Glv 


Ser 


Ala 


He 


Phe 


ile 


Thr 


625 






630 




635 










640 


Ser Tvr 


Val 


Arg Pro 


Val Lys 


Phe Trn Glu 


Arcr 


Asp 


Tyr 


Asn 


Thr 


Lys 






645 




650 










655 




Ara Val 


Asp 


His Ser 


Asn Thr 


Arc Leu Ala 


Ser 


Gin 


Leu 


Asp 


Arcr 


Asn 






660 




665 








670 






Pro Glv 


Thr 


Tyr Cys 


Gin Gin 


Ara Glu Val 


Glu 


Ala 


He 


Thr 


Glu 


Gly 




675 






680 

w 0 V 






685 










Glu Asp Glu Gly Phe 


Cvs Cvfi Cvs 


Glu 

A Wk 


Pro 


Glv 


His 


Ile 


Pro 


D 7 W 






695 






700 










His Met 


Leu 


Ser Phe 


Asa Ala 


Ala Phe Ser 


Gin 


Arcr 


Tm 


Leu 


Ala 


Tm 








710 




715 










720 


U. V CL^ 


He 


Val Thr 


Lys Tyr 


Tie Leu Glu 


Glv 


Tvr 

X jrx 


Ser 


He 


Thr 


Asn 






725 




./•3V 
















Ala 


Ala Ser 


Met Leu 


Gin Val Phe 


ASD 


Leu 


Arcr 


Lvs 


Val 


Leu 






740 




745* 








750 






Thy TWi^ 


Tyr Tyr Val 


Lys Gly 


Tie Tie Tvr 


Tvr 


Val 


Thr 


Thr 


Ser 


Ser 




755 




















xjyo li9U 


Glu Glu Trp 


Leu JMa 


Acin mil THt" 

JrusiiX w X ix X iix 


Met 


Gin 


Glu 


Glv 


T*<*u 


*vxy 


'7'7n 
/ / u 






775 






7fl 0 










xjtsu \—yo 


Ala Asp Arg Asn Tyr 


Val AsD Val 

VC*<X VCLJb 




Pm 

« X w 


Thr 


Phe 


Asn 


Pro 








790 


















Asp 


Glu Asp 


Tyr Asp 


His Aircr Leu 


Ala 


Glv 


He 


Ser 

Im^ ^» 


Arcr 


Glu 






805 














ox 9 




OCX fXlC 


Cys 


Val He 


Tyr Leu 


ASIX XX^ X^C 


Glu 

wX U 


Ayr 




1^ cx 


•9 CSX 


nX^ 






820 




0 ^ ^ 








0 i9 w 






2iy*cr Zk*1 a 

nxyj M-XCi 


Lys 


Pro Val 


Asp Val 


Asi3 Lvs AST3 


Ser 


Ser 


Leu 


Val 


Thr 


Leu 




835 












0^ ^ 










Gly Leu Cys 


Val Leu 


01 v Atct At*ct 


Ala 




Glv 


Thr 


Ala 


Ser 


Q RH 

0 






855 






0 0 VJ 












Met 


Ser Ser 


Asn Leu 


Glu Ser Phe 




Tvr 


Glv 


Leu. 


His 


Ala 


BO 9 






870 














880 


xjcu jtrxiss 


Lys 


Gly Asp 


Phe Arg 


lie Ser Ser 


He 


Arci 




Glu 


Trt5 


lie 






835 




0 ^ V 










895 
\j ^ •J 




DVi^ 211 a 


Asp 


Met Glu 


Leu Leu 


A*»rGr Lvs Val 


Val 


Val 


Pro 


Glv 


He 


Arcr 






900 




905 








910 








He 


Lys Leu 


His Gin 


AsD His Phe 


Thr 


Ser 


Pro 


Ast> 


Glu 


Tvr 




915 












925 

J £a «Jr 










Pro 


Thr Val 


Leu Tyr 


Glu Ala He 


Val 


Ser 


His 


Glu 


Lys 


Asn 


7 V/ 






935 






940 










Leu Val 


He 


Ala His 


Glu Gly 


AsD Pro Ala 


TriD 


Arcr 


Ser 


Ala 


Val 


Leu 








950 




955 










960 


A3 a Asn 


Ser 


Pro Ser 


Leu Leu 


Ala Leu Arg 


His 


Val 


Met 


Asn 


Asp 


Glv 






965 




970 










975 




THu" Asn 


Glu Tyr Lys 


He He 


Met Leu Asn 


Arg 


Arg 


Tyr 


Leu 


Ser 


Phe 






980 




985 








990 






Arg Val 


He 


Lys Val 


Asn Lys 


Glu Cys Val 


Arg 


Gly 


Leu 


Trp 


Ala 


Gly 




995 




1000 




1005 








Gin Gin 


Gin 


Glu Leu 


Val Phe 


Leu Arg Asn 


Arg 


Asn 


Pro 


Glu 


Arg 


Gly 


1010 






1015 




1020 










Ser He 


Gin Asn Ala Lys Gin' Ala Leu Arg 


Asn 


Met 


He 


Asn 


Ser 


Ser 



1025 103O 1035 1040 

Cys Asp Gin Pro Ile Gly Tyr Pro lie Phe Val Ser Pro Leu Thr Thr 

1045 1050 1055 

Ser Tyr Ser Asp Ser His Glu Gin Leu Lys Asp Ile Leu Gly Gly Pro 

1060 1065 1070 

Ile Ser Leu Gly Asn Ile Arg Asn Phe Ile Val Ser Thr Trp His Arg 
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1075 1080 1085 

Leu Arg Lys Gly Cys Gly Ala Gly Cys Asn Ser Gly Gly Asn lie Glu 

1090 1095 1100 

Asp Ser Asp Thr Gly Gly Gly Thr Ser Cys Thr Gly Asn Asn Ala Thr 
1105 1110 1115 1120 

Thr Ala Asn Asn Pro His Ser Asn Val Thr Gin Gly Ser lie Gly Asn 

1125 1130 1135 

Pro Gly Gin Gly Ser Gly Thr Gly Leu His Pro Pro Val Thr Ser Tyr 

1140 1145 1150 

Pro Pro Thr Leu Gly Thr Ser His Ser Ser His Ser Val Gin Ser Gly 

1155 1160 1165 

Leu Val Arg Gin Ser Pro Ala Arg Ala Ser Val Ala Ser Gin Ser Ser 

1170 1175 1180 

Tyr Cys Tyr Ser Ser Arg His Ser Ser Leu Arg Met Ser Thr Thr Gly 
1185 1190 1195 1200 

Phe Val Pro Cys Arg Arg. Ser Ser Thr Ser Gin He Ser Leu Arg Asn 

1205 1210 1215 

Leu Pro Ser Ser He Gin Ser Arg Leu Ser Met Val Asn Gin Met Glu 

1220 1225 1230 

Pro Ser Gly Gin Ser Gly Leu Ala Cys Val Gin His Gly Leu Pro Ser 

1235 1240 1245 

Ser Ser Ser Ser Ser Gin Ser He Pro Ala Cys Lys His His Thr Leu 

1250 1255 1260 

Val Gly Phe Leu Ala. Thr Glu Gly Gly Gin Ser Ser Ala Thr Asp Ala 
1265 1270 1275 1280 

Gin Pro Gly Asn Thr Leu Ser Pro Ala Asn Asn Ser His Ser Arg Lys 

1285 1290 1295 

Ala Glu Val He Tyr Arg Val Gin He Val Asp Pro Ser Gin He Leu 

1300 1305 1310 

Glu Gly He Asn Leu Ser Lys' Arg Lys Glu Leu Gin Trp Pro Asp Glu 

1315 1320 1325 

Gly He Arg Leu Lys Ala Gly Arg Asn Ser Trp Lys Asp Trp Ser Pro 

1330 1335 1340 

Gin Glu Gly Met Glu Gly His Val He His Arg Trp Val Pro Cys Ser 
1345 1350 1355 1360 

Arg Asp Pro Gly Thr Arg Ser His He Asp Lys Ala Val Leu Leu Val 

1365 1370 1375 

Gin He Asp Asp Lys Tyr Val Thr Val He Glu Thr Gly Val Leu Glu 

1380 1385 1390 

Leu Gly Ala Glu Val 
1395 1397 



<210> 3186 
<211> 155 
<212> PRT 

<213> Homo sapiens 



<400> 3186 
Ser Leu Ser Ala Met 
1 5 
Leu Ser Thr Ala Ala 

20 

Ser Val Asp Gly Val 
35 

Gin Pro Cys Gin Leu 
50 

Phe Thr Ser Asn He 
65 

He Leu Met Gly Val 

85 

Cys Lys Ser Gly He 



Arg Phe 
Gin Ala 
He Lys 



Ser Lys 
55 

Gin Ser 

70 
Pro Val 



Leu Ala Ala Thr 

10 

Glu Pro Val Gin 
25 

Glu Val Asn Val 
40 

Gly Gin Ser Tyr 



Lys Ser Ser Lys 

75 

Pro Phe Pro He 
90 

Asn Cys Pro He Gin Lys 



Phe Leu 

Phe Lys 

Ser Pro 
45 

Ser Val 

60 
Ala Val 

Pro Glu 

Asp Lys 



Leu Leu Ala 

15 

Asp Cys Gly 
30 

Cys Pro Thr 

Asn Val Thr 

Val His Gly 
80 

Pro Asp Gly 
95 

Thr Tyr Ser 
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aoo 105 110 

Tyr Leu A^n Lys Leu Pro Val Lys Ser Glu Tyr Pro Ser He Lys Leu 

115 120 125 

Val Val Glu Trp Gin Leu Gin Asp Asp Lys Asn Gin Ser Leu Phe Cys 

130 135 140 

Trp Glu lie Pro Val Glxi He Val Ser His Leu 
145 150 155 



<210> 3187 

<211> 155 

<212> PRT 

<213> Homo sapiens 



<400> 3187 



Ser 


Leu 


Ser 


Ala 


Met 


Arg 


Phe 


Leu Ala 


Ala 


Thr 


Phe 


Leu 


Leu 


Leu 


Ala 


1 








5 










10 










15 




Leu 


Ser 


Thr 


Ala 
20 


Ala 


Gin 


Ala 


Glu 


Pro 
25 


Val 


Gin 


Phe 


Lys 


Asp 
30 


Cys 


Gly 


Ser 


Val 


Asp 
35 


Gly 


Val 


He 


Lys 


Glu 
40 


Val 


Asn 


Val 


Ser 


Pro 
45 


Cys 


Pro 


Thr 


Gin 


Pro 


Cys 


Gin 


Leu 


Ser 


Lys 


Gly Gin 


Ser 


Tyr 


Ser 


Val 


Asn 


Val 


Thr 




50 










55 










60 










Phe 


Thr 


Ser 


Asn 


He 


Gin 


Ser 


Lys 


Ser 


Ser 


Lys 


Ala 


Val 


Val 


His 


Gly 


65 










70 










75 










80 


He 


Leu 


Met 


Gly 


Val 


Pro 


Val 


Pro 


Phe 


Pro 


He 


Pro 


Glu 


Pro Asp Gly 










85 










90 










95 




Cys 


Lys 


Ser 


Gly 
lOO 


He 


Asn 


Cys 


Pro 


He 
105 


Gin 


Lys 


Asp 


Lys 


Thr 
110 


Tyr 


Ser 


Tyr 


Leu 


Asn 
115 


Lys 


Leu 


Pro 


Val 


Lys 
120 


Ser 


Glu 


Tyr 


Pro 


Ser 
125 


He 


Lys 


Leu 


Val 


Val 
130 


Glu 


Trp 


Gin 


Leu 


Gin 
135 


Asp 


Asp 


Lys 


Asn 


Gin 
140 


Ser 


Leu 


Phe 


Cys 


Trp 


Glu 


He 


Pro 


Val 


Gin 


He 


Val 


Ser 


His 


Leu 













145 150 155 



<210> 3188 

<211> 1160 

<212> PRT 

<213> Homo sapiens 



<40O> 3188 



Pro 


Arg 


Val 


Arg 


Thr 


Lys 


Leu 


He 


Leu 


Leu 


Val 


Asn 


Asp 


Lys Lys Arg 


1 








5 










10 








15 


Tyr 


Glu 


Arg 


Val 


Gly 


Gly 


Gly 


Pro 


Lys 


Arg 


Leu 


Gly 


Arg 


Asp Val Glu 








20 










25 










30 


Met 


Glu 


Glu 


Met 


He 


Glu 


Glh 


Leu 


Gin 


Glu 


Lys 


Val 


His 


Glu Leu Glu 






35 










40 










45 




Lys 


Gin 


Asn 


Asp 


Thr 


Leu 


Lys 


Asn Arg 


Leu 


He 


Ser 


Ala 


Lys Gin Gin 




50 










55 










60 






Leu 


Gin 


Thr 


Gin 


Gly 


Tyr 


Arg 


Gin 


Thr 


Pro 


Tyr 


Asn 


Asn 


Val Gin Ser 


65 










70 










75 






80' 


Arg 


He 


Asn 


Thr 


Gly 


Arg 


Arg 


Lys 


Ala 


Asn 


Glu 


Aan 


Ala 


Gly Leu Gin 






• 




85 










90 








95 


Glu 


Cys 


Pro 


Arg 


Lys 


Gly 


He 


Lys 


Phe 


Gin 


Asp 


Ala 


Asp 


Val Ala Glu 








100 










105 










110 


Thr 


Pro 


His 


Pro 


Met 


Phe 


Thr 


Lys 


Tyr 


Gly 


Asn 


Ser 


Leu 


Leu Glu Glu 






115 










120 










125 




Ala 


Arg 


Gly 


Olu 


He 


Arg 


Asn 


Leu 


Glu 


Asn 


Val 


He 


Gin 


Ser Gin Arg 
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1 n 










1 1 R 
X33 










1 Ad 
XftU 










J- jr 




Tie 
x^ w 


Glu 


Glu 

wX U 


TiAl 1 
UvS Ul 


G3 11 


XIX 0 




AX a 


m 11 


Tl A 
XXC 


T .All 
XjCIX 


xiys 


ixir 


r^l Tl 
oXu 


1 A 1^ 










X3 U 










ICC 
X33 










160 






-**xy 


LiVfi 


Glu 

wX U 


Ann 


Glu 


Tie 
xxc 


Gl 11 


T Ai 1 


Cat* 
OCX 


xjcu 


T.All 

xjcu 


Gl n 
oXll 


T . Ai 1 
XJCU 


TV y/^f 

Arg 










ICS; 

XD 3 










1 *7 A 
X / U 










lie 
1/5 




Glu 

W JL U 


Gin 


Gin 


Ala 






Gin 


AT"a 


Cat* 
OCX 


AS IX 


Tl A 
XXC 


Axg 


Afsn 


TV on 


^/a 1 

vax 


nl 11 

wXU 








X O w 










1 

X O 3 










1 Q A 
X^ U 






Met 


lie 
^ j» w 


Lva 


Leu 


His 




Gin 


TiAll 


Val 

V OX 


Gl 11 
wXU 




.Q AT" 


Aati 


AT A 
AX el 


TaAl 1 

XJCU 


C Al^ 
OCX 






-L J 




















^ U 3 








Ala 


Met. 


Glu 


Glv 
vjxy 


TjVS 


Phe 

fixe 


Tie 


Gin 

wXXX 


T>A11 
JJCU 


Gl n 
uxxx 


Glu 


xj y 0 


Gin 

V3XX1 


Arg 


Xlxx 


T.All 

XiCU 




A JL. W 










A X 3 




















Lvs 


lie 
^ ^ ^« 




His 




Ala 


Tieu 

J_IC LX 


Met 


Ala 
Axa 


Ann 


Glv 
V9xy 


AQn 


Gl u 

V3X IX 


T.011 
XlCU 


ASTl 

Aoxx 


MAh 












0 ^ n 










^33 










i640 


Gin 






Gl 11 

w J. LI 


Gl n 

wX IX 


Atvt 

Axg 


XJtSU 


Xjys 


v»yB 


v»ys 


OtSX 


T.AH 

XlCU 


nt 11 


Xiys 


Gl n 


XicU 




















OCA 
^3U 










o e c 

255 




XX 






ijyo 


Jrxie 


Q A^ 


Gl 11 
^xu 


AXy 


TV yi/Np 

Arg 


Tl A 

xXc 


Gl 11 


r*l 11 


Xieu 


/*<1 yi 

bxn 


ASp 


Arg 








z o u 










^03 










*i *7 A 






Tie 


nJ3X« 


Ann 




Glu 

\3X U 


ijys 


Gill 

wX vi 


AV"CT 

Arg 


Gl 11 
ox 


T.A11 

iJCU 




ijyo 


m 11 


& esn 
ASIX 


xyr 


TV Art 

ASp 
















O Q fl 










o o c 
203 








T.x/ci 
i-f j/o 


JJCU 




TV an 
ASp 


G A V* 


Axel 




C A V* 

oer 


Axa 


Al a 
AXS 


aXS 


r*i 11 
oXU 


/^l 11 


Gxn 


ixp 


iiys 














^73 










30O 












uy 0 


m 11 


Gl Tl 


G1 n 


T. All 


ijys 


VaX 


l^Xxx 


Tl A 

XXc 


al a 

Axa 


vrXIx 


Xieu 


/^i 11 

(sXU 


inr 


Axa 


^ A C 




















^ "1 r 

315 










320 




jjys 


C A V 


ASp 




Ixxx 


ASp 


Jjiya 


iiir 


oXU 


Tl A 

xxe 


xieu 


ASp 


Arg 


Leu 


Lys 










■i o e 
323 










330 










335 




1X1 J. 






ASp 


oXIx 


ASH 


l7XU 


Lys 


lieu 


vax 


r<l -n 


v3XU 


Asn 


Arg 


GxU 


Leu 








341/ 










^ >f c 

345 










^ rt 
350 






V7J.11 




oxn 


iyr 


ijeu 


V:rXu 


v^XIx 


x*ys 


uxn 


r^l Tl 


IjcU 


ASp 


\jXU 


Leu 


Lys 


Lys 






T c c 










36 0 










365 












Lys 


xieu 


Tyr 


Asn 




CjXU 


Asn 


Asp 


He 


Asn 


Ala 


Asp 


/~11 > . 

Glu 


Leu 














^ t— 

3 75 










380 
















IjcU 


xieu 


xieu 


xxe 


juys 


TV T 

AX a 


r^T ■»«» 


Lys 


GXU 


Gin 


Lys 


Asn 


Gly 


o c 
job 




















3 95 










400 






O A V 


OVl A 

irilc 


ijcU 




Xiys 


vaX 


Asp 




oXU 


Tit-. 

xxe 


Asn 


Lys 


Asp 


Leu 










405 










410 










415 








C A V* 




Axg 


r*! 11 

V3XU 


IjcU 


/^l Tl 


TV 1 a 

AX a 


V% 

iiir 


11-1 ea 

aXS 


Axa 


VsXU 


Thr 


vax 


GXn 








>i *5 n 










*±Z3 










430 










m 11 

VJXLL 


xiy&> 


1 IIX 


TV 

Axg 


AS XX 




licU 


Tl A 

XXc 


rlcL. 


r*l n 


fix 5 


Lys 


Tl A 

xxe 


Asxi 






/I '2 C 










>l >l A 










445 








iJjf O 




iyr 


nl n 




VsXu 


V dX 


r*! n 

V3XU 


TV 1 a 

AX a 


vax 


inr 


TV 

Arg 


Xjys 


Mec 


(^XU 


Asn 




^ c n 
^ J U 










A C c 
433 










/I ^ A 

46 U 










Jjtz LI 


G1 T1 


Gl Yl 


2V Qi*i 
ASp 


iyr 


m n 

kvXU. 


T .Al 1 


Xjy s 


Val 
VoX 


utXU 


oxn 


iyr 


vax 


£1X5 


Xieu 


Leu 


^ C 










A •7/1 

4 /u 










4 75 










480 






7\ irrr 


AX a. 


AXa 


ATg 


T 1 A 

xxe 


XlXo 


iiys 


LieU 


ol 11 


Axa 


v^xn 


Leu 


Lys 


Asp 










A Q i; 
ft O 3 










/I O A 










495 




Tie 


AT a 

'^XO 


iyr 


Gl V 
vjxy 


xxxx 


xjy<d 


Gl n 

wXXl 


iyr 


ijy D 


Pha 


T ,xra 

xiys 


iri\J 


fzi 11 


Tl A 

XXc 


ixiec 


Fro 








3 U U 










3 U3 










5X0 








A en 


OCX 


V dx 


A cm 
ASp 


Gl 11 
Vsx u 


It lie 


TV QT^ 


Gl 11 


XilX 


Tl A 

xxe 


IlXS 


Xjcu 


r*1 11 


TV v*^^ 

Arg 


ijxy 






3X3 










3^ u 










CO c 

3Zb 










2V an 

AOXl 


Xicil 


Pl-iA 
IrXXC 


GT 11 


Tl A 

XX6 


flXo 


Tl A 
XX6 


TV an 
AS XX 


jjys 


VclX 


IXlx 


jrne 


oer 


oer 


r'l 11 




*\ 1 /I 
O J U 










33 3 










C /f A 










VcLX 


Ijxz il 


Cil n 
OXIl 


Al A 
AXd 


Qa V* 
OCX 


vaxy 


ASp 


ijys 


m n 

VjXU 


irro 


VaX 


Ixlx 




cys 


T*Vi-w 

xnr 


iyr 












3 3 u 










C C C 
3 35 










c f rv 




XT IXC 




Ann 




Gl 11 

V7X IX 


T.All 

utsu 


V3XXX 


xxxx 


iiir 


xrxO 


velX 


\7al 

vax 


7V v*/^ 

Arg 


Gl ir 

^axy 


T .Alt 

XlCU 










30 3 










C? A 
3 f\J 










375 




XIX 9 


IrXU 


Gl 11 
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xnr 


Cay* 

ber 


13 Vl A 

irne 


Jriie 


TV v^^T 

Arg 


4 R 

•3 *x ^ 










^ \J 






n 1 a 

Axa 


aT a 
AXa 


xxe 


axs 


Arg 


T AIT 

xjeu 


tixy 


TT A 

xxe 










^ U '-^ 








m 11 

OXU 


irXiB 


n'i 11 


V3XU 




jrixe 


irp 


vyxy 








J O w 










VaX 


irp 


m 11 


ASp 


^9XU 


aXo 


\JXU 








J 7 9 










400 






xyr 


J\ Y"/~T 

Atg 


jjyo 


Tl *a 

xxe 








410 










415 




Arg 


iyr 


uxy 


XlXo 


17a 1 
V aX 


Xieu 






4 A 3 










A'^ n 

4 ^ w 






VclX 


vieu 


m 11 
^xu 


T tra 

jjys 


cys 


ASp 


7\ en 
xiSp 


mil 


















Met 


Leu 


Arg 


Gin 


Phe 


Thr 


Gly 


Asn 








460 










He 


Leu 


Arg 


Ser 


Ala 


Trp 


Gly 


Ser 






475 










480 


Ser 


Tyr 


Thr 


Gin 


Val 


Gly 


Ser 


Ser 




490 










495 




Lys 


Pro 


Leu 


Pro 


Tyr 


Thr 


Glu 


Ser 
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500 505 510 

Ser Lys Thr Ala Thr Lys 
515 518 



<210> 3193 

<211> 642 

<212> PRT 

<213> Homo sapiens 



<400> 3193 



Gin Leu 


Gly 


Thr 


Arg 


Arg 


Cys Leu 


Arg 


Gly 


Asp 


Lys 


val 


Thr 


Asn 


Ala 


1 






5 








10 










15 




Met Gin 


Asp 


Phe 


Leu 


Val 


Thr Asn 


Leu 


Glu 


Pro 


Arg 


Phe 


He 


Glu 


Pro 






20 








25 










30 






Gin Thr 


Ala 


Asn 


Leu 


Ser 


Val Val 


Phe 


Lys 


Asp 


Ser 


Asn 


Ser 


Thr 


Thr 




35 








40 










45 








Pro Leu 


He 


Phe 


Val 


Leu 


Ser Pro 


Gly 


Thr 


Asp 


Pro 


Ala 


Ala 


Asp 


Leu 


50 






■ 




55 








60 










Tyr Lys 


Phe 


Ala 


Glu 


Glu 


Met Lys 


Phe 


Ser 


Lys 


Lys 


Leu 


Ser 


i\la 


He 


65 








70 








75 










80 


Ser Leu 


Gly 


Gin 


Gly 


Gin 


Gly Pro 


Arg 


Ala 


Glu 


Ala 


Met 


Met 


Arg 


Ser 








85 








90 










95 




Ser lie 


Glu 


Arg 


Gly 


Lys 


Trp Val 


Phe 


Phe 


Gin 


Asn 


Cys 


His 


Leu 


Ala 






100 








105 










110 






Pro Ser 


Trp 


Met 


Pro 


Ala 


Leu Glu 


Arg 


Leu 


He 


Glu 


His 


He 


Asn 


Pro 




115 








120 










125 








Asp Lys 


Val 


HXS 


Arg 


Asp 


Phe Arg 


Leu 


Trp 


Leu 


Thr 


Ser 


Leu 


Pro 


Ser 


130 










135 








140 










Asn Lys 


Phe 


Pro 


Val 


Ser 


He Leu 


Gin 


Asn 


Gly 


Ser 


Lys 


Met 


Thr 


He 


145 








150 








ICC 

155 










IbO 


Glu Pro 


Pro 


Arg 


Gly 


Val 


Arg Ala 




Asn 


Leu 


Leu 


Lys 


Ser 


Tyr 


Ser 


Ser 








165 








170 










175 




Leu Gly 


Glu 


Asp 


Phe 


Leu 


Asn Ser 


Cys 


His 


Lys 


Val 


Met 


Glu 


Pne 


Lys 






IBO 








IOC 

lob 










190 






Ser Leu 


▼ - 

Leu 


Leu 


Ser 


Leu 


Cys Leu 


Pne 


His 


Gly 


Asn 


Ala 


Leu 


GIU 


Arg 












u u 










205 








Arsf Lys 


Pne 


Gly 


Pro 


Leu 


Gly Fne 


^^^^ 

Asn 


xie 


Pro 


Tyr 


Glu 


Phe 


xnr 


ASp 


210 










one 








o o 

Z 2U 










Gly Asp 


Leu 


Arg 


j.±e 


cys 


xjLe oer 


oxn 


j^eu 


jjys 


iYiec 


Phe 


Leu 


i^sp 




o o c 








o 








*5 "a c 










Z fc u 


Tyr Asp 


Asp 


xie 


pro 


lyr 


jjys vax 


Lieu 


j-iys 


lyr 


inr 


Ala Gly 


oXU 


Tl o 

xjLe 








O A C 








o c n 

4^ D u 










9 




Asn Tyr 


Gly 


Gly 


Arg 


Val 


Thr Asp 


Asp 


Trp 


Asp 


Arg 


Arg 


Cys 


He 


Met 






260 








265 










270 






Asn He 


Leu 


Glu 


Asp 


Phe 


Tyr Asn 


Pro 


Asp 


Val 


Leu 


Ser 


Pro 


Glu 


His 




275 








280 










285 








Ser Tyr 


Ser 


Ala 


Ser 


Gly 


He Tyr 


His 


Gin 


He 


Pro 


Pro 


Thr 


Tyr 


Asp 


290 










295 








300 










Leu His 


Gly 


Tyr 


Leu 


Ser 


Tyr He 


Lys 


Ser 


Leu 


Pro 


Leu 


Asn 


Asp 


Met 


305 








310 








315 










320 


Pro Glu 


He 


Phe 


Gly 


Leu 


His Asp 


Asn 


Ala 


Asn 


He 


Thr 


Phe 


Ala 


Gin 








325 








330 










335 




Asn Glu 


Thr 


Phe 


Ala 


Leu 


Leu Gly 


Thr 


He 


lie 


Gin 


Leu 


Gin 


Pro 


Lys 






340 








345 










350 






Ser Ser 


Ser 


Ala 


Gly 


Ser 


Gin Gly 


Arg 


Glu 


Glu 


He 


Val 


Glu 


Asp 


Val 




355 








360 










365 








Thr Gin 


Asn 


He 


Leu 


Leu 


Lys Val 


Pro 


Glu 


Pro 


He 


Asn 


Leu 


Gin 


Trp 


370 










375 








380 










Val Met 


Ala 


Lys 


Tyr 


Pro 


Val Leu 


Tyr 


Glu 


Glu 


Ser 


Met 


Asn 


Thr 


Val 


385 








390 








395 










400 


Leu Val 


Glxx 


Glu 


Val 


He 


Arg Tyr 


Asn 


Arg 


Leu 


Leu 


Gin 


Val 


He 


Thr 
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405 

Gin Thr Leu Gin Asp 

420 

Ser Ser Gin Leu Glu 
435 

Pro Glu Leu Trp Ser 
450 

Ser Trp Val Met Asp 
465 

He Gin Asp Gly He 

485 

Pro Gin Ala Phe Leu 

500 

Val He Ser He Asp 

515 

Ala Pro Ser Glu Leu 
530 

Gly Leu Phe Leu Glu 
545 

Ala Glu Ser Gin Pro 

565 

Leu Leu Pro Thr Pro 

580 

Cys Pro He Tyr Lys 
595 

Gly His Ser Thr Asn 
610 

Pro Gin Arg His T3rp 
625 

Asp Tyr 
642 



410 



Leu 


Leu Lys 


Ala Leu 


Lys 






425 




Lieu 


neu AX a 


Ala Ser 


Leu 




440 






AJLa 


Lys Ala 


Tyr Pro 


Ser 




455 






lieu 


Leu Gin 


Arg Leu Asp 


*k /U 






475 


fro 


Ala Val 


Phe Trp 


He 






490 




Tnr 


Gly Thr Leu Gin Asn 






505 




Thr 


He Ser 


Phe Asp 


Phe 




520 






Thr 


Gin Arg 


Pro Gin 


Val 




535 






Gly 


Ala Arg 


Trp Asp 


Pro 


^ ^ f\ 
550 






555 


Lys 


Glu Leu Tyr Thr Glu 






570 




Asn 


Arg Lys 


Ala Gin 


Asp 






585 




Thr 


Leu Thr Arg Ala 


Gly 




600 






Tyr 


Val He 


Ala Val 


Glu 




615 






He 


Lys Arg 


Gly Val Ala 


630 






635 







415 




Gly Leu 


Val 


Val 


Met 




430 






Tyr Asn 


Asn 


Thr 


Val 


445 








Lieu liyS 


Pro 


Leu 


Ser 


jt ^ t\ 
460 








Phe Leu 


Gin Ala Trp 










oer NjJLy 


Phe 


Phe 


XrXlC 






495 




Fne Ala 


Arg Lys 


Jrllo 




510 






Lys val 


Met 


Phe 


urXU 


525 








Giy cys 


Tyr 


He 


His 


540 








Glu Ala 


Phe 


Gin 


Leu 








560 


Met Ala 


Val 


He 


Trp 






575 




Gin Asp 


Phe 


Tyr 


Leu 




590 






Thr Leu 


Ser 


Thr 


Thr 


605 








He Pro 


Thr 


His 


Gin 


620 








Leu He 


Cys 


Ala 


Leu 








640 



t 



<210> 3194 
<211> 341 
<212> PRT 

<213> Homo sapiens 



<400> 3194 
Asp Gly Trp Thr 
1 

Ser Leu Lys Leu 

20 

Phe Asn Glu Glu 
35 

Glu Glu Ser Pro 
50 

He Asn His Ala 
65 

Ser Lys Gly Phe 

Leu Glu Pro Glu 

100 

Ala Thr Asp Asp 
115 

He Pro Leu Arg 
130 

Ser Asp Asp Leu 
145 

Lys Gin Thr Ser 
Thr Asn His Phe 



Pro 


Val 


His Ala 


5 






Leu 


Met 


Tyr His 


Glu 


Ser 


Glu Ser 






40 


Glu 


Gly 


He Ser 






55 


Asn 


Arg 


Glu Gly 




70 




Lys 


Asn 


Cys Leu 


85 






Arg 


Arg 


Asp Lys 


Cys 


Lys 


His Leu 






120 


He 


Ser 


Val Gly 






135 


Glu 


Cys 


Glu Asn 




150 




Trp 


Asp 


Asp Phe 


165 






Gin 


Ala 


He Ser 



Ala Val Asp Thr 
10 

Arg He Pro Ala 
25 

Ser Val Phe Asp 

Lys Pro Val Val 

60 

Trp Thr Ala Ala 
75 

Glu He Leu Cys 
90 

Cys Asn Arg Thr 
105 ^ 

Leu Glu Asn Leu 

Glu He Glu Pro 

140 

Thr He Cys Ala 
155 

Ser Lys Ala Val 
170 

Ser Asp Gly Trp 



Gly 


Asn Val Asp 




15 


His 


Gly Asn Ser 




30 


Leu 


Asp Gly Gly 


45 




Pro 


Ala Asp Leu 


His 


He Ala Ala 




80 


Arg 


His Gly Gly 




95 


Val 


His Asp Val 




110 


Asn 


Ala Leu Lys 


125 




Ser 


Asn Tyr Gly 


Leu 


Asn He Arg 




160 


Ser 


Gin Ala Leu 




175 


Trp 


Ser Leu Glu 



4895 



wo 01/57190 



PCT/US01/(>4098 



180 

Asp Val Thr Cys 
195 

Arg Ser lie Arg 
210 

Gin Ser Phe Ala 
225 

GLu His lie Thr 

Ser Val Thr Tyr 

260 

Leu Arg Leu Val 
275 

Gly Ser Leu Gin 
290 

His Arg Gin Met 
305 

Leu Glu Val Gly 

Cys Ser Leu Val 

340 



Ash Afin 


Th-r 


Thr 






2O0 


Ser lie 


Thr 


Leu 




215 




Gin Ser 


Pro 




230 






Val Leu 


Leu 




245 






Ala Ser 


Met 


lie 


Glu Gin Tyr 


His 






280 

A U W 


Asp Tyr 


lie 


vaj. 




295 




Gly Trp Gin 


Asp 


310 






Cys Trp 


Phe 


Phe 


325 . 






Ala 






341 







185 

Asp Ser Asn Xle 

Gly Asn Val Pro 

220 

Asp Phe Met Arg 
235 

Gly Pro Gin Glu 
250 

Pro Leu Gin Met 
265 

Asn Val lie Phe 

His Gin Leu Ala 

300 

Ser Pro Val Glu 
315 

Pro Arg Glu Gin 
330 



190 

Gly Leu Ser Ala 

205 

Trp Ser Val Gly 

Lys Asn Lys Ala 

240 

Gly Cys Leu Ser 
255 

Met Gin Asn Tyr 
270 

His Gly Pro Glu 
285 

Leu Cys Leu Lys 

He Val Glu Glu 

320 

Leu Leu Arg Thr 
335 



<210> 
<211> 
<212> 
<213> 



3195 

603 
PRT 

Homo sapiens 



<400> 3195 
Met Ala Ala Ser 
1 

Thr Phe Thr Gin 



20 



Leu Tyr 


Gin 


Glu 




35 




Gly Cys 


Pro 


Leu 


50 






Gin Glu 


Leu 


Trp 


65 






Gly Asp 


Asn 


Thr 


Ala Leu 


Pro 


Glu 






100 


Ser Lys 


Asn 


Ser 




115 




Glu Met 


Gin 


Glu 


130 






Lys Leu 


Leu 


Glu 


145 






Asp Gly 


Val 


Cys 


Asp Leu 


Tyr 


Glu 






180 


Arg Glu 


Glu 


Lys 




195 




Lys Lys 


Asn 


Ala 


210 






Lys Pro 


Tyr 


Glu 


225 






His Leu 


Leu 


Gin 



Cys Met Glu Cys 



Ala 


Gin 


Val 


Ser 


5 








Glu 


Glu 


Trp 


Gly 


Val 


Met 


Leu 


Glu 








40 


Phe 


Lys 


Pro 


Glu 






55 




Met 


Ala 


Thr 


Lys 




70 






Lys 


Pro 


Lys 


Thr 


85 








Glu 


Val 


Leu 


Leu 


Gin 


Leu Gly 


Gin 








120 


Val 


His 


Leu 


Lys 






13 5 




Lys 


Met 


Ser 


Ser 




150 






Thr 


Lys 


lie 


Thr 


165 








Cys 


Asp 


Ser 


His 


Asn 


Ser 


Tyr 


Lys 








200 


Leu 


Leu 


Val 


Gin 






215 




Cys 


Thr 


Glu 


Cys 




230 






His 


Leu 


lie 


lie 


245 








Gly 


Lys 


Ala 


Phe 



Val Thr Phe Glu 

10 

Gin Leu Asp Ala 

25. 

Thr Cys Gly Leu 

Leu He Tyr Gin 

60 

Asp Leu Ser Gin 
75 

Thr Glu Pro Thr 
90 

Gin Glu Gin Leu 
105 

Ser Lys Asp Gin 

He Gly He Gly 

140 

Glu Arg Asp Gly 
155 

Gin Lys Gin Val 
170 

Gly Pro Val Thr 
185 

Cys Glu Glu Cys 

His Glu Arg He 

220 

Gly Lys Thr Phe 

235 . 
His Thr Gly Glu 
250 

Asn Arg Arg Ser 



Asp Val Ala Val 
15 

Ala Gin Arg Thr 
30 

Leu Met Ser Leu 
45 

Leu Asp His Arg 

Ser Ser Tyr Pro 

80 

Phe Ser His Leu 

95 

Thr Gin Gly Ala 

110 

Asp Gly Pro Ser 

125 

Pro Gin Arg Gly 

Leu Gly Ser Asp 

160 

Ser Thr Glu Gly 
175 

Asp Ala Leu He 
190 

Gly Lys Val Phe 
205 

His Thr Gin Val 

Ser Lys Ser Thr 

240 

Lys Pro Tyr Lys 
255 

His Leu Thr Arg 
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260 265 



JIJLB (aXU 






Q A v 
OBX 


oxy 


Glu 


Lys 


275 










280 












«xy 


Ser 


Thr 


A 7 w 








295 






ms xnx \3JLy 




T.Tf JCt 
XJjr o 


IT 1> 




Val 


Cys 


305 






310 










ir J> \j 








Arg His 






«3 A S 










Tatg 13vrt TH/T^ 
Jjyo irXO Jiy^ 


ft! 11 


v» O 




R1 11 

wXU 


Cys 


He 




340 

•J ~ V 










345 


iUL^ sex 


lyr 


T. All 


Thr* 


Arp 


His 


Gin 


J 9 S 










360 




irxO Jb'n.B urXu 




TV on 


VJjXU 


^ys 


Gly Lys 










■^7t; 




* 


iiGu xxe uxn 


nxo 


Tyr 


xxe 


xxe 


His 


Thr 


J Q 3 






J ^ \J 








nec vaXu uys 


vjxy 


iiys 


ALSL 


Jrne 


Asn 


Arg 














• 


uxn AT^ lie 


iixS 


inr 


Gly 


urXU 


Lys 


Pro 














425 


Lys Ala Pile 


Thr 


Ills 


cys 


ber 


Thr 


Phe 












44 0 




Tiir Giy Glu 


Lys 


Pro 


Tyr 


Glu 


Cys 


Lys 










A R 

D 3 






Asp Arg Ala 


Asp 


Leu 


lie 


Arg 


His 


Phe 








Ann 
4 / U 








Pro Tyr Glu 


Cys 


val 


Glu 


Cys 


Gly 


Lys 






X Q C 

4 o 3 










Leu Thr Arg 


His 


Gin 


Gin 


lie 


His 


Thr 




c rt 










f\ ^ 

505 


lie Gin Cys 


Gly 


Lys 


Ala 


Pxie 


Cys 


Arg 


515 










52 0 




Ser He lie 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


c ^ n 

530 








c ^ c 






Lys Ala Phe 


Asn 


Arg 


Gly 


Ser 


Ser 


Leu 


545 






550 








Thr Gly Arg 


Asn 


Pro 


Thr 


He 


val 


inr 






565 










Thr Ala Gin 


Thr 


oer 


vai 


ii.sn 


Tl a 

lie 


vjin 




580 










e o c 
585 


Phe Leu Asn 


lie 


ixir 


T'Vi V* 
XXIX 


V3XU 


VorlU 


TV 

Asn 


595 










^ t\t\ 
600 




<210> 3196 












<211> 378 












<212> PRT 












<213> Homo 


sapiens 








<400> 3196 












Val Gly Phe 


Trp 


Qlu Arg 


IrXO 


Leu 


Arg 


1 




5 










Ser Leu Arg 


Arg 


Trp Glu 




Leu 


Ala 




20 










25 


Ala Leu Leu 


Leu 


Arg Gly 


Ser 


Leu 


Leu 


35 










40 




Arg Ala Ser 


Ser 


Gly Leu 


Pro 


Arg 


Asn 


50 








55 






Gin Gin Glu 


Ala 


Trp Val 


Val 


Glu 


Arg 


65 






70 








Leu Glu Pro 


Gly 


Leu 


Asn 


He 


Leu 


He 
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o T n 






xrxO 


lyx 






VX 








^ O 3 








Phe 


Val 


Tjeu His 


His 




OCX 






^ u u 








Lys 


Glu 




JLi jr o 


AX CI 


JtrXiC? 




315 








o ^ u 


Tyr 


He 


Tie His 


Thr* 
xxx^ 




Qlu 


330 








o Jp 3 




Glu Cys 




Ala 


Phe 

C^*AiS* 


Asn 








O 3 U 






Gin 


He 


wis Thir 

XX^B* XXX^ 


Glv 


Val 

V CLal» 
















Ala 


Phe 


\my*a U<l>iX 




Ala 








J oil 








Gly Glu 




lyx 


xjy o 


y o 




395 








4 uu 


Arg 


Ser 


nxs XiSU 




m Tl 


Xl>LO 


410 








4X9 




Tyr Glu 


uys 2per 


/IT 11 


^-.ys 


«xy 








A'i r\ 
43 U 






Val 


Leu 


lixs iiys 


Arg 


inr 


TT-i a 
IlxS 






Ji A C 

445 








Glu 


Cys 


Vjxy Xiys 


nXa 


Pho 


OCX 






460 








Ser 


He 


Ills inr 


ir 

Giy 


oXU 


Lys 




475 








4o0 


Ala 


Phe 


i^Lsn i^rg 


f* *■> ^ 

OCX 


G A v> 


tin C3 


490 








>t O C 

495 




Gly Glu 


Lys Pro 


Tyr 


Glu 


Cys 








510 






Ser 


Ala 


/\.sn Xicu. 


xxe 


Arg 


nxs 






525 








Tyr 


Glu 


uys oer 


oXu 


vjys 


/^l ir 
Vjriy 






540 








Thr 


His 


XJ-i a. ^1 r\ 

rixs ijxn 


/urg 


Tl a 

xxe 


AXo 




555 








560 


Asp 


Val 


Gly Arg 


Pro 


Phe 


Met 


570 








575 




Glu 


Leu 


Leu Leu 


Gly 


Lys 


Glu 








590 






Leu 


Trp 












603 










Ser 


Ser 


iug irp 


Jrne 


Arg 


TV i^fT 

nxg 


10 








Xs 




Arg Ala 


AXa A Jug 


wxy 


XiXX 


uxy 








3 U 






Ala 


Ser 


oxy Arg 


AX a 


irro 


Arg 






45 








Thr 


Val 


Val Leu 


Phe 


Val 


Pro 






60 








Met Gly 


Arg Phe 


His 


Arg 


He 




75 








80 


Pro 


Val 


Leu Asp 


Arg 


He 


Arg 
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85 










90 










95 




Tyx 


val 


Gin 


Ser 
100 


Leu 


Lys 


Glu 


He 


Val 
105 


lie 


Asn 


Val 


Pro 


Glu 
110 


Gin 


Ser 


TV 1 a 


vax 


V% 

inr 
115 


Leu 


ASp 


Asn 


Val 


Thr 
120 


Leu 


Gin 


lie 


Asp 


IOC 

125 


vax 


lieu 


Tyr 


jjeu 


Arg 


xj.e 




ASp 


irro 


Tyr Lys 


Ala 


Ser 


ryr 


Giy 


vax 


viXU 


Asp 


Pro 




130 










135 










140 












Tyx 


A±a 


vai 


j.nr 


VaXn 


Leu 


Ala 


Gin 


Thr 


ixir 


jYieu 


TV v**^*f 

Arg 


oer 


Glu 


Leu 


X45 










150 










155 










160 


Gly 


Lys 


Leu 


Ser 


Leu 


Asp 


Lys 


Val 


Phe Arg 


Glu 


Arg 


Glu 


Ser 


Leu 


Asn 










165 










170 










175 




Ala 


Ser 


lie 


Val 


TV J-,, 

Asp 


AXa 


He 


Asn 


Gin Ala 


Ala 


Asp 


Cys 


T3rp 


Gly He 








180 






• 




185 










190 






Arg 


Cys 


Leu 


Arg 


Tyr 


Glu 


lie Lys 


Asp 


He 


His 


Val 


Pro 


Pro 


Arg Val 






195 










200 










205 








Lys 


Glu 
210 


Ser 


Met 


Gin 


Met 


Gin 
215 


Val 


Glu 


Ala 


Glu 


Arg 

220 


Arg 


Lys 


Arg 


Ala 


Thr 


Val 


Leu 


Glu 


Ser 


Glu 


Gly Thr 


Arg Glu 


Ser 


Ala 


He 


Asn 


Val 


Ala 


225 










230 










235 










240 


Glu 


Gly 


Lys 


Lys 


Gin 
245 


Ala 


Gin 


He 


Leu 


Ala 
250 


Ser 


Glu 


Ala 


Glu 


Lys 
255 


Ala 


Glu 


Gin 


lie 


Asn 


Gin 


Ala 


Ala Gly 


Glu 


Ala 


Ser 


Ala 
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15 10 15 

Pro Val Ala Ser Ala lie Met Asp Pro Ala Glu Ala Val Leu Gin Glu 

20 25 30 

Lys Ala Leu Lys Phe Met Met Glu Phe Arg Ser Trp Cys Pro Gly Trp 

35 40 45 

Ash Thr Met Ala Arg Ser Arg Leu Thr Ala Thr Ser Thr Ser Arg Val 

50 55 60 

Gin Cys Ser .Met Pro Arg Ser Leu Trp Leu Gly Cys Ser Ser Leu Ala 
65 70 75 80 

Asp Ser Met Pro Ser Leu Arg Cys Leu Tyr Asn Pro Gly Thr Gly Ala 

85 90 95 

Leu Thr Ala Phe Gin Asn Ser Ser Glu Arg Glu Asp Cys Asn Asn Gly 

100 105 110 

Glu Pro Pro Arg Lys lie lie Pro Glu Lys Asn Ser Leu Arg Gin Thr 

115 120 125 

Tyr. Asn Ser Cys Ala Arg Leu Cys Leu Asn Gin Glu Thr Val Cys Leu 

130 135 140 

Ala Ser Thr Ala Met Lys Thr Glu Asn Cys Val Ala Lys Thr Lys Leu 
145 150 155 160 

Ala Asn Gly Thr Ser Ser Met lie Val Pro Lys Gin Arg Lys Leu Ser 

165 170 175 

Ala Ser Tyr Glu Lys Glu Lys Glu Leu Cys Val Lys Tyr Phe Glu Gin 

180 185 190 

Trp Ser Glu Ser Asp Gin Val Glu Phe Val Glu His Leu lie Ser Gin 

195 200 205 

Met Cys His Tyr Gin His Gly His He Asn Ser Tyr Leu Lys Pro Met 

210 215 220 

Leu Gin Arg Asp Phe He Thr Ala Leu Pro Ala Arg Gly Leu Asp His 
225 230 235 240 

He Ala Glu Asn He Leu Ser Tyr Leu Asp Ala Lys Ser Leu Cys Ala 

245 250 255 

Ala Glu Leu Val Cys Lys Glu Trp Tyr Arg Val Thr Ser Asp Gly Met 

260 265 270 

Leu Trp Lys Lys Leu He Glu Arg Met Val Arg Thr Asp Ser Leu Trp 

275 280 285' 

Arg Gly Leu Ala Glu Arg Arg Gly Trp Gly Gin Tyr Leu Phe Lys Asn 

290 295 300 

Lys Pro Prq Asp Gly Asn Ala Pro Pro Asn Ser Phe Tyr Arg Ala Leu 
305 310 315 320 

Tyr Pro Lys He He Gin Asp He Glu Thr He Glu Ser Asn Trp Arg 

325 330 335 

Cys Gly Arg His Ser Leu Gin Arg He His Cys Arg Ser Glu Thr Ser 

340 345 ' 350 

Lys Qly Val Tyr Cys Leu Gin Tyr Asp Asp Gin Lys He Val Ser Gly 

355 360 365 

Leu Arg Asp Asn Thr He Lys He Trp Asp Lys Asn Thr Leu Glu Cys 

370 375 380 

Lys Arg He Leu Thr Gly His Thr Gly Ser Val Leu Cys Leu Gin Tyr 
385 390 395 400 

Asp Glu Arg Val He He Thr Gly Ser Ser Asp Ser Thr Val Arg Val 

405 410 415 

Trp Asp Val T^n Thr Gly Glu Met Leu Asn Thr Leu He His His Cys 

420 425 430 

Glu Ala Val Leu His Leu Arg Phe Asn Asn Gly Met Met Val Thr Cys 

435 440 445 

Ser Lys Asp Arg Ser He Ala Val Trp Asp Met Ala Ser Pro Thr Asp 
450 455 460 

He Thr Leu Arg Arg Val Leu Val Gly His Arg Ala Ala Val Asn Val 

465 470 475 480 

Val Asp Phe Asp Asp Lys Tyr He Val Ser Ala Ser Gly Asp Arg Thr 

485 490 495 

He Lys Val Trp Asn Thr Ser Thr Cys Glu Phe Val Arg Thr Leu Asn 

500 505 510 

Gly His Lys Arg Gly He Ala Cys Leu Gin Tyr Arg Asp Arg Leu Val 
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20 

Trp Asp Pro Met 
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Val Ser Arg Val 
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Ser Ala lie Gin 
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His 


Lys 


Ala 


Gly 


Ser Ser 
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530 










535 










540 










ASp 


C JUL w* 

ser 


ilXS 


Asn 


^^^^ 

oer 


oLy 


Arg 


Arg 


oer 


ryr- 


ATy 


^^^^^^ 

pro 


Thr 


His 


irro 


TV am 
/iSp 


545 










r r rt 

550 










p p p 
555 










c ^ n 

560 


cys 


6JLZ1 


TV 1 M 




Lieu 


uLn 


rnVi 'V- 

xnr 


Lieu 


jjeu 


Ser 


Arg 


Tnr 


Asp Leu 


TV 

ASp 


Jrro 










^ ^ ^ 
565 










570 










575 




Arg 


va± 


Lieu 


ber 


Asn 


inr 


oxy 


irp 


wLy 


vsin 


inr 




lie 


Lys 


urxn 


TV av\ 
ASp 








580 










c o c 
585 










590 






iiur 




Trp 


ASp 


xj.e 








irro 


Arg 




1-1 


Gly Lys 


C Al^ 


TV e!r*\ 
ASp 






c a c 
595 










f n n 










605 








jjys 


G±y 


iiir 


b±U 


laLy 


irp 


VsXU 


oer 


ALa 


ALa 


inr 


uin 


Thr Lys 


Asn 






olO 










615 










620 












Gly 


m0\ 

irp 


u-iy 


Asp 


J\Xdi 


jrro 


C A V* 

oer 


urJ.Il 


oer 


TV eswi 

Asn 


/si « 
oin 


Met 


Lys 


oer 


vjixy 


625 










^ 

630 










635 










o4U 


Trp 


G±y 


GXU 


iieu 


ser 




ber 


inr 


VvLU 


irp 


iiys 


ASp 


Pro Lys 


TV am 

Asn 


ixir 










645 










650 










655 




Giy 


Gly 


Trp 


Asn 


Asp 


Tyr 


Lys 


Asn 


ASn 


TV 

Asn 


ser 


oer 


Asn Trp 


vjLy 


GLy 








660 










^ ^ ^ 
665 










670 






Gly 


Arg 


Pro 


Asp 


Glu 


Lys 


Thr 


Pro 


Ser 


Ser 


Trp 


Asn 


Glu 


Asn 


pro 


^9 

ser 






675 










680 










685 








Lys 


Asp 


Gin 


Gly 


Trp 


Gly 


Gly 


Gly 


Arg 


Gin 


Pro 


Asn 


Gin Gly 


Trp 


Ser 




690 










695 










700 










Ser 


Gly 


Lys 


Asn 


Gly 


Trp 


Gly 


GLU 


Glu 


Val 


Asp 


Gin 


Thr 


Lys 


Asn 


ser 


705 










710 










715 










720 


Asn 


Trp 


Glu 


Ser 


Ser 


« ^ ^ 
Ala 


Ser 


Lys 


Pro 


Val 


Ser 


Gly 


Trp 


Gly 


Glu 


Gly 










725 










730 










735 




Gly 


Gin 


Asn. 


Glu 


lie 


Gly 


Thr 


Trp 


Gly 


Asn 


Gly 


Gly 


Asn 


Ala 


Ser 


Leu 








740 










745 










750 






Ala 


Ser 


Lys 


Gly 


Gly 


Trp 


Glu 


Asp 


Cys 


Lys 


Arg 


Ser 


Pro 


Ala 


Trp 


Asn 






755 










760 










755 








Glu 


Thr 


Gly 


Arg 


Gin 


Pro 


Asn 


Ser 


Trp 


Asn 


Lys 


Gin 


His 


Gin 


Gin 


Gin 




770 










775 










780 










Gin 


Pro 


Pro 


Gin 


Gin 


Pro 


Pro 


Pro 


Pro 


Gin 


Pro 


Glu 


Ala 


Ser 


Gly 


Ser 


785 










790 










795 










800 


Trp 


Gly 


Gly 


Pro 


Pro 


Pro 


Pro 


Pro 


Pro 


Gly 


Asn 


Val 


Arg 


Pro 


Ser 


Asn 










805 










810 










815 




Ser 


Ser 


Trp 


Ser 


Ser 


Gly 


Pro 


Gin 


Pro 


Ala 


Thr 


Pro 


Lys 


Asp 


GLU 


Glu 








820 










825 










830 






Pro 


Ser 


Gly 


Trp 


Glu 


Glu 


Pro 


Ser 


Pro 


Gin 


Ser 


lie 


Ser 


Arg 


Lys 


Met 






835 










840 










845 








Asp 


lie 


Asp 


Asp 


Gly 


Thr 


Ser 


Tit ^ 

Ala 


Trp 


Gly 


VI 11.11 

Asp 


Pro 


Asn 


Ser 


Tyr 


IV MM 

Asn 




850 










855 










860 










Tyr 


Lys 


Asn. 


Val 


Asn 


Leu 


Trp 


Asp 


Lys 


Asn 


Ser 


Gin 


Gly Gly 


Pro 


ALa 


865 










870 










875 










/N 

880 


Pro 


Arg 


Glu 


Pro 


Asn 


Leu 


Pro 


Thr 


Pro 


Met 


Thr 


Ser 


Lys 


Ser 


ALa 


Ser 










885 










890 










895 




Asp 


Ser 


Lys 


Ser 


Met 


Gin 


Asp 


GLy 


Trp 


Gly 


r**! iq 
GIU 


ser 


Asp. 


Gly 


^^^^^^ 

pro 


vaL 








900 










rt IT 

905 










910 






Thr 


Gly 


Ala 


Arg 


HXS 


Pro 


Ser 


Trp 


Glu 


GLU 


GLU 


GLU 


Asp 


Gly 


Gly 


vaL 






915 










920 










925 








Tirp 


Asn 


Thr 


mite 

Tnr 


Gly 


Ser 


Gin 


Gly 


Ser 


Til -» 

Ala 


Ser 


Ser 


His 


Asn 


Ser 


TV 1 9» 

ALa 




930 










935 










94 0 










Ser 


Trp 


Gly 


Qin 


Gxy 


Qiy 


Ljys 


Lys 


mn 


nec 


Liys 


^jys 


Ser 


Leu 


uya 


laiy 


945 










950 










955 










960 


Giy 


Asn 


Asn. 


Asp 


ser 


Trp 


Met 


Asn 


Fro 


Lieu 


Aia 


Lys 


Gin 


Phe 


oer 


Asn 










965 










970 










ft t? 
975 




Met 


Gly 


Leu 


Leu 


Ser 


Gin 


Thr 


Glu 


Asp 


Asn 


Pro 


Ser 


Ser 


Lys 


Mec 


TV 

ASp 








980 










985 










990 






Leu 


Ser 


Val 


Gly 


Ser 


Leu 


Ser 


Asp 


Lys 


Lys 


Phe 


Asp 


Val 


Asp 


Lys 


Arg 






995 








1000 








10O5 








Ala 


Met 


Asn 


Leu 


Gly 


Asp 


Phe 


Asn 


Asp 


lie 


Met 


Arg 


Lys 


Asp 


Arg 


Ser 


1010 








1015 








1020 










Gly Phe 


Arg 


Pro 


Pro 


Asn 


Ser 


Lys 


Asp 


Met 


Gly Thr 


Thr 


Asp 


Ser 


Gly 


1025 








1030 








1035 








1040 


Pro 


Tyr 


Phe 


Glu 


Lys 


Gly Gly Ser 


His 


Gly Leu Phe 


Gly Asn 


Ser 


Thr 
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1045 1050 1055 

Ala Gin Ser Arg Gly Leu His Thr Pro Val Gin Pro Leu Asn Ser Ser 

1060 1065 1070 

Pro Ser Leu Arg Ala Gin Val Pro Pro Gin Phe lie Ser Pro Gin Val 

1075 1080 1085 

Ser Ala Ser Met Leu Lys Gin Phe Pro Asn Ser Gly Leu Ser Pro Gly 

1090 1095 1100 

Leu Phe Asn Val Gly Pro Gin Leu Ser Pro Gin Gin lie Ala Met Leu 
X105 1110 1115 1120 

Ser Gin Leu Pro Gin lie Pro Gin Phe Gin Leu Ala Cys Gin Leu Leu 

1125 1130 1135 

Leu Gin Gin Gin Gin Gin Gin Gin Leu Leu Gin Asn Gin Arg Lys lie 

1140 1145 1150 

Ser Gin Ala Val Arg Gin Gin Gin Glu Gin Gin Leu Ala Arg Met Val 

1155 1160 1165 

Ser Ala Leu Gin Gin Gin Gin Gin Gin Qln Gin Arg Gin Pro Gly Met 

1170 1175 1180 

Lys His Ser Pro Ser His Pro Val Gly Pro Lys Pro His Leu Asp Asn 
1185 1190 1195 120O 

Met Val Pro Asn Ala Leu Asn Val Gly Leu Pro Asp Leu Gin Thr Lys 

1205 1210 1215 

Gly Pro lie Pro Gly Tyr Gly Ser Gly Phe Ser Ser Gly Gly Met Asp 

1220 1225 1230 

Tyr Gly Met Val Gly Gly Lys Glu Ala Gly Thr Glu Ser Arg Phe Lys 

1235 1240 1245 

Gin Trp Thr Ser Met Met Glu Gly Leu Pro Ser Val Ala Thr Gin Glu 

1250 1255 1260 

Ala Asn Met His Lys Asn Gly Ala lie Val Ala Pro Gly Lys Thr Arg 
1265 1270 1275 1280 

Gly Gly Ser Pro Tyr Asn Gin Phe Asp lie lie Pro Gly Asp Thr Leu 

1285 1290 1295 

Gly Gly His Thr Gly Pro Ala Gly Asp Ser Trp Leu Pro Ala Lys Ser 

1300 1305 1310 

Pro Pro Thr Asn Lys lie Gly Ser Lys Ser Ser Asn Ala Ser Trp Pro 

1315 1320 1325 

Pro Glu Phe Gin Pro Gly Val. Pro Ti^p Lys Gly lie Gin Asn lie Asp 

1330 1335 1340 

Pro Glu Ser Asp Pro Tyr Val Thr Pro Gly Ser Val Leu Gly Gly Thr 
1345 1350 1355 1360 

Ala Thr Ser Pro He Val Asp Thr Asp His Gin Leu Leu Arg Asp Asn 

1365 1370 1375 

Thr Thr Gly Ser Asn Ser Ser Leu Asn Thr Ser Leu Pro Ser Pro Gly 

1380 1385 1390 

Ala Trp Pro Tyr Ser Ala Ser Asp Asn Ser Phe Thr Asn Val His Ser 

1395 1400 1405 

Thr Ser Ala Lys Phe Pro Asp Tyr Lys Ser Thr Trp Ser Pro Asp Pro 

1410 1415 1420 

lie Gly His Asn Pro Thr His Leu Ser Asn Lys Met Trp Lys Asn His 
1425 1430 1435 1440 

He Ser Ser Arg Asn Thr Thr Pro Leu Pro Arg Pro Pro Pro Gly Leu 

1445 1450 1455 

Thr Asn Pro Lys Pro Ser Ser Pro Trp Ser Ser Thr Ala Pro Arg Ser 

1460 1465 1470 

Val Arg Gly Trp Gly Thr Gin Asp Ser Arg Leu Ala Ser Ala Ser Thr 

1475 1480 1485 

Trp Ser Asp Gly Gly Ser Val Arg Pro Ser Tyr Trp Leu Val Leu His 

1490 1495 1500 

Asn Leu Thr Pro Gin He Asp Gly Ser Thr Leu Arg Thr He Cys Met 
1505 1510 1515 1520 

Gin His Gly Pro Leu Leu Thr Phe His Leu Asn Leu Thr Gin Gly Thr 

1525 1530 1535 

Ala Leu He Arg Tyr Ser Thr Lys Gin Glu Ala Ala Lys Ala Gin Thr 

1540 ^1545 1550 

Ala Leu His Met Cys Val Leu Gly Asn Thr Thr He Leu Ala Glu Phe 
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1555 1560 1565 

Ala Thr Asp Asp Glu Val Ser Arg Phe Leu Ala Gin Ala Gin Pro Pro 

1570 1575 1580 

Thr Fro Ala Ala Thr Pro Ser Ala Pro Ala Ala Gly Trp Gin Ser Leu 
1585 1590 1595 1600 

Glu Thr Gly Gin Asn Gin Ser Asp Pro Val Gly Pro Ala Leu Asn Leu 

1605 1610 1615 

Phe Gly Gly Ser Thr Gly Leu Gly Gin Trp Ser Ser Ser Ala Gly Gly 

1620 1625 1630 

Ser Ser Gly Ala Asp Leu Ala Gly Ala Ser Leu Trp Gly Pro Pro Asn 

1635 1640 1645 

Tyr Ser Ser Ser Leu Trp Gly Val Pro Thr Val Glu Asp Pro His Arg 

1650 1655 1660 

Met Gly Ser Pro Ala Pro Leu Leu Pro Gly Asp Leu Leu Gly Gly Gly 
1665 1670 1675 1680 

Ser Asp Ser lie 
1684 



<210> 3226 

<211> 395 

<212> PRT 

<213> Homo sapiens 



<400> 3226 



Val 


Pro 


Trp 


Lys 


Arg 


Gin 


Asp 


Glu Gin 


Leu 


Ser 


Leu 


Gin 


Val 


Glu 


Thr 


1 








5 








10 










15 




Leu 


Tyr 


Leu 


Asp 


Ser 


Pro 


Ala 


Val He 


His 


Leu 


Leu 


Ser 


Pro 


Thr 


Phe 








20 








25 










30 






Leu 


Pro 


Pro 


Ser 


Ser 


Leu 


Pro 


Pro Phe 


Leu 


Gin 


He 


Val 


Asp 


Ser 


Ser 






35 










40 








45 








Ser 


Ser 


Ala 


Cys 


Thr 


Leu 


Asp 


Ser Phe 


Phe 


Pro 


Phe 


Leu 


Ala 


Pro 


Trp 




50 










55 








60 










Asp 


Ser 


Pro 


Gin 


Asp 


Cys 


Gly 


Phe Lys 


Asp 


His 


Gin 


Pro 


Leu 


Thr 


Leu 


65 










70 








75 










80 


Gin 


Ala 


Leu 


Thr 


Val 


Glu 


Leu 


Ala Arg 


Trp 


Thr 


Leu 


Met 


Leu 


Leu 


Leu 










85 








90 










95 




Ser 


Thr 


Ala 


Met 


Tyr 


Gly 


Ala 


His Ala 


Pro 


Leu 


Leu 


Ala 


Leu 


Cys 


His 








100 








105 










110 






Val 


Asp 


Gly 


Arg 


Val 


Pro 


Phe 


Arg Pro 


Ser 


Ser 


Ala 


Val 


Leu 


Leu 


Thr 






115 










120 








125 








Glu 


Leu 


Thr 


Lys 


Leu 


Leu 


Leu 


Cys Ala 


Phe 


Ser 


Leu 


Leu 


Val 


Gly 


Trp 




130 










135 








140 










Gin 


Ala 


Trp 


Pro 


Gin 


Gly 


Pro 


Pro Pro 


Trp 


Arg 


Gin 


Ala 


Ala 


Pro 


Phe 


145 










150 








155 










160 


Ala 


Leu 


Ser 


Ala 


Leu 


Leu 


Tyr 


Gly Ala 


Asn 


Asn 


Asn 


Leu 


Val lie 


Tyr 










165 








170 










175 




Leu 


Gin 


Arg 


Tyr 


Met 


Asp 


Pro 


Ser Thr 


Tyr 


Gin 


Val 


Leu 


Ser 


Asn 


Leu 








180 








185 










190 






Lys 


He 


Gly 


Ser 


Thr 


Ala 


Val 


Leu Tyr 


Cys 


Leu 


Cys 


Leu 


Arg His 


Arg 






195 










200 








205 








Leu 


Ser 


Val 


Arg 


Gin 


Gly 


Leu 


Ala Leu 


Leu 


Leu 


Leu 


Met 


Ala 


Ala 


Gly 




210 










215 








220 










Ala 


Cys 


Tyr 


Ala 


Ala 


Gly 


Gly 


Leu Gin 


Val 


Pro 


Gly 


Asn 


Thr 


Leu 


Pro 


225 










230 








235 










240 


Ser 


Pro 


Pro 


Pro 


Ala 


Ala 


Ala 


Ala Ser 


Pro 


Met 


Pro 


Leu 


His 


He 


Thr 










245 








250 










255 




Pro 


Leu 


Gly 


Leu 


Leu 


Leu 


Leu 


He Leu 


Tyr 


Cys 


Leu 


He 


Ser Gly 


Leu 








260 








265 










270 






Ser 


Ser 


Val 


Tyr 


Thr 


Glu 


Leu 


Leu Met 


Lys 


Arg 


Gin 


Arg 


Leu 


Pro 


Leu 






275 










280 








285 








Ala 


Leu 


Gin 


Asn 


Leu 


Phe 


Leu 


Tyr Thr 


Phe 


Gly 


Val 


Leu 


Leu 


Asn 


Leu 
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290 










295 






Gly 


Leu 


His 


Ala 


Giy 


Gly 


Gly 


^9 Mm 

ser 


Gly 


305 










310 








Ser 


Gly 


Trp 


Ala 

Ala 


AXSL 


Leu 


vai 


vai 


Leu 










325 












nec 




jHuia 


vaJL 


jyieu 


jLiys 


T74 cs 
Xllo 


oxy 








340 










345 


Val 


Val 


Ser 


Cys 


Ser 


Leu 


Val 


Val 


Asn 






355 










360 




Leu 


Arg 


Leu 


Gin 


Leu 


Thr 


Ala 


Ala 


Phe 




370 










1 c 

375 






Gly 


Leu 


Ala 


Met 


Arg 


Leu 


Tyr 


Tyr 


Giy 


^ a p 

385 










390 










<2io> ; 


3227 














<2ii> : 


226 














<212> ] 


PRT 














<213> Hotno 


sapiens 










<400> : 


3227 












Arg 


Ser 


Thr 


Arg 


Ala 


Arg 


Thr 


Arg 


Arg 


1 








5 










Leu 


Pro 


Val 


Gly 


Gly 


Phe 


Leu 


Gly 


Lys 








20 










25 


Leu 


Leu 


Leu 


Ala 


Ala 


Leu 


Gly 


Ser 


Gly 






35 










40 




Val 


Ser 


Ser 


Phe 


Arg 


Val 


Lys 


Glu 


Asn 




50 










• 55 






Gly 


Thr 


Trp 


Tyr 


Ala 


Met 


Ala 


Lys 


Lys 


65 










70 








Gin 


Asp 


Asn 


lie 


Val 


Ala 


Glu 


Phe 


Ser 










85 










Ser 


Ala 




Ala 


Lys 


Gly 


Arg 


Val 


Arg 








100 










105 


Cys 


Ala 


Asp 


Met 


Val 


Gly 


Thr 


Phe 


Thr 






115 










120 




Phe 


Lys 


Met 


Lys 


Tyr 


Trp 


Gly 


Val 


Ala 




130 










135 






Asp 


Asp 


His 


Trp 


He 


Val 


Asp 


mis 

Tnr 


Asp 


145 










150 








Tyr 


Ser 


Cys 


Arg 


Leu 


Leu 


Asn 


Leu 


Asp 










165 










Ser 


Phe 


Val 


Phe 


Ser 


Arg 


Asp 


Pro 


Asn 








180 










185 


Lys 


lie 


Val 


Arg 


Gin 


Arg 


Gin 


Glu 


Glu 






195 










200 




Arg 


Leu 


He 


Val 


His 


Asn 


Gly 


Tyr 


Cys 




210 










215 






Leu 


Leu 
















225 


226 


















<2io> : 


3228 














<2ii> : 


225 














<2i2> : 


PRT 














<213> Homo 


sapiens 










<4O0> : 


3228 












Gin 


Gin 


Glu 


Ser 


Pro 


Ala 


Ala 


Gly 


Ala 
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300 






Pro 


Gly 


Leu 


Leu Glu Gly Phe 




*i 

315 






320 


Ser 


Gin 


Ala 


Leu Asn Gly Leu 


330 








335 


Ser 


Ser 


lie 


Thr Arg Leu Phe 










350 


Ala 


Val 


Leu 


Ser 


Ala Val Leu 








365 




Phe 


Leu 


Ala 


Thr 


Leu Leu lie 






380 






Ser Arg 










395 








Pro 


Gly 


Leu 


Arg 


Ala Val Pro 


10 








15 


Met 


Lys 


Trp 


Val 


Trp Ala Leu 










30 


Arg 


Ala 


Glu 


Arg 


Asp Cys Arg 








45 




Phe 


Asp 


Lys 


Ala 


Arg Phe Ser 






60 






Asp 


Pro 


Glu 


Gly Leu Phe Leu 




75 






80 


Val 


Asp 


Glu 


Thr 


Gly Gin Met 


90 








95 


Leu 


Leu 


Asn 


Asn Trp Asp Val 










110 


Asp 


Thr 


Glu 


Asp 


Pro Ala Lys 








125 




Ser 


Phe 


Leu 


Gin Lys Gly Asn 






140 






Tyr Asp 


Thr 


Tyr Ala Val Gin 




155 






160 


Gly Thr 


Cys 


Ala Asp Ser Tyr 


170 








175 


Gly Leu 


Pro 


Pro 


Glu Ala Gin 










190 


Leu 


Cys 


Leu 


Ala Arg Gin Tyr 








205 




Asp Gly 


Arg 


Ser Glu Arg Asn 



220 



Ala Arg Met Asn Cys Lys Glu 
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1 






5 


• 


10 


15 


Gly 


Thr 


Asp 


Ser Ser 


Cys Gly Cys Arg 


Gly 


Asn Asp Glu Lys Lys Met 








20 


25 




30 


Leu 


Lys 


Cys 


Val Val 


Val Gly Asp Gly 


Ala 


Val Gly Lys Thr Cys Leu 






35 




40 




45 


Leu 


Met 


Ser 


Tyr Ala 


Asn Asp Ala Phe 


Pro 


Glu Glu Tyr Val Pro Thr 




50 






55 




60 


Val 


Phe 


Asp 


His Tyr 


Ala Val Thr Val 


Thr 


Val Gly Gly Lys Gin His 


65 






■ 


70 




75 * 80 


Leu 


w 

Leu 


Gly 


Leu Tyr 


Asp Thr Ala Gly 


Gin 


Glu Asp Tyr Asn Gin Leu 








85 




90 


95 


Arg 


Pro 


Leu 


Ser Tyr 


Pro Asn Thr Asp 


Val 


Phe Leu He Cys Phe Ser 








100 


105 




110 


Val 


Val 


Asn 


Pro Ala 


Ser Tyr His Asn 


Val 


Gin Glu Glu Trp Val Pro 






115 




120 




125 


Glu 


Leu 


Lys 


Asp Cys 


Met Pro His Val 


Pro 


Tyr Val Leu He Gly Thr 




130 






135 




14 0 


Gin 


lie 


Asp 


Leu Arg 


Asp Asp Pro Lys 


Thr 


Leu Ala Arg Leu Leu Tyr 


145 








ISO 




155 160 


Met 


Lys 


Glu 


Lys Pro 


Leu Thr Tyr Glu 


rllS 


Gly Val Lys Leu Ala Lys 








165 




170 


175 


Ala 


lie 


Gly 


Ala Gin 


Cys Tyr Leu Glu 


Cys 


Ser Ala Leu Thr Gin Lys 








180 


185 




190 


Gly 


Leu 


Lys 


Ala Val 


Phe Asp Glu Ala 


He 


Leu Thr He Phe His Pro 






195 




200 




205 


Lys 


Lys 


Lys 


Lys Lys 


Arg Cys Ser Glu 


Gly 


His Ser Cys Cys Ser He 




210 






215 




220 



He 



225 



<210> 3229 
<211> 232 
<212> PRT 

<213> Homo sapiens 



<400> 3229 



Ala 


He 


Ser 


Ala 


Gly 


Arg Ser Ala Lys 


Met 


Gin 


Leu Lys Pro Met Glu 


1 








5 




10 




15 


He 


Asn 


Pro 


Glu 


Met 


Leu Asn Lys Val 


Leu 


Ser Arg Leu Gly Val Ala 








20 




25 






30 


Gly 


Gin 


Trp 


Arg 


Phe 


Val Asp Val Leu 


Gly 


Leu 


Glu Glu Glu Ser Leu 






35 






40 






45 


Gly 


Ser 


Val 


Pro 


Ala 


Pro Ala Cys Ala 


Leu 


Leu 


Leu Leu Phe Pro Leu 




50 








55 






60 


Thr 


Ala 


Gin 


His 


Glu 


Asn Phe Arg Lys 


Lys 


Gin 


He Glu Glu Leu Lys 


65 










70 




75 


80 


Gly 


Gin 


Glu 


Val 


Ser 


Pro Lys Val Tyr 


Phe 


Met 


Lys Gin Thr He Gly 










85 




90 




95 

< 


Asn 


Ser 


Cys 


Gly Thr 


He Gly Leu He 


His 


Ala 


Val Ala Asn Asn Gin 








100 




105 






110 


Asp 


Lys 


Leu 


Gly Phe 


Glu Asp Gly Ser 


Val 


Leu 


Lys Gin Phe Leu Ser 






115 






120 






125 


Glu 


Thr 


Glu 


Lys 


Met 


Ser Pro Glu Asp 


Arg 


Ala 


Lys Cys Phe Glu Lys 




130 








135 






140 


Asn 


Glu 


Ala 


He 


Gin 


Ala Ala His Asp 


Ala 


Val Ala Gin Glu Gly Gin 


145 










150 




155 


160 


Cys 


Arg 


Val 


Asp Asp 


Lys Val Asn Phe 


His 


Phe 


He Leu Phe Asn Asn 










165 




170 




175 


Val 


Asp 


Gly 


His 


Leu 


Tyr Glu Leu Asp 


Gly 


Arg 


Met Pro Phe Pro Val 








180 




185 






190 


Asn 


His 


Gly 


Ala 


Ser 


Ser Glu Asp Thr 


Leu 


Leu 


Lys Asp Ala Ala Lys 
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195 200 205 

Val C/s Arg Glu Phe Thr Glu Arg Glu Gin Gly Glu Val Arg Phe Ser 

210 215 220 

Ala Val Ala Leu Cys Lys Ala Ala 
225 230 232 



<210> 3230 

<211> 398 

<212> PRT 

<213> Homo sapiens 



<400> 3230 



Gly Asp 


Ala 


Ala 


Thr 


Thr 


Ala 


Cys 


Ala 


Pro 


Pro 


Asp Trp Phe 


Leu Gly 


1 








5 










10 






15 


Pro Arg 


Lys 


Leu 


Ala 


Ala 


Gly 


Pro 


Ala 


Gly Gly 


Gly Met Leu 


Pro Arg 








20 










25 






30 




Arg 


Leu 


Leu 


Ala 


Ala 


Trp 


Leu 


Ala 


Gly 


Thr 


Arg 


Gly Gly Gly 


Leu Leu 






35 










40 








45 




Ala 


Leu 


Leu 


Ala 


Asn 


Gin 


Cys 


Arg 


Phe 


Val 


Thr 


Gly Leu Arg 


Val Arg 




50 










55 










60 




Arg 


Ala 


Gin 


Gin 


lie 


Ala 


Gin 


Leu 


Tyr 


Gly Arg 


Leu Tyr Ser 


Glu Ser 


65 










70 










75 




80 


Ser 


Arg 


Arg 


Val 


Leu 


Leu 


Gly 


Arg. 


Leu 


Trp Arg 


Arg Leu His 


Gly Arg 










85 










90 






95 


Pro Gly 


His 


Ala 


Ser 


Ala 


Leu 


Met 


Ala 


Ala 


Leu 


Ala Gly Val 


Phe Val 








100 










105 






110 




Trp 


Asp 


Glu 


Glu 


Arg 


lie 


Gin 


Glu 


Glu 


Glu 


Leu 


Gin Arg Ser 


He Asn 






115 










12 0 








125 




Glu 


Met 


Lys 


Arg 


Leu 


Glu 


Glu 


Met 


Ser 


Asn 


Met 


Phe Gin Ser 


Ser Gly 




130 










135 










140 




Val 


Gin 


His 


His 


Pro 


Pro 


Glu 


Pro 


Lys 


Ala 


Gin 


Thr Glu Gly 


Asn Glu 


145 










150 










155 




160 


Asp 


Ser 


Glu 


Gly 


Lys 


Glu 


Gin 


Arg 


Trp 


Glu 


Met 


Val Met Asp 


Lys Lys 










165 










170 






175 


His 


Phe 


Lys 


Leu 


Trp 


Arg 


Arg 


Pro 


He 


Thr Gly 


Tnr Hxs Leu 


Tyr Gin 








ion 

loO 










IOC 










Tyr 


Arg 


Val 


Phe 


Gly 


Thr 


Tyr 


Thr 


Asp 


Val 


Thr 


Pro Arg Gin 


Pne Fne 






195 










O A 

2u0 








205 




Asn 


Val 


Gin 


Leu 


Asp 


Thr 


Glu 


Tyr 


Arg 


Lys 


Lys 


Trp Asp Ala 


Leu vai 




210 




















o 0 n 




lie 


Lys 


Leu 


Glu 


Val 


He 


Glu 


Arg 


Asp 


Val 


Val 


Ser Gly Ser 


Glu Val 


225 










230 










235 




240 


Leu 


His 


Trp 


Val 


Thr 


His 


Phe 


Pro 


Tyr 


Pro 


Met 


Tyr Ser Arg 


Asp Tyr 










245 










250 






255 


Val 


Tyr 


Val 


Arg 


Arg 


Tyr 


Ser 


Val 


Asp 


Gin 


Glu 


Asn Asn Met 


Met Val 








260 










265 






270 




Leu 


Val 


Ser 


Arg 


Ala 


Val 


Glu 


His 


Pro 


Ser 


Val 


Pro Glu Ser 


Pro Glu 






275 










280 








285 




Phe 


Val 


Arg 


Val 


Arg 


Ser 


Tyr 


Glu 


Ser 


Gin 


Met 


Val He Arg 


Pro His 




290 










295 










300 




Lys 


Ser 


Phe 


Asp 


Glu 


Asn 


Gly 


Phe 


Asp 


Tyr 


Leu 


Leu Thr Tyr 


Ser Asp 


305 










310 










315 




320 


Asn 


Pro 


Gin 


Thr 


Val 


Phe 


Pro 


Arg 


Tyr 


Cys 


Val 


Ser Trp Met 


Val Ser 










325 










330 






335 


Ser 


Gly 


Met 


Pro 


Asp 


Phe 


Leu 


Glu 


Lys 


Leu 


His 


Met Ala Thr 


Leu Lys 








340 










345 






350 




Ala 


Lys 


Asn 


Met 


Glu 


He 


Lys 


Val 


Lys 


Asp 


Tyr 


He Ser Ala 


Lys Pro 






355 










360 








•365 




Leu 


Glu 


Met 


Ser 


Ser 


Glu 


Ala 


Lys 


Ala 


Thr 


Ser 


Gin Ser Ser 


Glu Arg 




370 










375 










380 




Lys 


Asn 


Glu 


Gly 


Ser 


Cys 


Gly 


Pro 


Ala 


Arg 


He 


Glu Tyr Ala 
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385 



390 



395 
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398 



<210> 3231 
<211> 509 
<212> PRT 

<213> Homo sapiens 



<400> 3231 



Pne 


Val 


Pro 


Glu 


Pro 


Pro 


Glu 


Ala Sly Ala 


Ser 


Ser 


Pro 


Cys Ala 


Pro 


1 








5 






10 










15 




Gly 


Asp 


Pro 


Asp 


Met 


Ser 


Phe 


Arg Lys Val 


Val 


^ - - - 

Arg 


Gin 


Ser Lys 


Phe 








20 








25 








30 






Arg 


His 


Val 


Phe 


Gly 


Gin 


Pro 


Val Lys Asn 


Asp 


Gin 


Cys 


Tyr 


Glu 


Asp 






35 










40 






45 








lie 


Arg 


Val 


Ser 


Arg 


Val 


Thr 


Trp Asp Ser 


Thr 


Phe 


Cys 


Ala 


Val 


Asn 




50 










55 






60 










Pro 


Lys 


Phe 


Leu 


Ala 


Val 


He 


Val Glu Ala 


Ser 


Gly 


Gly Gly Ala 


Phe 


65 










70 






75 










80 


Leu 


Val 


Leu 


Pro 


Leu 


Ser 


Lys 


Thr Gly Arg 


He 


Asp 


Lys 


Ala 


Tyr 


Pro 










85 






90 










95 




Thr 


Val 


Cys 


Gly 


His 


Thr 


Gly 


Pro Val Leu 


Asp 


He 


Asp 


Trp 


Cys 


Pro 








100 








105 








110 






His 


Asn 


Asp 


Glu 


Val 


He 


Ala 


Ser Gly Ser 


Glu 


Asp 


Cys 


Thr 


Val 


Met 






115 










120 






125 








Val 


Trp 


Gin 


He 


Pro 


Glu 


Asn 


Gly Leu Thr 


Ser 


Pro 


Leu 


Thr 


Glu 


Pro 




130 










135 






140 










Val 


Val 


Val 


Leu 


Glu 


Gly 




Thr Lys Arg 


Val 


Gly 


He 


He 


Ala 


Trp 


145 










150 






155 










160 


Kis 


Pro 


Thr 


Ala 


Arg 


Asn 


Val 


Leu Leu Ser 


Ala 


Gly 


Cys 


Asp 


Asn 


Val 










165 






170 










175 




Val 


Leu 


He 


Trp 


Asn. 


Val 


Gly 


Thr Ala Glu 


Glu 


Leu 


Tyr 


Arg 


Leu 


Asp 








180 








185 








190 






Ser 


Leu 


His 


Pro 


Asp 


Leu 


He 


Tyr Asn Val 


Ser 


Trp 


Asn 


His 


Asn 


Gly 
















o r\ A 






205 








Ser 


Leu 


Phe 


Cys 


Ser 


Ala 


Cys 


Lys Asp Lys 


Ser 


Val 


Arg 


He 


He 


Asp 




210 










21b 






O O A 










Pro 


Arg 


Arg 


Gly 


Thr 


Leu 


Val 


Ala Glu Arg 


Glu 


Lys 


Ala 


His 


Glu 


Gly 


o o c 










^ ^ u 






O "5 K 
^ ^5 












Ala 


Arg 


Pro 


Met 


Arg 


Ala 


lie 


Pile Leu Ala 


Asp 


Gly 


Lys 


Val 


Phe 


Tnr 










o yi c 
245 






OCA 










255 




Thr 


Gly 


Pne 


Ser 


Arg" 


Met 


Ser 


Glu Arg (jin 


Leu 


Ala 


Leu 


Tarp Asp 


Pro 
























270 






Glu 


Asn 


Leu 


Glu 


Glu 


Pro 


Met 


Ala Leu Gin 


Glu 


Leu 


Asp 


Ser 


Ser 


Asn 






•5 T C 










O D A 

Z o U 






285 








Gly 


Ala 


Leu 


Leu 


Pro 


Phe 


Tyr 


Asp Pro Asp 


Thr 


Ser 


Val 


Val 


Tyr 


Val 




290 










295 






300 










Cys 


Gly 


Lys 


Gly 


Asp 


Ser 


Ser 


He Arg Tyr 


Phe 


Glu 


He 


Thr 


Glu 


Glu 


305 










310 






315 










320 


Pro 


Pro 


Tyr 


He 


His 


Phe 


Leu 


Asn Thr Phe 


Thr 


Ser 


Lys 


Glu 


Pro 


Gin 










325 






330 










335 




Arg 


Gly 


Met 


Gly 


Ser 


Met 


Pro 


Lys Arg Gly 


Leu 


Glu 


Val 


Ser Lys 


Cys 








340 








345 








350 






Glu 


He 


Ala 


Arg 


Phe 


Tyr 


Lys 


Leu His Glu 


Arg 


Lys 


Cys 


Glu 


Pro 


He 






355 










360 






365 








Val 


Met 


Thr 


Val 


Pro 


Arg 


Lys 


Ser Asp Leu 


Phe 


Gin 


Asp 


Asp 


Leu 


Tyr 




370 










375 






380 










Pro 


Asp 


Thr 


Ala 


Gly 


Pro 


Glu 


Ala Ala Leu 


Glu 


Ala 


Glu 


Glu Trp 


Val 


385 










390 






395 










400 


Ser 


Gly 


Arg 


Asp 


Ala 


Asp 


Pro 


He Leu He 


Ser 


Leu 


Arg 


Glu 


Ala 


Tyr 










405 






410 










415 




Val 


Pro 


Ser 


Lys 


Gin 


Arg 


Asp 


Leu Lys He 


Ser 


Arg 


Arg 


Asn 


Val 


Leu 
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yi o n 






425 












OCX ASp ocX^ 




jf£^o AX a, iYieu 


Ala 


Pro 




Qav* Cfik^ ITS Q 




Gly Ala 








440 














FiTO iiOiCl Oc£^ 




lllx llir ilXa 


Ala Asp 




T'l^>" 'Dyti S*3T* 




Ser 


Leu 


450 




455 








>i ^ 
460 








Ala Arg Ala 


Gly 


Glu Ala Gly 


Lys 


Leu 


Glu 


Glu Val Met 


Gin 


Glu 


Leu 


465 




470 






475 






480 


Arg Ala Leu 


Arg 


Ala Leu Val 


Lys 


Glu 


Glu 


Gly Asp Arg 


lie 


Cys 


Arg 






485 






490 






495 




Leu Glu Qlu 


Gin 


Leu Gly Arg 


Met 


Glu 


Asn 


Gly Asp Ala 










500 






505 




509 









<210> 3232 

<211> 238 

<212> PRT 

<213> Homo sapiens 



<400> 3232 



Arg Leu 


Arg 


Glu 


Asp 


Asp Arg 


Arg Gly 


Leu 


Pro 


Leu 


Ser 


Ser 


Pro Leu 


1 






5 










10 










15 


Trp Thr 


Glu 


Pro 


Pro 


Leu 


Ser 


Cys 


Cys 


Leu 


Pro 


Ala 


Thr 


Tyr 


Pro Ala 






20 










25 










30 




Asp Met 


Gly 


Thr 


Ala 


Gly Ala 


Met 


Gin 


Leu 


Cys 


Trp 


Val 


He 


Leu Gly 




35 










40 










45 






Phe Leu 


Leu 


Phe 


Arg 


Gly His 


Asn 


Ser 


Gin 


Pro 


Thr 


Met 


Thr 


Gin Thr 


50 










55 










60 








Ser Ser 


Ser 


Gin 


Gly 


Gly 


Leu 


Gly Gly 


Leu 


Ser 


Leu 


Thr 


Thr 


Glu Pro 


65 








70 










75 








80 


Val Ser 


Ser 


Asn 


Pro 


Gly 


Tyr 


He 


Pro 


Ser 


Ser 


Glu 


Ala 


Asn 


Arg Pro 








85 










90 










95 


Ser His 


Leu 


Ser 


Ser 


Thr 


Gly 


Thr 


Pro 


Gly 


Ala Gly Val 


Pro 


Ser Ser 






100 










105 










110 




Gly Arg 


Asp 


Gly 


Gly 


Thr 


Ser 


Arg 


Asp 


Thr 


Phe 


Gin 


Thr 


Val 


Pro Pro 




115 










120 










125 






Asn Ser 


Thr 


Thr 


Met 


Ser 


Leu 


Ser 


Met 


Arg 


Glu Asp Ala 


Thr 


He Leu 


130 










135 










140 








Pro Ser 


Pro 


Thr 


Ser 


Glu 


Thr 


Val 


Leu 


Thr 


Val 


Ala 


Ala 


Phe 


Gly Val 


145 








150 










155 








160 


He Ser 


Phe 


lie 


Val 


He 


Leu 


Val 


Val 


Val 


Val 


He 


He 


Leu 


Val Gly 








165 










170 










175 


Val Val 


Ser 


Leu 


Arg 


Phe 


Lys 


Cys 


Arg 


Lys 


Ser 


Lys 


Glu 


Ser 


Glu Asp 






180 










185 










190 




Pro Gin 


Lys 


Pro 


Gly 


Ser 


Ser 


Gly Leu 


Ser 


Glu 


Ser 


Cys 


Ser 


Thr Ala 




195 










200 










205 






Asn Gly 


Glu 


Lys 


Asp 


Ser 


He 


Thr 


Leu 


He 


Ser 


Met 


Lys 


Asn 


He Asn 


210 










215 










220 








Met Asn 


Asn 


Gly 


Lys 


Gin 


Ser 


Leu 


Ser 


Ala 


Glu 


Lys 


Val 


Leu 




225 








230 










235 






238 





<210> 3233 
<211> 238 
<212> PRT 

<213> Homo sapiens 



<4O0> 3233 

Arg Leu Arg Glu Asp Asp Arg Arg Gly Leu Pro Leu Ser Ser Pro Leu 

1 5 10 15 . 

Trp Thr Glu Pro Pro Leu Ser Cys Cys Leu Pro Ala Thr Tyr Pro Ala 
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20 



Asp Met Gly Thr 


Ala Gly 


Ala 


Met 




35 










40 


Phe Leu 


Leu 


Phe 


Arg 


Gly 


His 


Asn 


50 










55 




Ser Ser 


Ser 


Gin 


Gly Gly 


Leu 


Gly 


65 








70 






Val Ser 


Ser 


Asn 


Pro 


Gly 


Tyr 


He 








85 








Ser His 


Leu 


Ser 


Ser 


Thr 


Gly 


Thr 






lOO 










Gly Arg Asp Gly 


Gly Thr 


Ser 


Arg 




115 










120 


Asn Ser 


Thr 


Thr 


Met 


Ser 


Leu 


Ser 


130 










135 




Pro Ser 


Pro 


Thr 


Ser 


Glu 


Thr 


Val 


145 








150 






lie Ser 


Phe 


lie 


Val 


He 


Leu 


Val 








165 








Val Val 


Ser 


Leu 


Arg 


Phe 


Lys 


Cys 






18 0 










Pro Gin 


Lys 


Pro 


Gly 


Ser 


Ser 


Gly 




195 










200 


Asn Gly Glu Lys 


Asp 


Ser 


He 


Thr 


210 










215 




Met Asn Asm Gly 


Lys 


Gin 


Ser 


Leu 


225 








230 






<210> 3234 










<211> 1041 










<212> PRT 










<213> Homo 


sapiens 






<400> 3234 










Ala Gly 


Asp 


Cys 


Gly 


Arg 


Leu 


Gly 


1 






5 








Glu Gly 


Ser 


Ala 


Leu 


Gly 


Ala 


Ser 






20 










Ser Arg 


Thr 


Trp 


Leu 


Leu 


Arg 


Ala 




35 










40 


Leu Glu 


Glu 


Val 


Ala 


Ala 


Gly 


Arg 


50 










55 




T^p Ser 


Pro 


Gly 


Arg 


Glu 


Glu 


Ser 


65 








70 






Ala Asp 


His 


Gly 


Ser 


Ser 


Ser 


Gly 








85 








Gin Arg 


Leu 


Arg 


Arg 


Gly 


Pro 


Ser 






lOO 










Met Glu 


Tyr 


Glu 


Arg 


Arg 


Gly 


Gly 




115 










120 


Gly Ala 


Thr 


Asp 


Arg 


Ser 


Gin 


Asp 


130 










135 




Asp His 


Asp 


Tyr 


Arg 


Asp 


Met 


Asp 


145 








150 






Gly Ser 


Gin 


Glu 


Gly 


Lys 


His 


Asp 








165 








Ser Ala 


Glu 


Asp 


Ser 


Tyr 


Glu 


Ala 






180 










Arg Arg 


Arg 


Arg 


Arg 


His 


Arg 


His 




195 










200 


Pro Arg 


Asp 


Gly 


Asp 


Tyr 


Arg 


Asp 



25 




• 




30 






Gin Leu 


Cys 


Trp 


Val 


He 


Leu 


Gly 


• 






45 








Ser Gin 


Pro 


Thr 


Met 


Tnr 


Gin 


Thr 






60 










Gly Leu 


Ser 


Leu 


Thr 


Tnr 


Glu 


Pro 




75 










80 


Pro Ser 


Ser 


Glu 


Ala 


Asn 


Arg 


Pro 


90 










95 




Pro Gly 


Ala 


Gly 


Val 


Pro 


Ser 


Ser 


105 








110 






Asp Thr 


Phe 


Gin 


Thr 


Val 


Pro 


Pro 








125 








Met Arg 


Glu 


Asp 


AX a 


Thr 


lie 


Leu 






140 










Leu Thr 


Val 


Ala 


•Ik ^ ^ 

Ala 


Phe 


Gly 


Val 




155 










160 


Val Val 


Val 


He 


He 


Leu 


Val 


Gly 


170 










175 




Arg Lys 


Ser 


Lys 


Glu 


Ser 


Glu 


Asp 


185 








190 






Leu Ser 


Glu 


Ser 


Cys 


Ser 


Thr 


Ala 








205 








Leu He 


Ser 


Met 


Lys 


Asn 


He 


Asn 






220 










Ser Ala 


Glu 


Lys 


Val 


Leu 








235 






238 






Val Gly 


Gly 


Ser 


Glu 


Phe 


Pro 


Trp 


10 










15 




Pro Leu 


Pro 


Pro 


He 


Cys 


Leu 


Gin 


25 








30 






Pro Ala 


Pro 


Ala 


Glu 


Leu 


Gly 


Glu 








45 








Gly Asp 


Val 


Trp 


Glu 


Pro 


Phe 


Leu 






60 










Leu Gin 


Glu 


Ala 


Ser 


Pro 


Arg 


Leu 




75 










80 


Gly Gly 


Trp 


Glu 


Val 


Lys 


Arg 


Ser 


90 










95 




Ser Pro 


Arg 


Arg 


Pro 


Tyr 


Gin 


Asp 


105 








110 






Arg Gly 


•ffV -- - 

Asp 


Arg 


Thr 


Gly 


Arg 


Tyr 








125 








Asp Gly 


Gly 


Glu 


Asn 


Arg 


Ser 


Arg 






140 










Tyr Arg 


Ser 


Tyr 


Pro 


Arg 


Glu 


Tyr 




155 










160 


Tyr Asp 


Asp 


Ser 


Ser 


Glu 


Glu 


Gin 


170 










175 




Ser Pro 


Gly 


Ser 


Glu 


Thr 


Gin 


Arg 


185 








190 






Ser Pro 


Thr 


Gly 


Pro 


Pro 


Gly 


Phe 








205 








Gin Asp 


Tyr 


Arg 


Thr 


Glu 


Gin 


Gly 
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210 

Glu Glu Glu Glu 
225 

Asn lie Val Met 

lie Arg Gly Gin 

260 

Leu Met Arg Asn 
275 

Glu Phe Ser His 
290 

His Ser Leu Asn 
305 

Pro Lys Pro Lys 

Gin Asn Phe Lys 

340 

Ser Glu Ala Glu 
355 

Thr Leu Pro Leu 

370 

Pro Gin Pro Tyr 
385 

Gin Gly Ser Glu 

Arg Asn Leu Asn 

420 

Ala Pro Tyr Ala 
435 

Lys Gin Thr Gin 
450 

lie Glu Ala Ala 
465 

Leu Thr lie Asp 

Lys Arg Asp Met 

500 

Val Ala Ser Thr 
515 

Ser Gin Gly Gly 
530 

Asp Tyr Ser Tyr 
545 

Thr Glu Ser Ser 

Pro Gly lie Thr 

580 

Ala Ser Leu Glu 
595 

Arg Pro Gin Pro 
610 

Ala Ser Ser Ser 
625 

Met Ser Pro Ala 

Ser Ser Ala Leu 

660 

Ser Gin Tyr Pro 
675 

Ser Gly Tyr Tyr 
690 

Ser Gin Tyr Tyr 
705 

Gly Glu Arg Arg 







215 




Glu 


Glu 


Glu 


n -- - 

Asp 




230 






Leu 


Arg 


Met 


Leu 


245 








Leu 


Gin 


Ser 


His 


V 

Lys 


Ser 


Ser 


Gly 








280 


Leu 


Gin 


Asp 


Ala 






295 




lie 


Leu 


Gly 


Gin 




310 






He 


Asn 


Glu 


Asp 


325 








Arg 


Arg 


Glu 


Lys 


Gin 


Lys 


Leu 


Pro 








360 


Gly 


Gly 


Arg 


Glu 






375 




Gin 


Ala 


Gin 


Gly 




390 






Pro 


Ser 


Ser 


Glu 


405 








Pro 


His 


Ser 


Thr 


Val 


Leu 


Ser 


Ser 








440 


Leu 


Asn 


Arcr 


Gly 






455 




Gin 


Leu 


Leu 


Gin 




470 






Gly 


Lys 


Thr 


He 


485 








Ala 


Ser 


Asn 


^m *l 

Glu 


Ala 


lie 


Ala 


Ala 








520 


Glu 


Gly 


Thr 


Trp 






535 




Tyr 


Gin 


Gin 


Asp 




550 






Leu 


Tyr 


A m 

Ala 


His 


565 








Gly 


Thr 


Lys 


Gly 


Pro 


Gly 


Ala 


Asp 








600 


Gly 


Ala 


Ala 


Pro 






615 




Gin 


Gly 


Thr 


Ala 




630 






Val 


Leu 


Lys 


Ser 


645 


■ 






Pro 


Pro 


Ala 


Thr 


Val 


Pro 


Asp 


Val 








680 


Tyr 


Asp 


Pro 


Gin 






695 




Tyr 


Asn 


Ala 


Gin 




710 






Thr 


Tyr 


Val 


Pro 



220 



Glu 


Glu 


Glu 


Glu 






235 




Pro 


Gin 


Ala 


Ala 




250 






Gly 


Val 


Gin 


Ala 


O f c 








Gin 


Ser Arg 


Gly 


Thr 


Arg Trp 


Met 








300 


Lys 


Val 


Ser 


Met 






315 




Trp 


Leu 


Cys 


Asn 




330 






Cys 


Phe 


Lys 


Cys 


345 








Leu 


Gly Thr 


Arg 


Leu 


Ser 


Gin 


Gly 








380 


Val 


Leu 


Ala 


Ser 






395 




Asn 


Ala 
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Thr Gly Val 


Phe 


Arg Fro aj. a Jr r o i^y s Arg 


X 






5 








10 




net. Ai.a 


Pne 


Met 


Lys 


Lys 


Tyr Leu 


Leu 


Pro 


xj.e lisu yajjy jueu irne lyieu 






20 








25 






Ala Tyr 


Tyr 


Tyr 


Tyr Ser 


Ala Asn 


Glu 


Glu 


Fne Arg Jrro urxu raeu iieu 




35 








40 








Gin Gly 


Lys 


Lys 


Val 


He 


Val Thr Gly Ala 


oer ijys is±y xxe uxy Arg 


50 










55 








Glu Met 


Ala 


Tyr 


His 


Leu 


Ala Lys Met Gly 


AJ.a His vai vax vax tut 


65 








70 








75 80 


Ala Arg 


Ser 


Lys 


Glu 


Thr 


Leu Gin Lys Val 


Val Ser His Cys Leu Glu 








85 








90 


95 


Leu Gly 


Ala 


Ala 


Ser 


Ala 


His Tyr 


He 


Ala 


Gly Thr Met Glu Asp Met 






100 








105 




110 


Thr Phe 


Ala 


Glu 


Gin 


Phe 


Val Ala 


Gin 


Ala 


Gly Lys Leu Met Gly Gly 




115 








120 






125 


Leu Asp 


Met 


Leu 


He 


Leu 


Asn His 


He 


Thr 


Asn Thr Ser Leu Asn Leu 


130 










135 






140 


Phe His 


Asp 


Asp 


He 


His 


His Val 


Arg 


Lys 


Ser Met Glu Val Asn Phe 


145 








150 








155 160 


Leu Ser 


Tyr 


Val 


Val 


Leu 


Thr Val 


Ala 


Ala 


Leu Pro Met Leu Lys Gin 








165 








170 


175 


Ser Asa 

4 


Gly 


Ser 


He 


Val 


Val Val 


Ser 


Ser 


Leu Ala Gly Lys Val Ala 






180 








185 




190 


Tyr Pro 


Met 


Val 


Ala 


Ala 


Tyr Ser 


Ala 


Ser 


Lys Phe Ala Leu Asp Gly 




195 








200 






205 


Phe Phe 


Ser 


Ser 


He 


Arg 


Lys Glu 


Tyr 


Ser 


Val Ser Arg Val Asn Val 


210 










215 






220 


Ser lie 


Thr 


Leu 


Cys 


Val 


Leu Gly Leu 


He 


Asp Thr Glu Thr Ala Met 


225 








230 








235 240 


Lys Ala 


Val 


Ser Gly 


He 


Val His 


Met 


Gin 


Ala Ala Pro Lys Glu Glu 








245 








250 


255 


Cys Ala 


Leu 


Glu 


He 


He 


Lys Gly Gly Ala 


Leu Arg Gin Glu Glu Val 






260 








265 




270 


Tyr Tyr 


Asp 


Ser 


Ser 


Leu 


Trp Thr 


Thr 


Leu 


Leu He Arg Asn Pro Cys 




275 








280 






285 


Arg Lys 


He 


Leu 


Glu 


Phe 


Leu Tyr 


Ser 


Thr 


Ser Tyr Asn Met Asp Arg 


2 90 










295 






300 


Phe lie 


Asn 


Lys 














305 




308 















<210> 3239 

<211> 72 

<212> PRT 

<2a3> Homo sapiens 

<221> misc_£eatuxe 
<222> (1) . . - (70) 

<223> Xaa = any amino acid or nothing 



<400> 3239 

Glu Arg Thr Met Gin Leu Glu He Lys Val Ala Leu Asn Phe He He 

15 10 15 

Phe Tyr Leu Tyr Asn Lys Leu Leu Trp Gin Pro Leu Lys Lys Lys Xaa 

20 25 30 

Glu Ala His Trp Tyr Pro Asp Lys Pro Leu Lys Gly Ser Gly Phe His 
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35 40 45 

Thr Gly Glu Met Val Asp Pro Val Gly Glu Leu Ala Ala Lys Arg Ser 

50 55 60 

Gly Leu Thr Val Glu Asp 
65 70 



<210> 3240 
<211> 57 
<212> PRT 

<2X3> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (57) 

<223> Xaa =s any amino acid or nothing 



<400> 3240 
His Glu Ser Tyr 
1 

Thr Ser Gly Ala 

20 

Ala Val Ala His 
35 

Arg lie Thr Arg 
50 



His Val Asn Pro 
5 

His Ser lie Gly 
Ser Cys Asn Pro 

40 

Gly Gin Glu Leu 
55 



Asn Leu Cys Asn 
10 

Xaa Lys Trp Pro 
25 

Ser Thr Leu Val 

Arg 
57 



Pro Val Ala Pro 
15 

Ser Trp Leu Gly 
30 

Gly Arg Gly Gly 
45 



<210> 3241 
<211> 128 
<212> PRT 

<213> Homo sapiens 





<400> 3241 










Pro 


Ala 


Gly 


lie 


Gly 


Arg Ser 


Thr Ala Lys 


Thr Pro Gly Thr Pro Gly 


1 








5 




10 


15 


Ser 


Leu 


Glu 


Met 


Glu 


Asxi Leu 


Lys Ser Gly 


Val Tyr Pro Leu Lys Glu 








20 






25 


30 


Ala 


Ser 


Gly 


Cys 


Pro 


Gly Ala 


Asp Arg Asn 


Leu Leu Val Tyr Ser Phe 






35 








40 


45 


Tyr 


Glu 


Lys 


Gly 


Pro 


Leu Thr 


Phe Arg Asp 


Val Ala He Glu Phe Ser 




50 








55 




60 


Leu 


Glu 


Glu 


Trp 


Gin 


Cys Leu 


Asp Thr Ala 


Gin Gin Asp Leu Tyr Arg 


65 










70 




75 80 


Lys 


Val 


Met 


Leu 


Glu 


Asn Tyr 


Arg Asn Leu 


Val Phe Leu Ala Gly He 










85 




90 


95 


Ala 


Val 


Ser 


Lys 


Pro 


Asp Leu 


He Thr Cys 


Leu Glu Gin Gly Lys Glu 








100 






105 


110 


Pro 


Trp 


Asn 


Met 


Lys 


Arg His 


Ala Met Val 


Asp Gin Pro Pro Gly Arg 






115 








120 


125 128 



<210> 3242 
<211> 63 
<212> PRT 

<213> Homo sapiens 
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<400> 3242 



Pro 


lieu 


Pro 


Ala 


Arg 


Gly 


Lys 


Ser 


Thr 


Leu 


Pro 


Ala 


Thr 


Phe Cys Ser 


1 








5 










10 








IS 


Pro 


Ser 


Ala 


Pro 


Glu 


Leu 


Ala 


Ser 


Met 


Ser 


Val 


Val 


Pro 


Pro Asn Arg 








20 










25 










30 


OCX 


Gin 


Thr 


Gly 


irp 


XT X\^ 




uxy 


V CLX 


fVi*r" 


f^ln 

WXAA 


Phe Gly Asn Lys Tyr 






35 
























Tie 

X xc 


Gin 


Gin 


rhr 




C X v^ 


XJCU 






V3X U 


AT*cr 
**xy 


Thr 


He 

xxc 






50 










55 


















<210> 3243 
























<211> 107 
























<212> PRT 
























<213> Homo 


sapiens 




















<4O0> 3243 






















Pile 


Val 


Ala 


Tyr 


Leu 


Lys 


Leu 


pr^o 


irne 


irne 


ber 


Gin 


Val 


Cys Leu Phe 


J. 








5 


















15 


Ala 


Ser 


Ser 


Glu 


Met 


Phe 


File 


Thr 


lie 


Ser 


Arg 


Lys 


Asn 


Met Ser Gin 








20 




















30 


Lys 


Leu 


Ser 


Leu 


Leu 


Leu 


Leu 


Val 


pne 


Gly 


Leu 


He 


Trp 


Gly Leu Met 






35 




















45 




Leu 


Leu 


His 


Tyr 


Thr 


Phe 


Gin 


Gin 


Pro 


Arg 


His 


Gin 


Ser 


Ser Val Lys 




50 










55 










60 






Leu 


Arg 


Glu 


Gin 


He 


Leu 


Asp 


Leu 


Ser 


Lys 


Arg 


Tyr 


Val 


Lys Ala Leu 


65 










70 










75 






80 


TV T 

Ala 


Glu 


Glu 


Asn 


Lys 


Asn 


Trir 


Val 


ASp 


Val 


Glu 


Asn Gly Ala Ser Met 










85 










90 








95 


Ala 


Gly 


Tyr 


Gly 


Lys 


He 


ixir 


vai 


V7lU 


lyr 


Fne 














100 










105 




107 










<2io> : 


3244 
























<211> - 


451 
























<212> ] 


PRT 
























<213> Homo 


sapiens 




















<400> ; 


3244 






















vai 


Leu 


Met 


Asp 


Gly 


Arg 


i*iec 


raeu 




oer 


rriei. 


Arg 


Leu Arg Glu Glu 


JL 








5 










X u 








15 


\slU 


Ser 


Pro 


Gly 


Pro 


Ser 


nxB 


inx 




oer 




Leu Cys Gly Ser Ala 








20 




















30 


rxO 


Cys 


lie 


Leu 


Cys 


Ser 


^ys 


v-.ys 


irx U 


Axa 


OCX 


Arg Asn 


Ser Thr Val 






35 




















45 




oer 


Arg 


Leu 


He 


Phe 


Thr 


irXie 


jrlie 




<r£ie 




Gly Val 


Leu Val Ser 




50 




















60 






j.-Le 


He 


Met: 


Leu 


Ser 


Pro 


vaxy 




V3XU 


Cm* 


m r» 


Leu Tyr Lys Leu Pro 












70 
















80 


irp 


Val 


Cys 


Glu 


Glu 


Gly 




vaxy 




IrxU 


XXlX 


Val Leu Gin Gly His 










85 


















95 


lie 


Asp 


Cys 


Gly 


Ser 


Leu 


Lieu 


oxy 


Tyr 


Arg 


A±a 


Val 


Tyr Arg Met Cys 








lOO 










XW w 










110 


Phe 


Ala 


Thr 


Ala 


Ala 


Phe 


Phe 


Phe 


Phe 


Phe 


Thr 


Leu 


Leu 


Met Leu Cys 






115 










120 










125 




Val 


Ser 


Ser 


Ser 


Arg 


Asp 


Pro 


Arg 


Ala 


Ala 


He 


Gin Asn Gly Phe Trp 




130 










135 










140 






Phe 


Phe 


Lys 


Phe 


Leu 


He 


Leu 


Val 


Gly 


Leu 


Thr 


Val Gly Ala Phe Tyr 


145 










150 










155 






160 


He 


Pro 


Asp 


Gly 


Ser 


Phe 


Thr 


Asn 


He 


Trp 


Phe 


Tyr Phe Gly Val Val 
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Gly Ser Phe 


Leu 






180 


Ala His 


Ser 


Trp 




195 




Ser Arg 


Ala 


Trp 


210 






Leu Leu 


Ser 


lie 


225 






Pro Ser Gly 


Cys 


Phe Cya Val 


Cys 






260 


Ala Gin 


Pro 


Asn 




275 




Thr Met 


Phe 


Val 


290 






Cys Asn 


Pro 




305 






Gly Pro 


Glu 


Gly 


Gly Leu 


lie 


He 






340 


Ser Asp 


His 


Arg 




355 




Pro Met 


Leu 


Asp 


370 






Gly Arg Ala 


Phe 


385 






Phe Phe 


His 


Phe 


Leu Thr 


Asn 


T2rp 






420 


Trp Thr 


Ala 


Val 




435 




Leu Tyr 


Leu 




450 


451 





165 

Phe lie Leu lie 

Asn Gin Arg Trp 

200 

Tyr 2U.a Gly Leu 
215 

Ala Ala Val Ala 
230 

His Glu Gly Lys 
245 

Val Ser lie TVla 

Ser Gly Leu Leu 

280 

Thr Trp Ser Ala 
295 

Leu Pro Thr Gin 
310 

Tyr Glu Thr Gin 
325 

Phe Leu Leu Cys 

Gin Val Asn Ser 

360 

Ala Thr Gin Gin 

375 

Asp Asn Glu Gin 
390 

Cys Leu Val Leu 
405 

Tyr Lys Pro Gly 

Trp Val Lys He 

440 



170 

Gin Leu Val Leu 
185 

Leu Gly Lys Ala 

Phe Phe Phe Thr 

220 

Leu Met Phe Met 
235 

Val Phe He Ser 
250 

Ala Val Leu Pro 
265 

Gin Taa Ser Val 

Leu Ser Ser He 

300 

Leu Gly Asn Glu 
315 

Trp Trp Asp Ala 
330 

Thr Leu Phe He 
345 

Leu Met Gin Thr 

Gin Gin Gin Val 

380 

Asp Gly Val Thr 

395 

Ala Ser Leu His 
410 

Glu Thr Arg Lys 
425 

Cys Ala Ser Trp 





175 


Leu 


He Asp Phe 




190 


Glu 


Glu Cys Asp 


205 




Leu 


Leu Phe Tyr 


Tyr 


Tyr Thr Glu 




240 


Leu 


Asn Leu Thr 




255 


Lys 


Val Gin Asp 




270 


He 


Thr Leu Tyr 


285 




Pro 


Glu Gin Lys 


Thr 


Val Val Ala 




320 


Pro 


Ser He Val 




335 


Ser 


Leu Arg Ser 




350 


Glu 


Glu Cys Pro 


365 




Ala 


Ala Cys Glu 


Tyr 


Ser Tyr Ser 




400 


Val 


Met Met Thr 




415 


Met 


He Ser Thr 




430 


Ala 


Gly Leu Leu 


445 





<210> 3245 
<211> 125 
<212> PRT 

<213> Homo sapiens 





<400> 3245 














Ser 


Ser 


Leu 


Gly 


Asn Glu 


Asp Asp 


Glu He Leu Ser Leu 


Ala Lys Asp 


1 








5 




10 




15 




He 


Thr 


Gly 


Met 


Phe Val 


Ala Ser 


His Arg Lys Met Arg 


Ala 


His 


Gin 








20 






25 


30 






Val 


Leu 


Thr 


Phe 


Leu Leu 


Leu Phe 


Val He Thr Ser Val 


Ala 


Ser 


Glu 






35 






40 


45 








Asn 


Ala 


Ser 


Thr 


Ser Arg 


Gly Cys 


Gly Leu Asp Leu Leu 


Pro 


Gin 


Tyr 




50 








55 


60 








Val 


Ser 


Leu 


Cys 


Asp Leu 


Asp Ala 


He Trp Gly He Val 


Val 


Glu 


Ala 


65 








70 




75 






80 


Ala 


Ala 


Gly 


Ala 


Gly Ala 


Leu He 


Thr Leu Leu Leu Met 


Leu 


He 


Leu 










85 




90 




95 




Leu 


Val 


Arg 


Leu 


Pro Phe 


Phe Lys 


Glu Lys Glu Lys Lys 


Ser 


Pro 


Val 








100 






105 


110 






Gly 


Leu 


His 


Phe 


Leu Phe 


Leu Leu 


Gly Thr Leu Gly Pro 












115 






120 


125 
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<210> 3246 
<211> 170 
<212> PRT 

<213> Homo sapiens 



<400> 3246 



His 


Glu 


Val 


Cys 


Gly 


Ser Giy Cys 


Cys 


Cys 


His 


Cys 


Cys 


Ala 


Gly 


Gly 


1 








5 








10 










lb 




Pro 


Val 


Ala 


Arg 

20 


Gin 


Lys Ala 


Leu 


Pro 
25 


Arg 


Leu 


Arg 


Gly 


Val 

30 


Mec 


Ser 


Arg 


Phe 


Leu 
35 


Asn 


Val 


Leu Arg 


Ser 

40 


Trp 


Leu 


Val 


Met 


Val 

45 


Ser 


lie 


lie 


Ala 


Met 


Gly 


Asn 


Thr 


Leu Gin 


Ser 


Phe Arg 


Asp 


His 


Thr 


Phe 


Leu 


Tyr 




50 








55 










60 










Glu 


Lys 


Leu 


Tyr 


Thr 


Gly Lys 


Pro 


Asn 


Leu 


Val 


Asn 


Gly 


Leu 


Gin 


Ala 


65 










70 








75 










80 


Arg 


Thr 


Phe 


Gly 


He 
85 


Trp Thr 


Leu 


Leu 


Ser 
90 


Ser 


Val 


He 


Arg 


Cys 
95 


Leu 


Cys 


Ala 


He 


Asp 
100 


He 


His Asn 


Lys 


Thr 
105 


Leu 


Tyr 


His 


He 


Thr 
110 


Leu 


Trp 


Thr 


Phe 


Leu 


Leu 


Ala 


Leu Gly His 


Phe 


Leu 


Ser 


Glu 


Leu 


Phe 


Val 


Tyr 






115 








120 










125 








Gly Thr 


Ala 


Ala 


Pro 


Thr He 


Gly 


Val 


Leu 


Ala 


Pro 


Leu 


Met 


Val 


Ala 




130 








135 










140 










Ser 


Phe 


Ser 


He 


Leu 


Gly Met 


Leu 


Val 


Gly 


Leu 


Arg 


Tyr 


Leu 


Glu 


Val 


145 










150 








155 










160 


Glu 


Pro 


Val 


Ser 


Arg 


Gin Lys 


Lys 


Arg 


Asn 















165 170 



<210> 3247 
<211> 310 
<212> PRT 

<213> Homo sapiens 



<400> 3247 



Glu Arg 


Leu 


Cys 


Phe 


Pro 


Cys Met 


Gin Ser 


Lys 


He 


Tyr 


Ser 


Tyr 


Met 


1 








5 






10 










15 




Ser 


Pro 


Asn 


Lys 


Cys 


Ser Gly Met 


Arg Phe 


Pro 


Leu 


Gin 


Glu 


Glu 


Asn 








20 








25 








30 






Ser 


Val 


Thr 


His 


His 


Glu 


Val Lys 


Cys Gin 


Gly 


Lys 


Pro 


Leu 


Ala 


Gly 






35 








40 








45 








He 


Tyr 


Arg 


Lys 


Arg 


Glu Glu Lys 


Arg Asn 


Ala 


Gly 


Asn 


Ala 


Val 


Arg 




50 










55 






60 










Ser 


Ala 


Met 


Lys 


Ser 


Glu 


Glu Gin 


Lys He 


Lys 


Asp 


Ala 


Arg 


Lys 


Gly 


65 










70 






75 










80 


Pro 


Leu 


Val 


Pro 


Phe 


Pro 


Asn Gin 


Lys Ser 


Glu 


Ala 


Ala 


Glu 


Pro 


Pro 










85 






90 










95 




Lys 


Thr 


Pro 


Pro 


Ser 


Ser 


Cys Asp 


Ser Thr 


Asn 


Ala 


Ala 


He 


Ala 


Lys 








100 








105 








110 






Gin Ala 


Leu 


Lys 


Lys 


Pro 


He Lys 


Gly Lys 


Gin 


Ala 


Pro 


Arg 


Lys 


Lys 






115 








120 








125 








Ala 


Gin 


Gly 


Lys 


Thr 


Gin 


Gin Asn 


Arg Lys 


Leu 


Thr 


Asp 


Phe 


Tyr 


Pro 




130 










135 






140 










Val 


Arg 


Arg 


Ser 


Ser 


Arg 


Lys Ser 


Lys Ala 


Glu 


Leu 


Gin 


Ser 


Glu 


Glu 


14 5 










150 






155 










160 


Arg 


Lys 


Arg 


He 


Asp 


Glu 


Leu He 


Glu Ser 


Gly 


Lys 


Glu 


Glu 


Gly 


Met 










165 






170 










175 




Lys 


He 


Asp 


Leu 


He 


Asp Gly Lys 


Gly Arg 


Gly 


Val 


He 


Ala 


Thr 


Lys 
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180 


Gin 


Phe 


Ser 


Arg 






195 




Glu 


He 


Thr 


Asp 




210 






Ser 


Thr 


Gly 


Cys 


225 








Cys 


Val 


Asp 


Ala 


His 


Ser 


Lys 


Cys 








260 


Val 


Pro 


His 


Leu 






275 




Glu 


Leu 


Leu 


Tyr 




290 






His 


Pro 


Trp 


Leu 



305 



Gly 


Asp 


Phe 


Val 








200 


Ala 


Lys 


Lys 


Arg 






215 




Tyr 


Met 


Tyr 


Tyr 










Thr 


Arg 


Glu 


Thr 

* 










Gly 


Asn 


Cys 


Gin 


He 


Leu 


He 


Ala 








280 


Asp 


Tyr 


Gly 


Asp 






295 




Lys 


His 








310 







185 

Val Glu Tyr His 

Glu Ala Leu Tyr 

220 

Phe Gin Tyr Leu 
235 

Asn Arg Leu Gly 

250 

Thr Lys Leu His 
265 

Ser Arg Asp He 

Arg Ser Lys Ala 

300 



190 

Gly Asp Leu He 
205 

Ala Gin Asp Pro 

Ser Lys Thr Tyr 

240 

Arg Leu He Asn 
255 

Asp He Asp Gly 
270 

Ala Ala Gly Glu 
285 

Ser He Glu Ala 



<210> 3248 
<211> 288 
<212> PRT 

<213> Homo sapiens 



<400> 3248 



Pro 


Gly 


Ser 


Thr 


He 


Ser 


Cys 


Ser 


Glu 


Leu 


Lys 


Gly Thr Gin Cys Arg 


1 








5 










10 






Ala 


Thr 


Ala 


Gly 
20 


Ser 


Arg 


Gly 


Arg 


Arg 
25 


Pro 


Pro 


Met Thr Cys Trp Leu 
30 


Arg 


Gly 


Val 


Thr 


Ala 


Thr 


Phe 


Gly 


Arg 


Pro 


Ala Glu Trp Pro Gly Tyr 






35 










40 








45 


Leu 


Ser 

50 


His 


Leu 


Cys 


Gly 


Arg 
55 


Ser 


Ala 


Ala 


Met 


Asp Leu Gly Pro Met 
60 


Arg 


Lys 


Ser 


Tyr 


Arg 


Gly 


Asp 


Arg 


Glu 


Ala 


Phe 


Glu Glu Thr His Leu 


65 










70 










75 


80 


Thr 


Ser 


Leu 


Asp 


Pro 
85 


Val 


Lys 


Gin 


Phe 


Ala 

90 


Ala 


Trp Phe Glu Glu Ala 

95 


Val 


Gin 


Cys 


Pro 
100 


Asp 


He 


Gly 


Glu 


Ala 
105 


Asn 


Ala 


Met Cys Leu Ala Thr 

110 


Cys 


Thr 


Arg 


Asp 


Gly 


Lys 


Pro 


Ser 


Ala Arg 


Met 


Leu Leu Leu Lys Gly 






115 










120 








125 


Phe 


Gly 
130 


Lys 


Asp 


Gly 


Phe 


Arg 
135 


Phe 


Phe 


Thr 


Asn 


Phe Glu Ser Arg Lys 
140 


Gly 


Lys 


Glu 


Leu 


Asp 


Ser 


Asn 


Pro 


Phe 


Ala 


Ser 


Leu Val Phe Tyr Trp 


145 










150 










155 


160 


Glu 


Pro 


Leu 


Asn 


Arg 


Gin 


Val 


Arg 


Val 


Glu 


Gly Pro Val Lys Lys Leu 










165 










170 




175 


Pro 


Glu 


Glu 


Glu 


Ala 


Glu 


Cys 


Tyr 


Phe 


His 


Ser Arg Pro Lys Ser Ser 








180 










185 






190 


Gin 


He 


Gly 
195 


Ala 


Val 


Val 


Ser 


His 
200 


Gin 


Ser 


Ser 


Val He Pro Asp Arg 
205 


Glu 


Tyr 


Leu 


Arg 


Lys 


Lys 


Asn 


Glu 


Glu 


Leu 


Glu Gin Leu Tyr Gin Asp 




210 










215 










220 


Gin 


Glu 


Val 


Pro 


Lys 


Pro 


Lys 


Ser 


Trp Gly 


Gly Tyr Val Leu Tyr Pro 


225 










230 










235 


240 


Gin 


Val 


Met 


Glu 


Phe 


Trp 


Gin 


Gly 


Gin 


Thr 


Asn Arg Leu His Asp Arg 










245 










250 




255 


He 


Val 


Phe 


Arg 


Arg 


Gly 


Leu 


Pro 


Thr Gly 


Asp Ser Pro Leu Gly Pro 








260 










265 






270 


Met 


Thr 


His 
275 


Arg 


Gly 


Glu 


Glu 


Asp 
280 


Trp 


Leu 


Tyr 


Glu Arg Leu Ala Pro 
285 288 
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<210> 3249 
<211> 389 
<212> PRT 

<'213> Homo sapiens 



<400> 3249 



Thr Arg 


Val Gly Arg 


Gly 


Glu Ser 


X 


5 






Pro Pro 


Gly Arg Pro 


Gin. 


Pro Asp 




20 






Gly Glu 


Glu Gly His 


Asp 


Pro Lys 




35 




40 


Phe lie 


Gly Gly Leu 


Ser 


Phe Glu 


50 






55 


His Phe 


Glu Lys Trp 


Gly 


Thr Leu 


€5 




70 




Pro Gin 


Thr Lys Arg 


Ser 


Arg Gly 




85 






Val Glu 


Glu Val Asp 


Ala 


Ala Met 




100 






Gly Arg 


Val Val Glu 


Pro 


Lys Arg 




115 




120 


Lys Pro 


Gly Ala His 


Leu 


Thr Val 


130 






135 


Lys Glu 


Asp Thr Glu 


Glu 


Tyr Asn 


145 




150 




Gly Lys 


He Glu Thr 


He 


Glu Val 




165 






Lys Arg 


Gly Phe Ala 


Phe 


Val Thr 




18 0 






Lys lie 


Val Val Gin 


Lys 


Tyr His 




195 




O A 

200 


Val Lys 


Lys Ala Leu 


Ser 


Lys Gin 


210 








Arg Gly 


Arg Gly Gly 


Gly 


Ser Gly 






U 




PHe Gly 


Giy G±y G±y 


Qly 


Asn Phe 










Arg Gly 


Gly Tyr Gly 


Gly 


Gly Gly 




260 






Gly Gly 


Asp Gly Gly 


Tyr 


Asn Gly 




275 




280 


Gly Gly 


Gly Pro Gly 


Tyr 


Ser Ser 


290 






295 


Pro Gly 


Tyr Gly Asn 


Gin 


Gly Gly 


305 




310 




Asp Gly 


Tyr Asn Glu 


Gly 


Gly Asn 




325 






Gly Gly 


Asn Tyr Asn 


Asp 


Phe Gly 




340 






Asn Tyr 


Gly Pro Met 


Lys 


Gly Gly 




355 




360 


Ser Pro 


Tyr Gly Gly 


Gly 


Tyr Gly 


370 






375 


Gly Ser 


Arg Arg Phe 






385 


389 







Gly Leu Lys wee oiu 


vai Liys 


Pro 








Ser Gly Arg Arg Arg 


Arg Arg 


Arg 


25 


jO 




Glu Pro Glu Gin Leu 


Arg Lys 


T 

Leu 


45 






Thr Thr Asp Asp Ser 


Leu Arg 


Glu 


60 






Thr Asp Cys Val Val 


Met Arg 


Asp 


75 


• 


80 


Phe Gly Phe Val Thr 


Tyr Ser 


Cys 


90 


95 




Cys Ala Arg Pro His 


Lys Val 


Asp 


105 


110 




Ala Val Ser Arg Glu 


Asp Ser 


Val 


125 






Lys Lys lie Phe Val 


Gly Gly 


lie 


140 






Leu Arg Asp Tyr Phe 


Glu Lys 


Tyr 


155 




160 


Met Glu Asp Arg Gin 


Ser Gly 


Lys 


170 


175 




Phe Asp Asp His Asp 


Thr Val 


Asp 


185 


190 




Thr lie Asn Gly His 


Asn Cys 


Glu 


205 






Glu Met Gin Ser Ala 


Gly Ser 


Gin 


'5 '5 n 






Asn Pne Met Gly Arg 


Gly Gly 


Asn 


O "7 C 






Gly Arg Gly Gly Asn 


Phe Gly 


Gly 


250 


255 




Gly Gly Ser Arg Gly 


Ser Tyr 


Gly 


265 


270 




Phe Gly Gly Asp Gly 


Gly Asn 


Tyr 


285 






Arg Gly Gly Tyr Gly 


Gly Gly 


Gly 


300 






Gly Tyr Gly Gly Gly 


Qly Gly 


Tyr 


315 




320 


Phe Gly Gly Gly Asn 


Tyr Gly 


Gly 


330 


335 




Asn Tyr Ser Gly Gin 


Gin Gin 


Ser 


345 


350 




Ser Phe Gly Gly Arg 


Ser Ser 


Gly 


365 






Ser Gly Gly Gly Ser 


Gly Gly 


Tyr 



380 
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<210> 3250 
<211> 381 
<212> PRT 

<213> Homo sapiens 





<400> 3250 


va.± 






1 






ijys 


nop VAX 


f2l n 








Leu 




A en 








lie 




Ajua 




50 




Tyr 


Gly Cys 


Gly 


65 






T — 

Leu 


Asp Leu 


Gly 


Leu 


vai Gly 


Glu 






1 on 


Gin 


Val Glu 


Val 




115 




Gly 


Phe Gin 


Ala 




130 




Leu 


Gly Glu 


Ala 


145 






Asn 


Cys Val 


He 


Ala 


Tyr Arg 


Val 






loO 


Tyr 


Thr Ser 


Leu 




195 




Trp 


Gly Glu 


Cys 




210 




Leu 


Ala Gin 


Lys 


225 






Leu 


lie Tnr 


lie 


Arg 


Fne vax 


O A 

ber 






^ O VJ 


Pro 


Thr Lys 


Arg 




275 




Glu 


Lys Glu 


Leu 




290 




lie 


Val Glu 


Val 


305 






Phe 


Ala Gin 


Asp 


Ser 


Gly Gly 


Cys 






340 


Phe 


Lys Leu 


Ala 




355 




Asp 


Ala Ala 


Gly 




370 





Gly 


Asp 


Met 


Ala 


c 

D 








Tnr 


Tyr 


Tyr 


Gly 


Gly 


Cys 


Val 


Thr 








40 


Leu 


Gin 


Asn 


Val 






55 




Leu 


Val 


lie 


Pro 




70 






Ser 


Gly 


Ser 


Gly 


85 








Lys 


Gly 


His 


Val 


Ala 


Glu 


Lys 


Tyr 








120 


Ser 


Asn 


Val 


Thr 






135 




Gly 


lie 


Lys 


Asn 




150 






Asn 


Leu 


Val 


Pro 


165 








Leu 


Lys 


His 


Gly 


Glu 


Leu 


Pro 


Glu 








200 


Leu 


Gly 


Gly 


Ala 






215 




lie 


Gly 


Phe 


Cys 




230 






Gin 


Asn 


Lys 


Glu 


245 








Ala 


Thr 


Phe 


Arg 


Cys 


Gin 


Val 


lie 








280 


Met 


Phe 


Asp 


Ala 






295 




Asp 


Glu 


Glu 


Thr 




310 






Phe 


Leu 


lie 


Arg 


325 








Ser 


Ala 


Leu 


Glu 


Glu 


Glu 


Ser 


Asp 








360 


Gly 


Cys 


Cys 


Gly 






375 





Ala Leu Arg Asp 
10 

Gin Val Leu Lys 
25 

Thr Ala Arg. Pro 

His Glu Glu Val 

60 

Glu His Leu Glu 
75 

Arg Asp Cys Tyr 
90 

Thr Gly lie Asp 
105 

Leu Asp Tyr His 

Phe lie His Gly 

140 

Glu Ser His Asp 
155 

Asp Lys Gin Gin 
170 

Gly Glu Leu Tyr 
185 

Glu He Arg Thr 

Leu Tyr Trp Lys 

220 

Pro Pro Arg Leu 
235 

Leu Glu Arg Val 

250 

Leu Phe Lys His 
265 

Tyr Asn Gly Gly 

Asn Phe Thr Phe 

300 

Ala Ala He Leu 

315 

Pro He Gly Glu 

330 

Leu Lys Asp He 
345 

Ser Met Lys Ser 

Thr Lys Lys Ser 

380 



A±3i 


valU l±e KaiXl 






Arg 


ber Ala Asp 




30 


Val 


Pro Lys His 


45 




Ala 


Leu Arg Tyx 


Asn 


Cys Trp He 




80 


Val 


Leu Ser Gin 




95 


Met 


Thr Lys Gly 




110 


Met 


Glu Lys Tyr 


125 




Tyr 


He Glu Lys 


He 


Val Val Ser 




160 


Val 


Leu Gin Glu 




175 


Phe 


Ser Asp Val 




190 


His 


Lys Val Leu 


^ A\ 

2 05 




Glu 


Leu Ala Val 


Val 


Thr Ala Asn 




240 


He 


Gly Asp Cys 




o e e 
2 55 


Ser 


Lys Thr Gly 




0*70 


He 


Thr Gly His 


285 




Lys 


Glu Gly Glu 


Lys 


Asn Ser Arg 




320 


Lys 


Leu Pro Thr 




335 


He 


Thr Asp Pro 




350 


Arg 


Cys Val Pro 


365 




Cys 




381 





<210> 3251 

<211> 381 

<212> PRT 

<213> Homo sapiens 
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<400> 3251 



Val 


Ala 


Gly 


AsTg* 


Gly Asp Met 


Ala 










5 






Lys 


Asp 


Val 


Gin 


Thr Tyr Tyr 


Gly 
















Leu 


Gin 


Thr 


Asn 


Gly Cys Val 


Thr 














A A 


lie 


Arg 


Glu 


Ala 


Leu 


Gin Asn 


Val 




C ft 








55 




Tyx 


Gly 


Cys 


Gly 


Leu 


Val He 


Pro 


65 










70 




Leu 


Asp 


Leu 


Gly 


Ser Gly Ser 


Gly 










85 






Leu 


Val 


Gly 


Glu 


Lys Gly His 


Val 








100 








Gin 


Val 


Glu 


Val 


Ala 


Glu Lys 


Tyr 






115 








120 


Gly 


Phe 


Gin 


Ala 


Ser 


Asn Val 


Thr 




130 








135 




Leu 


Gly 


Glu 


Ala 


Gly 


He Lys 


Asn 


145 










150 




Asn 


Cys 


Val 


lie 


Asn 


Leu Val 


Pro 










165 






Ala 


Tyr 


Arg 


Val 


Leu 


Lys His 


Gly 








180 








Tyr 


Thr 


Ser 


Leu 


Glu 


Leu Pro 


Glu 






195 








200 


Trp 


Gly 


Glu 


Cys 


Leu Gly Gly 


Ala 




210 








215 




Leu 


Ala 


Gin 


Lys 


He 


Gly Phe 


Cys 


225 










230 




Leu 


He 


Thr 


lie 


Gin 


Asn Lys 


Glu 










245 






Arg 


Phe 


Val 


Ser 


Ala 


Thr Phe 


Arg 








260 








Pro 


Thr 


Lys 


Arg 


Cys 


Gin Val 


He 






275 








280 


Glu 


Lys 


Glu 


Leu 


Met 


Phe Asp 


Ala 




290 








295 




lie 


Val 


Glu 


Val 


Asp 


Glu Glu 


Thr 


305 










310 




Phe 


Ala 


Gin 


Asp 


Phe 


Leu He 


Arg 










325 






Ser 


Gly 


Gly 


Cys 


Ser Ala ' Leu 


Glu 








340 








Phe 


Lys 


Leu 


Ala 


Glu 


Glu Ser 


Asp 






355 








360 


Asp 


Ala 


Ala 


Gly 


Gly Cys Cys 


Gly 




370 








375 





<210> 3252 
<:211> 191 
<212> PRT 

<213> Homo sapiens 



<400> 3252 
Pro Leu Gly Ser Asn Thr Ala Pro 

1 5 
Trp Tyr Met Asp Asp Ala Pro Gly 

20 

Asp Pro Gly Arg Pro Val Gly Leu 



Ala Leu Arg Asp Ala 


Glu He 


Gin 


10 




15 




Gin vai 


liSU ijys Axg 


Ser Ala 


Asp 


25 








Thr Ala 


Arg Pro Val 


Pro Lys 


His 




45 






His Glu 


Glu Val Ala 


Leu Arg 


Tyr 




60 






Glu His 


Leu Glu Asn 


Cys Trp 


He 




75 




O ft 

oO 


Arg Asp 


Cys Tyr Val 


Leu Ser 


/ST 

Gin 


90 




95 




Thr Gly He Asp Met 


Thr Lys 


Gly 


105 




110 




Leu Asp 


Tyr His Met 


Glu Lys 


Tyr 




12 5 






Phe He 


His Gly Tyr 


He Glu 


Lys 




140 






Glu Ser 


His Asp He 


Val Val 


Ser 




155 




160 


Asp Lys 


Gin Gin Val 


Leu Gin 


Glu 


170 




175 




Gly Glu 


Leu Tyx Phe 


Ser Asp 


Val 


185 




190 




Glu He 


Arg Thr His 


Lys Val 


Leu 




205 






Leu .Tyr 


Trp Lys Glu 


Leu Ala 


Val 




220 






Pro Pro 


Arg Leu Val 


Thr Ala 


Asn 




235 




240 


Leu Glu Arg Val He 


Gly Asp 


Cys 


250 




255 




Leu Phe 


Lys His Ser 


Lys Thr 


Gly 


265 




270 




Tyr Asn Gly Gly He 


Thr Gly 


His 




285 






Asn Phe 


Thr Phe Lys 


Glu Gly 


Glu 




30O 






Ala Ala 


He Leu Lys 


Asn Ser 


Arg 




315 




320 


Pro He 


Gly Glu Lys 


Leu Pro 


Thr 


330 




335 




Leu Lys 


Asp He He 


Thr Asp 


Pro 


345 




350 




Ser Met 


Lys Ser Arg 


Cys Val 


Pro 




365 






Thr Lys 


Lys Ser Cys 








380 381 






Ala Leu Arg Val Met 


Val Gin 


Ala 


10 




15 




Asp Pro 


Arg Gin Pro 


His Arg 


Pro 


25 




30 




Glu Gin 


Leu Arg Arg 


Leu Gly 


Val 
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35 


40 




ft D 








lirp LiyS JjcU ASp 


Axa Asp 


Xiys 


THr^ ZiQT*i 2Xsn 

Xy^ r\okX nSAyj 




Ta011 

iJCSU 


50 




55 












XXC OXU 


TV & an 
ASH 


lyr 


qat" Tm Met Asn 


lie Tie 


THt* 


65 


70 






•7 K 




oU 




IjyS ASp Jjyo Ijeu 


JcTJuO A5I1 


xyr 


VjXU V3 JL Li. XJjrO 








Ob 














V3 J.U tlx S iJCU AX S 


Xicu ASp 


ASp 


v<Lu xxc ruvj ^y^ 


JJ6U 


ASp 








T AC 
XU3 




1 1 n 




V7JLy oBj. 


\7±y lyx File Asp 


vax Ajrg 


ASp 


JjySy V3^U J^BS^ wXli 


XXL# XXC5 






115 


120 




TOR 
XZ3 








jneu UXu ljy5 vsXy 


Asp raeu 


vax 


•PVit* T.011 Wt'O Ala 

i. LLl. JJtSU IrXU AJ.CI 


V3xy xxts 


X jr X. 


130 




135 




140 






His J^g 


Phe Thr Val Asp 


Glu Lys 


Asn 


Tyr Thr Lys Ala 


Met Arg 


Leu 


145 


150 






155 




160 


Phe Val 


Gly Glu Pro Val 


Trp Thr 


Ala 


Tyr Asn Arg Pro 


Ala Asp 


His 




165 






170 


175 




Phe Glu 


Ala Arg Gly Gin 


Tyr Val 


Lys 


Phe Leu Ala Qln 


Thr Ala 






180 




185 




190 191 





<210> 3253 
<211> 327 
<212> PRT 

<213> Homo sapiens 



<400> 3253 
Ala Arg Ala Ala 
1 

Arg Lys Arg Arg 

20 

Ala Ser Leu Gly 
35 

Ser Tyr Leu Val 
50 

Pro Asn Glu Lys 
65 

His Asn Thr Lys 

Leu Gly Leu Pro 

100' 

Gly Ser Leu Val 
115 

Gin Gly Tyr Val 
130 

Pro Lys Phe Pro 
145 

Lys Val Gly Asp 

Tyr Thr Gly Lys 

180 

Pro Glu Pro Arg 
195 

Gly lie Thr Pro 
210 

Glu Asp Pro Thr 
225 

Asp lie lie Leu 

Asn Arg Phe Lys 

260 

Ala Tyr Ser Lys 



Ala 


His 


Cys Gly 


5 






Ser 


Val 


Met Gly 


Val 


Gly 


Leu Val 




■ 


40 


Arg 


Arg 


Ser Arg 






55 


Tyr 


Leu 


Leu Arg 




70 




Arg 


Phe 


Arg Phe 


85 






Val 


Gly 


Lys His 


lie 


Arg 


Pro Tyr 






120 


Asp 


Leu 


Val lie 






135 


Glu 


Gly 


Gly Lys 




150 




Val 


Val 


Glu Phe 


165 






Gly 


His 


Phe Asn 


Val 


Ala 


Lys Lys 






200 


Met 


Leu 


Gin Leu 






215 


Gin 


Cys 


Phe Leu 




230 




Arg 


Glu 


Asp Leu 


245 






Leu 


Trp 


Phe Thr 


Gly 


Phe 


Val Thr 



lie Cys Arg Leu 
10 

lie Gin Thr Ser 
25 

Thr Leu Leu Gly 

Arg Pro Gin Val 

60 

Leu Leu Asp Lys 

75 

Ala Leu Pro Thr 
90 

lie Tyr Leu Ser 
105 

Thr Pro Val Thr 

Lys Val Tyr Leu 

140 

Met Ser Gin Tyr 
155 

Arg Gly Pro Ser 
170 

lie Gin Pro Asn 
185 

Leu Gly Met lie 

lie Arg Ala lie 

220 

Leu Phe Ala Asn 
235 

Glu Glu Leu Gin 
250 

Leu Asp His Pro 
265 

Ala Asp Met lie 



Val 


Arg 


Trp 


Trp 






15 




Pro 


Val 


Leu 


Leu 




30 






Leu 


Ala 


Val 


Gly 


45 








Thr 


Leu 


Leu 


Asp 


Thr 


Thr 


Val 


Ser 








80 


Ala 


His 


His 


Thr 






95 




Thr 


Arg 


lie 


Asp 




110 






Ser 


Asp 


Glu 


Asp 


125 








Lys 


Gly 


Val 


His 


Leu 


Asp 


Ser 


Leu 








160 


Gly 


Leu 


Leu 


Thr 






175 




Lys 


Lys 


Ser 


Pro 




190 






Ala 


Gly 


Gly 


Thr 


205 








Leu 


Lys 


Val 


Pro 


Gin 


Thr 


Glu 


Lys 








240 


Ala 


Ax^ 


Tyr 


Pro 






255 




Pro 


Lys 


Asp 


Trp 




270 






Arg 


Glu 


His 


Leu 



4953 



wo 01/57190 



PCT/USOl/04098 



275 

Pro Ala Pro C31y Asp 
290 

Met Val 61n Leu Ala 
305 

Gin Lys Met Arg Phe 

325 



280 

Asp Val Leu Val Leu Leu 

295 

Cys His Pro Asn Leu Asp 
310 315 
Thr Tyr 
327 



285 

Cys Gly Pro Pro Pro 
300 

Lys Leu Gly Tyr Ser 

320 



<210> 3254 

<211> 322 

<212> PRT 

<213> Homo sapiens 



<400> 3254 



Leu 


Gin 


Ser 


Ala 


Gly 


Glu 


Gly Val Thr 


His Val 


Leu 


He Leu 


Leu Glu 


1 








5 










10 






15 


Ser 


Pro 


Ala 


Arg 


Pro 


Val 


Ala 


Ala 


Val 


Thr Gin 


Val 


Gin Arg 


Arg Arg 








20 










25 






30 




Tyr 


His 


Arg 


Leu 


Ser 


Asp 


Met 


Ser 


Met 


Leu Ala 


Glu Arg Arg 


Arg Lys 






35 










40 








45 




Gin 


Lys 


rrp 


Ala 


Val 


Asp 


Pro 


Gin Asn 


Thr Ala 


Trp 


Ser Asn 


Asp Asp 




50 










55 








60 






Ser 


Lys 


Phe 


Gly 


Gin 


Arg 


Met 


Leu 


Gin 


Lys Met 


Gly Trp Ser 


Lys Gly 


65 










70 








75 






80 


Lys 


Gly 


Leu 


Gly 


Ala 


Gin 


Glu Gin Gly 


Ala Thr 


Asp 


His He 


Lys Val 










85 










90 






95 


Gin 


Val 


Lys 


Asn 


Asn 


His 


Leu Gly Leu 


Gly Ala 


Thr 


He Asn 


Asn Glu 








10 0 










105 






110 




Asp 


Asn 


Trp 


He 


Ala 


His 


Gin Asp Asp 


Phe Asn 


Gin 


Leu Leu 


Ala Glu 






115 










120 








125 




Leu 


Asn 


Thr 


Cys 


His 


Gly 


Gin 


Glu 


Thr 


Thr Asp 


Ser 


Ser Asp 


Lys Lys 




130 










135 








140 






Glu 


Lys 


Lys 


Ser 


Phe 


Ser 


Leu 


Glu 


Glu 


Lys Ser 


Lys 


He Ser 


Lys Asn 


145 










150 








' 155 






160 


Arg 


Val 


His 


Tyr 


Met 


Lys 


Phe 


Thr 


Lys 


Gly Lys 


Asp 


Leu Ser 


Ser Arg 










165 










170 






175 


Ser 


Lys 


Thr 


Asp 


Leu 


Asp 


Cys 


lie 


Phe 


Gly Lys 


Arg 


Gin Ser 


Lys Lys 








180 










185 






190 




Thr 


Pro 


Glu 


Gly 


Asp 


Ala 


Ser 


Pro 


Ser 


Thr Pro 


Glu 


Glu Asn 


Glu Thr 






195 










20O 








205 




Thr 


Thr 


Thr 


Ser 


Ala 


Phe 


Thr 


He 


Gin 


Glu Tyr 


Phe 


Ala Lys 


Arg Met 




210 










215 








220 






Ala 


Ala 


Leu 


Lys 


Asn 


Lys 


Pro 


Gin 


Val 


Pro Val 


Pro Gly Ser 


Asp He 


225 










230 








235 






240 


Ser 


Glu 


Thr 


Gin 


Val 


Glu 


Arg Lys 


Arg 


Gly Lys 


Lys 


Arg Asn 


Lys Glu 










245 










250 






255 


Ala 


Thr 


Gly 


Lys 


Asp 


Val 


Glu 


Ser 


Tyr 


Leu Gin 


Pro Lys Ala 


Lys Arg 








260 










265 






270 




His 


Thr 


Glu 


Gly 


Lys 


Pro 


Glu Arg Ala 


Glu Ala 


Gin Glu Arg 


Val Ala 






275 










280 








285 




Lys 


Lys 


Lys 


Ser 


Ala 


Pro 


Ala Glu 


Glu 


Gin Leu 


Arg Gly Pro 


Cys Trp 




290 










295 








300 






Asp 


Gin 


Ser 


Ser 


Lys 


Ala 


Ser 


Ala 


Gin 


Asp Ala 


Gly Asp His 


Val Gin 


305 










310 








315 






320 



Pro Ala 
322 



<210> 3255 
<211> 88 
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<212> PRT 

<213> Homo sapiens 





<400> 3255 








61y Ser Ala Ala 


Met 


Lys Val 


Lys 


1 




5 






Thr 


Trp Leu Trp 


Val 


Ala Asii Asp 




20 








Ala 


Phe Asn Gly 


Cys 


Cys Pro 


Asp 




35 






40 


Pro 


Leu Val Trp 


Gly 


Gin Cys 


Ser 




50 




55 




Leu 


Lys Trp Leu 


His 


Ala Gin 


Gin 


65 






70 




Arg 


Gin Glu Trp 


Lys 


Phe Lys 


Glu 






85 




88 



He 


Lys 


Cys Trp Asn 


Gly Val Ala 




10 




15 




Glu 


Asn Cys Gly He 


Cys Arg 


Met 


25 






30 




Cys 


Lys 


Val Pro Gly 


Asp Asp 


Cys 






45 






His 


Cys 


Phe His Met 


His Cys 


He 






60 






Val 


Gin 


Gin His Cys 


Pro Met 


Cys 






75 




80 



<210> 3256 
<211> 125 
<2X2> PRT 

<213> Homo sapiens 



<400> 3256 
Thr Ala Ala Arg 
1 

Lys Gly Thr Leu 

20 

Phe Trp He His 
35 

Thr Leu Thr Ser 
50 

Glu Ser Thr Pro 

65 

Lys Val Pro Ala 

He Asn Pro Ala 

100 

Glu Leu Arg He 
115 



Arg 


Arg 


Gin 


Lys 


5 








Glu 


Glu 


Val 


Val 


Ser 


Gly Thr 


Thr 








40 


Asp 


Pro 


Arg 


Leu 






55 




Phe 


Thr 


Ala 


Val 




70 






Ala 


Thr 


Ser 


Ala 


85 








Gin 


Thr Ala Gly 


He 


Pro 


Arg 


Asp 








120 



Gly Thr Ala Ala 
10 

Leu Pro Pro Arg 

25 

Met Ser Lys Val 

Pro Tyr Lys Val 

60 

Leu Lys Phe Ala 
75 

He He Thr Asn 
90 

Asn Val Phe Leu 
105 

Arg Val Gly Ser 



Arg Arg Arg Gin 
15 

Ser Cys Arg Val 
30 

Ser Phe Lys He 
45 

Leu Ser Val Pro 

Ala Glu Glu Phe 

80 

Asp Gly He Gly 
95 

Lys His Gly Ser 
110 

Cys 
125 



<210> 3257 

<211> 483 

<212> PRT 

<213> Homo sapiens 





<400> 3257 








Gly Cys 
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Pro Phe Arg 


Thr 


Gly Thr Gly Asp He 




610 










615 










620 




Ala 


Thr 


Cys 


Tyr 


Ser 


Pro 


Arg 


Thr 


Ser 


Thr 


Glu 


Ser 


Phe Ala Pro Arg 


625 










630 










635 




640 


Asp 


Ser 


Val 


Gly 


Leu 


Ala 


Pro 


Gin Asp Ser 


Gin 


Ala 


Ser Asn He Leu 










645 










650 






655 


Val 


Met 


Asp 


His 


Met 


lie 


Met 


Thr 


Pro 


Glu 


Met 


Pro 


Thr Met Glu Pro 








660 










665 








670 


Glu Gly 


Gly 


Leu 


Asp 


Asp 


Ser 


Gly Glu His 


Phe 


Phe Asp Ala Arg Glu 






675 










680 










685 


Ala 


His 


Ser 


Asp 

*• 


Glu 


Asn 


Pro 


Ser Glu Gly Asp 


Gly Ala Val Asn Lys 




690 










695 










700 




Glu 


Glu 


Lys 


Asp 


Val 


Asn 


Leu 


Arg 


He 


Ser Gly 


Asn 


Tyr Leu He Leu 


705 










710 










715 




720 


Asp 


Gly 


Tyr 
* 


Asp 


Pro 


Val 


Gin 


Glu 


Ser 


Ser 


Thr 


Asp 


Glu Glu Val Ala 










725 










730 






735 


Ser 


Ser 


Leu 


Thr 


Leu 


Gin 


Pro 


Met Thr Gly 


He 


Pro 


Ala Val Glu Ser 








740 










745 








750 


Thr 


His 


Gin 


Gin 


Gin 


His 


Ser 


Pro 


Gin 


Asn 


Thr 


His 


Ser Asp Gly Ala 






755 










760 










765 


lie 


Ser 


Pro 


Phe 


Thr 


Pro 


Glu 


Phe 


Leu 


Val 


Gin 


Gin Arg Trp Gly Ala 




770 










775 










780 




Met 


Glu 


Tyr 


Ser 


Cys 


Phe 


Glu 


He 


Gin 


Ser 


Pro 


Ser 


Ser Cys Ala Asp 


785 










790 










795 




80O 


Ser 


Gin 


Ser 


Gin 


lie 


Met 


Glu 


Tyr 


He 


His 


Lys 


He 


Glu Ala Asp Leu 










805 










810 






815 


Glu 


His 


Leu 


Lys 


Lys 


Val 


Glu 


Glu 


Ser 


Tyr 


Thr 


He 


Leu Cys Gin Arg 








820 










825 








830 


Leu 


Ala 


Gly 


Ser 


Ala 


Leu 


Thr 


Asp 


Lys 


His 


Ser 


Asp 


Lys Ser 






835 










840 










845 846 




<210> 3261 






















<211> 700 






















<212> PRT 






















<213> Homo 


sapiens 


















<400> 3261 




















Ala 


Val 


Glu 


Phe 


Ala 


Glu 


Gly 


Ala 


Leu 


Thr 


Met 


Ala 


Pro Trp Pro Glu 


X 








5 










10 






15 


Leu Gly 


Asp 


Ala 


Gin 


Pro 


Asn 


Pro Asp 


Lys 


Tyr 


Leu Glu Gly Ala Ala 








20 










25 








30 


Gly Gin 


Gin 


Pro 


Thr 


Ala 


Pro 


Asp 


Lys 


Ser Lys 


Glu Thr Asn Lys Thr 






35 










40 










45 


Asp Asn 


Thr 


Glu 


Ala 


Pro 


Val 


Thr Lys 


He 


Glu 


Leu 


Leu Pro Ser Tyr 




50 










55 










60 




Ser 


Thr 


Ala 


Thr 


Leu 


He 


Asp 


Glu 


Pro 


Thr 


Glu 


Val 


Asp Asp Pro Trp 


65 










70 










75 




80 


Asn 


Leu 


Pro 


Thr 


Leu 


Gin 


Asp 


Ser Gly He Lys 


Trp 


Ser Glu Arg Asp 










85 










90 






95 


Thr 


Lys 


Gly 


Lys 


lie 


Leu 


Cys 


Phe 


Phe Gin Gly 


He Gly Arg Leu He 








100 










105 








110 


Leu 


Leu 


Leu 


Gly 


Phe 


Leu 


Tyr 


Phe 


Phe 


Val 


Cys 


Ser Leu Asp He Leu 






115 










120 










125 


Ser 


Ser 


Ala 


Phe 


Gin 


Leu 


Val 


Gly Gly Lys Met 


Ala Gly Gin Phe Phe 




130 










135 










140 


• 

J 


Ser 


Asn 


Ser 


Ser 


He 


Met 


Ser 


Asn 


Pro 


Leu 


Leu 


Gly Leu Val He Gly 
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145 150 



Veil 


lieu 


Val 


Thr 


val 


Leu 


Val 


Gin 


Ser 










l03 










va.JL 


Val 


«aer 


net. 


val 


Ser 


Ser 


Ser 


Leu 








Xov 










185 


jriTO 


lie 


Tl A 

lie 


Mec 


GJ.y 


Ala 


Asn 


He Gly 






X73 










200 




Vo>X 


illcl 


licU 


nee 


varin 


vax 


Gly Jlsp Arg 




ft 










2X3 






AX a 


wiy 


iixa 


riir 


val 


nxS 


ASp 




jrne 












01 A 








lieu 


IjCU 


jrro 


vai 


61U 


Val 


Aia 


JL nr 


tj4 e* 
XllS 










Zrl3 












lie 


vai 


Glu 


Ser 


FUe 


His 


Phe 


Lys 


















265 


Leu 


Leu 


Lys 


Val 


He 


Thr 


Lys 


Pro 


Pne 
















280 




Asp 


Lys 


Lys 


Val 


lie 


Ser 


Gin 


He 


Ala 














295 






Asn 


Lys 


Ser 


Leu 


Val 


Lys 


He 


Trp 


Cys 


305 










310 








Gin 


lie 


Asn 


Val 


Thr 


Val 


Pro 


Ser 


Thr 










325 










Leu 


Cys 


Trp 


Thr 


Asp 


Gly 


He 


Gin 


Asn 








340 










345 


Tyr 


Lys 


Glu 


Asn 


He 


Ala 


Lys 


Cys 


Gin 






355 










360 




Leu 


Pro 


Asp 


Leu 


Ala 


Val 


Gly Thr 


He 




370 










375 






Val 


Leu 


Cys 


Gly 


Cys 


Leu 


He 


Met 


He 


^ f\ mm 

385 










390 








Leu 


Lys 


Gly 


Gin 


Val 


Ala 


Thr 


Val 


He 










405 










Phe 


Pro 


Phe 


Pro 


Phe 


Ala 


Trp 


Leu 


Thr 








420 










425 


Gly 


Ala 


Gly 


Met 


Thr 


Phe 


He 


Val 


Gin 






ii c 

43 5 










440 




AJ.a 


Leu 


Thr 


Pro 


Leu 


He 


Gly He Gly 




450 










455 






Tyr 


Pro 


Leu 


Thr 


T 

Leu 


Gly 


Ser 


Asn 


He 


A C C 
*±OD 










>i "7 n 








Leu 


Ala 


Ala 


IT 

Leu 


TV 1 ^ 

AJLa 


Ser 


Pro Gly Asn 










/toe 

485 










lie 


Ala 


Leu 


Cys 


His 


Pne 


Phe 


Phe 


Asn 








c Art 










505 


Tyr 


Pro 


lie 


Pro 


PJie 


Tnr 


Arg Leu 


Pro 






blo 










520 




oly 


Asn 


lie 


Ser 


Ala 


Lys 


Tyr Arg 


Trp 














535 






lie 


Fue 


FJie 


File 


Leu 


Tl A 

lie 


Pro 


Leu 


Thr 












CCA 
33U 








biy 


Trp 


Arg 


vai 


lieu 


val 


Gly Val 


Gly 










30 3 










lie 


Leu 


val 


Leu 


uys 


Leu 


Arg Leu 


Leu 








C Q A 
30U 










585 


Leu 


Pro 


Lys 


Lys 


Leu 


Gin 


Asn Trp 


Asn 






c □ c 










600 




Ser 


Leu 


Lys 


Pro 


Trp 


Asp 


Ala 


Val 


Val 




610 










615 






Gin 


Met 


Arg 


Cys 


Cys 


Cys 


Cys 


Cys 


Arg 


625 










630 








Leu 


Leu 


Cys 


Gly 


Cys 


Pro 


Lys 


Cys 


Cys 










645 










Asp 


Leu 


Glu 


Glu 


Ala 


Gin 


Glu Gly 


Gin 
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155 










160 


Ser 


Ser 


Thr 


Ser 


Thr 


Ser 


He 


170 










175 




Leu 


Thr 


Val 


Arg 


Ala 


Ala 


He 










190 






Thr 


Ser 


He 


Thr 


Asn 


Thr 


He 








205 








Ser 


Glu 


Phe 


Arg 


Arg 


Ala 


Phe 






220 










Asn Trp 


Leu 


Ser 


Val 


Leu 


Val 




235 










240 


Tyr Leu 


Glu 


lie 


■p"i A 
He 


Thr 


Gin 


250* 










255 




Asn Gly 


Glu 


Asp 


Ala 


Pro 


Asp 










270 






Thr Lys 


Leu 


He 


Val 


Gin 


Leu 








285 








Met 


Asn 


Asp 


Glu 


Lys 


Ala 


Lys 






300 










Lys 


Thr 


Phe 


Thr 


Asn 


Lys 


Thr 




315 










320 


Ala 


Asn 


Cys 


Thr 


Ser 


Pro 


Ser 


330 










335 




Trp Thr 


Met 


Lys 


Asn 


Val 


Thr 










350 






His 


He 


Phe 


Val 


Asn 


Phe 


His 








365 








Leu 


Leu 


He 


Leu 


Ser 


Leu 


Leu 






380 










Val 


Lys 


He 


Leu 


Gly 


Ser 


Val 




395 










400 


Lys 


Lys 


Thr 


He 


Asn 


Thr 


Asp 


410 










415 




Gly Tyr 


Leu 


Ala 


He 


Leu 


Val 










430 






Ser 


Ser 


Ser 


Val 


Phe 


Thr 


Ser 








445 








Val 


He 


Thr 


He 


Glu 


Arg 


Ala 






460 










Gly Thr 


Thr 


Thr 


Thr 


Ala 


He 




475 










480 


Ala 


Leu 


Arg 


Ser 


Ser 


Leu 


Gin 


490 










495 




He 


Ser 


Gly 


He 


Leu 


Leu 


Trp 










510 






He Arg 


Met 


Ala 


Lys 


Gly 


Leu 








525 








Phe 


Ala 


Val 


Phe 


Tyr 


Leu 


He 






540 










Val 


Phe 


Gly 


Leu 


Ser 


Leu 


Ala 




555 










560 


Val 


Pro 


Val 


Val 


Phe 


He 


He 


570 










575 




Gin 


Ser 


Arg 


Cys 


Pro 


Arg 


Val 










590 






Phe 


Leu 


Pro 


Leu 


Trp 


Met 


Arg 








605 


• 






Ser 


Lys 


Phe 


Thr 


Gly 


Cys 


Phe 






620 










Val 


Cys 


Cys 


Arg 


Ala 


Cys 


Cys 




635 










640 


Arg 


Cys 


Ser 


Lys 


Cys 


Cys 


Glu 


650 










655 




Asp 


Val 


Pro 


Val 


Lys 


Ala 


Pro 
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660 

Glu Thr Phe Asp Asn lie Thx lie 
675 680 
Pro Ala Ser Asp Ser Lys Thr Glu 
690 695 



665 670 
Ser Arg Glu Ala Gin 61y Glu Val 

685 

Cys Thr Ala Leu 

70O 



<210> 3262 
<211> 448 
<212> PRT 

<213> Homo sapiens 



<400> 3262 



Ser 


Gin 


Gin 


Gly 


Ser 


Gin 


Pro 


His 


Arg Gin Gly 


Pro 


Pro 


Ser 


Leu Leu 


1 








5 








10 








15 


Thr 


Ala 


Pro 


His 


Ser 


Leu 


Asp 


Leu 


Pro Ala Leu 


Pro 


Pro 


Gly 


Pro Arg 


• 






20 










25 






30 




Gly 


Ser 


Gin 


Gly 


Lys 


Leu 


Arg 


Arg 


Val Leu Val 


Pro 


Met 


Ser 


Val Lys 






35 










40 






45 






Pro 


Ser 


Trp 


Gly 


Pro 


Gly 


Pro 


Ser 


Glu Gly Val 


Thr 


Ala 


Val 


Pro Thr 




50 










55 






60 








Ser 


Asp 


Leu 


Gly 


Glu 


lie 


His 


Asn 


Trp Thr Glu 


Leu 


Leu 


Asp 


Leu Phe 


65 










70 






75 








80 


Asn 


His 


Thr 


Leu 


Ser 


Glu 


Cys 


His 


Val Glu Leu 


Ser 


Gin 


Ser 


Thr Lys 










85 








90 








95 


Arg 


Val 


Val 


Leu 


Phe 


Ala 


Leu 


Tyr 


Leu Ala Met 


Phe 


Val 


Val 


Gly Leu 








100 










105 






110 




Val 


Glu 


Asn 


Leu 


Leu 


Val 


He 


Cys 


Val Asn Trp 


Arg 


Gly 


Ser 


Gly Arg 






115 










120 






125 






Ala 


Gly 


Leu 


Met 


Asn 


Leu 


Tyr 


He 


Leu Asn Met 


Ala 


He 


Ala 


Asp Leu 




130 










135 






140 








Gly 


lie 


Val 


Leu 


Ser 


Leu 


Pro 


Val 


Trp Met Leu 


Glu 


Val 


Thr 


Leu Asp 


145 










150 






155 








160 


Tyr 


Thr 


Trp 


Leu 


Trp 


Gly 


Ser 


Phe 


Ser Cys Arg 


Phe 


Thr 


His 


Tyr Phe 










165 








170 








175 


Tyr 


Phe 


Val 


Asn 


Met 


Tyr 


Ser 


Ser 


He Phe Phe 


Leu 


Val 


Cys 


Leu Ser 








180 










185 






190 




Val 


Asp 


Arg 


Tyr 


Val 


Thr 


Leu 


Thr 


Ser Ala Ser 


Pro 


Ser 


Trp 


Gin Arg 






195 










200 






205 






Tyr 


Gin 


His 


Arg 


Val 


Arg 


Arg 


Ala 


Met Cys Ala 


Gly 


He 


Trp 


Val Leu 




210 










215 






220 








Ser 


Ala 


lie 


lie 


Pro 


Leu 


Pro 


Glu 


Val Val His 


He 


Gin 


Leu 


Val Glu 


225 










230 






235 








240 


Gly 


Pro 


Glu 


Pro 


Met 


Cys 


Leu 


Phe 


Met Ala Pro 


Phe 


Glu 


Thr 


Tyr Ser 










245 








250 








255 


Thr 


Trp 


Ala 


Leu 


Ala 


Val 


Ala 


Leu 


Ser Thr Thr 


He 


Leu 


Gly 


Phe Leu 








260 










265 






270 




Leu 


Pro 


Phe 


Pro 


Leu 


He 


Thr 


Val 


Phe Asn Val 


Leu 


Thr 


Ala 


Cys Arg 






275 










280 






285 






Leu 


Arg 


Gin 


Pro 


Gly 


Gin 


Pro 


Lys 


Ser Arg Arg 


His 


Cys 


Leu 


Leu Leu 




290 










2 95 






300 








Cys 


Ala 


Tyr 


Val 


Ala 


Val 


Phe 


Val 


Met Cys Trp 


Leu 


Pro 


Tyr 


His Val 


305 










310 






315 








320 


Thr 


Leu 


Leu 


Leu 


Leu 


Thr 


Leu 


His 


Gly Thr His 


He 


Ser 


Leu 


His Cys 










325 








330 








335 


His 


Leu 


Val 


His 


Leu 


Leu 


Tyr 


Phe 


Phe Tyr Asp 


Val 


He 


Asp 


Cys Phe 








340 










345 






350 




Ser 


Met 


Leu 


His 


Cys 


Val 


lie 


Asn 


Pro He Leu 


Tyr 


Asn 


Phe 


Leu Ser 






355 










360 






365 






Pro 


His 


Phe 


Arg 


Gly 


Arg 


Leu 


Leu 


Asn Ala Val 


Val 


His 


Tyr 


Leu Pro 




370 










375 






380 








Lys 


Asp 


Gin 


Thr 


Lys 


Ala 


Gly 


Thr 


Cys Ala Ser 


Ser 


Ser 


Ser 


Cys Ser 
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385 390 
Thr Gin His Ser lie lie lie Thr 

405 

Ala Ala Pro His Pro Glu Pro Ser 

420 

Leu Pro Asxi Thr Ser Pro lie Ser 
435 440 



395 400 
Lys Gly Asp Ser Gin Pro Ala Ala 

410 415 
Leu Ser Phe Gin Ala His His Leu 
425 430 
Pro Thr Gin Pro Leu Thr Pro Ser 

445 448 



<210> 3263 
<211> 306 
<212> PRT 

<213> Homo sapiens 



<400> 3263 



Gin 


Ala 


Arg 


Ser 


Pro 


Ser 


Val 


Ala 


Ala Met 


Ala 


Ser Pro Gin 


Leu Cys 


1 








5 








10 






15 


Arg 


Ala 


Leu 


Val 


Ser 


Ala 


Gin 


Trp 


Val Ala 


Glu 


Ala Leu Arg 


Ala Pro 








20 










25 




30 




Arg 


Ala 


Gly 


Gin 


Pro 


Leu 


Gin 


Leu 


Leu Asp Ala 


Ser Trp Tyr 


Leu Pro 






35 










40 






45 




Lys 


Leu 


Gly 


Arg 


Asp 


Ala 


Arg 


Arg 


Glu Phe 


Glu 


Glu Arg His 


He Pro 




50 










55 








60 




Gly 


Ala 


Ala 


Phe 


Phe 


Asp 


lie 


Asp 


Gin Cys 


Ser 


Asp Arg Thr 


Ser Pro 


65 










70 








75 




80 


Tyr 


Asp 


His 


Met 


Leu 


Pro 


Gly 


Ala 


Glu His 


Phe 


Ala Glu Tyr 


Ala Gly 










85 








90 






95 


Arg 


Leu 


Gly 


Val 


Gly 


Ala 


Ala 


Thr 


His Val 


Val 


He Tyr Asp 


Ala Ser 








100 










105 




110 




Asp 


Gin 


Gly 


Leu 


Tyr 


Ser 


Ala 


Pro 


Arg Val 


Trp 


Trp Met Phe 


Arg Ala 






115 










120 






125 




Phe 


Gly 


His 


His 


Ala 


Val 


Ser 


Leu 


Leu Asp Gly 


Gly Leu Arg 


His Trp 




130 










135 








140 




Leu 


Arg 


Gin 


Asn 


Leu 


Pro 


Leu 


Ser 


Ser Gly Lys 


Ser Gin Pro 


Ala Pro 


145 










150 








155 




160 


Ala 


Glu 


Phe 


Arg 


Ala 


Gin 


Leu 


Asp 


Pro Ala 


Phe 


lie Lys Thr 


Tyr Glu 










165 








170 






175 


Asp 


lie 


Lys 


Glu 


Asn 


Leu 


Glu 


Ser 


Arg Arg 


Phe 


Gin Val Val 


Asp Ser 








180 










185 




190 




Arg 


Ala 


Thr 


Gly 


Arg 


Phe 


Arg 


Gly 


Thr Glu 


Pro 


Glu Pro Arg 


Asp Gly 






195 










200 






205 




lie 


Glu 


Pro 


Gly 


His 


lie 


Pro 


Gly 


Thr Val 


Asn 


He Pro Phe 


Thr Asp 




210 










215 








220 




Phe 


Leu 


Ser 


Gin 


Glu 


Gly 


Leu 


Glu 


Lys Ser 


Pro 


Glu Glu He 


Arg His 


225 










230 








235 




240 


Leu 


Phe 


Gin 


Glu 


Lys 


Lys 


Val 


Asp 


Leu Ser Lys 


Pro Leu Val 


Ala Thr 










245 








250 






255 


Cys 


Gly 


Ser 


Gly 


Val 


Thr 


Ala 


Cys 


His Val 


Ala 


Leu Gly Ala 


Tyr Leu 








260 










265 




270 




Cys 


Gly 


Lys 


Pro 


Asp 


Val 


Pro 


He 


Tyr Asp Gly 


Ser Trp Val 


Glu Trp 






275 










280 






285 




Tyr 


Met 


Arg 


Ala 


Arg 


Pro 


Glu 


Asp 


Val He 


Ser 


Glu Gly Arg 


Gly Lys 




290 










295 








300 





Thr His 



305 306 



<210> 3264 
<211> 466 



4963 



wo 01/57190 

<212> PRT 

<213> Homo sapiens 



<400> 3264 



Ala 


Arg 


Arg 


Ser 


Thr Pro Arg 


Thr 


Ala 


1 








S 








Ser 


Ala 


Ala 


Gly 


Thr Met 


Arg 


Glu 


He 








20 








25 


Cys 


Gly 


Asn 


Gin 


He Gly Ala 


Lys 


Phe 






35 








40 




His 


Gly 


lie 


Asp 


Pro Thr Gly 


Ser 


Tyr 




50 






■ 


55 






Leu 


Glu 


Arg 


lie 


Asn Val 


Tyr 


Tyr 


Asn 


65 




■ 




70 








Val 


Pro 


Arg 


Ala 


lie Leu 


Val 


Asp 


Leu 










85 








Val 


Arg 


Ser 


Gly 


Pro Phe 


Gly 


Gin 


He 








100 








105 


Phe 


Gly 


Gin 


Ser 


Gly Ala 


Gly 


Asn 


Asn 






115 








120 




Glu 


Gly 


Ala 


Glu 


Leu Val 


Asp 


Ser 


Val 




130 








135 






Ser 


Glu 


Ser 


Cys 


Asp Cys 


Leu 


Gin 


Gly 


145 








150 








Gly 


Gly 


Gly 


Thr 


Gly Ser 


Gly 


Met 


Gly 










165 








Arg 


Glu 


Glu 


Tyr 


Pro Asp 


Arg 


He 


Met 








180 








185 


Ser 


Pro 


Lys 


Val 


Ser Asp 


Thr 


Val 


Val 






195 








200 




Ser 


Val 


His 


Gin 


Leu Val 


Glu 


Asn 


Thr 




210 








215 






Asn 


Glu 


Ala 


Leu 


Tyr Asp 


He 


Cys 


Phe 


225 








230 








Pro 


Thr 


Tyr 


Gly 


Asp Leu 


Asn 


His 


Leu 










245 








Val 


Thr 


Thr 


Cys 


Leu Arg 


Phe 


Pro 


Gly 








260 








265 


Lys 


Leu 


Ala 


Val 


Asn Met 


Val 


Pro 


Phe 






275 








280 




Pro 


Gly 


Phe 


Ala 


Pro Leu 


Thr 


Ser 


Arg 




290 








295 






Leu 


Thr 


Val 


Pro 


Glu Leu 


Thr 


Gin 


Gin 


305 








310 








Met 


Ala 


Ala 


Cys 


Asp Pro 


Arg 


His 


Gly 










325 








lie 


Phe 


Arg 


Gly 


Arg Met 


Ser 


Met 


Lys 








340 








345 


Asn 


Val 


Gin 


Asn 


Lys Asn 


Ser 


Ser 


Tyr 






355 








360 




Asn 


Val 


Lys 


Thr 


Ala Val 


Cys 


Asp 


He 




370 








375 






Ser 


Ala 


Thr 


Phe 


He Gly Asn 


Ser 


Thr 


385 








390 








Arg 


lie 


Ser 


Glu 


Gin Phe 


Thr 


Ala 


Met 










405 








His 


Trp 


Tyr 


Thr 


Gly Glu Gly 


Met 


Asp 








420 








425 


Glu 


Ser 


Asn 


Met 


Asn Asp Leu 


Val 


Ser 






435 








440 




Ala 


Thr 


Ala 


Asp 


Glu Gin 


Gly 


Glu 


Phe 




450 








455 







Glu Ala 
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Pro 


Arg 


Ala 


Ser 


Ala 


Thr 


Arg 


10 










15 




Val 


His 


He 


Gin 


Ala 


Gly 


Gin 










30 






Trp 


Glu 


Val 


He 


Ser 


Asp 


Glu 








45 








His 


Gly 


Asp 


Ser 


Asp 


Leu 


Gin 






60 










Glu 


Ala 


Ala 


Gly 


Asn 


Lys 


Tyr 




75 










80 


Glu 


Pro 


Gly 


Thr 


Met 


Asp 


Ser 


90 










95 




Phe 


Arg 


Pro 


Asp 


Asn 


Phe 


Val 










110 






Trp 


Ala 


Lys 


Gly 


His 


Tyr 


Thr 








125 








Leu 


Asp 


Val 


Val 


Arg 


Lys 


Glu 






14 0 










Phe 


Gin 


Leu 


Thr 


His 


Ser 


Leu 




155 










160 


Thr 


Leu 


Leu 


He 


Ser 


Lys 


He 


170 










175 




Asn 


Thr 


Phe 


Ser 


Val 


Met 


Pro 










190 






Glu 


Pro 


Tyr 


Asn 


Ala 


Thr 


Leu 








205 








Asp 


Glu 


Thr 


Tyr 


Ser 


He 


Asp 






220 










Arg 


Thr 


Leu 


Lys 


Leu 


Thr 


Thr 




235 










240 


Val 


Ser 


Ala 


Thr 


Met 


Ser 


Gly 


250 










255 




Gin 


Leu 


Asn 


Ala 


Asp 


Leu 


Arg 










270 






Pro 


Arg 


Leu 


His 


Phe 


Phe 


Met 








285 








Gly 


Ser 


Gin 


Gin 


Tyr 


Arg 


Ala 






300 










Met 


Phe 


Asp 


Ser 


Lys 


Asn 


Met 




315 










320 


Arg 


• 

Tyr 


Leu 


Thr 


Val 


Ala 


Ala 


330 










335 




Glu 


Val 


Asp 


Glu 


Gin 


Met 


Leu 










350 






Phe 


Val 


Glu 


Trp 


He 


Pro 


Asn 








365 








Pro 


Pro 


Arg 


Gly 


Leu 


Lys 


Met 






380 










Ala 


He 


Gin 


Glu 


Leu 


Phe 


Lys 




395 










400 


Phe 


Arg 


Arg 


Lys 


Ala 


Phe 


Leu 


410 










415 




Glu 


Met 


Glu 


Phe 


Thr 


Glu 


Ala 










430 






Glu 


Tyr 


Gin 


Gin 


Tyr 


Gin 


Asp 








445 








Glu 


Glu 


Glu 


Glu 


Gly 


Glu 


Asp 
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<210> 3265 
<211> 199 
<212> PRT 

<213> Homo sapiens 



<400> 3265 



Trp 


Trp 


Glu Asp 


Ala 


Arg 


Val Leu Gly 


Pro Phe His Pro 


Glu Glu Glu 


1 








5 






10 


15 


Gly 


His 


Trp Val 


Met 


Thr 


Pro Ser Glu 


Gly Ala Arg Ala 


Gly Thr Gly 








20 






25 




30 


Arg 


Glu 


Leu 


Glu 


Met 


Leu 


Asp Ser Leu 


Leu Ala Leu Gly 


Gly Leu Val 






35 








40 


45 




Leu 


Leu 


Arg Asp 


Ser 


Val 


Glu Trp Glu 


Gly Arg Ser Leu 


Leu Lys Ala 




50 










55 


60 




Leu 


Val 


Lys 


Lys 


Ser 


Ala 


Leu Cys Gly 


Glu Gin Val His 


lie Leu Gly 


65 










70 




75 


80 


Cys 


Glu 


Val 


Ser 


Glu 


Glu 


Glu Phe Arg 


Glu Gly Phe Asp 


Ser Asp lie 










85 






90 


95 


Asxi 


Asn 


Arg 


Leu 


Val 


Tyr 


His A^p Phe 


Phe Arg Asp Pro 


Leu Asn Trp 








100 






105 




110 


Ser 


Lys 


Thr 


Glu 


Glu 


Ala 


Phe Pro Gly 


Gly Pro Leu Gly 


Ala Leu Arg 






115 








120 


125 




Ala 


Met 


Cys 


Lys 


Arg 


Thr 


Asp Pro Val 


Pro Val Thr lie 


Ala Leu Asp 




130 










135 


140 




Ser 


Leu 


Ser 


Trp 


Leu 


Leu 


Leu Arg Leu 


Pro Cys Thr Thr 


Leu Cys Glu 


145 










150 




155 


160 


val 


Leu 


His 


Ala 


Val 


Ser 


His Gin Asp 


Ser Cys Pro Gly 


Glu Thr Pro 










165 






170 


175 


Pro 


Ser 


Leu 


Phe 


Pro 


Leu 


lie His Leu 


Pro Leu Pro Arg 


Ser Val Pro 








180 






185 




190 


Leu 


Phe 


Leu 


Ser 


Thr 


Leu 


Glu 










195 








199 







<210> 3266 
<211> 294 
<212> PRT 

<213> Homo sapiens 



<400> 3266 



Ala 


Ala 


Gly 


Ala 


Gly 


Ala 


Asp Gly Arg 


Glu Pro Ala Ser 


Glu Arg Ala 


1 








5 






10 




15 




Ser 


Arg 


Ala 


Glu 


Pro 


Pro 


Ala Val Ala 


Met Gly Gin Asn 


Asp 


Leu 


Met 








20 






25 




30 






Gly 


Thr 


Ala 


Glu 


Asp 


Phe 


Ala Asp Gin 


Phe Leu Arg Val 


Thr 


Lys 


Gin 






35 








40 


45 








Tyr 


Leu 


Pro 


His 


Val 


Ala 


Arg Leu Cys 


Leu He Ser Thr 


Phe 


Leu 


Glu 




50 










55 


60 








Asp 


Gly 


He 


Arg 


Met 


Trp 


Phe Gin Trp 


Ser Glu Gin Arg 


Asp 


Tyr 


He 


65 










70 




75 






80 


Asp 


Thr 


Thr 


Trp 


Asn 


Cys 


Gly Tyr Leu 


Leu 7U.a Ser Ser 


Phe 


Val 


Phe 










85 






90 




95 




Leu 


Asn 


Leu 


Leu 


Gly 


Gin 


Leu Thr Gly 


Cys Val Leu Val 


Leu 


Ser Arg 








100 






105 




110 






Asn 


Phe 


Val 


Gin 


Tyr 


Ala 


Cys Phe Gly 


Leu Phe Gly He 


He 


Ala 


Leu 






115 








120 


125 








Gin 


Thr 


He 


Ala 


Tyr 


Ser 


He Leu Trp 


Asp Leu Lys Phe 


Leu 


Met 


Arg 
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130 

Asn Leu Ala Leu 
145 

Ser Qlu 61y Lys 

Ser Pro Lys Gin 

180 

Met Phe ,Met Thr 
195 

Gin Asn He Val 
210 

Lys Thr Lys Leu 
225 

Asn Val Tyr Phe 
His Asp Phe Leu 

260 

Gly Leu Leu Leu 
275 

Glu Lys Lys Lys 
290 



Gly Gly 
150 
Ser Met 
165 

Tyr Met 

Leu Leu 

Gly Thr 

Ala Ala 
230 
Asn Ala 
245 

Lys Tyr 



135 

Gly Leu Leu Leu 

Phe Ala Gly Val 

170 

Gin Leu Gly Gly 
185 

His Phe Asp Ala 
200 

Ala Leu Met lie 
215 

Leu Thr Leu Val 



140 

Leu Leu Ala 
155 

Pro Thr Met 

Arg Val Leu 

Ser Phe Phe 
205 

Leu Val Ala 

220 
Val Trp Leu 
235 

Pro Val Tyr 



Phe Trp Thr lie 

250 

Asp Phe Phe Gin Thr Met Ser 
265 

Val Val Ala Leu Gly Pro 

280 

Glu Trp 
294 



Gly Gly Val 
285 



Glu Ser Arg 
160 

Arg Glu Ser 

175 

Leu Val Leu 
190 

Ser He Val 

He Gly Phe 

Phe Ala He 
240 

Lys Pro Met 

255 
Val He Gly 
270 

Ser Met Asp 



<210> 3267 
<211> 70 
<212> PRT 

<213> Homo sapiens 





<400> 3267 


















Ala 


Ser 


Thr 


Phe 


Cys 


Ser Ala Trp Lys Arg Arg 


Ser 


Thr 


Ala 


Ala 


Leu 


1 








5 




10 








15 




Trp 


Trp 


Ser 


Gly 


Ser 


Arg 


Ala Ser Arg Ser His 


Pro 


Arg 


Glu 


Leu Gly 








20 






25 






30 






Pro 


Leu 


Cys 


Phe 


Val 


Phe 


Gly Thr Ala Ala Leu 


Ser 


He 


Arg 


Ser 


Met 






35 








40 




45 








Asp 


Val 


Leu 


Ser 


Leu 


Phe 


Leu Glu His Gly Lys 


Leu 


Val 


Phe 


Ala 


Ser 




50 










55 


60 










Gly Leu 


Ser 


Pro 


Arg 


Ala 















65 70 



<210> 3268 

<211> 63 . 

<212> PRT 

<213> Homo sapiens 



<400> 3268 










Glu Asp Ala 


Trp 


He 


Thr 


Asn 


Pro 


1 




5 








Pro Ser Lys 


Pro 
20 


Leu 


Cys 


Tyr 


Thr 


Gly Val Lys 


Thr 


Thr 


Lys 


Ala 


Ser 


35 










40 


Glu Ser Glu 


Arg 


Arg 


Met 


Val 


Lys 



50 55 . 



Ser Leu Ser Asn Ala Arg Ser Thr 

10 15 
Val Leu Lys Glu Gly Gin Val Val 

25 30 
Asn Thr Arg Glu Lys Leu Arg Pro 

45 

Ser Phe Gly Asp Glu Val Thr 

60 63 



<210> 3269 
<211> 264 
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<212> PRT 

<213> Homo sapiens 



<400> 3269 



Gly 


Ser 


Thr 


H3.S 


Ala 


Ser 


Gly Ala Arg Pro Ser 


Leu Lys Arg Ala Arg 


X 








5 






10 






15 


Ser 


Gin 


Arg 


Gly 


Arg 


Pro 


Leu Pro Ser Arg Ala 


Leu 


Pro Ser Ala His 
















25 






30 


Lys 


«h 

Asp 


Met 


Thr 


Thr 


Asn 


Ala Gly Pro Leu His 


Pro 


Tyr Trp Pro Gin 
















40 






45 


His 


Leu 


* - - 

Arg 


Leu 


Asp Asn 


Phe 


Val Pro Asn Asp 


Arg Pro Thr Trp His 




50 










55 






60 




lie 


Leu 


Ala 


Gly 


Leu 


Phe 


Ser 


Val Thr Gly Val 


Leu 


Val Val Thr Thr 


65 










70 






75 




80 


Trp 


Leu 


Leu 


Ser 


Gly Arg 


Ala 


Ala Val Val 


Pro 


Leu Gly Thr Trp TVrg 










85 






90 






95 


Arg 


Leu 


Ser 


Leu 


Cys 


Trp 


Phe 


Ala Val Cys 


Gly 


Phe 


He His Leu Val 








lOO 








105 






110 


He 


Glu 


Gly 


Trp 


Phe 


Val 


Leu 


Tyr Tyr Glu Asp 


Leu 


Leu Gly Asp Gin 






115 










120 






125 


Ala 


Phe 


Leu 


Ser 


Gin 


Leu 


Trp Lys Glu Tyr Ala 


Lys 


Gly Asp Ser Arg 




130 










135 






140 




Tyr 


He 


Leu 


Gly 


Asp 


Asn 


Phe 


Thr Val Cys 


Met 


Glu 


Thr He Thr Ala 


145 










150 






155 




160 


Cys 


Leu 


Trp 


Gly 


Pro 


Leu 


Ser 


Leu Trp Val 


Val 


He 


Ala Phe Leu Arg 










165 






170 






175 


Gin 


His 


Pro 


Leu 


Arg 


Phe 


He 


Leu Gin Leu 


Val 


Val 


Ser Val Gly Gin 








180 








185 






190 


He 


Tyr 


Gly 


Asp 


Val 


Leu 


Tyr 


Phe Leu Thr 


Glu 


His Arg Asp Gly Phe 






195 










200 






205 


Gin 


His 


Gly 


Glu 


Leu Gly 


His 


Pro Leu Tyr 


Phe 


Trp 


Phe Tyr Phe Val 




210 










215 






220 




Phe 


Met 


Asn 


Ala 


Leu 


Trp 


Leu 


Val Leu Pro 


Gly 


Val 


Leu Val Leu Asp 


225 










230 






235 




240 


Ala 


Val 


Lys 


His 


Leu 


Thr 


His 


Ala Gin Ser 


Thr 


Leu Asp Ala Lys Ala 










245 






250 






255 


Thr 


Lys 


Ala 


Lys 


Ser 


Lys 


Lys 


Asn • 









260 264 



<210> 3270 
<211> 70 
<212> PRT 

.<213> Homo sapiens 





<400> 3270 




















Gly 


Asp Thr Gly 


Pro 


Gin 


He 


Leu 


Met Ser 


Tyr 


Leu Asp 


Ser Val Ala 


1 




5 








10 








15 


Ser 


Lys Leu Leu 


Gin 


Met 


Val 


Lys 


Lys Leu 


Ser 


Gin 


Ser 


Phe Cys Ser 




20 










25 








30 


Asn 


Phe Lys Tyr 


Leu 


Thr 


Lys 


Tyr 


Ser Arg Lys 


Gin 


Val 


Ser Asp Glu 




35 








40 








45 




He 


Lys Lys Ser 


Arg Arg 


Thr 


Val 


Glu Ser 


Asn 


Pro 


He 


Phe Phe Lys 




SO 






55 








60 






Lys 


Asn Lys Lys 


He 


Gin 
















65 






70 

















<210> 3271 
<211>. 44 
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<212> PRT 

<213> Homo sapiens 

<400> 3271 
lie Gin Ser Gly Leu Ser Leu Cys Phe 

1 5 
Glu Gly Arg Ala Gly Val Pro Gly Cys 

20 25 
Ala Ser Gly Arg Pro Cys Ser Pro Ser 
35 40 



PCT/USOl/04098 



Ala Asp Leu Ser Glu Thr Pro 

10 15 
Pro His Ser Cys Asp Gly Val 

30 

Ser Ala Gly 
44 



<210> 3272 

<211> 79 

<212> PRT 

<213> Homo sapiens 



<400> 3272 
Phe 61n Phe lie 
1 

Arg Asn Gin Thr 

20 

Asp Ser Val lie 
35 

lie Thr Lys Cys 
50 

Leu His Val Tyr 
65 



Gin He Glu Leu 
5 

Gin Ser Pro Tyr 

Thr He Leu Pro 

40 

Phe Gly Leu Ser 
55 

Phe He Leu Thr 

70 



Leu Asn He Leu 
10 

Asn Thr Thr Ala 
25 

Phe Ser Phe Ser 

He Phe Pro Ser 

60 

Leu Val Val Phe 
■ 75 



Gin Ser Leu He 
15 

Tyr Pro Ala He 
30 

Cys Phe Phe He 
45 

Val He Phe Phe 

Tyr Cys Cys 
79 



<210> 3273 
<211> 501 
<212> PRT 

<213> Homo sapiens 



<400> 3273 



Gin 


Ala 


Trp 


Ser 


Leu 


Gin 


Val 


Ala Leu Ser 


Pro 


Phe 


Phe Phe Pro 


Ala 


1 








5 






10 






15 




Ser 


Pro 


Ser 


Asn 


Ser 


Phe 


Ala 


Ala Ala Val 


Pro 


Gin 


Leu Leu Phe 


Pro 








20 








25 






30 




Glu 


Leu 


Pro 


Leu 


Pro 


His 


Val 


Pro Gly Gin 


Glu 


Ser 


Ala Lys Arg 


Arg 






35 










40 






45 




Ser 


Ala 


Arg 


Arg 


Phe 


Leu 


He 


Met Ser Glu 


Leu 


Thr 


Lys Glu Leu 


Met 




50 










55 






60 






Glu 


Leu 


Val 


Trp 


Gly 


Thr 


Lys 


Ser Ser Pro 


Gly Leu 


Ser Asp Thr 


He 


65 










70 






75 






80 


Phe 


Cys 


Arg 


Trp 


Thr 


Gin 


Gly 


Phe Val Phe 


Ser 


Glu 


Ser Glu Gly 


Ser 










85 






90 






95 




Ala 


Leu 


Glu 


Gin 


Phe 


Glu 


Gly 


Gly Pro Cys 


Ala 


Val 


He Ala Pro 


Val 








100 








105 






110 




Gin 


Ala 


Phe 


Leu 


Leu 


Lys 


Lys 


Leu Leu Phe 


Ser 


Ser 


Glu Lys Ser 


Ser 






115 










120 






125 




Trp Arg 


Asp 


Cys 


Ser 


Gin 


Glu 


Glu Gin Lys 


Glu 


Leu 


Leu Cys His 


Thr 




130 










135 






140 






Leu 


Cys 


Asp 


He 


Leu 


Glu 


Ser 


Ala Cys Cys 


Asp 


His 


Ser Gly Ser 


Tyr 


145 










150 






155 






160 


Cys 


Leu 


Val 


Ser 


Trp 


Leu 


Arg 


Gly Lys Thr 


Thr 


Glu 


Glu Thr Ala 


Ser 










165 






170 






175 




He 


Ser 


Gly 


Ser 


Pro 


Ala 


Glu 


Ser Ser Cys 


Gin 


Val 


Glu His Ser 


Ser 
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^ n A 

180 










185 




190 




« *1 M 

Ala 


Leu 


Ala 


val 


Glu Glu Leu Gly 


Phe Glu Arg Phe 


Hxs Ala Leu 


He 






195 










200 






205 




Gin 


Lys 


Arg 


Ser 


Phe Arg Ser Leu 


Pro Glu Leu Lys 


Asp Ala Val 


Leu 




210 










215 






220 






Asp 


Gin 


•Tyr 


Ser 


Met Trp Gly Asn 


Lys 


Phe Gly Val 


Leu Leu Phe 


Leu 


225 










•230 








235 




240 


Tyr 


ber 


vai 


Leu 


Leu Thr Lys Gly 


He 


Glu Asn He 


Lys /vsn Glu 


lie 










245 










250 


255 




Glu 


Asp 


Ala 


Ser 


Glu 


Pro 


Leu 


lie 


Asp 


Pro Val Tyr 


Gly His Gly 


Ser 








260 










265 




^ >V A 

270 




Gin 


ser 


Leu 


xxe 


Asn 


Leu 


Leu 


Leu 


Thr Gly His TU-a 


vax ser Asn 


vax 


■ 




M f 

275 










280 






285 




Trp 


Asp 


Gly 


•m 

Asp 


Arg Glu Cys 


Ser 


Gly Met Lys Leu 


Leu Gly He 


His 




290 










295 






300 






Glu 


Gin 


Ala 


Ala 


Val 


Gly Phe 


Leu 


Thr 


Leu Met Glu 


Ala Leu Arg 


Tyr 


305 










310 








315 




320 


Cys 


Lys 


Val 


Gly 


Ser 


Tyr 


Leu 


Lys 


He 


Ser Lys He 


Pro Tyr Leu 


Asp 










325 










330 


335 




Cys 


Leu 


Ala 


Ser 


Glu 


Thr 


His 


Leu 


Thr 


Val Phe Phe 


Ala Lys Asp 


Met 








340 










345 




350 




Ala 


Leu 


Val 


Ala 


Pro 


Glu 


Ala 


Pro 


Ser 


Glu Gin Ala 


Arg Arg Val 


Phe 






355 










360 






365 




Gin 


Thr 


Tyr 


Asp 


Pro Glu Asp Asn 


Gly Phe He Pro 


Asp Ser Leu 


Leu 




370 










375 






380 






Glu 


Asp 


Val 


Met 


Lys 


Ala 


Leu Asp 


Leu 


Val Ser Asp 


Pro Glu Tyr 


He 


385 










390 








395 




400 


Asn 


Leu 


Met 


Lys 


Asn 


Lys 


Leu Asp 


Pro 


Glu Gly Leu 


Gly He He 


Leu 










405 










410 


415 




Leu 


Gly 


Pro 


Phe 


Leu 


Gin 


Glu 


Phe 


Phe 


Pro Asp Gin 


Gly Ser Ser 


Gly 








420 










425 




430 




Pro 


Glu 


Ser 


Phe 


Thr 


Val 


Tyr 


His 


Tyr Asn Gly Leu 


Lys Gin Ser 


Asn 






435 










440 






445 




Tyr 


Asn 


Glu 


Lys 


Val 


Met 


Tyr 


Val 


Glu Gly Thr Ala 


Val Val Met 


Gly 




450 










455 






460 






Phe 


Glu 


Asp 


Pro 


Met 


Leu 


Gin 


Thr 


Asp 


Asp Thr Pro 


He Lys Arg 


Cys 
* 


465 










470 








475 




480 


Leu 


Gin 


Thr 


Lys 


Trp 


Pro 


Tyr 


lie 


Glu 


Leu Leu Trp 


Thr Thr Asp 


Arg 










485 










490 


495 




Ser 


Pro 


Ser 


Leu 


Asn 






















500 


501 


















<210> 3274 




















<211> : 


390 




















<212> PRT 




















<213> Homo 


sapiens 




• 












<400> 3274 


















Arg 


Val 


Val 


His 


Arg 


Phe 


Phe 


Lys 


Ser 


Ser Ala Phe 


Trp pro Ala 


Glu 


1 








5 










10 


15 




Val 


Lys 


Gin 


Pro 


Arg 


Gly Gly Pro 


Lys 


Thr Gly Ser 


Arg Lys Glu 


Gly 








20 










25 




30 




Ala 


Gly 


Ser 


Arg 


Ala 


Pro 


Gin 


Pro 


Val 


Val Arg Ser 


Phe Cys Gly 


Ser 






35 










40 






45 




Val 


Gly 


Ala 


Glu 


Gly 


Arg 


Met 


Glu 


Lys 


Leu Arg Leu 


Leu Gly Leu 


Arg 




50 










55 






60 






Tyr 


Gin 


Glu 


Tyr 


Val 


Thr Arg His 


Pro 


Ala Ala Thr 


Ala Gin Leu 


Glu 


65 










70 








75 




80 


Thr 


Ala 


Val 


Arg 


Gly 


Phe 


Ser Tyr 


Leu Leu Ala Gly 


Arg Phe Ala 


Asp 










85 










90 


95 




Ser 


His 


Glu 


Leu 


Ser 


Glu 


Leu Val 


Tyr 


Ser Ala Ser 


T^n Leu Leu 


Val 
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XUU 








105 






lift 
xxu 




JLI6UL 


jjeu 


TV CT^ 






ixe 


Leu Arg Lys 


Glu 


Juteu Arg juys 


i-»ys 


•Lieu Fro 






TIC 










120 




X^ 3 






VelJ. 


o6r 




G A V* 

oer 


ni It 
vaxn 


(ixn 


Lys 


Leu Leu 


Thr 


Trp Leu Ser 


Val 


lieu laXU 














135 






140 






cys 


VolJ. 


urXU 


vax 


fne 


nec 


Glu Met Gly Ala 


Ala Lys Val 


Trp 


vsxy vsxu 


T AC 










150 








155 




XbU 


VOlJ> 


m V 


TV 7»«*^ 


irp 




VeiX 


He 


Ala Leu 


lie 


Gin Leu Ala 


Lys 


Jll a Val 










X0 3 






1 


170 






tic 
X / 3 




ATy 




xieu 


Xieu 


Leu 


Leu Trp Phe 


Lys 


Ala Gly Leu Gin 


j,nr oer 








1 on 
XoU 








185 






190 










VaX 


irro 


JjcU 


Asp Arg Glu Thr 


Gin Ala Gin 


Pro 








IOC 










200 




205 






GJ.y 


Asp 


HXs 


ber 


Pro 


Gly 


Asn 


His Glu 


Gin 


Ser Tyr Val 


Gly 


jjys Arg 




210 










215 






220 






Ser 


Asn 


Arg 


vax 


vax 


Arg 


Thr 


Leu Gin 


Asn 
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Lys 


Thr 
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315 










320 


Phe 


Pro 


Gly 
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He 
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45 
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Pro. 
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Gly 
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His Glu Gin 


Ser Asp Arg Gly 
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Glu 
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Val 
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Gly 
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Lys 
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Ser 


Trp 
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Val 
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Tyr Val Thr Glu 
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Phe 
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He 
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He 


Glu Thr Lys 


Tyr Glu Asp Asn 
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Lys 


Gly 
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He 
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Asn Glu Ala 


Lys Asp Val Glu 
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He Pro Glu Arg 
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Ser Glu Lys Thr 
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Glu 
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Trp 
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Met 
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Leu 


Val 


Thr 
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Lys Phe Glu 


Val Trp Gly Leu 
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Gin 
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Trp Val Asp 


Glu Trp Tyr Asp 
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Met 


Thr 


Met 
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Val 
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Met His Glu Gin 
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Thr 
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He 
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Ser Ser Pro 
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Asn Ala 


Glu 


Arg Glu Phe 








125 








Ala 


Cys 


Asp Gly 


Ser 


Asp Asp 


He 






140 










Ser 


Arg 


Leu Arg 


Ser 


Pro 


Ser 


Val 






155 








160 


Glu 


Arg 


Leu Lys 


Glu 


Glu 


Leu 


Ala 




170 








175 




Lys 


Asp 


Glu Glu 


Cys 


Glu Arg 


Leu 


185 








190 






Gin 


Glu 


Leu Glu 


Glu 


Leu 


Thr 


Ala 








205 








Met 


Val 


Arg Glu 


Ala 


Asn 


He 


Lys 






220 










Lys 


Glu 


Ala Gin 


Gly 


Lys 


He 


Asp 






235 








240 


Leu 


Lys 


Thr Leu 


Val 


Leu 


Ser 


Ser 




250 








255 




Pro 


Leu 


Pro Gly 


Gly 


Lys 


Thr 


Pro 


265 








270 






Lys 


Ser 


Thr Ser 


Ser 


Ala 


Met 


Ser 








285 








He 


Gin 


Pro He 


Val 


Lys 


Asp 


Cys 






300 










Asn 


Glu 


Phe Arg 


Leu 


Trp Lys 


Asp 






315 








320 


Pro 


Phe 


Leu Asp 


Lys 


He 


Tyr 


Gin 




330 








335 




Phe 


Ser 


Lys Ser 


Glu 


Leu 


Ala 


Ser 


345 








350 






Asn 


Thr 


Leu Ser 


He 


Glu 


Pro 


Val 








365 








Lys 


Ala 


Ser Ala 


Val 


Glu 


Cys 


Gly 






380 










Gly 


Gin 


Ser Lys 


Ser 


Cys 


Lys 


His 






395 








400 


Asn 


Tyr 


Tyr Tyr 


He 


Ser 


Pro 


Phe 




410 








415 




Cys 


Asn 


Phe Phe 


Thr 


Tyr 


He 


Arg 


425 








430 






Gin 


Gin 


Asp Val 


Asp 


Gin 


Met 


Phe 








445 








Glu 


Met 


Ser Leu 


Ala 


Lys 


Leu Gly 



460 



Gly Glu Leu Glu Gly Gly Lys Pro 
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1 5 





Ser Gly 


Leu Leu 


Asn Ala 


Leu 








20 






Pro 


Qlv 

J. y 


lie 


Thr Glu 


Glu Leu 


Leu 












%M 




Sr Jl.%J 




Glu Phe 


Arg Pro 


irne 










55 




iiys 


Ser 


lie 


Ala Ser Ala Asp 


neu 


O D 








70 




Leu 


Thr 


Ala 


Gin Thr 


Lys Lys 


G±n 








85 






'Ala 

ALdL 


Val 


He 


Ser Lys 


Phe Trp 


iiys 








100 






Ser 


Leu 


Met 


Asn Gin 


Ser Arg 


Trp 






115 






120 


Trp 


Arg Val 


Asp Gly Lys Ser 


Gxn 




130 






135 




Thr 


Pro 


Val 


Ala He 


He Glu 


Leu 


145 








150 




Ser 


Glu 


Phe 


Leu Cys 


Leu Glu 


Phe 








165 






Leu 


Lys 


Thr 


Leu Ser 


Glu Val 


Glu 








180 






Gin 


Pro 


Asn 









195 



<210> 3287 

<211> 113 

<212> PRT 

<213> Homo sapiens 



<400> 3287 



Leu 


Gly 


Ala 


Met Ala 


Lys His 


His 


1 






5 






Gin 


Ala 


Gly 


Val Ala 


He Gly 


Arg 








20 






Cys 


Val 


lie 


Cys Asp 


Ser Tyr 


Val 






35 






40 


Cys 


Asp 


Glu 


Cys Asn 


Tyr Gly 


Ser 




50 






55 




Gly 


Gly 


Pro 


Gly Val 


Ser Asp 


Ala 


65 








70 




Gin 


Glu 


Lys 


Asp Arg 


Asp Gly 


Cys 








85 






Ser 


Lys 


Thr 


Asp Leu 


Phe Tyr 


Glu 








100 







Arg 
113 



<210> 3288 

<211> 141 

<212> PRT 

<213> Homo sapiens 



<400> 3288 
Arg Thr Thr Phe Phe Arg Phe Arg 

1 5 
Met Lys Leu Leu Thr His Asn Leu 





10 










15 




Ala 


Gin 


Asp 


Thr 


Phe 


Hxs 


Gly Tyr 


25 










30 






Arg 


Ser 


Gin 


Leu 


Tyr 


Pro 




VcLX 










45 








Leu 


Ala 


Lys 


nec 


Arg 


v»iy 












60 










Asp 


Pne 


Asn 


Gin 


Leu 


Glu 


Al s 


Jcrlie 






75 










on 


Gly 


Gly 


He 


Thr 


Ser 


n -- - 

Asp 


m n 






90 














Ser 


nXS 


Lys 


Thr 


Lys 


xxe 




(11 11 


105 










110 






n 

Asn 


Ser 


Gly Leu 


Arg 


Gly 


Lteu 


C 

oer 










125 








Ser 


Arg 


His 


Ser 


Ala 


Gin 


He 


His 








140 










Glu 


Leu 


Gly Lys 


Tyr 


Gly 


Gin 


Glu 






155 










160 


Asp 


Glu 


Val 


Lys 


Val 


Asn 


Gin 


He 




170 










175 




Glu 


Ser 


He 


Ser 


Thr 


Leu 


He 


Ser 


185 










190 






Pro 


Asp 


Leu 


He 


Phe 


Cys 


Arg 


Lys 




10 










15 




Leu 


Cys 


Glu Lys 


Cys 


Asp 


Gly Lys 


25 










30 






Arg 


Pro 


Cys 


Thr 


Leu 


Val 


Arg 


He 










45 








Tyr 


Gin 


Gly Arg 


Cys 


Val 


He 


Cys 








60 










Tyr 


Tyr 


Cys 


Lys 


Glu 


Cys 


Thr 


He 






75 










80 


Pro 


Lys 


He 


Val 


Asn 


Leu 


Gly Ser 




90 










95 




Arg 


Lys 


Lys 


Tyr 


Gly 


Phe 


Lys 


Lys 


105 






« 




110 






Pro 


Cys 


Glu 


Ser 


Leu 


Cys 


Gly Aisp 




10 










15 




Leu 


Ser 


Ser 


His 


Val 


Arg 


Gly Val 
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20 25 30 



isJLy acX^ AX^S^ \7±y 


Phe 


Pro 


Leu 


Arg 


Leu Gin Ala Tnr 


V9J.U vai Arg lie 


















Phe 


Asn 


^^^^^^ 

fro 


Asn 


Pxie val Ala Arg 


nec lie Fro Lys 
















VcLX vtXU ixp o6Zr 


Ala 


Phe 


JjCU 


VaXU 


Ala Ala Asp Asn 


T Y I .rite 

Leu Arg Leu lie 






70 






75 




Gin Val Pro Lys 


Gly Pro 


Val 


Glu 


Gly Tyr Glu Glu 


Asn Glu Glu Phe 




85 








90 


95 


Leu Arg Thr Met 


His 


His 


Leu 


Leu 


Leu Glu Val Glu 


Val He Glu Gly 


100 










105 


110 


Thr Leu Gin Cys 


Pro 


Glu 


Ser 


Gly 


Arg Met Phe Pro 


He Ser Arg Gly 


115 








120 




125 


lie Pro Asn Met 


Leu 


Leu 


Ser 


Glu 


Glu Glu Thr Glu 


Ser 


130 






135 




140 


141 



<210> 3289 
<211> 581 
<212> PRT 

<213> Homo sapiens 





<400> 3289 


















Ala Gly 


Cys 


Cys 


Arg 


Asp 


Thr 


Arg 


Phe Pro Thr 


Pro 


Arg Gly Pro Gly 


1 








5 








10 






15 


Ser 


Leu 


Cys 


His 


Asn 


Phe 


Cys 


Arg 


Ser Ala Ala 


Cys 


Thr Val 


Thr Arg 








20 










25 




30 




Thr 


He 


His 


Gly 


Ser 


Pro 


Arg 


Glu 


Asp Thr Gly Thr 


Pro Arg 


Ser Arg 






35 










40 






45 




Glu 


Met 


Met 


Phe 


Gin 


Asp 


Ser 


Val 


Ala Phe Glu 


Asp 


Val Ala 


Val Ser 




50 










55 






60 






Phe 


Thr 


Gin 


Glu 


Glu 


Trp 


Ala 


Leu 


Leu Asp Pro 


Ser 


Gin Lys 


Asn Leu 


65 










70 






75 






80 


Tyr Arg 


Asp 


Val 


Met 


Gin 


Glu 


Thr 


Phe Lys Asn 


Leu 


Thr Ser 


Val Gly 










85 








90 






95 


Lys 


Thr 


Trp 


Lys 


Val 


Gin 


Asn 


He 


Glu Asp Glu Tyr 


Lys Asn 


Pro Arg 








100 










105 




110 




Arg 


Asn 


Leu 


Ser 


Leu 


Met 


Arg 


Glu 


Lys Leu Cys 


Glu 


Ser Lys 


Glu Ser 






115 










120 






125 




His 


His 


Cys 


Gly 


Glu 


Ser 


Phe 


Asn 


Gin He Ala 


Asp 


Asp Met 


Leu Asn 




130 










135 






140 






Arg 


Lys 


Thr 


Leu 


Pro 


Gly 


He 


Thr 


Pro Cys Glu 


Ser 


Ser Val 


Cys Gly 


145 










150 






155 






160 


Glu 


Val 


Gly 


Thr 


Gly 


His 


Ser 


Ser 


Leu Asn Thr 


His 


He Arg Ala Asp 










165 








170 






175 


Thr 


Gly 


His 


Lys 


Ser 


Ser 


Glu 


Tyr 


Gin Glu Tyr Gly 


Glu Asn 


Pro Tyr 








180 










185 




190 




Arg 


Asn 


Lys 


Glu 


Cys 


Lys 


Lys 


Ala 


Phe Ser Tyr 


Leu 


Asp Ser 


Phe Gin 






195 










200 






205 




Ser 


His 


Asp 


Lys 


Ala 


Cys 


Thr 


Lys 


Glu Lys Pro 


Tyr 


Asp Gly Lys Glu 




210 










215 






220 






Cys 


Thr 


Glu 


Thr 


Phe 


He 


Ser 


His 


Ser Cys He 


Gin 


Arg His Arg Val 


225 










230 






235 






240 


Net 


His 


Ser 


Gly 


Asp 


Gly 


Pro 


Tyr 


Lys Cys Lys 


Phe 


Cys Gly Lys Ala 










245 








250 






255 


Phe 


Tyr 


Phe 


Leu 


Asn 


Leu 


Cys 


Leu 


He His Glu Arg 


He His 


Thr Gly 








260 










265 




270 




Val 


Lys 


Pro 


Tyr 


Lys 


Cys 


Lys 


Gin 


Cys Gly Lys 


Ala 


Phe Thr Arg Ser 






275 










280 






285 




Thr 


Thr 


Leu 


Pro 


Val 


His 


Glu 


Arg 


Thr His Thr Gly 


Val Asn Ala Asp 




290 










295 






300 






Glu 


Cys 


Lys 


Glu 


Cys 


Gly 


Asn 


Ala 


Phe Ser Phe 


Pro 


Ser Glu He Arg 



f 
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305 








310 


Arg His 


Lys 


Arg 


Ser 


His 








325 




Cys Gly Lys 


va± 


Pne 


lie 






340 






Thr His 


Thr 


Gly 


Glu 


Lys 




355 








Phe Arg Cys 


Gly 


Ser 


His 


370 










Glu Lys Pro 


Tyr 


Glu 


Cys 


385 








390 


Ser Asp 


Leu 


Gin 


Arg 


HIS 








405 




Gly Cys 


Lys 


Gin 


Cys 


Gly 






420 






lie His 


Glu 


Arg 


Thr 


His 




435 








Cys Gly 


Lys 


Val 


Phe 


Lys 


450 










Thr His 


Thr 


Gly 


Glu 


Lys 


465 








470 


Phe Arg 


Tyr 


Phe 


Ser 


Ser 








485 




Asp Lys 


Pro 


Tyr 


Glu 


Cys 






500 






Ser Ser 


lie 


Arg 


Tyr 


His 




515 








Glu Cys 


Lys 


His 


Cys 


Gly 


530 










His Glu 


Arg 


Thr 


His 


Thr 


545 








550 


Gly Lys 


Ala 


Phe 


lie 


Arg 








565 




His Thr 


He 


Asn 


Arg 








580 


581 





315 



Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 








330 






Ser 


Phe 


Ser 


Ser 


tie 


Gin 






345 








Pro 


Tyr 


Glu 


Cys 


Lys 


Gin 




o ^ 

3bU 










Leu 


Gin 


Lys 


His 


Gly 


Arg 


375 










380 


Arg 


Gin 


Cys 


Gly 


Lys 


Ala 










395 




Glu 


Lys 


Thr 


His 


Thr 


Glu 








410 






Lys 


Gly 


Phe 


Arg 


Cys 


Ala 






425 








Ser 


Gly 


Glu 


Lys 


Pro 


His 




440 










Tyr 


Phe 


Ser 


Ser 


Leu 


Arg 


455 










460 


Pro 


His 


Glu 


Cys 


Lys 


Gin 










475 




Leu 


His 


lie 


His 


Glu 


Arg 








490 






Lys 


Val 


Cys 


Gly 


Lys 


Ala 






505 








Glu 


Arg 


Thr 


His 


Thr 


Gly 




520 










Lys 


Ala 


Phe 


He 


Ser 


Asn 


535 










540 


Gly 


Glu 


Lys 


Pro 


Tyr 


Gin 










555 




Ala 


Ser 


Ser 


Cys 


Arg 


Glu 



570 



PCT/USOl/04098 







320 


Glu 


Cys Lys 


Gin 




335 




Tyr His Lys 


Met 




350 




Cys Gly Lys 


Ala 


365 






Thr 


His Thr 


Gly 


Phe Arg Cys 


Tnr 






400 


Asp 


Lys Pro 


Tyr 




415 




Ser 


Gin Leu 


Gin 




430 




Glu 


Cys Lys 


Glu 


445 






He 


His Glu 


Arg 


Cys Gly Lys 


Ala 






480 


Thr 


His Thr 


Gly 




495 




Phe 


Thr Cys 


Ser 




510 




Glu 


Lys Pro 


Tyr 


525 






Tyr 


He Arg 


Tyr 


Cys 


Lys Gin 


Cys 






560 


His 


Glu Arg 


Thr 




575 





<210> 3290 
<211> 449 
<212> PRT 

<213> Homo sapiens 



<400> 3290 

Gly Arg Pro Arg 
1 

Ala Gly Leu Ser 

20 

Ala Ser Arg Arg 
35 

Ala Leu Pro Arg 
50 

Ala Pro Ala Val 
65 

Ser Ala Val Ala 

Ser Pro Glu Val 

100 

His Arg Cys Arg 
115 

His Trp Asp Pro 
130 

Thr Asn Lys Leu 



Ser 


Ser 


Ser 


Asp 


5 








Ser 


Ala 


Ala 


Val 


Ser 


Pro 


Ala 


Ala 








40 


Gly Arg 


Pro 


Gly 






55 




Leu 


Val 


Val 


Ala 




70 






Trp 


Ala 


Met 


Ala 


85 








Pro 


Lys 


Leu 


Asn 


Glu Gly 


Ala 


Leu 








120 


Gin 


Glu 


Val 


Thr 






135 




He 


Gly 


Cys 


Tyr 



Asn Arg Asn Phe 
10 

Gin Thr Arg He 
25 

Arg Pro Pro Val 

Thr Glu Gly Ser 

60 

Val Ala Val Val 
75 

Asn Tyr He His 
90 

Val Thr Val Gin 
105 

Ser Leu Leu Gin 

Leu Gin Leu Phe 

140 

Val Gly Asn Thr 



Leu Arg Glu 




15 




Gly Asn Ser 


Ala 


30 




Pro Ala Pro 


Pro 


45 




Thr Ser Leu 


Ser 


Val Val Val 


Val 




80 


Val Pro Pro 


Gly 


95 




Asp Gin Glu 


Glu 


110 




His Leu Arg 


Pro 


125 




Thr Asp Gly 


He 


Met Glu Asp 


Val 
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145 



va.x 


Xjeu. 


va± 


Arg 


ASp 


kiJLU 




vax 








180 


Pro 


Gin 


Leu 


Tyr 






1 QC« 






oiy 


V9XU 


Axa 










Arg 


T A«« 

Xjeu 


xxe 


A 1 >a 

AXa 










Asn 


vjxy 


TXp 


xxe 


File 


Ser 


Leu 


lie 








260 


Phe 


Leu 


Ser 


Asp 






o T tr 




Trp 


ILJT .A 1» 

Met 


Lys 


Glu 










His 


Asn 


Asp 


Leu 


o f~ 

305 








Asp 


Val 


Gin 


Phe 


Tyr 


Asp 


lie 


Gly 








340 


Asp 


Tyr 


Ser 


Leu 






355 




Ala 


Tyr 


Leu 


Glu 




370 






Thr 


Glu 


Lys 


Glu 


385 








Leu 


Ala 


Ser 


His 


Tyr 


Ser 


Thr 


lie 








420 


Asn 


Gin 


Tyr 


Phe 






435 





Glu 
449 



150 

lie Tyr Gly Asn 
165 

Lys Ser Phe Arg 

Cys Thr Phe Asn 

200 

Leu Asp Pro Lys 
215 

Arg Gin Leu Ala 

230 

Pro Lys Ser T^n 
245 

Pro Thr Gly Phe 

lie Pro Ser Ser 

280 

lie Leu Ser Asn 
295 

Leu Cys Lys Asn 
310 

lie Asp Tyr Glu 
325 

Asn His Phe Asn 

Tyr Pro Asp Arg 

360 

Ala Tyr Lys Glu 
375 

Val Glu lie. Leu 
390 

Phe Phe Trp Gly 
405 

Glu Phe Asp Phe 

Lys Met Lys Pro 

440 





155 




Lys Thr 


Glu 


Leu 


170 






Val Leu 


Gin 


Ala 


185 






Asn Gly Leu 


Cys 


His Val 


Cys 


Asn 






220 


Lys He 


His 


Ala 




235 




Leu Trp Leu 


Lys 


250 






Ala Asp Glu 


Asp 


265 






Gin He 


Leu 


Gin 


Leu Gly Ser 


Pro 






300 


He He 


Tyr 


Asn 




315 




Tyr Ser 


Gly 


Tyr 


330 






Glu Phe 


Ala 


Gly 


345 






Glu Leu 


Gin 


Ser 


Phe Lys 


Gly 


Phe 






380 


Phe He 


Gin 


Val 




395 




Leu Trp Ala 


Leu 


410 






Leu Gly Tyr 


Ala 


425 






Glu Val 


Thr 


Ala 



160 

Leu Val Asp Arg 
175 

His Gly Cys Ala 
190 

Tyr Glu Phe He 
205 

Pro Ala He Fhe 

He His Ala His 

240 

Met Gly Lys Tyr 
255 

He Asn Lys Arg 
270 

Glu Glu Met Thr 
285 

Val Val Leu Cys 

Glu Lys Gin Gly 

320 

Asn Tyr Leu Ala 
335 

Val Ser Asp Val 
350 

Gin Trp Leu Arg 
365 

Gly Thr Glu Val 

Asn Gin Phe Ala 

400 

He Gin Ala Lys 
415 

He Val Arg Phe 
430 

Leu Lys Val Pro 

445 



<210> 3291 
<211> 245 
<212> PRT 
<213> Homo 



sapiens 



<400> 3291 
Pro Glu Ala Gin 
1 

Pro Thr Met Arg 

20 

Ala Arg Tyr Gly 
35 

Phe Lys Leu Leu 
50 

Leu Phe Arg Tyr 
65 

Val Gly He Asp 

He Lys Leu Gin 

100 

He Thr Thr Ala 



Thr 


Ser 


Ala 


Val 


5 








His 


Glu 


Ala 


Pro 


Gin 


Lys 


Asp 


Ser 








40 


He 


He 


Gly Asn 






55 




Ala 


Asp 




Ser 




70 






Phe 


Lys 


Val 


Lys 


85 








He 


Trp 


Asp 


Thr 


Tyr 


Tyr 


Arg Gly 



Leu Ala Arg 


Glu 


10 




Met Gin Met 


Ala 


25 




Ser Asp Gin 


Asn 


Ser Ser Val 


Gly 




60 


Phe Thr Ser 


Ala 


75 




Thr Val Phe 


Lys 


90 




Ala Gly Gin 


Glu 


105 




Ala Met Gly 


Phe 



Lys Gly His Leu 
15 

Ser Ala Gin Asp 
30 

Phe Asp Tyr Met 
45 

Lys Thr Ser Phe 

Phe Val Ser Thr 

80 

Asn Glu Lys Arg 
95 

Arg Tyr Arg Thr 

110 

He Leu Met Tyr 
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115 120 



Asp 


He 


Thr 


Asn 


Glu 


Glu 


Ser 


Phe 




130 










135 




Gin 


He 


Lys 


Thr 


Tyr 


Ser 


Trp 


Asp 


145 










150 






Asn 


Lys 


Cys 


Asp 


Met 


Glu 


Asp 


Glu 










165 








Gin 


His 


Leu 


Gly 


Glu 


Gin 


Leu 


Gly 








180 










Lys 


Asp 


Asn 


lie 


Asn 


Val 


Lys 


Gin 






195 










200 


lie 


Cys 


Asp 


Lys 


Met 


Ser 


Glu 


Ser 




210 










215 




Ala 


Ala 


Lys 


Gin 




Thr 


Arq 


Leu 


225 










230 






Pro 


Asn 


Cys 


Ala 


Cys 
















245 










<210> 3292 












<211> 1378 












<212> PRT 












<213> Homo 


sapiens 








<400> 3292 












Arg 


Pro 


Pro 


Trp 


Asn 


Ser* 




1 








5 








Tie 

Jm W 


His 


Leu 


Ser 


Ser 


Lys 


Glv 


His 








20 












Gin 


Gin 


Arg 


Thr 


Pro 


Ala 


Glu 






35 










40 


Val 


Arg 


Pro 


Ser 


Gly 


His 


Glu 

vjr «ju VA 


Glv 

\uf JLi Jf 




50 










55 




Lvs 


Leu 


Gin 


Gly 


Lys 


Leu 


Pro 


Glu 


65 










70 






Cvs 


Tyr 


Asn 


Val 


Asn 


Trp 


Thr 


Ala 










85 










Lys 


Lys 


Leu 


Met 


Trp 


Leu 


Phe 








100 










Val 


Ala 


Arg 


Glu 


Ser 


Trp 


Leu 


Leu 






115 










120 


Glu 


Val 


Gly 


Pro 


Arg 


Leu 


Asn 


Phe 




130 










135 




Val 


Ser 


Val 


Cys 


Arg 


Ala 


Thr 


Glv 


145 










150 






Thr 


Thr 


Arg 


Arg 


Tyr 


Arg 


Leu 


Ser 










165 








Val 


Glu 


Ala 


Xle 


Ala 


Leu 


Ala 


Thr 








180 










His 


Phe 


Pro 


His 


Pro 


lie 


Gin 


Ser 






195 










200 


Pro 


Leu 


Asn 


Gly 


Pro 


lie 


Asn 


He 




210 










215 




Glu 


Lys 


Ala 


Asn 


Gin 


Glu 


Leu 


Glv 












230 






Asp 


Phe 


Tyr 


Thr 


Lys 


Arg 


Phe 


Gin 










245 








Val 


Glu 


Ala 


Phe 


Asp 


Leu 


Ala 


Gin 








260 










Trp 


Phe 


Phe 


Lys 


Gly 


Gin 


Leu 


His 






275 










280 


Ser 


Leu 


Phe 


Glu 


Ser 


He 


Met 


Ser 



125 



T^n 


Ala 


Val 


Gin Asp 


Trp 


Ser 


Thr 








140 










Asn 


Ala 


Gin 


Val 


He 


Leu Val Gly 






155 










160 


Arg 


Val 


He 


Ser 


Thr 


Glu Arg Gly 




170 










175 




Phe 


Glu 


Phe 


Phe 


Glu 


Thr 


Ser 


Ala 


185 










190 






Thr 


Phe 


Glu 


Arg Leu 


Val 


Asp 


He 










205 








Leu 


Glu 


Thr 


Asp Pro 


Ala 


He 


Thr 








220 


# 








Lys 


Glu 


Thr 


Pro 


Pro 


Pro 


Pro 


Gin 






235 










240 


Val 


Asp 


Asp 


Phe 


Val 


Thr 


Asn 


Leu 




10 










15 




He 


Ser 


Pro 


Ala 


Lys 


Asp 


Thr 


Ser 


25 










30 






Met 


Ser 


Pro 


Val 


Leu 


His 


Phe 


Tyr 










45 








Ala 


Ala 


Ser 


Gly His 


Thr Arg Arg 








60 










Leu 


Gin 


Gly 


Val 


Glu 


Thr 


Glu 


Leu 






75 










80 


Glu 


Ala 


Leu 


Pro 


Ser 


Ala 


Glu 


Glu 




90 










95 




Gly 


Cys 


Pro 


Leu 


Leu 


Leu Asp Asp 


105 










110 






Pro 


Gly 


Ser 


Asn Asp 


Leu 


Leu 


Leu 










125 








Ser 


Thr 


Pro 


Thr 


Ser 


Thr 


Asn 


He 








140 










Leu 


Gly 


Pro 


Val 


Asp 


Arg Val 


Glu 






155 










160 


Phe 


« *i _ 
Ala 


His 


Pro 


Pro 


Ser Ala 


Glu 




170 










175 




Leu 


His 


Asp 


Arg 


Met 


Thr Glu 


Gin 


185 










190 






Phe 


Ser 


Pro 


Glu 


Ser 


Met 


Pro 


Glu 










205 








Leu 


Gly 


Glu 


Gly Arg 


Leu 


Ala 


Leu 








220 










Leu 


Ala 


Leu 


Asp 


Ser 


Trp Asp 


Leu 






235 










240 


Glu 


Leu 


Gin 


Arg 


Asn 


Pro Ser Thr 




250 










255 




Ser 


Asn 


Ser 


Glu 


His 


Ser Arg 


His 


265 










270 






Val 


Asp 


Gly 


Gin 


Lys 


Leu Val . 


His 










285 








Thr 


Gin 


Glu 


Ser 


Ser 


Asn 


Pro 


Asn 
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290 










295 




Asn 


Val 


Leu 


Lys 


Phe 


Cys 


Asp Asn 


305 










310 






mm ^ 

Val 


Arg 


Phe 


Leu Arg 


Pro Glu Aap 










325 








Gin 


Gin 


Gin 


Gly Leu 


Arg 


His 


Val 








340 










Phe 


Pro 


Thr 


Gly Val 


Cys 


Pro 


Phe 






355 










360 


Gly 


Arg 


lie 


Arg Asp 


Val 


Gin Cys 




370 










375 


* 


Ala 


Gly 


Thr 


Ala Gly 


Tyr 


Cys 


Phe 


385 










«ah 

390 






Asn 


Leu 


Pro 


Trp 


Glu 


Asp 


Leu 


Ser 










405 








Arg 


Pro 


Leu 


Glu 


Val 


Ala 


He 


Glu 








420 










Gly 


Asn 


Lys 


Phe 


Gly 


Glu 


Pro 


Val 






435 










440 


Gly 


Leu 


Gin 


Leu 


Pro 


Asp 


Gly 


Glh 




450 










.455 




Met 


Phe 


Ser 


Gly Gly 


He 


Gly 


Ser 


465 










470 






Glu 


Ala 


Pro 


Glu 


Pro 


Gly 


Met 


Glu 










485 








Tyr 


Arg 


He 


Gly Val 


Gly 


Gly 


Gly 








500 










Gly 


Asp 


Asn 


Thr 


Ser 


Asp 


Leu 


Asp 






515 










520 


Pro 


Glu 


Met 


Glu 


Gin 


Lys 


Met 


Asn 




530 










535 




Ala 


Pro 


Lys 


Gly. 


Asn 


Pro 


He 


Cys 


545 










550 






Gly 


Asn 


Gly 


Asn 


Val 


Leu 


Lys 


Glu 








1 


565 








He 


Tyr 


Thr 


Ser 


Arg 


Phe 


Gin 


Leu 








580 










Glu 


He 


Trp 


Gly 


Ala 


Glu 


Tyr 


Gin 






595 










600 


Ser 


Pro 


Asn 


Arg 


Asp 


Phe 


Leu 


Thr 




610 










615 




Pro 


Ala 


Cys 


Phe 


Val 


Gly 


Thr 


He 


625 










630 






Val 


Asp 


Asp 


Arg 


Glu 


Cys 


Pro 


Val 










645 








Pro 


Pro 


Thr 


Pro 


Pro 


Pro 


Thr 


Pro 








660 










Leu 


Gly 


Lys 


Met 


Pro 


^ — — 

Arg 


Lys 


Glu 






675 










680 


Met 


Leu 


Gin 


Pro 


Leu 


Ala 


Leu 


Pro 




690 










695 




Leu 


Glu 


Arg 


Val 


Leu 


Arg 


Leu 


Pro 


705 










710 






Thr 


Asn 


Lys 


Val 


Asp 


Arg 


Ser 


Val 










725 








Cys 


Val 


Gly 


Pro 


Leu 


Gin 


Thr 


Pro 








740 










Leu 


Ser 


His 


Glu 


Glu 


Leu 


He 


Gly 






755 










760 


Pro 


Val 


Lys 


Ser 


Leu 


Leu 


Asp 


Pro 




770 










775 




Ala 


Glu 


Ala 


Leu 


Thr 


Asn 


Leu 


Val 


785 










790 






Asp 


Val 


Lys 


Cys 


Ser 


Gly 


Asn 


Trp 



300 



Ser 


Ser 


Ala 


He 


Gin 


Gly 


Lys 


Glu 






•« e 

315 










320 


Pro 


Thr 


Arg 


Pro 


Ser 


^ - - - 

Arg 


Phe 


Gin 




*N 

330 










•5 "5 e 

335 




Val 


Phe 


Thr 


Ala 


Glu 


Thr 


His 


Asn 


345 










350 


• 




Ser 


Gly 


Ala 


Thr 


Thr 


Gly 


Thr 


Gly 










Job 








Thr 


Gly 


Arg 


Gly 


Ala 


His 


Val 


Val 








^ o n 

380 










Gly 


Asn 


Leu 


His 


He 


Pro 


Gly 


Tyr 






o o c 










>i n 
400 


Phe 


Gin 


Tyr 


Pro 


Gly 


Asn 


Phe 


Ala 




410 










>i t r** 

415 




Ala 


Ser 


Asn 


Gly 


Ala 


Ser 


Asp 


Tyr 


425 










430 






Leu 


Ala 


Gly 


Phe 


Ala 


Arg 


Ser 


Leu 










445 








Arg 


Arg 


Glu 


Trp 


He 


Lys 


Pro 


He 








460 










Met 


Glu 


Ala 


Asp 


His 


He 


Ser 


Lys 






475 










480 


Val 


Val 


Lys 


Val 


Gly 


Gly 


Pro 


Val 




490 










495 




Ala 


Ala 


Ser 


Ser 


Val 


Gin 


Val 


Gin 


505 










510 






Phe 


Gly 


Ala 


Val 


Gin 


Arg 


Gly 


Asp 










525 








Arg 


Val 


He 


Arg 


Ala 


Cys 


Val 


Glu 








540 










Ser 


Leu 


His 


Asp 


Gin 


Gly 


Ala 


Gly 






555 










^ ^ ^ 

560 


Leu 


Ser 


Asp 


Pro 


Ala 


Gly 


Ala 


He 




570 










575 




Gly 


Asp 


Pro 


Thr 


Leu 


Asn 


Ala 


Leu 


585 










590 






Glu 


Ser 


Asn 


Ala 


Leu 


Leu 


Leu 


Arg 










605 








His 


Val 


Ser 


Ala 


Arg 


Glu 


Arg 


Cys 








620 










Thr 


Gly 


Asp 


Arg 


Arg 


He 


Val 


Leu 






635 










640 


Arg 


Arg 


Asn 


Gly 


MW ^ 

Gin 


Gly 


Asp 


Ala 




650 










^ ^ ^ 

655 




Val 


Asp 


Leu 


.Glu 


Leu 


Glu 


Trp 


Val 


665 










670 






Phe 


Phe 


Leu 


Gin 


Arg 


Lys 


Pro 


Pro 










685 








Pro 


Gly 


Leu 


Ser 


Val 


His 


Gin 


Ala 








700 










Ala 


Val 


« ^ 
Ala 


Ser 


Lys 


Arg 


Tyr 


Leu 






715 










720 


Gly 


Gly 


^ — - 

Leu 


Val 


Ala 


Gin 


Gin 


Gin 




730 










735 




Leu 


Ala 


Asp 


Val 


Ala 


Val 


Val 


Ala 


745 










750 






Ala 


Ala 


Thr 


Ala 


Leu 


Gly 


Glu 


Gin 








• 


765 








Lys 


Val 


Ala 


Ala 


Arg 


Leu 


Ala 


Val 








780 










Phe 


Ala 


Leu 


Val 


Thr 


Asp 


Leu 


Arg 






795 










800 


Met 


Trp 


Ala 


Ala 


Lys 


Leu 


Pro 


Gly 
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805 810 815 

Glu Gly Ala Ala Leu Ala Asp Ala Cys Glu Ala Met Val Ala Val Met 

820 825 830 

Ala Ala Leu Gly Val Ala Val Asp Gly Gly Lys Asp Ser Leu Ser Met 

835 840 845 

Ala Ala Arg Val Gly Thr Glu Thr Val Arg Ala Pro Gly Ser Leu Val 

850 855 860 

lie Ser Ala Tyr Ala Val Cys Pro Asp He Thr Ala Thr Val Thr Pro 
865 870 875 880 

Asp Leu Lys His Pro Glu Gly Arg Gly His Leu Leu Tyr Val Ala Leu 

885 890 895 

Ser Pro Gly Gin His Arg Leu Gly Gly Thr Ala Leu Ala Gin Cys Phe 

900 905 910 

Ser Gin Leu Gly Glu His Pro Pro Asp Leu Asp Leu Pro Glu Asn Leu 

915 920 925 

Val Arg Ala Phe Ser lie Thr Gin Gly Leu Leu Lys Asp Arg Leu Leu 

930 935 940 

Cys Ser Gly His Asp Val Ser Asp Gly Gly Leu Val Thr Cys Leu Leu 
945 950 955 960 

Glu Met Ala Phe Ala Gly Asn Cys Gly Leu Gin Val Asp Val Pro Val 

965 970 975 

Pro Arg Val Asp Val Leu Ser Val Leu Phe Ala Glu Glu Pro Gly Leu 

980 985 990 

Val Leu Glu Val Gin Glu Pro Asp Leu Ala Gin Val Leu Lys Arg Tyr 

995 1000 1005 

Arg Asp Ala Gly Leu His Cys Leu Glu Leu Gly His Thr Gly Glu Ala 

1010 1015 1020 

Gly Pro His Ala Met Val Arg Val Ser Val Asn Gly Ala Val Val Leu 
1025 1030 1035 1040 

Glu Glu Pro Val Gly Glu Leu Arg Ala Leu Trp Glu Glu Thr Ser Phe 

1045 1050 1055 

Gin Leu Asp Arg Leu Gin Ala Glu Pro Arg Cys Val Ala Glu Glu Glu 

1060 1065 1070 

Arg Gly Leu Arg Glu Arg Met Gly Pro Ser Tyr Cys Leu Pro Pro Thr 

1075 1080 1085 

Phe Pro Lys Ala Ser Val Pro Arg Glu Pro Gly Gly Pro Ser Pro Arg 

1090 1095 1100 

Val Ala lie Leu Arg Glu Glu Gly Ser Asn Gly Asp Arg Glu Met Ala 
1105 1110 1115 1120 

Asp Ala Phe His Leu Ala Gly Phe Glu Val Trp Asp Val Thr Met Gin 

1125 1130 1135 

T^p Leu Cys Ser Gly Ala He Gly Leu Asp Thr Phe Arg Gly Val Ala 

1140 1145 1150 

Phe Val Gly Gly Phe Ser Tyr Ala Asp Val Leu Gly Ser Ala Lys Gly 

1155 1160 1165 

Trp Ala Ala Ala Val Thr Phe His Pro Arg Ala Gly Ala Glu Leu Arg 

1170 1175 1180 

Arg Phe Arg Lys Arg Pro Asp Thr Phe Ser Leu Gly Val Cys Asn Gly 
1185 1190 1195 1200 

Cys Gin Leu Leu Ala Leu Leu Gly Trp Val Gly Gly Asp Pro Asn Glu 

1205 1210 1215 

Asp Ala Ala Glu Met Gly Pro Asp Ser Gin .Pro Ala Arg Pro Gly Leu 

1220 1225 1230 

Leu Leu Arg His Asn Leu Ser Gly Arg Tyr Glu Ser Arg Trp Ala Ser 

1235 1240 1245 

Val Arg Val Gly Pro Gly Pro Ala Leu Met Leu Arg Gly Met Glu Gly 

1250 1255 1260 

Ala Val Leu Pro Val Trp Ser Ala His Gly Glu Gly Tyr Val Ala Phe 

1265 1270 1275 1280 

Ser Ser Pro Glu Leu Gin Ala Gin He Glu Ala Arg Gly Leu Ala Pro 

1285 1290 1295 

Leu His Trp Ala Asp Asp Asp Gly Asn Pro Thr Glu Gin Tyr Pro Leu 

1300 1305 1310 

Asn Pro Asn Gly Ser Pro Gly Gly Val Ala Gly He Cys Ser Cys Asp 
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1315 1320 1325 

Gly Arg His Leu Ala Val Met Pro His Pro Glu Arg Ala Val Arg Pro 

1330 1335 1340 

Trp Gin Trp Ala Trp Arg Pro Pro Pro Phe Asp Thr Leu Thr Thr Ser 
1345 1350 1355 1360 

Pro Trp Leu Gin Leu Phe He Asn Ala Arg Asn Trp Thr Leu Glu Gly 

1365 1370 1375 

Ser Cys 
1378 
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It lie 


irp 


Ala Gly Thr 


Met 


Ala 


Ser 


Arg Ala Gly Pro 


1 






5 










10 










15 


Arg Ala 


Ala 


Gly 


Thr 


Asp 


Gly Ser Asp 


Phe 


Gin 


His 


Arg Glu Arg Val 






20 










25 










30 




Ala Met: 


His 


Tyr 


Gin 


Met 


Ser 


Val 


Thr 


Leu 


Lys 


Tyr 


Glu 


He 


Lys Lys 




35 










40 










45 






Leu He 


Tyr 


Val 


His 


Leu 


Val 


He 


Trp 


Leu 


Leu 


Leu 


Val 


Ala 


Lys Met 


50 










55 










60 








Ser Val 


Gly 


His 


Leu 


Arg 


Leu 


Leu 


Ser 


His Asp Gin 


Val 


Ala 


Met Pro 


65 








70 










75 








80 


Tyr Gin 


Trp 


Glu 


Tyr 


Pro 


Tyr 


Leu 


Leu 


Ser 


He 


Leu 


Pro 


Ser 


Leu Leu 








85 










90 










95 


Gly Leu 


Leu 


Ser 


Phe 


Pro 


Arg Asn 


Asn 


He 


Ser 


Tyr 


Leu 


Val 


Leu Ser 






100 










105 










110 




Met He 


Ser 


Met 


Gly 


Leu 


Phe 


Ser 


He 


TVla 


Pro 


Leu 


He Tyr Gly Ser 




115 










120 










125 






Met Glu 


Met 


Phe 


Pro 


Ala 


Ala 


Gin 


Gin 


Leu Tyr 


Arg 


His Gly Lys Ala 


130 










135 










140 








Tyr Arg 


Phe 


Leu 


Phe 


Gly 


Phe 


Ser 


Ala 


Val 


Ser 


He 


Met 


Tyr 


Leu Val 


145 








150 










155 








160 


Leu Val 


Leu 


Ala 


Val 


Gin 


Val 


His 


Ala 


Trp 


Gin 


Leu 


Tyr 


Tyr 


Ser Lys 








165 










170 










175 


Lys Leu 


Leu 


Asp 


Ser 


Trp 


Phe 


Thr 


Ser 


Thr 


Gin 


Glu 


Lys 


Lys 


His Lys 






180 










185 










190 


192 
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Ser Gin Arg 


Ser 


Cys 


Pro 


Arg 


Ser 


Pro 


Ser 


Ser 


Pro 


Ala 


Pro 


Pro Trp 


1 






5 










10 










15 


Ala Arg 


Cys 


Ser 


Asn 


Pro 


Asp 


Ser Arg 


Thr Gly Gly 


Val 


Pro 


Val Pro 






20 










25 










30 




Arg Ala Trp 


Ser 


Ala 


Gly 


Gly Pro Ala 


Leu Gly Leu 


Met 


Ala 


Ala Pro 




35 










40 










45 






Val Arg Leu Gly 


Arg 


Lys 


Arg 


Pro 


Leu 


Pro 


Ala 


Cys 


Pro 


Asn 


Pro Leu 


50 










55 










60 








Phe Val 


Arg 


Trp 


Leu 


Thr 


Glu 


Trp Arg 


Asp 


Glu 


Ala 


Thr 


Arg 


Ser Arg 
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65 

His Arg Thr Arg 

Tyr Pro Leu Pro 

100 

Phe Gly Asp Gly 
115 

Arg Thr Ser Gly 
130 

Ser Pro Ala Pro 
145 

Pro Val Pro Ala 

Ala Arg His Ser 

180 

His Leu Asn Pro 
195 

Gin Arg Cys Ala 
210 

Pro Trp Pro Ala 
225 

Thr His Gin Pro 

Ala Gin Lys Leu 

260 

lie Gly Pro Lys 
275 

Ala Ser Ala Glu 
290 

Glu Leu Arg Pro 
305 

Glu Thr Arg Gly 

Arg Leu His Val 

340 

Val Trp Val Ala 

355 

Glu Leu Val Leu 
370 

Cys Ser Ser lie 
385 

Lys Arg Cys Gly 

Ser Val His Asn 

420 

Thr Asn Thr Gin 
435 

lie Lys Glu Ser 
450 

Arg Leu Tyr Gin 
465 

Gly Asn Pro Glu 

Leu Leu Thr Phe 

500 

Gin Ser Val Arg 
515 

Val Ser Gly Glu 

530 

Ala Ser Leu Leu 
545 

Glu Thr Leu Leu 
Gly Pro Ala Leu 



70 



Phe Val 


Phe 


Gin 


85 






Leu Arg 


Ser 


Gly 


Leu Cys 


Arg 


Met 






120 


Gly Asp His 


Ala 




135 




Gin Gly Arg 


Leu 


150 






Gin Pro 


Lys 


Ala 


165 






Gly Ala Arg 


Val 


Asn Gly His 


— — 1 

His 






20O 


Gin Lys 


Ser 


Pro 




215 




Leu Arg 


Ser 


Leu 


230 




• 


Ala Arg. Tyr 


Ser 


245 






Ala Glu 


Ser 


Glii 


Glu Pro 


Pro 


Gly 






280 


Leu Ala 


Ser 


Glu 




295 




Gly Glu 


Tyr 


Arg 


310 






Gly Gly His 


Arg 


325 






Thr His 


Thr 


Val 


Gin Glu 


Thr 


Asn 






360 


Asp His 


lie 


Val 




375 




lie Asp 


Gly 


Arg 


390 






Leu Glu 


Arg 


Arg 


405 






Leu Ser 


Leu 


Pro 


Val lie 


Asp 


Gly 






440 


Ala Ala 


Tyr 


Leu 




455 




Gly His Thr 


Leu 


470 






Ser Gly Ala 


Met 


485 






Ser Asp 


Phe 


Asn 


Glu Val 


Phe 


Ala 






520 


Lys Ala 


Ala 


Ala 




535 




Ala Ala 


Tyr 


Asp 


550 






Ser Thr 


lie 


Lys 


565 






Ser Arg 


Thr 


Leu 



75 

Lys Ala Leu Arg 
90 



Lys Glu Ala Lys 
105 



Leu 


Asp Glu 


Arg 


Pro 


Asp Ser 


Pro 






140 


Ala 


Glu Val 


Gin 




155 




Gly 


Gly Ser 


Gly 




170 




lie 


Leu Leu 


Val 


185 






Phe 


Leu Thr 


Lys 


Arg 


Val Ala 


Pro 






220 


Leu 


His Arg 


Asn 




235 




Leu 


Thr Pro 


Glu 




250 




Gly 


Leu Ser 


Leu 


265 






Glu 


Glu Thr 


Ala 


Ala 


Gly Val 


Gin 






300 


Val 


Leu Leu 


Cys 




315 




Pro 


Glu Leu 


Leu 




330 




Arg 


Lys Leu 


His 


345 






Pro 


Arg Asp 


Pro 


Glu 


Arg Lys 


Arg 






380 


Phe 


Arg Glu 


Gin 




395 




Val 


Tyr Leu 


Val 




410 




Glu 


Ser Thr 


Leu 


425 






Phe 


Phe Val 


Lys 


Ala 


Leu Leu 


Thr 






460 


Arg 


Ser Arg 


Pro 




475 




Thr 


Ser Pro 


Asn 




490 




Ala 


Gly Ala 


lie 


505 






Arg 


Gin Leu 


Met 


Leu 


Val Asp 


Arg 






•540 


Ala 


Cys Ala 


Thr 




555 




Cys 


Gly Arg 


Leu 




570 




Ser 


Gin Leu 


Tyr 



Ser 


Leu 


Arg 


Arg 






95 




He 


Leu 


Gin 


His 




llU 






Leu 


Gin 


Arg 


His 


IOC 








Ser 


Gly 


Glu 


Asn 


Asp 


Ser 


Ser 


Met 








160 


Ser 


Tyr 


Trp 


Pro 






175 




Leu 


Tyr 


Arg 


Glu 




190 






Glu 


Glu 


Leu 


Leu 


205 








Gly 


Ser 


Ala 


Arg 


Leu 


Val 


Leu 


Arg 








240 


Gly 


Leu 


Glu 


Leu 






255 




Leu 


Asn 


Val 


Gly 




270 






Val 


Pro 


Gly 


Ala 


285 








Gin 


Gin 


Pro 


Leu 


Val 


Asp 


He 


Gly 








320 


Arg 


Glu 


Leu 


Glii 






335 




Val 


Gly 


Asp 


Phe 




350 






Ala 


Asn 


Pro 


Gly 


365 








Leu 


Asp 


Asp 


Leu 


Lys 


Phe 


Arg 


Leu 








400 


Glu 


Glu 


His 


Gly 






415 




Leu 


Gin 


Ala 


Val 




430 






Arg 


Thr 


Ala 


Asp 


445 








Arg 


Gly 


Leu 


Gin 


Trp 


Gly 


Thr 


Pro 








480 


Pro 


Leu 


Cys 


Ser 






495 




Lys 


Asn 


Lys 


Ala 




510 






Gin 


Val 


Arg 


Gly 


#i* 

525 








Tyr 


Ser 


Thr 


Pro 


Pro 


Lys 


Glu 


Gin 








560 


Gin 


Arg 


Asn 


Leu 






575 




Cys 


Ser 


Tyr 


Gly 
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Glu 


Phe 


His 


Pro 


His 


Thr 


Gin 


Val Ser 


Gly 


Leu Leu 


Thr 


Pro 


Gin 


Leu 


1 








5 








10 








15 




Gin 


Glu 


Pro 


Asp 


Val 


Trp 


Ser 


Pro Ser 


Arg 


Gly Gin 


Pro 


Val 


Ser 


Leu 








20 








25 








30 






His 


Leu 


Pro 


Gly 


Lys 


Gly 


Ala 


Pro Glu 


Val 


Lys Glu 


Met 


Ala 


Trp 


Trp 






35 










40 






45 








Lys 


Ser 


Trp 


He 


Glu 


Gin 


Glu 


Gly Val 


Thr 


Val Lys 


Ser 


Ser 


Ser 


His 




50 










55 






60 










Phe 


Asn 


Pro 


Asp 


Pro 


Asp 


Ala 


Glu Thr 


Leu 


Tyr Lys 


Ala 


Met 


Lys 


Gly 


65 










70 






■ 


75 








80 


lie 


Gly 


Thr 


Asn 


Glu 


Gin 


Ala 


He He 


Asp 


Val Leu 


Thr 


Lys 


Arg 


Ser 










85 








90 








95 




Asn 


Thr 


Gin 


Arg 


Gin 


Gin 


He 


Ala Lys 


Ser 


Phe Lys 


Ala 


Gin 


Phe 


Gly 








100 








105 








110 






Lys 


Asp 


Leu 


Thr 


Glu 


Thr 


Leu 


Lys Ser 


Glu 


Leu Ser 


Gly 


Lys 


Phe 


Glu 






115 










120 






125 








Arg 


Leu 


He 


Val 


Ala 


Leu 


Met 


Tyr Pro 


Pro 


Tyr Arg 


Tyr 


Glu 


Ala 


Lys 




130 










135 






140 










Glu 


Leu 


His 


Asp 


Ala 


Met 


Lys 


Gly Leu 


Gly 


Thr Lys 


Glu 


Gly 


Val 


He 


145 
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35 








40 










45 






His His 


Phe 


Leu His 


Ser 


Leu Ala 


Leu 


Leu 


Gly 


Val 


Pro 


His Cys 


Arg 


50 










55 








60 








Lys Pro 


Leu 


Trp Ala 


Gly 


Leu Leu 


Leu 


Ala 


Ser 


Gly 


Thr 


Thr Leu 


Phe 


65 








70 








75 








80 


Cys Thr 


Ser 


Phe Tyr 


Tvr 


Gin Ala 


Leu 


Ser 


Glv 


ASD 


Pro 


Ser He 


Gin 








85 








90 








95 




Thr Leu 


Ala 


Pro 


Ala 


Glv 


Glv Thir 




Lieu 


Leu 




Glv 


Trp Leu 


Ala 






lOO 








105 










110 




Leu Ala 


Leu 


























115 
























<210> 3302 






















<211> 375 






















<212> PRT 






















<213> Homo 


sapiens 














• 




<4aO> 3302 






















Leu Arg 


Arg 


Asn 


Cys 


Ser 


Axa xjeuL 


V3xy 


vjrXy 






ai T-i 

vaXXl 


Thr He 


He 








5 








X v> 








15 




Ser Asp 


Met 


Lys 


Gly 


Ser 


X jf i Jr£^0 


vcLj. 


irp 


OXLl 






He Asn 


Lys 






20 


















30 




Ala Gly 


Lys 


Leu 


Gin 


Ser 




Arg 




'Vlnir 


Va 1 


Va 1 

VAX 


Ala Ala 


Ala 




35 








40 










45 






Ala Phe 


Leu 


Asp 


Ala 


Phe 




V AX 


i'LXCL 






Al a 

AXd 


Thr Asn 


Thr 


50 










55 








60 








Arg Gly 


Gly 


Thr 


Arg 


Glu 




OCX 


nxci 




i IIX 




Met Cys 


Met 


65 








70 








75 








80 


Arg His 


Arg 


Ser 


He 


Glu 


Zlla Ttvs 






Gin 




O w JU 


Ser Ala 


Leu 








85 








90 








95 




lie Asp 


Cys 


Leu 


He 


Asn 




Gin 


Glu 


Gin 


Met 


Glu 


Glu Trp 


Lys 






100 








105 

4* 4^ 










110 




Lys Val 


Ala 


Asn 


Gin 


Leu 






His 


Ala 


Lvs 

AJ 0 


Glu 


Tyr Lys 


Lys 




115 








120 

^ W 










125 






Ala Arg 


Gin 


Glu 


He 


Lys 


Lvs Lve 


Ser 


Ser 


Ast) 


Thr 


Leu 


Lys Leu 


Gin 


130 










135 








140 








Lys Lys 


Ala 


Lys 


Lys 


Gly 


Arcr Glv 


Asn 


He 

^ ^ 


Gin 


Pro 


Gin 


Leu Asp 


Ser 


145 








150 








155 








160 


Ala Leu 


Gin 


Asp 


Val 


Asn 


Asn Lvs 


Tvr 


Leu 


Leu 


Leu 


Glu 


Glu Thr 


Glu 








165 








170 








175 




Lys Gin 


Ala 


Val 


Arg 


Lys 


Ala Leu 


He 


Glu 


Glu 

afc \A 


Arcr 


Glv 


Arg Phe 


Cys 






180 








185 










190 




Thr Phe 


He 


Ser 


Met 


Leu 


Arcr Pro 


Val 


He 


Glu 

%A 


Glu 


Glu 


He Ser 


Met 




195 








200 










205 






Leu Gly 


Glu 


He 


Thr 


His 


Leu Gin 


Thr 


He 


Ser 


Glu 


Asp 


Leu Lys 


Ser 


210 










215 








220 








Leu Thr 


Met 


Asp 


Pro 


His 


Lys Leu 


Pro 


Ser 


Ser 


Ser 


Glu 


Gin Val 


He 


225 








230 








235 








240 


Leu Asp 


Leu 


Lys 


Gly 


Ser 


Asp Tyr 


Ser 


Trp 


Ser 


Tyr 


Gin 


Thr Pro 


Pro 








245 








250 








255 




Ser Ser 


Pro 


Ser 


Thr 


Thr 


Met Ser 


Arg 


Lys 


Ser 


Ser 


Val 


Cys Ser 


Ser 






260 








265 










270 




Leu Asn 


Ser 


Val 


Asn 


Ser 


Ser Asp 


Ser 


Arg 


Ser 


Ser 


Gly 


Ser His 


Ser 
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275 








280 






285 


HXS 


Ser 


Pro 


Ser 


Ser 


His 


Tyr Arg Tyr Arg 


Ser 


Ser 


Asn Leu Ala Gin 




4*% #v 

290 










295 




300 




Gin 


Ala 


Pro 


Val 


Arg 


Leu 


Ser Ser Val Ser 


Ser 


His Asp Ser Gly Phe 


305 










310 




315 




320 


ixe 




Gin 


Asp 


Axa 


Ptie 


Gin Ser Lys Ser 


Pro 


Ser 


Pro Met Pro Pro 










325 




330 






335 


Glu 


Ala 


Pro 


Asn 


Gin 


Arg 


Arg Lys Glu Lys Arg 


Glu 


Pro Asp Pro Asn 








340 






345 






350 


Gly 


Gly 


Gly 


Pro 


Thr 


Thr 


Ala Ser Gly Pro 


Pro 


Ala 


Ala Ala Glu Glu 






355 








360 






365 


Ala 


Gin 


Arg 


Pro 


Arg 


Ser 


Met 










370 










375 









<210> 3303 

<211> 149 

<212> PRT 

<213> Homo sapiens 



<400> 3303 
Ala Gly Arg Gly Gly 
1 5 
Gly Ser Pro Gly Gin 

20 

Gly His Ser Ser Leu 
35 

Ser Val He Leu Arg 
50 

Asn Leu Tyr Asp Leu 
65 

Leu Asp He Met Lys 

85 

Pro Ala Leu Arg Glu 

-100 

Gin Lys Met Asp Arg 

115 

lie Glu Ser Cys Gin 
130 

Phe Asp Asn Val lie 
145 149 



Pro Gly Lys Pro Val Ser 

10 

Thr Gin Arg Arg Ser Trp 

25 

Leu Pro Pro Ser Gin Asp 
40 

Gly Thr Val Asp Asp Arg 

55 

Asn Lys Asp Gly Cys He 
70 75 
Ser He Tyr Asp Met Met 

90 

Glu Ala Pro Arg Glu His 

105 

Asn Lys Asp Gly Val Val 
120 

Lys Asp Glu Asn He Met 
135 



Trp Ser Ser Gly Pro 

15 

Val Lys Ser Thr Arg 
30 

Phe Val Ala Gly Leu 
45 

Leu Asn Trp Ala Phe 
60 

Thr Lys Glu Glu Met 

80 

Gly Lys Tyr Thr Tyr 

95 

Val Glu Ser Phe Phe 
110 

Thr He Glu Glu Phe 

125 

Arg Ser Met Gin Leu 
140 



<210> 3304 

<211> 131 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (130) 

<223> Xaa 8 any amino acid or nothing 



<400> 3304 
He Ser Glu Ala Ala Ser Gly Ala 

1 5 
Met Leu Glu Gin Lys Thr Asp Ala 

20 

Gly Phe Thr Lys Asp Lys Thr Leu 
35 40 
Val Lys Glu Lys Thr Ala Glu Glu 



Phe Gin Ala Arg Xaa Phe Tyr Gin 

10 15 
Leu Gly Lys Gin Ser Val Asn Arg 

25 30 
Ser Ser He Phe Asn He Glu Met 

45 

He Lys Gin He Trp Gin Gin Tyr 
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50 

Phe Ala Ala Lys Asp 
65 

Asp Leu He Trp Asn 

85 

Leu Pro Arg Arg Glu 

100 

Thr Glu Leu His Phe 
115 

Lys Ala 
130 





55 






Thr 


Val 


Tyr Ala Val 


He 


70 






75 


Arg 


Ala 


Gin Ser Cys 


Pro 






90 




Gly 


Tyr 


Glu Phe Phe 


Val 






105 




His 


Cys 


Thr Tyr Lys 


Tyr 



120 



60 

Pro Ala Glu Lys Phe 

80 

Thr Phe Leu Cys Ala 

95 

Gly Gin Trp Thr Gly 
110 

Ser Asp Pro Glu Gly 
125 



<210> 3305 
<211> 161 
<212> PRT 

<213> Homo sapiens 

<221> n\isc_f eature 
<222> (1) ... (160) 

<223> Xaa = any amino acid or nothing 



<400> 3305 


Leu Asp 


Ala 


Cys 


1 






Ala Asp 


Ala 


Trp 






20 


Gly Met 


Thr 


Leu 




35 




Asn Asp 


Gly 


Phe 


50 






Phe Gly 


Ser 


Arg 


65 






Tyr Gly 


Thr 


Val 


Phe Phe 


Leu 


He 






100 


Cys Lys 


Gly 


Lys 




115 




Leu Lys 


Leu 


Leu 


130 






Leu Pro 


Tyr 


Arg 



145 



Ser Thr Gly Pro 

5 

Ala Asp Ala Trp 

Phe Leu Leu Tyr 

40 

Thr Thr Thr Arg 

55 

Ser Pro Ser Pro 
70 

Cys Pro Lys Asp 
85 

His Leu Xaa Ser 

Gly Cys Thr Leu 

120 

His Asp Leu His 
13 5 

Ser Ser Lys Tyr 
150 



Tyr Ser Arg Ser 
10 

Val Val Val Val 
25 

Phe Pro Gin He 

Ser Tyr Gly Thr 

60 

Asn Gly Phe He 
75 

Trp Glu Phe Tyr 
90 

Ser Trp Asn Glu 

105 

Ala He Val Asp 

Asp Ala Glu Lys 

140 

Met Ser Thr Cys 
155 



Thr His Ala Ser 
15 

Leu Lys Val Val 
30 

Phe Asn Lys Ser 
45 

Val Ser Gin He 

Thr Thr Arg Ser 

80 

Gin Ala Arg Cys 
95 

Ser Trp Asp Phe 
110 

Asn Ser Glu Thr 
125 

Asn Tyr He Ala 

Asn Gly Thr Phe 

160 



<210> 3306 

<211> 291 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 

<222> (1) . . . (290) 

<223> Xaa = cuiy amino acid or nothing 



<400> 3306 

Thr Leu Ser Ser Ala Cys Leu He Gly Asp Ala Trp Lys Glu Leu Thr 

15 10 15 

He Val Ala Gly Ala Val Ser Asn Gin Leu Leu Val Trp Tyr Pro Ala 



4996 



wo 01/57190 



PCT/USOl/04098 



Thr 


Ala 


Leu 


Ala 






35 




Gly 


His 


Val 


Gly 




50 






Leu 


Leu 


Ala 


Thr 


65 








Gly 


Asp 


Leu 


Arg 


Phe 


Gly 


His 


Ser 








100 


Leu 


He 


Ser 


Ala 






115 




Gly 


Glu 


He 


Leu 




130 






Ala 


He 


Ala 


Ala 


145 








Asp 


Ser 


Gly 


He 


Leu 


Gly 


Asp 


Leu 








180 


Thr 


Gin 


Gly 


Cys 






195 




Xaa 


Tyr 


Arg 


Gly 




210 






Ala 


Ala 


Ala 


Arg 


225 








Ser 


Ser 


Trp 


Ser 


Arg 


Ser 


Cys 


Gin 








260 


Pro 


Asp 


Pro 


Val 






275 




Trp 


Leu 








290 







Asp 


Asn 


Lys Pro 






40 


He 


He 


Phe Ser 






55 


Ala 


Ser 


Glu Asp 




70 




Val 


Pro 


Gly Gly 


85 






Ala 


Arg 


Val Trp 


Gly 


Glu 


Asp Cys 






120 


Gin 


Ala 


Phe Arg 






135 


His 


Glu 


Arg Gin 




150 




Arg 


Leu 


Trp His 


165 






Gly 


Ser 


Leu Leu 


Asp 


Ser 


Gly Trp 






200 


Pro 


Val 


Ser Leu 






215 


Gly 


Xaa 


Thr Phe 




230 




Arg 


Gly 


Leu Arg 


245 






Gly 


Cys 


Pro His 


Ser 


Trp 


Glu Gly 



280 



25 

Val Ala Pro Asp 

Met Ser Tyr Leu 

60 

Arg Ser Val Arg 
75 

Arg Val Gin Asn 
90 

Gin Val Lys Leu 
105 

Val Cys Leu Val 

Gly His Gin Gly 

140 

Ala Trp Val He 
155 

Leu Val Gly Arg 
170 

Gin Val Pro Xaa 
185 

Leu Leu Ala Thr 

Xaa Arg Arg Gly 

220 

Pro Val Leu Leu 
235 

He Val Cys Tyr 
250 

Gin His Ser Asn 
265 

Ala Gin Leu Glu 





30 




Arg 


Arg 


He Ser 


45 






Glu 


Ser 


Lys Gly 


lie 


Trp 


Lys Gly 






80 


lie 


Gly 


His Cys 






95 


Leu 


Glu 


Asn Tyr 




110 




Trp 


Ser 


His Glu 


125 






Arg 


Gly 


He Arg 


Thr 


Gly 


Gly Asp 






160 


Gly 


Tyr 


Arg Gly 






175 


Xaa 


Ala 


Arg Tyr 




190 




Ala 


Gly 


Ser Asp 


205 






Gin 


Val 


Leu Gly 


Pro 


Ala 


Gly Gly 






240 


Gly 


Gin 


Trp Gly 






255 


Cys 


Cys 


Cys Gly 




270 




Leu 


Gly 


Pro Ala 


285 







<210> 3307 
<211> 309 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (308) 

<223> Xaa = any amino acid or nothing 



<400> 3307 



Arg 


Thr 


Ser 


Arg 


Val 


Glu 


Lys 


Gly 


1 








5 








Thr 


Met 


Glu 


Ser 


Asp 


Glu 


Trp 


Phe 








20 










Ser 


Ala 


Gin 


Lys 


Ala 


Glu 


Leu 


He 






35 










40 


Gly 


Lys 


Asp 


He 


Asn 


Val 


Asn 


Thr 




50 










55 




Val 


His 


Val 


Arg 


Gly 


Ala 


He 


Cys 


65 










70 






Ala 


Glu 


Lys 


Ala 


He 


Lys 


Asn 


Lys 










85 








Arg 


Ser 


Ser 


Ser 


Phe 


Trp 


Gly 


Thr 








100 










Gin 


Gly 


Pro 


Lys 


Pro 


Ser 


Pro 


Gly 



Leu Arg Lys Ala Gly Ala Ala Val 

10 15 
Ser Gin Ala Leu Pro Ala Asn Thr 

25 30 
Ala Leu Thr Gin Ala He Arg Trp 

45 

Asp Ser Arg Tyr Ala Phe Ala Thr 

60 

Gin Glu Arg Arg Leu Leu Tlir Ser 
75 80 
Asn Pro Pro Ser Ser Lys Pro Asn 

90 95 
Thr Cys Asp Gin Val Asn Ala Lys 
105 110 
His Arg Leu Arg Arg Asn Leu Pro 
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115 




120 


Gly 


Glu 


Lys 


Trp Glu lie 


Asp Phe Thr 




130 






135 


Gly 


Tyr 


Lys 


Tyr Leu Leu 


Val Leu Val 


145 






150 




Glu 


Ala 


Phe 


Ala Thr Lys 


Asn Glu Thr 








165 




Leu 


Leu 


Asn 


Glu He lie 


Pro Arg His 








180 


185 


Ser 


Asp 


Asn 


Gly Pro Ala 


Phe Ala Leu 






195 




20O 


Lys 


Ala 


Leu 


Asn He Gin 


Trp Lys Leu 




210 






215 


Ser 


Ser 


Gly 


Gin Val Glu 


Arg Met Asn 


225 






230 




Thr 


Lys 


Leu 


He Leu Glu 


Thr Gly Val 








245 




Leu 


Ala 


Leu 


Leu Arg Val 


Arg Cys Thr 








260 


265 


Pro 


Phe 


Glu 


He Met Tyr 


Gly Arg Val 






275 




280 


Arg 


Asp 


Ala 


Gin Leu Ala 


Lys lie Ser 




290 






295 


Leu 


Gin 


Ser 


Pro 




305 






308 





<210> 3308 

<211> 196 

<212> PRT 

<213> Homo sapiens 



<400> 3308 



Asn 


Ser 


Pro 


Ser 


Leu Asp 


Phe Asn Asp 


1 








5 




Leu 


Ser 


Asp 


Ser 


Ser Asp 


Thr His Asp 








20 




25 


Tyr 


Glu 


Asp 


Leu 


.Ser Gly 


Arg Gin Tyr 






35 






40 


Ser 


Val 


Asp 


Lys 


Leu Tyr 


Asp Leu Leu 




50 








55 


Arg 


Asp 


Phe 


Met 


Glu Gin 


Arg Arg Phe 


65 








70 




Trp 


Lys 


Lys 


Glu 


Glu Asn 


Gly Asn Gin 










85 




He 


Thr 


Leu 


Thr 


Asn Pro 


Leu Glu His 








lOO 




105 


Thr 


Gin 


Thr 


Met 


Tyr Lys 


Ala Ser Gin 






115 






120 


Asp 


Ala 


Glu 


Val 


Leu Thr 


His Asp Val 




130 








135 


Thr 


He 


Asn Arg 


Tyr Thr 


Leu Thr Arg 


145 








150 




Leu 


Arg 


Val 


Ser 


Thr Glu 


Leu Arg Tyr 










165 




Val 


Lys 


Thr 


Phe 


He Glu 


Lys Asn Phe 








180 




185 


Phe 


Arg 


His 


Leu 










195 


196 







PCT/USOl/04098 









125 






Lys 


Val 


Lys 
140 


Pro 


His 


Gin Ala 


Asp 


Thr 


Phe 


Ser 


Gly Trp Thr 




155 








160 


Val 


Asn 


Met 


Val 


vaJL 


Lys Phe 


170 










175 


Gly 


Leu 


Pro 


Val 


Ala 
190 


lie Gly 


Ser 


He 


Val 


Xaa 
205 


Ser 


Val Ser 


His 


Cys Ala Tyr 


Arg 


Pro Gin 






220 








Cys 


Thr 


Leu Lys 


Asn 


Thr Leu 




235 








240 


Asn 


Trp 


Val 


Ser 


Leu 


Leu Pro 


250 










255 


Pro 


Tyr Trp Ala 


Gly Phe Leu 










270 




Leu 


Pro 


He 


Leu 
285 


Pro 


Lys Leu 


Gin 


Thr 


Asn 
300 


Leu 


Leu 


Gin Tyr 



I 



Asn 


Glu Asp He 


Pro 


Thr Glu 


10 






15 


Glu 


Gly Glu Val 


Gin 


Ala Phe 






30 




Val 


Asn Glu Val 


Phe 


Asn Phe 




45 






Phe 


Thr Asn Ser 


Pro 


Phe Gin 




60 






Ser 


Asp He He 


Phe 


His Pro 




75 




80 


Ser 


Arg Val He 


Pro 


Tyr Thr 


90 






95 


Lys 


Thr Ala Thr 


Val 


Arg Glu 






110 




Glu 


Ser Glu Cys 


Tyr Val He 




125 






Pro 


Tyr His Asp 


Tyr 


Phe Tyr 




140 






Val 


Ala Arg Asn 


Lys 


Ser Arg 




155 




160 


Arg 


Lys Gin Pro 


Trp 


Gly Leu 


170 






175 


Trp 


Ser Gly Leu 


Glu Asp Tyr 






190 
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<2X0> 3309 
<211> 196 
<212> PRT 

<213> Homo sapiens 



<4O0> 3309 



Asn Ser 


Pro 


Ser 


Leu 


Asp 


Phe Asn 


Asp 


Asn 


Glu Asp 


He 


Pro Thr 










5 








1 A 
10 






15 




Leu Ser 


% 

Asp 


Ser 


Ser 


Asp 


Tnr Hrs 


Asp 


Glu 


Gly Glu Val Gin Ala 


irne 






20 








25 








30 




Tyr Glu 


Asp 


Leu 


Ser 


Gly 


Arg Gin 


Tyr 


Val 


Asn Glu 


Val 


Phe Asn 


Jrne 




35 








40 








45 






Ser Val 


Asp 


Lys 


Leu 


Tyr 


Asp Leu 


Leu 


Phe 


Thr Asn 


Ser 


Pro Phe 


Gin 


50 










55 






60 








Arg Asp 


Phe 


Met 


Glu 


Gin 


Arg Arg 


Phe 


Ser 


Asp He 


lie 


Phe His 


Pro 


65 








70 








75 






80 


Trp Lys 


Lys 


Glu 


Glu 


Asn 


Gly Asn 


Gin 


Ser 


Arg Val 


He 


Pro Tyr 


Thr 








85 








90 






95 




lie Thr 


Leu 


Thr 


Asn 


Pro 


Leu Glu 


His 


Lys 


Thr Ala 


Thr 


Val Arg 


Glu 






100 








105 








110 




Thr Gin 


Thr 


Met 


Tyr 


Lys 


Ala Ser 


Gin 


Glu 


Ser Glu 


Cys 


Tyr Val 


He 




115 








120 








125 






Asp Ala 


Glu 


Val 


Leu 


Thr 


His Asp 


Val 


Pro 


Tyr His 


Asp 


Tyr Phe 


Tyr 


130 










135 






140 








Thr lie 


Asn 


Arg 


Tyr 


Thr 


Leu Thr 


Arg 


Val 


Ala Arg Asn Lys Ser 


Arg 


14 5 








150 








155 






160 


Leu Arg 


Val 


Ser 


Thr 


Glu 


Leu Arg 


Tyr 


Arg 


Lys Gin 


Pro Trp Gly 


Leu 








165 








170 






175 




Val Lys 


Thr 


Phe 


He 


Glu 


Lys Asn 


Phe 


Trp 


Ser Gly Leu Glu Asp 


Tyr 






180 








185 








190 




Phe Arg 


His 


Leu 






















195 


196 





















<210> 3310 
• <211> 400 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (399) 

<223> Xaa » any amino acid or nothing 



<40O> 3310 



Ser 


Pro 


Leu 


Cys 


1 

Ala 


Lys 


Leu 


Arg 






m 


20 


Pro 


Leu 


Xaa 


Arg 






35 




Arg Asp 


Gly 


Leu 




50 






Lys 


Glu 


Gin 


Ser 


65 








Tyr 


Ser 


Arg 


Ser 


Asn 


Glu 


Gly 


Arg 








100 


Arg 


His 


Glu 


Ser 






115 




His 


Asn 


Asp 


Lys 



His 


Pro 


Gly 


Leu 


5 








Ser 


Gly 


Arg 


Tyr 


Pro 


Gly 


Leu 


Xaa 








40 


Ala 


Pro 


Glu 


Lys 






55 




Glu 


Val 


Ser 


Val 




70 






Arg 


Ser 


Arg 


Ser 


85 








Lys 


His 


Arg 


Ser 


Lys 


Asp 


Lys 


Ser 








120 


Glu 


His 


Ser 


Ser 



Ser 


Arg 


Glu Arg 




10 




Cys 


Xaa 


Lys Arg 


25 






Thr 


Met 


Ala Ala 


Thr 


Ser 


Pro Asp 






60 


Ser 


Pro 


Arg Ala 






75 


Arg 


Glu 


Arg Lys 




90 




Arg 


Ser 


Arg Ser 


105 






Ser 


Lys 


Lys His 


Asp 


Lys 


Gly Arg 



Ser Xaa Ser Glu 

15 

Gin Val Glu Ala 
30 

Ser Asp Thr Glu 
45 

Arg Asp Lys Lys 

Ser Lys His His 

80 

Arg Lys Ser Asp 
95 

Lys Glu Gly Arg 
110 

Lys Ser Glu Glu 
125 

Glu Arg Leu Asn 
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130 135 2,40 

ser Ser Glu Asn Gly Glu Asp Arg His Lys Arg Lys Glu Arg Lys Ser 

150 155 160 

Ser Arg Gly Arg Ser His Ser Arg Ser Arg Ser Arg Glu Arg Arg His 

1^5 170 175 

Arg Ser Arg Ser Arg Glu Arg Lys Lys Ser Arg Ser Arg Ser Arg Glu 

180 185 190 

Arg Lys Lys Ser Arg Ser Arg Ser Arg Glu Arg Lys Lys Ser Arg Ser 

195 200 205 

Arg Ser Arg Glu Arg Lys Arg Arg He Arg Ser Arg Ser Arg Ser Arg 

210 215 220 

Ser Arg His Arg His Arg Thr Arg Ser Arg Ser Arg Thr Arg Ser Arg 
225 230 235 240 

Ser Arg Asp Arg Lys Lys Arg He Glu Lys Pro Arg Arg Phe Ser Arg 

245 250 255 

Ser Leu Ser Arg Thr Pro Ser Pro Pro Pro Phe Arg Gly Arg Asn Thr 

260 265 270 

Ala Met Asp Ala Gin Glu Ala Leu Ala Arg Arg Leu Glu Arg Ala Lys 

275 280 285 

Lys Leu Gin Glu Gin Arg Glu Lys Glu Met Val Glu Lys Gin Lys Gin 

290 295 300 

Gin Glu He Ala Ala Ala Ala Ala Ala Thr Gly Gly Ser Val Leu Asn 
305 310 315 320 

Val Ala Ala Leu Leu Ala Ser Gly Thr Gin Val Thr Pro Gin He Ala 

325 330 335 

Met Ala Ala Gin Met Ala Ala Leu Gin Ala Lys Ala Leu Ala Glu Thr 

340 345 350 

Gly He Ala Val Pro Ser Tyr Tyr Asn Pro Ala Ala Val Asn Pro Met 

355 360 365 

Lys Phe Ala Glu Gin Glu Lys Lys Arg Lys Met Leu Trp Gin Gly Lys 

370 375 380 

Lys Glu Gly Asp Lys Ser Gin Ser Ala Gly Asn Met Gly Lys Asn 
385 390 395 399 



<210> 3311 
<211> 58 
<212> PRT 

<213> Homo sapienig 



<400> 3311 
Pro He Gin He 
1 

Leu Leu Thr Pro 

20 

Ser Pro Pro His 
35 

Ser Ala Val Leu 
50 



Pro Pro Arg He 
5 

Arg Thr Gly Ser 

Pro Thr Pro Gly 

40 

Ser Gly His Thr 
55 



Thr Pro Pro Arg 
10 

Ser Pro Pro Pro 

25 

Pro Ala His Asp 

Lys Thr 
58 



Pro Ser Pro His 
15 

Pro Arg Ala Pro 
30 

Phe Pro Pro Leu 
45 



<210> 3312 
<211> 144 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . (141) 

<223> Xaa = amy amino acid or nothing 



5000 
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<400> 3312 



Leu 


Glu 


Ser 


Pro 


Arg 


His Xaa 


Pro 


Pro 


Cys 


Trp Gly Pro Leu lie Trp 


1 








5 








10 


15 


Ala 


Leu 


Thr 


Val 
20 


Ser 


Ser Val 


Pro 


Ser 
25 


Pro 


Thr Pro Glu Leu Ser Cys 

30 


He 


Leu 


Lys 
35 


Ser 


Pro 


Arg Pro 


Ala 
40 


Cys 


Pro 


Val Pro Gly Leu Trp Pro 
45 


Ser 


Leu 

50 


Leu 


Ser 


Pro 


Ala Pro 
55 


Pro 


Gin 


Ser 


Ser Gly Pro Leu Leu Gly 
' 60 


Leu 


Ser 


Pro 


Cys 


Pro 


Gly Ala 


Gly Gin 


Trp 


Pro Ser Pro Leu Ser Pro 


65 










70 








75 80 


Ala 


Pro 


Pro 


Pro 


Ser 


Ser Asp 

r 


Pro 


Leu 


Ser 


Gly Leu Ser Pro Cys Pro 










85 






90 


95 


Gly 


Ala 


Gly 


Pro 
100 


Arg 


Ser Ser 


Pro 


Ser 
105 


Ala 


Ser Ala Pro Cys Arg Ala 

110 


Val 


Pro 


Leu 
115 


Ser 


Pro 


Arg Arg 


Leu 
120 


Thr 


Trp 


Pro Pro His Leu Gin Val 
125 


.Gly 


lie 


Leu 


lie 


Pro 


Thr Gly 


Arg Pro 


Trp 


Lys Asn Leu 


130 








135 








140 141 



<210> 3313 

<211> 54 

<212> PRT 

<213> Homo sapiens 

<22l> misc_f eature 

<222> (1)...(53) 

<223> Xaa = any amino acid or nothing 



<400> 3313 

Gin Leu Gin Asn Leu Ala Ser Arg Gly Cys Leu Xaa Ser Gin Leu Leu 

15 10 15 

Arg Arg Leu Arg Arg Glu Asn Arg Leu Asn Pro Gly Gly Gly Gly Cys 

20 25 30 

Ser Glu He Ala Pro Cys Thr Pro Ma Trp Val Thr Gin Arg Asp Phe 

35 40 45 

Phe Arg Lys Lys Lys 
50 53 



<210> 3314 
<211> 54 
<212> PRT 

<213> Homo sapiens 

<221> raisc_feature 
<222> (1) . . . (53) 

<223> Xaa = any amino acid or nothing 
<400> 3314 

Gin Leu Gin Asn Leu Ala Ser Arg Gly Cys Leu Xaa Ser Gin Leu Leu 

15 10 15 

Arg Arg Leu Arg Arg Glu Asn Arg Leu Asn Pro Gly Gly Gly Gly Cys 

20 25 30 

Ser Glu lie Ala Pro Cys Thr Pro Ala Trp Val Thr Gin Arg Asp Phe 

35 40 45 

Phe Arg Lys Lys Lys 
50 53 
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•<210> 3315 
<211> 156 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1)...(155) 

<223> Xaa s any amino acid or nothing 



<40O> 3315 
Pro Arg Lys Arg Glxx 
1 5 
Phe Pro Pro Ala Ala 

20 

Lys His Ala Ser Arg 

Gin Ser He Arg Ser 
50 

Ala His Thr Arg Ser 
65 

Gly Gly Xaa Gly Lys 

85 

Gly Ser Ala Pro Ala 

100 

Pro Asp Ser Ser Pro 
115 

Ala Ala Gin Pro Xaa 
130 

Gly Ala His He Gly 
145 



Ser Trp 

Glu Asp 

Thr Ala 

Pro Val 
55 

Ala Gly 

70 
Gly Pro 

Pro Leu 

Trp Thr 

Xaa Thr 
135 
Arg Val 
150 



Trp Gly Glu 
10 

Ala Pro Ala 
25 

Arg Ala His 
40 

Arg Gly Arg 

Thr Arg Leu 

Ala Pro Thr 
90 

Pro Ala Ser 

105 
Pro Pro Pro 
120 

Pro Arg Cys 
Gly Arg Pro 



Arg Leu Pro 

Pro Gly Trp 

Val Phe His 
45 

Pro Gly Asp 
60 

Gin Cys Lys 
75 

Arg Xaa Glu 

Ser Gly Cys 

Pro Ala Pro 
12 5 

Pro Ala Ala 
140 

Tyr 
155 



Pro Arg Gly 
15 

Lys Gly Arg 
30 

Pro He Arg 

Pro Arg Ala 

Ala Ser Arg 
80 

Gly Gly Pro 
95 

Ser Leu Phe 
110 

Gly Ala Ala 
Leu Arg Ala 



<210> 3316 
<211> 769 
<212> PRT 

<213> Homo sapiens 





<40O> 3316 






Asn 


His 


Leu 


Gly Thr 


Leu Met Gin Asn Trp 


Asp Ser Ser Ser Arg Val 


■ 1 






5 


10 


15 


Pro 


Phe 


Ser 


Ser Gly 


Gin His Ser Thr Gin 


Ser Phe Pro Pro Ser Leu 








20 


25 


30 


Met 


Ser 


Lys 


Ser Asn 


Ser Met Leu Gin Lys 


Pro Thr Ala Tyr Val Arg 






35 




40 


45 


Pro 


Met 


Asp 


Gly Gin 


Glu Ser Met Glu Pro 


Lys Leu Ser Ser Glu His 




50 






55 


60 


Tyr 


Ser 


Ser 


Gin Ser 


His Gly Asn Ser Met 


Thr Glu Leu Lys Pro Ser 


65 








70 


75 80 


Ser Lys 


Ala 


His Leu 


Thr Lys Leu Lys He 


Pro Ser Gin Pro Leu Asp 








85 


90 


95 


Ala 


Ser 


Ala 


Ser Gly 


Asp Val Ser Cys Val 


Asp Glu He Leu Lys Glu 








lOO 


105 


110 


Met 


Thr 


His 


Ser Trp 


Pro Pro Pro Leu Thr 


Ala He His Thr Pro Cys 






115 




120 


125 


Lys 


Thr 


Glu 


Pro Ser 


Lys Phe Pro Phe Pro 


Thr Lys Glu Ser Gin Gin 




130 






135 


140 


Ser 


Asn 


Phe 


Gly Thr 


Gly Glu Gin Lys Arg 


Tyr Asn Pro Ser Lys Thr 


145 








150 


155 160 


Ser 


Asn 


Gly 


His Gin 


Ser Lys Ser Met Leu 


Lys Asp Asp Leu Lys Leu 
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Ser 


Ser 


Ser Glu 






180 


Pro 


Arg 


Ser Thr 






195 


Glu 


Gly 


Ala Asp 




210 




Glu 


Ser 


Ser Ser 


225 






Ser 


Glu 


Ala Asn 


Pro 


Pro 


Thr Asn 






260 


Pro 


His 


Lys Val 






275 


Ser 


Gin 


Gly Tyr 




290 




Tyr 


Thr 


Asp Tlir 


305 






Arcr 


Ala 


Pro Lva 


Gin 


Lys 


Ser Pro 






340 


Gly 


Lys 


Lys Gin 






355 

mf ■mif 


Arcr 


Glv 


Glv Ijeu 




370 






Met 

1 In* 


Pro Spy* 


385 






Pro 


flan 


Tie Lvs 


Lys 


Lys 


Lys Tyr 






420 


lie 


He 


Glu Thr 






435 


Leu 


Pro 


Pro Ser 




450 




Pro 


Val 


Lys Pro 


465 






Arc 


Met 


Phe Ser 


Glu 


Pro 


Asp Asp 






500 


Leu 


Thr 


Arg He 






515 


Gly 


Glu 


Lys Lys 




530 




Gin 


Ala 


Ser Glu 


545 






Glu 


Asp 


Asp Asn 


Lys 


Asn 


Ser Ala 






580 


Gin 


Ser 


Ala Ala 






595 




J, W 






610 




He 


Ser 


Gin Ser 


625 






Thr 


Ser 


Gly Ser 


Thr 


Glu 


Gly Lys 






660 


Pro 


Ser 


Ser Ser 



165 

Asp Ser Asp Gly 

Pro Gly Ser Asn 

200 



Asn Ser 


Arg 


Asp 




215 




Gly Ser Asp 


Ser 


230 






Glu Pro 


Ser 


Gin 


245 






Lys Trp Gin 


Leu 


Ser Pro 


Ala 








«• O k/ 


Lys Lys 


Glu 


Glv 




295 




Ser Gly Pro 


T.vs 


310 






Pro He. Gin 


Lys 


325 






Ala Gin 


Ser 


ASp 


Pro Lys 


Lys 


Axa 






O f A 


Lys He 


Glu 


oer 




375 




Ser Arg His 


jjys 


390 






Lys Glu 


Ser 


Lys 


405 






Lys Ser 


Thr 




Asp Thr 


Ser 


C A V* 








Ser Gin 


Thr 


Pro 

f j> \j 




455 




Ser Ser 


Val 




470 






Pro Met 


Glu 


Glu 


485 






Arg Tyr 


Pro 


Leu 


Pro Gly Lys 


Pro 






520 


Asn Val 


Pro 


Glu 




535 




Lys Val 


Ser 


Asn 


550 






Arg Ala 


Ser 


Glu 


565 






Gly His 


Lys 


Pro 


Lys Glu 


Lys 


Asp 






600 


Asp Pro 


Lys 


Thr 




615 




Ser Ser 


Leu 


Lys 


630 






Ser Lys 


Asn 


Ser 



645 

Thr Ser Ser Ser 
Ser Asn Cys Pro 



170 






Glu Gin Asp 




185 






Ser Glu 


Pro 




Asp Ser 


Ser 








220 


Glu Ser 


Glu 


Ser 




235 




Ser Ala 


Ser 


Pro 

XT ii» w 


250 






Asp Asn Trp 




265 






Ser Val 


Asp 


OCX. 


Arg Glu Gin 


ijxy 






300 


Glu Thr 


Ser 


Ser 




315 




Gly Ser Glu 


G A V* 

oer 


330 






Ser Thr 


Thr 


vvJLn 


345 






Glu Lys Ala 


Axa 


Glu Thr 


Pro 


vaj. 






380 


Ala Ala 


Thr 


Lys 




395 




Ser Ser 


Pro 


Arg 


410 






Lys Ser 


Ser 


c^xn 


425 






Ser Asp 


Ser 


Asp 


Lys Tyr 


Pro 








460 


Glu Glu Asp 


Ser 




475 




Lys Glu 


Leu 


jjieu 


490 






He Val 


Lys 


Tl o 


505 






Tyr Lys 


Glu 


liir 


Lys His 


Thr 


■rtxg 






540 


Lys Gly Lys 


Arg 




555 




Ser Lys 


Lys 


XT J. \J 


570 






Ser Ser 


Asn 




585 






Leu Leu 


Pro 


OCX 


Glu His 


Gly 


G A V 








Ser Ser 


Ser 


Asn 




635 




Ser Ser 


Thr 


Ser 


650 






Ser Lys 


Glu 


Val 


665 






Pro Ser Ala 


Pro 



5003 



175 

Asp Lys Thr Met 

190 

His His Asn Ser 
205 

His Ser Gly Ser 

Ser Ser Ser Asp 

240 

Glu Pro Glu Pro 
255 

Asn Lys Val Asn 
270 

Asn He Pro Ser 
285 

Thr Gly Asn Ser 

Ala Thr Pro Gly 

320 

Gly Arg Gly Arg 
335 

Arg Arg Thr Val 
350 

Ala Glu Glu Pro 
365 

Asp Leu Ala Ser 

Gly Ser Arg Lys 

400 

Pro Thr Ala Glu 
415 

Lys Ser Arg Glu 
430 

Glu Ser Glu Ser 

445 

Ser Asn Arg Thr 

Phe Phe Arg Gin 

480 

Ser Pro Leu Ser 
495 

T^p Leu Asn Leu 
510 

Glu Pro Pro Lys 

525 

Glu Ala Gin Lys 

Lys His Lys Asn 

560 

Lys Thr Glu Asp 

• 575 
Glu Ser Ser Lys 
590 

Pro Ala Gly Pro 
605 

Arg Lys Arg Thr 

Ser Asn Lys Glu 

640 

Lys Gin Lys Lys 
655 

Lys Val Lys Ala 
670 

Thr Leu Asp Ser 
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675 






680 




685 


Ser 


Lys 


Pro Arg Arg 


Thr 


Lys Leu 


Val Phe 


Asp Asp Arg Asn Tyr Ser 




690 








695 




700 


Ala 


Asp 


His Tyr 


Leu 


Gin 


Glu Ala 


Lys Lys 


Leu Lys His Asn Ala Asp 


705 








710 






715 720 


AJLa 


Leu 


Ser Asp Arg 


Phe 


Glu Lys 


Ala Val 


Tyr Tyr Leu Asp Ala Val 








725 






730 


735 


Val 


Ser 


Phe He 


Glu 


Cys 


Gly Asn Ala Leu Glu Lys Asn Ala Gin Glu 






740 








745 


750 


Ser 


hys 


Ser Pro 


Phe 


Pro 


Met Tyr 


Ser Glu 


Thr Val Asp Leu He 






755 






760 




765 767 




<210> 3317 










• 




<211> 166 














<212> PRT 














<213> Homo 


sapiens 










<4C)0> 3317 












Asn 


Iteu 


Leu Gin 


Asp 




Lys Leu 


Val His 


Ser Tyr Pro Tyr Asp Trp 


1 






5 






10 


15 


Arg 


Thr 


Gin Glu 


Thr 


Cys 


Gly Tyr 


He Val 


Pro Ala Arg Gin Trp Phe 






20 








25 


30 


He 


Asn 


Thr Arg Asp 


He 


Lys Thr 


Ala Ala 


Lys Glu Leu Leu Lys Lys 






35 






40 




45 


Val 


hys 


Phe He 


Pro 


Gly 


Ser Ala 


Leu Asn 


Gly Met Val Glu Met Met 




50 








55 




60 


Asp 


Arg 


Arg Pro 


Tyr 


Trp 


Cys He 


Ser Arg Gin Arg Val Trp Gly Val 


65 








70 






75 80 


Pro 


lie 


Pro Val 


Phe 


His 


His Lys 


Thr Lys 


Asp Glu Tyr Leu He Asn 








85 






90 


95 


Ser 


Gin 


Thr Thr 


Glu 


His 


He Val 


Lys Leu Val Glu Gin His Gly Ser 






100 








105 


110 


Asp 


lie 


Trp Trp 


Thr 


Leu 


Pro Pro 


Glu Gin 


Leu Leu Pro Lys Glu Val 






115 






120 




125 


Leu 


Ser 


Glu Val 


Gly 


Gly 


Pro Asp Ala Leu Glu Tyr Val Pro Gly Gin 




130 








135 




140 


Asp 


He 


Leu Asp 


He 


Trp 


Phe Asp Ser Gly Thr Ser Trp Ser Tyr Val 


145 








150 






155 160 


Leu 


Pro 


Gly Pro Asp 
















165 












<210> 3318 














<211> 171 














<212> PRT 














<213> Homo 


sapiens 










<400> 3318 












Ala 


Trp His Glu Gly 


Asp 


Ser Arg Ser Asp 


Gin Cys His His Pro Tyr 


1 






5 






10 


15 


Asn 


Tyr Gly Phe Asp 


Tyr 


Tyr Tyr Gly Met 


Pro Phe Thr Leu Val Asp 






20 








25 


30 


Ser 


Cys 


Trp Pro Asp 


Pro 


Ser Arg Asn Thr 


Glu Leu Ala Phe Glu Ser 






35 






40 




45 


Gin 


Leu Trp Leu Cys 


Val 


Gin Leu 


Val Ala 


He Ala He Leu Thr Leu 




50 








55 




60 


Thr 


Phe Gly Lys 


Leu 


Ser 


Gly Trp Val Ser 


Val Pro Trp' Leu Leu He 


65 








70 






75 . 80 


Phe 


Ser 


Met He 


Leu 


Phe 


He Phe 


Leu Leu 


Gly Tyr Ala Trp Phe Ser 
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85 






90 








95 


Ser 


His 


Thr 


Ser 
100 


Pro 


Leu 


Tyr Trp Asp 
105 


Cys 


Leu Leu 


Met 


Arg 
110 


Gly His 


Glu 


lie 


Thr 


Glu 


Gin 


Pro 


Met: Lys Ala 


Glu 


Arg Ala Gly Ser 


He Met 






ii5 








120 






125 






Val 


Lys 


Glu 


Ala 


lie 


Phe 


Leu Phe Arg Lys 


Gly His 


Ser 


Lys 


Gly Lys 




130 










135 




140 








Leu 


Phe 


Leu 


Leu 


Phe 


Phe 


Leu Pro Phe 


Leu 


Gin Val 


His 


Lys 


Thr Phe 


145 










150 






155 






160 


Pro 


Thr 


Thr 


Asp 


Gly 
165 


Phe 


His Trp Ala 


Pro 
170 











<210> 3319 
<211> 137 
<212> PRT 

<213> Homo sapiens 



<400> 3319 

Ser Ser Leu His Arg Ser Pro Arg Pro Ala Ser Pro Leu Pro Val Pro 

1 5 10 15 

Glu Ala Pro Ser Phe Leu Pro Val Pro Ala Pro Lys Pro Ser Ala Leu 

20 25 30 

Pro Pro Phe Ser Leu Ser Gly Ala Pro Ser Ser Ala Ser Thr Phe Ser 

35 40 45 

Pro His Ser Ser Pro Ser Pro Ala Ser Pro Thr Pro Ala Pro Ser Pro 

50 55 60 

Gin Ser Pro Phe Pro Ser Arg Pro Thr Ser Pro Pro Ser Leu Thr Pro 
65 70 75 80 

Thr Arg Arg Pro Pro Leu Pro Ala Asp Arg Arg Gly Pro His Leu Leu 

85 90 95 . 

Tyr Gin Pro Leu His Ala Pro Leu Glu Ala Ala Ala Thr Gly Pro Glu 

100 105 110 

Pro Ser Ala Ala Ala Gly Arg Leu Pro Arg Pro Arg Pro Pro Trp Arg 

115 120 125 

Ala Ala Tyr Pro Ala Ser Arg 
130 135 



<210> 3320 
<211> 202 
<212> PRT 

<213> Homo sapiens 



<400> 3320 



Gin 


Met 


Ser 


Glu 


Ala. 


Val 


Ala Glu Lys Met 


Leu Gin Tyr Arg 


Arg Asp 


1 








5 




10 




15. 




Thr 


Ala 


Gly 


Trp 


Lys 


lie 


Cys Arg Glu Gly 


Asn Gly Val Ser 


Val 


Ser 








20 






25 


30 






Trp Arg 


Pro 


Ser 


Val 


Glu 


Phe Pro Gly Asn 


Leu Tyr Arg Gly 


Glu Gly 






35 








40 


45 






He 


Val 


Tyr 


Gly 


Thr 


Leu 


Glu Glu Val Trp 


Asp Cys Val Lys 


Pro 


Ala 




50 










55 


60 






Val 


Gly 


Gly 


Leu 


Arg 


Val 


Lys Trp Asp Glu 


Asn Val Thr Gly 


Phe 


Glu 


65 










70 




75 




80 


lie 


He 


Gin 


Ser 


He 


Thr 


Asp Thr Leu Cys 


Val Ser Arg Thr 


Ser 


Thr 










85 




90 




95 




Pro 


Ser 


Ala 


Ala 


Net 


Lys 


Leu He Ser Pro 


Arg Asp Phe Val 


Asp 


Leu 








lOO 






105 


110 






Val 


Leu 


Val 


Lys 


Arg 


Tyr 


Glu Asp Gly Thr 


He Ser Ser Asn 


Ala 


Thr 
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115 










120 










125 




His Val 


Glu 


His 


Pro 


Leu 


Cys 


Pro 


Pro 


Lys 


Pro 


Gly Phe 


Val Arg Gly 


130 










135 










14 0 






Phe Asn 


His 


Pro 


Cys 


Gly 


Cys 


Phe 


Cvs 


Glu 


Pro 


Leu 


Pro Gly Glu Pro 


145 








150 










155 






160 


Thr Lys 


Thr 


Asn 


Leu 
165 


Val 


Thr 


Phe 


Phe 


His 
170 


Thr 


Asp 


Leu 


Ser Gly Tyr 
175 


Leu Pro 


Gin 


Asn 


Val 


Val 


■Asp 


Ser 


Phe 


Phe 


Pro Arg 


Ser 


Met Thr Arg 






180 










185 










190 


Phe Tyr 


Ala 
195 


Asn 


Leu 


Gin 


Lys 


Ala 
200 


Val 


Lys 
202 











<210> 3321 
<211> 108 
<212> PRT 

<213> Homo sapiens 



<400> 3321 

Ser His Ser Ala Ser Gly Ala Gly Arg Pro Ala Ala Pro Ala Ala Asp 

15 10 15 

Leu Arg Pro Ala Pro Asn Gly Gin Arg Pro Gly Pro Arg Leu Gly Ala 

20 * 25 30 

Arg Ala Leu Trp Leu Pro Pro Arg Gly Arg Pro Asp Glu Ala Gly Arg 

35 40 45 

Leu Pro Gly Glu His Leu Pro Gin Val Pro Trp Asp Pro Gly Leu Thr 

50 55 60 

Arg Ser Pro Ser Pro Arg Gly Pro Cys Arg Gly Ala Ala Arg Ala Gly 
65 70 75 80 

His Val Gly Glu Thr Pro Ala Pro Trp Gly Cys Pro Pro Pro Cys Ala 

85 90 95 

Trp Glu His Lys Gly Pro Gly Ser Glu Gly Thr Pro 

100 105 108 



<210> 3322 
<211> 140 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (140) 

<223> Xaa = any amino acid or nothing 



<400> 3322 



Ala He 


Val 


Glu Asp 


Lys 


His 


Ser Gly 


Arg 


Ser 


Tyr Asp He Thr 


Ser 


1 




5 








10 




15 




Asp Leu 


Gly 


Asn Val 


Leu 


Thr 


Ser Thr 


Ser 


He 


Ala Lys Thr Val 


Asn 






20 






25 






30 




Gly Xaa 


Ala 


Glu Ser 


Ser 


Asp 


Ser Gly 


Ala 


Glu 


Ser Asp Glu Glu Asp 




35 








40 






45 




Ala Gin 


Glu 


Asp Leu 


Met 


Gly 


Ala Tyr 


His 


Ser Asp He Asp Lys 


Lys 


50 








55 








60 




Met Met 


Lys 


He Val 


Ala 


Asp 


His Lys 


Asn 


Leu 


Glu Val He Val 


Thr 


65 






70 








75 




80 


Asn Gly 


Tyr 


Asp Lys 


Asp 


Gly 


Phe Val 


His 


Asp 


He Gin Asn Asp 


He 






85 








90 




95 




His Ala 


Ser 


Ser Ser 


Leu 


Asn 


Gly Arg 


Ser 


Thr 


Val His Val Lys 


Pro 






100 






105 






110 




He Asp 


Glu 


Asn Leu 


Gly 


Gin 


Thr Gly 


Lys 


Ser 


Ala Val Cys He 


His 
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115 120 125 

Gin Asp lie Asn Asp Asp His Val Glu Asp Val Thr 
130 135 140 



/ 



<210> 3323 
<211> 150 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (150) ^ 

<223> Xaa ~ any amino acid or nothing 



<400> 3323 



1 Asp Thr 
1 


Leu 


Ser 


Leu 


Asn 


Cys 


Thr 


Leu 


Pro 


Glu 


Thr 


Leu 


Pro 


Met 


Thr 






5 










10 










15 




Pro Ser 


Phe 


Xaa 


Leu 


Ser 


Phe 


Leu 


Xaa 


Phe 


Pro 


Gly 


Leu 


Ala Arg Ala 






20 










25 










30 






Lys Ser 


lie 


Pro 


Thr 


Lys 


Thr 


Tyr 


Ser 


Asn 


Glu 


Val 


Val 


Thr Leu Trp 




35 










40 










45 








Tyr Arg 


Pro 


Pro 


Asp 


He 


Leu 


Leu Gly 


Ser 


Thr 


Asp 


Tyr 


Ser 


Thr 


Gin 


50 










55 










60 










lie Asp 


Met 


Trp 


Xaa 


Gly 


Gin 


Val 


Glu 


Val 


Trp 


Gin 


Gly 


Pro 


Cys 


Gly 


65 








70 










75 










80 


Iiys Gly 


Gly 


Gly Leu 


Val 


Thr 


Thr 


Ala 


Thr 


Gin 


Pro 


Ala 


Ala 


Phe 


Leu 








85 










90 










95 




Phe Thr 


Val 


Pro 


Ser 


Leu 


Pro 


Arg Gly 


Val 


Gly 


Cys 


He 


Phe 


Tyr 


Glu 






100 










105 










110 






Met Ala 


Thr 


Gly Arg 


Pro 


Leu 


Phe 


Pro 


Gly 


Ser 


Thr 


Val 


Glu 


Glu 


Gin 




115 










120 










125 








Leu His 


Phe 


He 


Phe 


Arg 


He 


Leu 


Ser 


Glu 


Glu 


Ala 


Trp 


Ala 


Leu 


Cys 


13 0 










135 










140 










Ala Val 


Glu 


Thr 


His 


Arg 






















145 








150 























<210> 3324 
<211> 270 
<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1) . . . (270) 
' <223> Xaa ^ any amino acid or nothing 



<400> 3324 

Pro Gly Ser Thr His Ala Ser Ala Arg He Thr He Tyr Xaa Leu Xaa 

15 10 15 

He He Leu Ser Asn Ala Thr Glu Val Asp Asn Asn Phe Ser Lys Pro 

20 25 30 

Pro Pro Phe Phe Pro Ala Gly Ala Pro Pro Ala Ser Ser Ser Ser Ser 

35 40 45 

Ser Ser Ser Ser Ser Pro Pro Thr Val Ser Thr Ala Pro Pro Leu He 

50 55 60 

Pro Pro Pro Gly Phe Pro Pro Pro Pro Gly Ala Pro Pro Pro Ser Leu 

65 70 75 80 

He Pro Thr He Glu Ser Gly His Ser Ser Gly Tyr Asp Ser Arg Ser 

85 90 95 

Ala Arg Ala Phe Pro Tyr Gly Asn Val Ala Phe Pro His Leu Pro Gly 
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100 










105 






110 






Ser 


Ala 


Pro 
115 


Ser 


Trp 


Pro 


Ser 


Leu 
120 


Val 


Asp 


Thr Ser Lys 
125 


Glxi 


Trp 


Asp 


Tyr 


Tyr 
130 


Ala 


Arg 


Ser 


Ser 


Ser 
135 


Ser 


Ser 


Ser 


Ser Ser Ser 
140 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser 


Pro 


Arg 


Asp 


Arg 


Asp 


Arg 


Glu 


Arg Xaa Arg 


Thr 


Arg 


Glu 


145 










150 










155 






160 


Arg 


Glu 


Arg 


Glu 


Arg 
165 


Asp 


His 


Ser 


Pro 


Thr 
170 


Pro Ser Val 


Phe 


Asn 
175 


Ser 


Asp 


Glu 


Glu 


Arg 
180 


Tyr 


Arg 


Tyr 


Arg 


Glu 
185 


Tyr 


Ala Glu Arg 


Gly 
190 


Tyr 


Glu 


Arg 


His 


Arg 
195 


Ala 


Ser 


Arg 


Glu 


Lys 
200 


Glu 


Glu 


Arg His Arg 
205 


Glu 


Arg 


Arq 


His 


Arg 
210 


Glu 


Lvs 


Glu 


Glu 


Thr 

215 


Arc 


His 


Lvs 


Ser Ser Atq 
220 


Ser 


Agri 


Ser 


Arg 


Arg 


Arg 


His 


Glu 


Ser 


Glu 


Glu 


Gly 


Asp 


Ser His Arg 


Arg 


His 


Lys 


225 








r 


230 










235 






240 


His 


Lys 


Lys 


Ser 


Lys 
245 


Arg 


Ser 


Lys 


Glu 


Gly 
250 


Lys Glu Ala 


Gly 


Ser 
255 


Glu 


Pro 


Ala 


Pro 


Glu 
260 


Gin 


Glu 


Ser 


Thr 


Glu 
265 


Ala 


Thr Pro Ala 


Glu 
270 







<210> 3325 

<211> 1015 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (1015) 

<223> Xaa = any amino acid or nothing 



<400> 3325 



Thr 


Cys 


Leu 


Phe 


Ser 


Ala 


Ser 


Cys 


Ser 


Ser 


Leu Pro Ser 


Pro 


Ser 


Ser 


1 








5 










10 






15 




Ser 


Phe 


Ala 


Leu 


Leu 


Ser 


Thr 


Glu 


Asn 


Thr 


Gin Arg Thr 


Tyr 


Arg 


Val 








20 










25 






30 






Asn 


Pro 


Asp 


Gly 


Ser 


Leu 


Arg 


Val 


Thr 


Phe 


Ala Ser Gly 


Met 


Glu 


He 






35 










40 






45 








Gly 


Leu 


Ser 


Ser 


Glu 


Pro 


His 


He 


Leu 


Ala 


Gly Ala Val 


Asn 


Pro 


Thr 




50 










55 








60 








Leu 


Gly 


Lys 


Cys 


Asn 


lie 


Ser 


Leu 


Pro 


Gly 


Glu His Asn 


Ala 


Asn 


Leu 


65 










70 










75 






80 


lie 


Ser 


Val 


Leu 


Xaa 


Xaa 


Gly 


Glu 


Gin 


Gly 


Cys Ala Xaa 


Asn 


Val 


Phe 










85 










90 






95 




His 


He 


Ser 


Phe 


Ser 


Xaa 


Ala 


His 


Asn 


Arg 


T^n Leu Leu 


Ser 


He 


Asp 








100 










105 






110 






Phe 


Asp 


His 


He 


Thr 


Arg 


Thr 


Gly 


Lys 


He 


Tyr Asp Asp 


His 


Arg 


Lys 






115 










120 






125 








Phe 


Thr 


Leu 


Arg 


He 


Leu 


Tyr 


Asp 


Gin 


Thr 


Gly Arg Pro 


He 


Leu 


Trp 




130 










135 








140 








Ser 


Pro 


Val 


Ser 


Arg 


Tyr 


Asn 


Glu 


Val 


Asn 


He Thr Tyr 


Ser 


Pro 


Ser 


145 










150 










155 






160 


Gly 


Leu 


Val 


Thr 


Phe 


He 


Gin 


Arg 


Gly 


Thr 


Trp Asn Glu 


Lys 


Met 


Glu 










165 










170 






175 




Tyr 


Asp 


Gin 


Ser 


Phe 


Leu 


Xaa 


Ser 


Pro 


Gin 


Leu Xaa Leu 


Ser 


He 


He 








180 










185 






190 






Cys 


Tyr 


Ser 


Ala 


Phe 


Val 


Ser 


Phe 


Gin 


Ser 


Val Met Leu 


Leu 


Leu 


His 






195 










200 






205 








Ser 


Gin 


Arg 


Arg 


Tyr 


He 


Phe 


Glu 


Tyr 


Asp 


Gin Pro Asp 


Cys 


Leu 


Leu 




210 










215 








220 








Ser 


Val 


Thr 


Met 


Pro 


Ser 


Met 


Val 


Arg 


His 


Ser Leu Gin 


Thr 


Met 


Leu 
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O R 
Z Z O 








A ^ u 






C* A V If 9 1 


v»xy 


Tyr 


iyr 


Arg 


TV 0 

Asn 


xxe 
















0 V% 

o&JL irlie 




V3XXl 


nSp 


xyx 


oer 


Axg 
















rilS jjeu 


oxy 


inr 


oxy 


TV i^^ff 

Arg 


TV ^^^^ 

Arg 


V aX 














7 fin 

^ O w 


Aj^S JjBu. 


oe£^ 


fill 11 


VoX 


T.aii 
XjSU 


iyr 


TV on 


4b 7 li 
















ocr 


C A V* 


/til \^ 

V9xy 


ASp 


ijeu 


oer 


^ U 3 








■3 XU 






T AW T ^^^^ 


ixir 


VaX 


irne 


vax 


T. A4 1 

Xieu 


vax 


















File 


Arg 


irne 


G 

oer 


11 

vaXU 


m 11 

vvXU 
















Tyj. oer 


ryr 


Asn 


Asn 


trne 


Arg 


vax 




355 










J oU 


Glu Thr 


Pro 


lieu 


Pro 


xxe 


Asp 


Leu 


370 










J / 3 




Arg Thr 


Glu 


61 n 


Fne 


Gxy 


Lys. 


Pile 


385 








O 7 V 






Gin Val 


lie 


Tiir 


Thr 


Thr 


vai 


Mec 
















Asn Gly Gin 


vaj. 


xxe 


GXU 


val 


Gin 






AO rt 
4Z U 










Tyx Trp Met 


Thr 


xie 


Gxn 


Tyr 


Asp 




435 










A A t\ 


Asp lie 


Arg 


Val 


Gly 


Val 


Asp 


Ala 


450 










>1 c c 




Tyr Asp 


Ala 


Asp 


Gly 


Gin 


Leu 


Gin 


465 








Airs 






Gin Trp Arg 


Tyr 


Ser 


Tyr 


Asp 


Leu 








Q C 




- 




His Gly Lys* 


Ser 


Ala 


Arg 


Leu 


Thr 






3 uu 










Arg lie 


Thr 


Arg 


Leu 


Gly 


Glu 


lie 




515 










C O 


Fhe Leu Arg 


(sin 


Arg 


Gxy 


Asn 


Asp 


530 










C c 
3 J D 




Leu Leu 


Gin 


Lys 


TV T 

Axa 


Tyr 


Asn 


Lys 


545 














Tyr Tyr Asp 


vjxy 


Lieu 


GXy 


Arg 


Arg 








^ c; 

3 D O 








Gin His 


Leu 




irlie 


irne 


Tyr 


Aia 






3 o u 










Thr His 


Leu 


Tyr 


Asn 


xiXS 


inr 


oer 




595 










Q U V/ 


Asp Leu 


Gin 


vaxy 




Xieu 


T T A 


AX a 


610 










O J. 3 




Tyr Tyr Val 


a 


v^ys 


ASp 




xnr 


625 








U ^ V 






Ser Arg Gly 


VsrXil 


VaX 


xxe 


ijyo 


VvXU 
















lie Tyr His 


ASp 




Tyr 


fro 


ASp 






O Q U 










Gly Gly lieu 


iyr 


ASp 


Pne 


Leu 


Tnr 




675 












Asp Tyr Asp 


Val 


Val 


Ala 


Gly 


Arg 


690 










695 




Trp Lys 


Gin 


Leu 


Asn 


Leu 


Leu 


Pro 


705 








710 






Leu lie 


Lys 


Tyr 


Gly 


lie 


Phe 


His 








725 








Thr Asp 


lie 


Arg 


Ser 


Trp 


Leu 


Glu 



235 240 







Piro 


Pro 


ASD 


Ser 


Ser 


Thr 














£t ^ .J 




ASD 


Glv 


Ara 


Leu 


Leu 


Gin 


Thr 


Leu 


A o ^ 










270 






Leu 


Tvr 

Jr ■*- 


LVS 


Tvr 


Thr 


Lys 


Gin 


Ala 










285 

^A W «^ 












Gin 

*iT 1 Tl * 


Val 


Thr 


Leu 


Thr 


Tvr 
±yx 








300 

^ V w 










ASD 


Ser 


Ser 


Thr 


Leu 


He 


Ala 


Xaa 






315 

•J A a' 










320 


Pro 


Ala 


Glv 


Pro 


Leu 


He Gly 


Arcr 




0 J w 










0 <3 3 




Glv 




Val 


Asn 


Ala 


Axy 


irXie 














350 






fViy 


Sat* 




Gin 


Ala 


Val 


He 


AQn 

AS XX 




















At* 


1H/Y* 

lyx 


Val 




Val 


Ser 


Gl V 
\3xy 




















V Cl JL 


Tie 




Ay 17 


Asp 


Leu 


noil 
















Ann 






X4JLL 




X xc 


Phe 


Ser 


Al a 
aXcI 




A 1 ft 
4XU 










4X5 




iyr 


VaXU 


Tl A 
XX6 


T .All 


Xiys 


Ala 


He 


nXa 


Had 










430 








V Cl ,1m 


Glv 

V7«i>y 


AX 


X'lC L« 


Val 


He 


v^ys 


















noil 


Tl 




MX y 


iyr 


Phe 


Tyr 


Gl 11 








AC n 
4o U 










Tin V 


V clJL 


OCX 


V AX 


A cn 


Asp 


Lys 


lliX 






A "7 C 










>i Q n 


2i en 






Tl f» 
xxc? 


A en 

A«3XX 


Leu 


Leu 


OCX 




A Oft 










495 




iri s-/ 




Axy 


xyr 


A QT^ 


Leu Arg 














510 






m n 




xiy 0 






Glu Asp 


Gl V 

uxy 










3 Z 3 










c IXC 


Gl 11 

V3X U 




AOXl 


Ser 


Asn 


Gl V 
V9xy 


















AXdl 


OCX 


Gl V 


J-xp 


IXiX 


Val 


Gin 


iyr 






1^ 

3 3 3 










30 u 


V CI X 


nXCt 


0 cx 


T .VAC! 

j^y 0 


otsx 


Ser 


Leu 


Gl V 
wxy 














575 






Leu 


Thr 




Pro 


He 


Arg 


Val 


V 0 ^ 










590 






M G 4> 


Glu 


He 


Thr 


\I> ^ 


Leu 


Tyr 












605 

0 V/ 








Met 


Glu 


Leu 

Aw WW 


Ser 


Ser 


Gly Glu 


Glu 








620 

U M W 










Glv 






Leu 


Ala 


Val 


Phe 


Ser 






635 










640 

V V 


lie 


Leu 


Tvr 


Thr 


Pro 


Tyr 


Gly 


ASD 




650 










655 




Phe 


Gin 


Val 

V fm 1 


lie 


lie 


Gly Phe 


His 

•X<lr 0 


u w 3 










670 






u y 0 




V d 1 




XJ w U 


Gly Gin 












685 








Trp 


Thr 


Thr 


Pro 


Aszi 


His 


His 


He 








700 










Lys 


Pro 


Phe 


Asn 


Leu 


Ser 


Thr 


Lys 






715 










720 


Phe 


Leu 


Phe 


Leu 


He 


Leu Cys 


Leu 




730 










735 




Leu 


Phe 


Gly 


Phe 


Gin 


Leu 


His 


Asn 
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740 








745 


750 


Val 


Leu 


Pro Gly 


Phe 


Pro 


Lys 


Pro Glu Leu Glu Asn 


Ser Pro Ser He 






755 










760 


765 


Xaa 


Gin 


Met 


Ser 


Asn 


Ser 


Met 


Leu His Leu Leu Cys 


Ala Ser Leu Ser 




770 










775 


780 




Xaa 


Thr 


He 


Leu 


Gly 


He 


Gin 


Cys Glu Leu Gin Lys 


Gin Leu Arg Asn 


785 










790 




795 


800 


Phe 


He 


Ser 


Leu 


Asp 


Gin 


Leu 


Pro Met Thr Pro Arg 


Tyr Asn Asp Gly 










805 






810 


815 


Arg 


Cys 


Leu 


Glu 


Gly 


Gly 


Lys 


Gin Pro Arg Phe Ala 


Ala Val Pro Ser 








820 








825 


830 


Val 


Phe 


Gly Lys 


Gly 


He 


Lys 


Phe Ala He Lys Asp 


Gly He Val Thr 






835 










840 


845 


Ala 


Asp 


He 


He 


Gly 


Val 


Ala 


Asn Glu Asp Ser Arg 


Arg Leu Ala Ala 




850 










855 


860 




He 


Leu 


A3n 


Asn 


Ala 


His 


Tyr 


Leu Glu Asn Leu His 


Phe Thr He Glu 


865 










870 




875 


880 


Gly 


Arg 


Asp 


Thr 


His 


Tyr 


Phe 


He Lys Leu Gly Ser 


Leu Glu Glu Asp 










885 






890 


895 


Leu 


Val 


Leu 


He 


Gly 


Asn 


Thr 


Gly Gly Arg Arg He 


Leu Glu Asn Gly 








9O0 








905 * 


910 


Val 


Aszi 


Val 


Thr 


Val 


Ser 


Gin 


Met Thr Ser Val Leu 


Asn Gly Arg Thr 






915 










920 


925 


Arg 


Arg 


Phe 


Ala 


Asp 

mm 


He 


Gin 


Leu Gin His Gly Ala 


Leu Cys Phe Asn 




930 










935 


940 




He 


Arg 


Tyr Gly 


Thr 


Thr 


Val 


Glu Glu Glu Lys Asn 


His Val Leu Glu 


945 










950 




955 


960 


He 


Ala 


Arg Glzi 


Arg 


Ala 


Val 


Ala Gin Ala Trp Thr 


Lys Glu Gin Arg 










965 






970 


975 


Arg 


Leu 


Gin 


Glu 


Gly 


Glu 


Glu 


Gly He Arg Ala Trp 


Thr Glu Gly Glu 








980 








985 


990 


Lys 


Gin 


Gin 


Leu 


Leu 


Ser 


Thr 


Gly Arg Val Gin Gly 


Tyr Asp Gly Tyr 






995 








1000 1005 


Phe 


Val 


Leu 


Ser 


Val 


Glu 


Gin 






1010 








1015 







<210> 3326 

<211> 250 

<212> PRT 

<213> Homo sapiens 

<221> misc^feature 
<222> (1) . . . (250) 

<223> Xaa = any amino acid or nothing 



<400> 3326 



Lys Ala 


Cys 


Leu 


His 


Leu 


Leu 


Ser 


Ser 


Phe 


Leu Thr Ser Asn Phe Leu 


1 






5 










10 


15 


Phe Asn 


Pro 


Leu 


Leu 


Pro 


Asp 


Ser 


Leu 


Tyr 


Ser Val Glu Ala Arg Ser 






20 










25 




30 


Gin Arg 


Ala 


Asn 


Leu 


Gly 


Pro 


Cys 


Arg 


Arg 


Lys Arg Leu Gin Thr Leu 




35 










40 






45 


Met Arg 


Leu 


Ala 


Ala 


Gly 


Phe 


Gin 


Tyr 


Ser 


Ser His Lys Asp Pro Ser 


50 










55 








60 


Leu Ser 


Ala 


Lys 


Glu 


Lys 


His 


Thr Asp 


Tyr 


His Asn Glu Ala Arg Gly 


65 








70 










75 80 


Pro Trp 


Pro 


Gly 


Trp 


Val 


<3iy 


Xaa 


Arg 


Thr 


Ala Asp Gly Ser Cys Gly 








85 










90 


95 


Arg Gly 


Pro 


Asp 


Gly 


Ala 


His 


His 


Pro 


Gly 


Pro Lys Ser Ser Ser Trp 






lOO 










105 




110 


Arg Ala 


Ser 


Arg 


Leu 


Leu 


Pro 


Gly Leu 


Gly 


Gly Ser His His Leu Asp 
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115 

Ala Tyr Val GI7 
130 

Leu Glu He Pro 
145 

Gly Gin Ala Gly 

Glu Thr Arg Pro 

180 

Val Gly Trip Thr 
195 

Ala Val Glu Pro 

210 

Thr Ser Gin Gly 
225 

Arg Ala Trp Arg 





120 


Arg 


Asp Leu Glu 




135 


Pro 


Gin Pro Arg 




150 


Pro 


Arg Asp Ser 


165 




Leu 


Thr Asp Gly 


Pro 

mm \^ 


Ala Hi.s Pro 




200 


Ser 


Val Ser Ala 




215 


Cys 


Cys Glu Gly 




230 


Thr 


Pro Leu Cys 


245 





Cys Gly Thr Pro 

140 

Gly His Pro Ala 
155 

Gly Pro Gly Ala 
170 

Arg Arg Xaa Pro 
185 

Ala Gly Thr Leu 

Cys Gly Lys Trp 

220 

Arg Cys Asp Ala 
235 

Ser Gin 

250 



125 

Ala Pro Leu Gin 

Pro He Pro Thr 

160 

Ser Pro Xaa Val 
175 

Gly Val Arg Pro 
190 

Arg Pro Arg Gly 

205 

Ala Pro Ser Pro 

Val Pro Lys His 

240 



<210> 3327 

<211> 139 

<212> PRT 

<213> Homo sapiens 



<400> 3327 
Cys Ser Glu Cys 
1 

His Gin Arg Thr 

20 

Gly Lys Ser Phe 
35 

His Thr Gly Glu 
50 

Tyr Gin Lys Leu 
65 

Lys Pro Tyr Glu 

His Leu Thr Gin 

10 0 

Cys His Asp Cys 
115 

His Gin Lys He 
130 



Gly Lys Ser Phe 

5 

His Thr Gly Glu 

Cys Gin Lys Gly 

40 

Lys Pro Tyr Glu 
55 

His Leu He Gin 
70 

Cys Ser Tyr Cys 
85 

His Gin Arg Thr 

Gly Lys Thr Phe 

120 

His Thr Gly Val 
135 



Cys Lys Lys Ser 
10 

Lys Pro Tyr Glu 
25 

Thr Leu Thr Val 

Cys Asn Glu Cys 

60 

His Gin Arg Thr 
75 

Gly Lys Ser Phe 
90 

His Ser Gly Glu 
105 

Ser Gin Lys Ser 

Lys Leu Tyr 
139 



Lys Phe He He 
15 

Cys Asn Gin Cys 
30 

His Gin Arg Thr 
45 

Gly Lys Asn Phe 

His Ser Gly Glu 

80 

Cys Gin Lys Thr 
95 

Arg Pro Tyr Val 
110 

Ala Leu Asn Asp 

125 



<210> 3328 

<211> 90 

<212> PRT 

<213> Homo sapiens 



<400> 3328 

Val Thr Arg Lys Leu Pro He Phe 

1 5 
Ala Phe Arg Gly Ser Pro Ala Ala 

20 

Asp Glu Asp Met His Gin Lys He 
35 40 
Thr Ala Phe He Arg Lys Leu His 

50 55 
Ser Cys Phe Gly Leu He Trp Phe 



He Val Asp Ala Phe Thr Ala Arg 

10 15 
Asp Cys Leu Leu Glu Asn Glu Leu 

25 30 
Ala Arg Glu Met Asn Leu Ser Glu 

45 

Pro Thr Asp Asn Phe Ala Gin Arg 

60 

Thr Pro Thr Thr Asp Leu Gin He 
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65 70 
Leu Thr Ser Ser lie Leu Pro Ser lie Leu 

85 90 



75 



80 



<210> 3329 
<211> 125 
<212> PRT 

<213> Homo sapiens 





<400> 3329 






61u 


Glu 


Leu 


Ser Cys Trp Gin lie 


Trp Gin Gin 


lie Ala Asn TVsp Leu 


1 






5 


10 


15 


Thr 


Arg 


Cys 


Gin Asp Ser Met lie 


Asn Asn Ser 


Gin Cys His Lys Gin 








20 


25 


30 


Gly 


Asp 


Phe 


Pro Tyr Gin Val Gly 


Thr Glu Leu 


Ser lie Gin He Ser 






35 


40 




45 


Glu 


Asp 


Glu 


Asn Tyr lie Val Asn 


Lys Ala Asp 


Gly Pro Ash Asn Thr 




50 




55 




60 


Gly 


Asn 


Pro 


Glu Phe Pro He Leu 


Arg Thr Gin 


Asp Ser Trp Arg Lys 


65 






70 


75 


80 


Thr 


Phe 


Leu 


Thr Glu Ser Gin Arg 


Leu Asn Arg 


Asp Gin Gin He Ser 








85 


90 


95 


lie 


Lys 


Asn 


Lys Leu Cys Gin Cys 


Lys Lys Gly 


Val Asp Pro He Gly 








lOO 


105 


110 


Trp 


lie 


Ser 


His His Asp Gly His 


Arg Val His 


Lys Arg 






115 


120 




125 



<210> 3330 
<211> 122 
<212> PRT 

<213> Homo sapiens 



<400> 3330 
Phe Trp Arg Asn Phe 
1 5 

Thr Thr Ser Ser Ser 

20 

Thr Ser Thr Ala Ala 
35 

Thr Ala Thr Phe Thr 
50 

Thr Val Asn Gin Asn 
65 

Pro Tyr Thr Ser Thr 

85 

Gly His Leu Glu Gly 

lOO 

Lys Arg Arg Leu Ser 
115 



Thr Gly Leu Ala Pro Ala 

10 

Thr Met Arg Phe Thr Ser 

25 

He Gly Leu Ser Phe Thr 
40 

Thr Asn Thr Thr Thr Thr 
55 

Gin Leu Leu Ser Arg Gly 
70 75 
Val Ser Val Val Thr Thr 

90 

Leu He Asn Glu Gly Asn 

105 

Ser Gin Ala Thr Gin 
120 122 



Ala Ala Val Ala Thr 

15 

He Ser Asn Ser Leu 
30 

Thr Ser Thr Thr Thr 
45 

He Thr Ser Gly Phe 
60 

Phe Glu Asn Leu Val 

80 

Pro Val Met Thr Tyr 

95 

Leu Glu Leu Glu He 
110 



<210> 3331 
<211> 135 
<212> PRT 

<213> Homo sapiens 
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<400> 3 


' W J. 








Phe 


Gly 




C*\ra T'Vt'r" 2icm rH/Q T5l^*a 

X dlJk. ^^BU WjrS JErXXtS 


Phe Gin Lvs Cvs Cvs Pro 


1 








10 


15 


Ala 


Glu 


Ala 




(LicSU xVJ*Cl *Jr^ r^oix 


Lvs Asn Gin Gin He Lvs 








20 


25 


30 


lie 


Pro 


Pro 




PY"n Tvt" Gill Pvs 


Asn Ser Arcr Cvs Gin Cvs 






35 




40 


45 


Gly 


Pro 


Asp 


O JET JL W 


JDLsn AjTcr Tie Val Gin 


Lvs Glv. Thr Gin Tvr Ser 




50 






55 


60 


Leu Cys 


lie 




Thir Ser Asn Glv Arcf 

^X.JIJ« h^^Jk \3^Jf X%Sm>^ 


Glv Tm Glv Val Lvs Thr 


65 








70 


75 80 


Leu 


Val 


Lys 


x±e Liys 


iir2[ i*ibu 2>e^ jriie vax 


Moi- rsl 11 Tvr» Val fllv m ii 
1*16 i> Vaxu xy^ vct^ wXjr 








85 


' 90 


95 


Val 


He 


Thr 


Ser Glu 


Glu Ala Glu Arg Arg 


Gly Gin Phe Tyr Asp Asn 








100 


105 


110 


Lys 


Gly 


lie 


Thr Tyr 


Leu Phe Asp Leu Asp 


Tyr Glu Ser Asp Glu Phe 






115 




120 


125 


^Thr 


Val 


Asp 


Ala Ala 


Arg Tyr 






130 






135 





<210> 3332 
<211> 145 
<212> PRT 

<213> Homo sapiens 



<400> 3332 



Pro Ala 


Ala 


Asp Phe 


Val 


Leu 


Gin Ala Arg 


Pro Thr Arg Ala Asp He 


1 




5 








10 


15 


Leu Gly 


He 


His Ser 


Lys 


Tyr Asp 


Glu Val 


Arg Lys Ala Gly Ala Cys 






20 








25 


30 


Phe Tyr 


Lys 


Met Thr 


Gly Leu 


Gly 


Pro Gly 


Pro Gin Ala Leu Tyr Asn 




35 








40 




/ 45 


Gly Glu 


Pro 


Phe Lys 


His 


Glu 


Glu 


Met Asn 


He Lys Glu Leu Lys Met 


50 








55 






60 


Ala Val 


Leu 


Gin Arg 


Met 


Met 


Asp 


Ala Ser 


Val Tyr Leu Gin Arg Glu 


65 






70 








75 80 


Val Phe 


Leu 


Gly Thr 


Leu 


Asn 


Asp 


Arg Thr 


Asn Ala He Asp Phe Leu 






85 








90 


95 


Met Asp 


Arg 


Asn Asn 


Val 


Val 


Pro 


Arg He 


Asn Thr Leu He Leu Arg 






100 








105 


110 


Thr Asn 


Gin 


Gin Tyr 


Leu 


Asn 


Leu 


Leu Ser 


Thr Ser Val Thr Ala Asp 




115 








120 




125 


Ala Glu 


Asp 


Phe Ser 


Thr 


Phe 


Phe 


Phe Leu 


Asp Ser Gin Asp Lys Ser 


130 








135 






140 


Ala 
















145 

















<210> 3333 

<211> 87 

<212> PRT 

<213> Homo sapiens 



<400> 3333 
Ala Trp He He Phe Leu Pro Pro 

1 5 
Pro Gly Thr Lys His Lys Thr He 

20 

Pro Zle Lys Ala Tyr Pro Arg Leu 



Leu Thr Ser Cys Pro Leu Trp Ala 

10 15 
Leu Glu Ala Arg Ser Gly Leu Gly 

25 30 
Gly Pro Pro Thr Pro Gly Glu Pro 
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35 40 45 

Glu Ala Pro Ala Gin Asp Arg Thr Phe His Cys Glu lie Cys Asn Val 

50 55 60 

Lys Val Asn Ser Lys Val Gin Leu Lys Gin His lie Ser Ser Arg Arg 
65 70 75 80 

His Glu lie Val Asp Pro Val 

85 87 



<210> 3334 
<211> 35 
<212> PRT 

<213> Homo sapiens 



<400> 3334 

Ala Gly Pro. Ser Leu Pro Ser Asn 

1 5 

Pro Pro Phe Met Asp lie Leu Leu 

20 

Phe Ala lie 
35 



Leu Arg Gin lie Phe Gin Ser Leu 

10 15 
Leu Leu Leu Phe Phe Met lie lie 
25 30 



<210> 3335 
<211> 133 
<212> PRT 

<213> Homo sapiens 





<400> 3335 




















Val 


Glu 


Ser 


Arg 


Asn 


Ser 


Arg Val Gin 


Pro Arg 


Val 


Arg 


Leu Asn Asp 


1 








5 






10 








15 




Arg 


Thr 


Asn 


Ala 


He 


Asp 


Phe Leu Met 


Asp Arg 


Asn 


Asn 


Val 


Val 


Pro 








20 






25 








30 






Arg^ 


He 


Asn 


Thr 


Leu 


He 


Leu Arg Thr 


Asn Gin 


Gin 


Tyr 


Leu 


Asn 


Leu 




35 








40 






45 








He 


Ser 


Thr 


Ser 


Val 


Thr 


Ala Asp Val 


Glu Asp 


Phe 


Ser 


Thr 


Phe 


Phe 




50 










55 




60 










Phe 


Leu 


Asp 


Ser 


Gin 


Asp 


Lys Ser Ala 


Val He 


Ala 


Lys 


Asn 


Met 


Tyr 


65 










70 




75 










80 


Tyr 


Leu 


Thr 


Gin 


Asp 


Asp 


Glu Ser He 


He Ser 


Ala 


Ala 


Thr 


Leu 


Trp 










85 






90 








95 




He 


He 


Ala 


Asp 


Phe 


Asp 


Lys Pro Ser Gly Arg Lys 


Leu 


Leu 


Phe 


Asn 








100 






105 








110 






Ala 


Leu 


Lys 


His 


Met 


He 


Thr Ser Val 


His Ser 


Arg 


Val 


Gly He 


He 






115 








120 






125 








Tyr 


Asn 


Pro 


Phe 


Phe 



















130 133 



<210> 3336 
<211> 334 
<212> PRT 

<213> Homo sapiens 



<400> 3336 

Pro Ser Ser Tyr Ser Ser Asp Glu Leu Ser Pro Gly Glu Pro Leu Thr 

15 10 15 

Ser Pro Pro Trp Ala Pro Leu Gly Ala Pro Glu Arg Pro Glu His Leu 
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20 










25 








30 






Leu 


Asn 


Arg 


Val 


Leu 


Glu 


Arg 


Leu 


Ala 


Gly 


Gly 


Ala Thr 


Arg 


Asp 

*• 


Ser 






35 










40 








45 








Ala 


Ala 


Ser 


Asp 


lie 


Leu 


Leu 


Asp 


Asp 


He 


Val 


Leu Thr 


His 


Ser 


Leu 




50 










55 










60 








Phe 


Leu 


Pro 


Thr 


Glu 


Lys 


Phe 


Leu 


Gin 


Glu 


Leu 


His Gin 


Tyr 


Phe 


Val 


65 










70 










75 








80 


Arg 


Ala 


Gly 


Gly 


Met 


Glu 


Gly 


Pro 


Glu 


Gly 


Leu 


Gly Arg 


Lys 


Gin 


Ala 










85 










90 








95 




Cys 


Leu 


Ala 


Met 


Leu 


Leu 


His 


Phe 


Leu 


Asp 


Thr 


Tyr Gin 


Gly 


Leu 


Leu 








100 










105 








110 






Gin 


Glu 


Glu 


Glu 


Gly 


Ala 


Gly 


His 


He 


He 


Lys 


Asp Leu 


Tyr 


Leu 


Leu 






115 










120 








125 








lie 


Met 


Lys 


Asp 


Glu 


Ser 


Leu 


Tyr 


Gin 


Gly 


Leu 


Arg Glu 


Asp 


Thr 


Leu 




130 










135 










140 










Leu 


His 


Gin 


Leu 


Val 


Glu 


Thr 


Val 


Glu 


Leu 


Lys He 


Pro 


Glu 


Glu 


145 










150 










155 








160 


Asn 


Gin 


Pro 


Pro 


Seir 


Lys 


Gin 


Val 


Lys 


Pro 


Leu 


Phe Arg 


His 


Phe 


Arg 










165 










170 








175 






He 


Asi3 


Ser 


Cvs 


Leu 


Gin 


Thr 


Arcj 


Val 


Ala 


Phe Arg 


Gly 


Ser 


Asp 








180 










185 








190 






Glu 


He 


Phe 


Cvs 


ArQ 


Val 


Tyr 


Met 


Pro 


Asp 


His 


Ser Tyr 


Val 


Thr 


He 






195 










200 








205 








Arg 


Ser 


Aircr 


Leu 


Ser 


Ala 


Ser 


Val 


Gin 


Asp 


He 


Leu Gly 


Ser 


Val 


Thr 




210 










215 










220 








Glu 


Lys 


Leu 


Gin 




Ser 


Glu 


Glu 


Pro 


Ala 


Glv 


Arg Glu 


Asn 


Ser 


Leu 


225 










230 










235 








240 


lie. Leu 


Val 


Ala 


Val 


Ser 


Ser 


Ser 


Glv 


Glu 


Lvs 


Val Leu 


Leu 


Gin 


Pro 










245 










250 








255 




Thr 


Glu 




Cvs 


Val 


Phe 


Thr 


Ala 


Leu 


Glv 


He 


Asn Ser 


His 


Leu 


Phe 








260 










265 








270 






Ala 


Cys 








Sat* 






AT a 


T.aii 


V CkJ» 




c ^ w 


Glu 


Glu 






275 










280 








285 








He 


Gin 


Val 


Ser 


Pro 


Gly 


Asp 


Thr 


Glu 


He 


His 


Arg Val 


Glu 


Pro 


Glu 




290 










295 










300 








Asp 


Val 


Ala 


Asn 


His 


Leu 


Thr 


Ala 


Phe 


His 


Trp 


Glu Leu 


Phe 


Arg 


Cys 


305 










310 










315 








320 


Val 


His 


Glu 


Leu 


Glu 


Phe 


Val 


Asp 


Tyr 


Val 


Phe 


His Gly 


Glu 














325 










330 






334 







<210> 3337 

<211> 134 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) . . . (134) 

<223> Xaa = any amino acid or nothing 



<400> 3337 
Lys He Leu Leu 

1 

Pro Ala Leu Pro 

20 

Glu Ala Glu Cys 
35 

Pro Gly Arg Arg 

50 

Cys Met Thr Phe 
65 

Lys Leu Met Val 



Cys Leu Ala Asn 
5 

Ala Val Val Ala 

Phe Glu Lys Ala 

40 

Leu He Asp Gin 

55 

Gly Asp Leu Val 
70 

Ala Val Ser Glu 



Gin Phe Pro Asp 
10 

Leu Leu Leu His 
25 

Cys Arg He Leu 

Ser Phe Leu Ala 

60 

Asn Lys Tyr Cys 

75 

Asp Val Leu Gin 



He Ser Phe Cys 
15 

Tyr Ser He Asp 
30 

Ala Cys Asn Asp 

45 

Phe Glu Ser Ser 

Gin Ala Ala His 

80 

Val Tyr Ala Asp 
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Trp Gin Arg Trp 

lOO 

Val Phe Asp Val 
115 

Ala Leu Ala Xaa 
130 



85 

Leu Phe Gly 61u 

Phe Leu Val Glu 

120 

Xaa Phe 
134 



90 

Leu Pro Leu Cys 
105 

Gly Tyr Lys Val 



95 

Tyr Phe Ala Arg 
110 

Leu Tyr Arg Val 
125 



<210> 3338 
<211> 132 
<212> PRT 

<213> Homo sapiens 





<400> 3338 






Phe 


Arg 


Gly 


Lys 


Val 


Arg Gly Arg 


1 








5 




Thr 


Ala 


Leu 


Thr 


Val 


Asp Arg Thr 








20 






Arg 


Cys 


Lys 


Ser 


Arg 


Val Glu Arg 






35 






40 


Pro 


Leu 


Asn 


lie 


Arg 


Arg Gly Gly 




50 








55 


Val 


Pro 


Asp 


Gly 


He 


Leu Asp Phe 


65 










70 


Ser 


Leu 


Lys 


Gin 


Lys 


He Leu Lys 










85 




Gin 


Thr 


Ser 


Arg 


Asp 


Gly Asn Val 








100 






Asn 


Ala 


Asp 


Lys 


Gin 


Gin Ala Gly 






115 






120 


Lys 


Asn 


Gin 


Lys 








130 




132 







Ser Ala Glu Met Pro Gly Ser Asp 

10 15 
Tyr Ser Asp Pro Gly Arg His His 

25 30 
His Asp Met Asn Thr Leu Ser Leu 

45 

Ser Asp Thr Asn Leu Asn Phe Asp 

SO 

His Lys Val Lys Leu Thr Ala Asp 
75 80 
Val Thr Glu Gin He Lys lie Glu 

90 95 
Ala Glu Tyr Leu Lys Leu Val Asn 
105 110 
Arg He Lys Gin Val Phe Glu Lys 

125 



<210> 3339 
<211> 221 
<212> PRT 

<213> Homo sapiens 



<400> 3339 

Ala Ala Ala Ala Ser Asn Trp Gly Leu He Thr Asn He Val Asn Ser 

1 5 10 , 15 

He Val Gly Val Ser Val Leu Thr Met Pro Phe Cys Phe Lys Gin Cys 

20 25 30 

Gly He Val Leu Gly Ala Leu Leu Leu Val Phe Cys Ser Trp Met Thr 

35 40 45 

His Gin Ser Cys Met Phe Leu Val Lys Ser Ala Ser Leu Ser Lys Arg 

50 55 60 

Arg Thr Tyr Ala Gly Leu Ala Phe His Ala Tyr Gly Lys Ala Gly Lys 
65 70 75 80 

Met Leu Val Glu Thr Ser Met He Gly Leu Met Leu Gly Thr Cys He 

85 90 95 

Ala Phe Tyr Val Val He Gly Asp Leu Gly Ser Asn Phe Phe Ala Arg 

100 105 110 

Leu Phe Gly Phe Gin Val Gly Gly Thr Phe Arg Met Phe Leu Leu Phe 

115 120 125 

Ala Val Ser Leu Cys He Val Leu Pro Leu Ser Leu Gin Arg Asn Met 

130 135 140 

Met Ala Ser He Gin Ser Phe Ser Ala Met Ala Leu Leu Phe Tyr Thr 
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145 










150 




155 


160 


Val 


Phe 


Met 


Phe 


Val 


He Val Leu Ser 


Ser 


Leu Lys 


His Gly Leu Phe 










165 




170 




175 


Ser Gly Gin 


Trp 


Leu 


Arg Arg Val Ser 


Tyr Val Arg Trp Glu Gly Val 








180 




185 






190 


Phe 


Arg 


Cys 


He 


Pro 


He Phe Gly Met 


Ser 


Phe Ala 


Cys Gin Ser Gin 






195 






200 






205 


Val 


Leu 


Pro 


Thr 


Tyr 


Asp Ser Leu Asp Glu 


Pro Ser 


Val 




210 








215 




220 


221 



<210> 3340 
<211> 56 
<212> PRT 

<213> Homo sapiens 



<400> 3340 
Leu Leu Fro Leu 
1 

Val Leu Thr Arg 

20 

Gly Tyr lie Ser 
35 

Arg Glu Lys He 
50 



Gin Val Leu Gin 
5 

Ser Ser Lys Pro 

Lys Cys Tyr Ser 

40 

Thr Glu Met Pro 
55 56 



Glu Ala Phe Ser 
10 

Ser Asp Met Ser 
25 

Val Ala Ala Gin 



Arg Cys Val Ala 
15 

Val Gin Val Cys 
30 

Phe Glu Glu Cys 
45 



<210> 3341 

<211> 95 

<212> PRT 

<.213> Homo sapiens 



<400> 3341 



His Ser Val 


He 


Lys 


Arg 


Thr Pro 


1 




5 






Leu He Asp 


Asp 


Phe 


Ser 


Asn Lys 




20 








Glu Tyr He 


Lys 


Leu 


Tarp Asn Gly 


35 








40 


Arg Arg Glu 


Gly 


Leu 


He 


Gin Ala 


50 








55 


Lys Leu Gly 


Gin 


Val 


Leu 


He Tyr 


65 






70 


« 


Val Asn Trp 


Tyr 


Ala 


Pro 


Leu Val 






85 







Arg Lys Tyr Leu Ala Glu He Val 

10 15 
Glu His Leu Lys Glu Lys Leu Asp 

25 30 
Leu Val Lys Val Phe Arg Asn Glu 

45 

Arg Ser He Gly Ala Gin Lys Ala 

60 

Leu Asp Ala His Cys Glu Val Ala 
75 80 
Ala Pro He Ser Lys Asp Arg 
90 95 



<210> 3342 

<211> 127 

<212> PRT 

<213> Honno sapiens 



<400> 3342 
Asn Leu Thr Trp Trp Pro Leu Phe 
• 1 5 
Asp Leu He Net Leu He He Phe 

20 

Trp Glu Ser Leu Leu Leu Levi Thr 



Arg Asp Val Ser Phe Tyr He Val 

10 15 
Phe Leu Asp Asn Val He Met Trp 

25 30 
Ala Tyr Phe Cys Tyr Val Val Phe 
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35 




40 




45 








Met 




Phe 


Asn Val Gin 


Val Glu Lva Ttts Val 




Gin 




Tl <a 


TV CST1 

nail 




50 






55 


60 










Am 


Asn 


liVa 


Val Val livq 


vCIJb Xli^ AXcI Xf^\J \jd.\X 








jjys 


irro 


65 






70 


75 










80 


Ser 


Ala 


Ala 


Arg Asp Lys 


Asp Glu Pro Thr Leu 


Pro 


Ala 


Lys 


Pro 


Arg 








85 


90 








95 




Leu 


Gin 


Arg 


Gly Gly Ser 


Ser Ala Ser Leu His 


Asn 


Ser 


Leu 


Met 


Arg 








100 


105 






110 






Asn 


Ser 


He 


Phe Gin Asn 


Lys lie His Thr Leu 


Asp 


Pro 


His 


Val 








115 




120 




125 




127 





<210> 3343 
<211> 128 
<212> PRT 

<213> Homo sapiens 





<400> 3343 












Phe 


Arg 


Val 


Asp Asn Ser Glu Glu Trp Lys Asp Val Phe He 


He 


Ser 


1 






5 




10 




15 




Ser 


Glu 


Arg 


Ser Phe 


Lys 


Leu Asp Ser Leu Lys 


Cys Gly Thr 


Trp 


Tyr 








20 




25 


30 






Lys 


Val 


Lys 


Leu Ala 


Ala 


Lys Asn Ser Val Gly Ser Gly J\rg 


He 


Ser 






35 






40 


45 






Glu 


He 


He 


Glu Ala 


Lys 


Thr His Gly Arg Glu 


Pro Ser Phe 


Ser 


hys 




50 








55 


60 




Asp 


Gin 


His 


Leu Phe 


Thr 


His He Asn Ser Thr 


His Ala Arg 


Leu 


Asn 


65 








70 


75 




80 


Leu 


Gin 


Gly 


Trp Asn Asn Gly Gly Cys Pro lie 


Thr Ala He 


Val 


Leu 








85 




90 




95 




Glu Tyr 


Arg 


Pro Lys 


Gly 


Thr Trp Ala Trp Gin 


Gly Leu Arg 


Ala 


Asn 








100 




105 


110 






Ser 


Ser 


Gly 


Glu Val 


Phe 


Leu Thr Glu Leu Arg 


Glu Ala Thr 


Trp 


Tyr 






115 






120 


125 




128 



<210> 3344 
<211> 67 
<212> PRT 

<213> Homo sapiens 



<400> 3344 
Ser Pro Ala Cys 
1 

Arg Ala Ala Pro 

20 

He Ser Leu Gin 
35 

Leu Arg Glu Tyr 

50 

Pro Ala His 
65 67 



He Thr Ser Ser 
5 

Thr Glu Val Lys 

Trp Asn Arg Val 

40 

Arg Val Arg Lys 
55 



Leu Ser Gin His 
10 

Val Arg Val Met 
25 

Tyr Ser Asp Thr 

Pro Ala Pro Asp 

60 



He Ala Asp Pro 
15 

Asn Ser Thr Ala 
30 

Val Gin Gly Gin 
45 

Ser Pro Asn Tyr 



<210> 3345 
<211> 67 
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<212> PRT 

<213> Homo sapiens 
<400> 3345 



Ser 


Pro 


Ala 


Cys 


lie 


Thr 


Ser 


Ser 


Leu 


Ser 


Gin 


His lie Ala Asp Pro 


1 








5 










10 




15 


Arg 


Ala 


Ala 


Pro 
20 


Thr 


Glu 


Val 


Lys 


Val 
25 


Arg 


Val 


Met Asn Ser Thr Ala 
30 


lie 


Ser 


Leu 
35 


Gin 


Trp 


ASZI 


Arg 


Val 
40 


Tyr 


Ser 


Asp 


Thr Val Gin Gly Gin 
45 


Leu 


Arg 


Glu 


Tyr 


Arg 


Val 

r 


Arg 


Lys 


Pro 


Ala 


Pro 


Asp Ser Pro Asn Tyr 




50 








55 










60 



' Pro Ala His 
65 67 

/ 



<210> 3346 
<211> 501 
<212> PRT 

<213> Homo sapiens 



<400> 3346 



Ala 


Glv 


lie 










It X \J 






XILI. OCS^ ASli XXXb AJu^ 


1 








c 














Arcr 


Gin 


lie 


Asn 




Glv 


Val 


ThiT 


His 




Asn Tl p J3^*" Glv L^u Lv«3 








20 










25 






Met 


Pro 


Arcr 


Glv 


lie 


Ala 


Xle 


ASID 


Tm 


Val 


Ala Glv Asn Val Tvr Tm 






35 
•J ■J 


















Thr 


Asp 


Ser 


Glv 


Arcr 


Asp 


Val 


He 


Glu 


Val 


Ala Gin Met Lvs Glv Glu 




50 










55 








60 


Asn 


Arg 


Lys 


Thr 


Leu 


lie 


Ser 


Gly 


Met 


Xle 


Asp Glu Pro His Ala Xle 


65 










70 










75 80 


Val 


Val 


Asp 


Pro 


Leu 


Arg 


Gly 


Thr 


Met 


Tyr 


Trp Ser Asp Trp Gly Asn 










85 










90 


95 


His 


Pro 


Lys 


lie 


Glu 


Thr 


Ala 


Ala 


Met 


Asp 


Gly Thr Leu Arg Glu Thr 








100 










105 




110 


Leu 


Val 


Gin 


Asp 


Asn 


He 


Gin 


Trp 


Pro 


Thr 


Gly Leu Ala Val Asp Tyr 






115 










120 






125 


His 


Asn 


Glu 


Arg 


Leu 


Tyr 


Trp 


Ala 


Asp 


Ala 


Lys Leu Ser Val lie Gly 




130 










135 








140 


Ser 


lie 


Arg 


Leu 


Asn 


Gly 


Thr 


Asp 


Pro 


lie 


Val Ala Ala Asp Ser Lys 


145 










150 










155 160 


Arg 


Gly 


Leu 


Ser 


His 


Pro 


Phe 


Ser 


Xle 


Asp 


Val Phe Glu Asp Tyr lie 










165 










170 


175 


Tyr 


Gly 


Val 


Thr 


Tyr 


He 


Asn 


Asn 


Arg 


Val 


Phe Lys lie His Lys Phe 








180 










185 




190 


Gly 


His 


Ser 


Pro 


Leu 


Val 


Asn 


Leu 


Thr 


Gly 


Gly Leu Ser His Ala Ser 






195 










200 






205 


Asp 


Val 


Val 


Leu 


Tyr 


His 


Gin 


His 


Lys 


Gin 


Pro Glu Val Thr Asn Pro 




210 










215 








220 


Cys 


Asp 


Arg 


Lys 


Lys 


Cys 


Glu 


Trp 


Leu 


Cys 


Leu Leu Ser Pro Ser Gly 


225 










230 










235 240 


Pro 


Val 


Cys 


Thr 


Cys 


Pro 


Asn 


Gly 


Lys 


Arg 


Leu Asp Asn Gly Thr Cys 










245 










250 


255 


Val 


Pro 


Val 


Pro 


Ser 


Pro 


Thr 


Pro 


Pro 


Pro 


Asp Ala Pro Arg Pro Gly 








260 










265 




270 


Thr 


Cys 


Asn 


Leu 


Gin 


Cys 


Phe 


Asn 


Gly 


Gly 


Ser Cys Phe Leu Asn Ala 






275 










280 






285 


Arg 


Arg 


Gin 


Pro 


Lys 


Cys 


Arg 


Cys 


Gin 


Pro 


Arg Tyr Thr Gly Asp Lys 




290 










295 








300 


Cys 


Glu 


Leu 


Asp 


Gin 


Cys 


Trp 


Glu 


His 


Cys 


Arg Asn Gly Gly Thr Cys 
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305 






310 




315 




320 


Ala 


Ala Ser 


Pro 


Ser Gly Met 


Pro 


Thr Cys Arg 


Cys Pro Thr Gly 


Phe 








325 




330 


335 




Thr 


Gly Pro 


Lys 


Cys rhr Gin 


Gin 


Val Cys Ala 


Gly Tyr Cys Ala 


Asn 






340 






345 


350 




Asn 


Ser Thr 


Cys 


Thr Val Asn 


Gin 


Gly Asn Gin 


Pro Gin Cys Arg 


Cys 




355 






360 




365 




Leu 


Pro Gly 


Phe 


Leu Gly Asp Arg 


Cys Gin Tyr 


Arg Gin Cys Ser 


Gly 




370 




375 






380 




Tyr 


Cys Glu 


Asn 


Phe Gly Thr 


Cys 


Gin Met Ala 


Ala Asp Gly Ser 


Arg 


385 






390 




395 




400 


Gin 


Cys Arg 


Cys 


Thr Ala Tyr 


Phe 


Glu Gly Ser 


Arg Cys Glu Val 


Asn 




• 




405 




410 


415 




Lys 


Cys Ser 


Arg 


Cys Leu Glu Gly 


Ala Cys Val 


Val Asn Lys Gin 


Ser 






420 






42 5 


430 




Gly 


Asp Val 


Thr 


Cys Asn Cys 


Thr 


Asp Gly Arg 


Val Ala Pro Ser 


Cys 




435 






440 




445 




Leu 


Thr Cys 


Val 


Gly His Cys 


Ser 


Asn Gly Gly 


Ser Cys Thr Met 


Asn 




450 




455 






460 




Ser 


Lys Met 


Met 


Pro Glu Cys 


Gin 


Cys Pro Pro 


His Met Thr Gly 


Pro 


465 






470 




475 




480 


Arg 


Cys Glu 


Glu 


His Val Phe 


Ser 


Gin Gin Gin 


Pro Gly His He 


Ala 








485 




490 


495 




Ser 


lie Leu 


He 


Pro 














500 


501 











<210> 3347 
<211> 105 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (103) 

<223> Xaa = any amino acid or nothing 
<400> 3347 



Ser 


Pro 


Glu 


Met 


Glu 


Ser 


His 


Pro 


He 


Thr 


Gin 


Ala Gly Val Gin 


Trp 


1 








5 










10 




15 




His 


His 


Leu 


Ser 
20 


Ser 


Leu 


Gin 


Pro 


Leu 
25 


Pro 


Pro 


Gly Phe Lys Xaa 
30 


Phe 


Ser 


Cys 


Phe 
35 


Ser 


Leu 


Pro 


Glu 


Xaa 

40 


Leu 


Gly 


Tyr 


Arg His Val Pro 
45 


Pro 


Cys 


Leu 
50 


Ala 


Asn 


Ser 


Val 


Phe 
55 


Ser 


Val 


Glu 


Met 


Gly Phe Leu His 
60 


Val 


Gly 


Gin 


Ala 


Gly 


Leu 


Glu 


Leu 


Leu 


Thr 


Ser 


Gly 


Asp Leu Pro Ala 


Leu 


65 










70 










75 




80 


Ala 


Ser 


Gin 


Ser 


Ala 
85 


Gly 


He 


Thr 


Gly 


Ser 
90 


His 


Arg Ala Arg Pro 

95 


Glu 


Asn 


Gly 


Phe 


Glu 
100 


Asn 


rie 


Phe 
103 















. <210> 3348 
<211> 390 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (390) 

<223> Xaa » any amino acid or nothing 
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<400> 3348 



Leu 


Ser Lys lie 


Thr 


Met 


Pro 


Val 


1 






5 








lie 


Gin 


Arg Leu 


Thr 


Glu 


Tyr 


Met 






20 










Pro 


Ser 


Ser Leu 


Ser 


Asp 


Pro 


Val 






35 








40 


Phe 


Ala 


Val Ser 


Ala 


Val 


Ala 


Ser 




50 








55 




Phe 


Asn 


Pro Leu 


Leu 


Gly 


Glu 


Thr 


65 








70 






Gly 


Phe 


Arg Leu 


He 


Ser 


Glu 


Gin 








85 








Ala 


Phe 


His Ala 


Glu 


Gly 


Leu 


Asn 






100 










lie 


Tyr 


Pro Lys 


Leu 


Lys 


Phe 


Txp 






115 








120 


Lys 


Gly Thr lie 


Thr 


Leu 


Glu 


Leu 




130 








135 




Trp 


Thr 


Asn Pro 


Thr 


Cys 


Cys 


Val 


145 








150 






Trp 


He 


Glu Gin 


Tyr 


Gly 


Asn 


Val 








165 








Asp 


Lys 


Cys Val 


Leu 


Asn 


Phe 


Lys 






180 










Leu 


His 


Lys Val 


Glu 


Gly 


Tyr 


He 






195 








200 


Cys 


Ala Leu Tyr Gly 


Lys 


Trp 


Thr 




210 








215 




Ala 


Thr 


Phe Asp Ala 




Lys 


Lys 


225 








230 






Lys 


Lys 


Asn Ser 


Lys 


Gin 


Met 


Ser 








245 








Pro 


Val 


Pro Asp 


Ser 


Glu 


Ser 


Val 






260 










Leu 


Trp Arg He 


Ala 


Pro 


Arg 


Pro 






275 








280 


Phe 


Thr 


Ser Phe 


Ala 


Met 


Val 


Leu 




290 








295 




Ser 


Val 


He Pro 


Lys 


Thr 


Asp 


Cys 


305 








310 






Met 


Glu Asn Gly Glu 


He 


Asp 


Gin 








325 








Glu 


Glu 


Lys Gin 


Arg 


Ala 


Ala 


Arg 






340 










Asp 


Trp Lys Thr Arg 


Trp 


Phe 


His 






355 








360 


Ala 


Gin 


Asp Trp 


He 


Tyr 


Ser 


Gly 




370 








375 




Asn 


Leu 


Pro Asp 


He 


Tyr 






385 








390 







<210> 3349 
<211> 92 
<212> PRT 

<213> Homo sapiens 

<221> misc_£eature 

<222> (1) . . . (92) 

<223> Xaa » any amino acid 



He 


Cys 


Asn 


Glu 


Pro 


Leu 


Ser 


Phe 




10 










15 




Xaa 


His 


Thr 


Tyr 


Phe 


He 


His 


Arg 


25 










30 






Asp 


Arg 


Met 


Gin 


Cys 


Val 


Ala 


Ala 










45 








Gin 


Trp 


Glu 


Arg 


Thr 


Gly 


Lys 


Pro 








60 










Tyr 


Glu 


Leu 


Val 


Arg 


Asp 


Asp 


Leu 






75 










80 


Val 


Ser 


His 


His 


Pro 


Pro 


He 


Ser 




90 










95 




Asn 


Asp 


Phe 


He 


Phe 


His 


Gly 


Ser 


105 










110 






Gly 


Lys 


Ser 


Val 


Glu 


Ala 


Glu 


Pro 




■ 






125 








Leu 


Glu 


His 


Asn 


Glu 


Ala 


Tyr 


Thr 








140 










His 


Asn 


He 


He 


Val 


Gly 


Lys 


Leu 






155 










160 


Glu 


He 


He 


Asn 


His 


Lys 


Thr 


Gly 




170 










175 




Pro 


Cys 


Gly 


Leu 


Phe 


Gly 


Lys 


Glu 


185 










190 






Gin 


Asp 


Lys 


Ser 


Lys 


Lys 


Lys 


Leu 










205 








Glu 


Cys 


Leu 


Tyr 


Ser 


Val 


Asp 


Pro 








220 










Asn 


Asp 


Lys 


Lys 


Asn 


Thr 


Glu 


Glu 






235 










240 


Thr 


Ser 


Glu 


Glu 


Leu 


Asp 


Glu 


Met 




250 










255 




Phe 


He 


He 


Pro 


Gly 


Ser 


Val 


Leu 


265 










270 






Pro 


Asn 


Ser 


Ala 


Gin 


Met 


Tyr 


Asn 










285 








Asn 


Glu 


Val 


Asp 


Lys 


Asp 


Met 


Glu 








300 










Arg 


Leu 


Arg 


Pro 


Asp 


He 


Arg 


Ala 






315 










320 


Ala 


Ser 


Glu 


Glu 


Lys 


Lys 


Arg 


Leu 




330 










335 




Lys 


Asn 


Arg 


Ser 


Lys 


Ser 


Glu 


Glu 


345 










350 






Gin 


Gly 


Pro 


Asn 


Pro 


Tyr 


Asn 


Gly 










365 








Ser 


Tyr 


Trp 


Asp 


Arg 


Asn 


Tyr 


Phe 



380 



or nothing 
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<400> 3349 
Asn Phe Ala Ser Ser Ser Gly Lys 

1 5 
Cys Leu Asn Asn Lys Phe Thr Pro 

20 

Ser Gin Ser Val Arg Pro Pro Xaa 
35 40 
Gin Ser Xaa Asn lie Ser Phe Ser 

50 55 
Ser Ser Ser Gly Lys Tyr Leu Arg 

65 70 
Asn Lys Phe Thr Pro Phe Pro Thr 

85 



Tyr Leu Arg Thr Gin Lys He Lys 

10 15 
Phe Pro Thr Thr Glu Lys Lys Xaa 

25 30 
Ser Asn Arg He Tyr Xaa He Leu 

45 

Xaa Leu Pro Asn Xaa Asn Phe Ala 

60 

Thr Gin Lys He Lys Cys Leu Asn 
75 80 
Thr Glu Lys Lys 
90 92 



<210> 3350 
<211> 237 
<212> PRT 

<213> Homo sapiens 

<22l> misc_f eature 
<222> (1) . , . (237) 

<223> Xaa = any amino acid or nothing 



<400> 3350 



Gly Ala 


Pro 


Ala Gin Asp 


Cys He 


1 




5 




Ser Phe 


Leu 


Glu Ser Asp 


He Arg 






20 




Thr Thr 


Asn 


Pro Asp Phe 


Leu Leu 




35 




40 


Val Ser 


Ala 


Pro Pro Phe 


Cys Pro 


50 






55 


Arg Pro 


Lys 


Ala Ser Val 


Ala Arg 


65 




70 




Ser Pro 


Arg 


Asp Cys Gly His Leu 






85 




Gly Gly 


Trp 


Gin Pro His 


Xaa Pro 






100 




Xaa Leu 


Leu 


Pro Val Glu Xaa Gly 




115 




120 


Val Pro 


Xaa 


Ala Gly Ser 


Pro Gly 


130 






135 


Gly Gin 


Ala 


Trp Arg Val 


Arg Val 


145 




150 




Pro Ala 


Ser 


Pro Pro Ser 


Pro Val 






165 




Ala Gly 


Ser 


Gly L^u Pro 


Gly Cys 






180 




Pro Gly 


Pro 


Leu Pro Leu 


Leu Cys 




195 




200 


Pro Gly 


Ala 


Trp Val Ser 


Ser Ser 


210 






215 


Pro Leu 


Ala 


Tyr Ser His 


Gly Cys 


225 




230 





Cys 


Leu 


Pro Phe Pro Phe His Ser 




10 


15 


Lys 


Pro 


Ala Arg Arg Lys He Gin 


25 




30 


Leu 


Leu 


Phe Met Ser Val Pro Val 






45 


Pro 


Ala 


Glu Gly Ser Arg Asp Gly 






60 


Pro 


Ala 


Ala Val His Glu His His 






75 80 


Pro 


Asp 


Val He Arg Ser Ser Leu 




90 


95 


Ala 


Gin 


Pro Glu Asn Arg Leu Leu 


105 




110 


His 


Gin 


His Pro Thr Val Ser Pro 






125 


Gly 


Ala 


Ser Gly Trp Pro Gly Pro 






140 


Pro 


Gly 


Pro His Pro Leu Cys Pro 






155 160 


Gin 


Gin 


Xaa Xaa Glu Ser Val Ala 




170 


175 


Val 


Leu 


Cys Ala Ala Gly Arg Arg 


185 




190 


Val 


Glu 


Val Gly Gin Ala Leu Pro 






205 


Gly 


Gin 


Arg Pro Gly Leu Thr His 






220 


Val 


Pro 


Ser Glu Gly 



235 237 



<210> 3351 
<211> 142 
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<212> PRT 

<213> Homo sapiens 





<400> 3351 










Met 


Ala 


Ala 


Val 


Val 


Ala Ala 


Thr Ala Leu Lys 


Gly Arg Gly Ala Arg 


1 








5 




10 


15 


Asn 


Ala 


Arg 


Val 


Leu 


Arg Gly 


He Leu Ala Gly 


Ala Thr Ala Asn Lys 








20 




25 


30 


Ala 


Ser 


His 


Asn 


Ara 


Thr Arg 


Ala Leu Gin Ser 


His Ser Ser Pro Glu 






35 








40 


45 


Glv 


Lys 


Glu 


Glu 


Pro 


Glu Pro 


Leu Seir Pro Glu 


Leu Glu Tvr Tl^ Pi"o 




50 








55 




60 


Arg 


Lys 


Arg 


Gly 


Lys 


Asn Pro 


Met Lys Ala Val 


Gly Leu Ala Trp Ala 


65 










70 


75 


80 


lie 


Gly 


Phe 


Pro 


Cys 


Gly He 


Leu Leu Phe lie 


Leu Thr Lys Arg Glu 










85 




90 


95 


Val 


Asp 


Lys 


Asp 


Arg 


Val Lys 


Gin Met Lys Ala 


Arg Gin Asn Met Arg 








100 






105 


110 


Leu 


Ser 


Asn 


Thr 


Gly 


Glu Tyr 


Glu Ser Gin Arg 


Phe Arg Ala Ser Ser 






115 








120 


125 


Gin 


Ser 


Ala 


Pro 


Ser 


Pro Asp 


Val Gly Ser Gly 


Val Gin Thr 




130 








135 




140 142 



<210> 3352 

<211> 279 

<212> PRT 

<213> Homo sapiens 



<400> 3352 



Arg 


Thr 


Leu 


Phe 


Arg 


Gly Arg 


Arg Arg Arg 


Glu 


Asp Asp Arg 


He 


Ser 


1 








5 








10 








15 




Arg 


Pro 


His 


Pro 


Ser 


Thr 


Ala 


Glu 


Ser Lys 


Ala 


Pro Thr 


Pro 


Lys 


Phe 








20 










25 






30 




Asp 


Leu 


Leu 


Ala 


Ser 


Asn 


Phe 


Pro 


Pro Leu 


Pro 


Gly Ser 


Ser 


Ser Arg 






35 










40 






45 








Met 


Pro 


Gly 


Glu 


Leu 


Val 


Leu 


Glu Asn Arg Met 


Ser Asp Val Val 


Lys 




50 










55 








60 








Gly 


Val 


Tyr 


Lys 


Glu 


Lys 


Asp 


Asn 


Glu Glu 


Leu 


Thr He 


Ser 


Cys 


Pro 


65 










70 








75 








80 


Val 


Pro 


Ala 


Asp 


Glu 


Gin 


Thr 


Glu 


Cys Thr 


Ser 


Ala Gin 


Gin 


Leu 


Asn 










85 








90 








95 




Met 


Ser 


Thr 


Ser 


Ser 


Pro 


Cys 


Ala 


Ala Glu 


Leu 


Thr Ala 


Leu 


Ser 


Thr 








100 










105 






110 






Thr 


Gin 


Gin 


Glu 


Lys 


Asp 


Leu 


He 


Glu Asp Ser 


Ser Val 


Gin 


Lys Asp 






115 










120 






125 








Gly 


Leu 


Asn 


Gin 


Thr 


Thr 


He 


Pro 


Val Ser 


Pro 


Pro Ser 


Thr 


Thr 


Lys 




130 










135 








140 








Pro 


Ser 


Arg 


Ala 


Ser 


Thr 


Ala 


Ser 


Pro Cys 


Asn 


Asn Asn 


He 


Asn 


Ala 


145 










150 








155 








160 


Taa 


Thr 


Ala 


Val 


Ala 


Leu 


Gin 


Glu 


Pro Arg 


Lys 


Leu Ser 


Tyr 


Ala 


Glu 










165 








170 








175 




Val 


Cys 


Glzi 


Lys 


Pro 


Pro 


Lys 


Glu 


Pro Ser 


Ser 


Val Leu 


Val 


Gin 


Pro 








180 










185 






190 






Leu 


Arg 


Glu 


Leu 


Arg 


Ser 


Asn 


Val 


Val Ser 


Pro 


Thr Lys Asn Glu Asp 






195 










200 






205 








Asn 


Gly 


Ala 


Pro 


Glu 


Asn 


Ser 


Val Glu Lys 


Pro 


His Glu Lys 


Pro 


Glu 




210 










215 








220 








Ala 


Arg 


Ala 


Ser 


Lys 


Asp 


Tyr 


Ser Gly Phe Arg 


Gly Asn 


He 


He 


Pro 


225 










230 








235 








240 


Arg 


Gly 


Ala 


Ala 


Gly 


Lys 


He 


Arg Glu Gin Arg 


Arg Gin Phe 


Ser 


His 
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245 250 255 

Arg Ala lie Pro Gin Gly Val Thr Arg Arg Asn Gly Lys Glu Gin Tyr 

260 265 270 

Val Pro Pro Arg Ser Pro Lys 
275 279 



<210> 3353 

<211> 155 

<212> PRT 

<213> Homo sapiens 



<400> 3353 



lie 


Ala 


Thr 


Pro 


Thr 


Trp Thr 


Ala Pro Leu 


Thr Ala Thr Pro Thr Pro 


1 








5 




10 


15 


Ala 


His 


Gin 


Tyr 


Gly 


Pro Ala 


Arg Val Pro 


Asn Gly Ala Pro Arg Leu 








20 






25 


30 


Glu 


Pro 


Pro 


Pro 


Gly 


Lys Arg 


Glu Cys Arg 


Val Gly Gin Tyr Val Val 






35 








40 


45 


Asp 


Leu 


Thr 


Ser 


Phe 


Glu Gin 


Leu Ala. Leu 


Pro Val Leu Arg Asn Ala 




50 








55 




60 


Asp 


Cys 


Ser 


Ser 


Gly 


Pro Gly 


Gin Arg Val 


Cys Val He Asp Glu He 


65 










70 




75 80 


Gly 


Lys 


Met 


Glu 


Leu 


Phe Ser 


Gin Leu Phe 


He Gin Ala Val Arg Gin 










85 




90 


95 


Thr 


Leu 


Ser 


Thr 


Pro 


Gly Thr 


He lie Leu 


Gly Thr He Pro Val Pro 








100 






105 


110 


Lys 


Gly 


Lys 


Pro 


Leu 


Ala Leu 


Val Glu Glu 


He Arg Asn Arg Lys Asp 






115 








120 


125 


Val 


Lys 


Val 


Phe 


Asn 


Val Thr 


Lys Glu Asn 


Arg Asn His Leu Leu Pro 




130 








135 




140 ' 


Asp 


He 


Val 


Thr 


Cys 


Val Gin 


Ser Ser Arg 


Lys 


145 










150 




155 



<210> 3354 
<211> 404 
<212> PRT 

<213> Hoino sapiens 



<400> 3354 



Gly 


Met 


Glu 


Pro 


Val 


Gly Cys 


Cys Gly Glu 


Cys Arg Gly Ser Ser Val 


1 








5 






10 


15 




Asp 


Pro 


Arg 


Ser 


Thr 


Phe 


Val 


Leu Ser Asn 


Leu Ala Glu Val Val 


Glu 








20 








25 


30 




Arg 


Val 


Leu 


Thr 


Phe 


Leu 


Pro 


Ala Lys Ala 


Leu Leu Arg Val Ala 


Cys 






35 










40 


45 




Val 


Cys 


Arg 


Leu 


Trp 


Arg 


Glu 


Cys Val Arg 


T^g Val Leu Arg Thr 


His 




50 










55 




60 




Arg 


Ser 


Val 


Thr 


Trp 


He 


Ser 


Ala Gly Leu 


Ala Glu Ala Gly His 


Leu 


65 










70 






75 


80 


Glu 


Gly 


His 


Cys 


Leu 


Val 


Arg 


Val Val Ala 


Glu Glu Leu Glu Asn 


Val 










85 






90 


95 




Arg 


He 


Leu 


Pro 


His 


Thr 


Val 


Leu Tyr Met 


Ala Asp Ser Glu Thr 


Phe 








lOO 








105 


110 




He 


Ser 


Leu 


Glu 


Glu 


Cys Arg 


Gly His Lys 


Arg Ala Arg Lys Arg 


Thr 






115 










120 


125 




Ser 


Met 


Glu 


Thr 


Ala 


Leu 


Ala 


Leu Glu Lys 


Leu Phe Pro Lys Gin. Cys 




130 










135 




140 




Gin 


Val 


Leu 


Gly 


He 


Val 


Thr 


Pro Gly He 


Val Val Thr Pro Met 


Gly 
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145 



r 



Ser Gly 


Ser 


Asn Arg 








165 


Ala Leu 


Leu 


Phe 


Pro 






180 




Phe He 


Lys 


Asp 


Pro 


■ 


195 






Glu Val 


Gly 


Leu 


Leu 


210 








Gly Tyr 


Asn 


Cys 


Cys 


225 








Val Ser 


Thr 


Phe 


Ser 




• 




245 


Asp Asn 


Leu 


Ser 


Ser 






260 




Ala Ser 


Gly 


Val 


Val 




275 






lAla Thr 


Val 


Leu 


Leu 


290 








Ala Ala 


Met 


Gin 


Arg 


305 








He Gly 


Phe 


Net 


Phe 








325 


Ala Lys 


Gly 


Asn 


Val 






340 




Val Pro 


Leu 


Phe 


Gly 




355 






He Val 


Thr 


Gly Asn 


370 








Asp Asp 


Leu 


Phe 


His 



385 

Gly Ser Ser Lys 

404 



150 

Pro Gin Glu He Glu 

170 

Gin He Glu Gly He 

185 

Lys Asn Leu Thr Leu 
200 

Asp Asn Pro Glu Leu 
215 

Lys Val Gly Ala Ser 
230 

Asp Met Asn He He 
' 250 
Leu Thr Ser Glu Lys 

265 

Gly Leu Ser Phe Ser 
280 

Asn Glu Asp Val Ser 
295 

Leu Lys Ala Ala Asn 
310 

Ala Cys Val Gly Arg 

330 

Glu Ala Asp Ala Phe 

345 

Phe Phe Gly Asn Gly 
360 

Phe He Leu Arg Lys 
375 ' 

Ser Tyr Thr Thr He 

390 



155 160 
He Gly Glu Ser Gly Phe 

175 

Lys He Gin Pro Phe His 

190 

Glu Arg His Gin Leu Thr 
205 

Arg Val Val Leu Val Phe 

220 

Asn Tyr Leu Gin Gin Val 
235 240 
Leu Ala Gly Gly Gin Val 

255 

Asn Pro Leu Asp He Asp 

270 

Gly His Arg He Gin Ser 
285 

Asp Glu Lys Thr Ala Glu 
300 

He Pro Glu His Asn Thr 
315 3-20 
Gly Phe Gin Tyr Tyr Arg 

335 

Arg Lys Phe Phe Pro Ser 

350 

Glu He Gly Cys Asp Arg 
365 

Cys Asn Glu Val Lys Asp 
380 

Met Ala Leu He His Leu 
395 400 



<210> 3355 
<211> 235 
<212> PRT 

<213> Homo sapiens 



<400> 3355 
Gly Thr Ser Ser 
1 

Ser Pro Pro Ser 

20 

He Tyr Ser Arg 
35 

He Asp Asp Ser 
50 

Gin Ser Glu Ser 
65 

Gly Gly Val Val 

He Leu Asn Pro 

100 

Gly Ser Leu Leu 
115 

Pro Asn Ser Arg 
130 

Gin Ala Thr Asp 
145 

Lys Gin Leu Tyr 



Gly 


Leu Gly Gly 


5 




Phe 


Tyr Pro Gin 


Leu 


Leu Arg Glu 




40 


Val 


Ala Ser Leu 




55 


Asn 


Lys Lys Pro 




70 


Thr 


Ala Gly Leu 


85 




He 


Cys Thr Trp 


Leu 


Ala Ala Gly 




120 


He 


Met He His 




135 


He 


Ala He Gin 




150 


Asn 


He Tyr Ala 



Asp Arg Leu Ala 
10 

Gly Arg Gly Glu 
25 

Arg He Val Cys 

Val He Ala Gin 

60 

He His Met Tyr 
75 

Ala He Tyr Asp 
90 

Cys Val Gly Gin 
105 

Thr Pro Gly Met 

Gin Pro Ser Gly 

140 

Ala Glu Glu He 
155 

Lys His Thr Lys 



Ala Pro Gly Pro 

15 

Arg Ala Tyr Asp 
30 

Val Met Gly Pro 
45 

Leu Leu Phe Leu 

He Asn Ser Pro 

80 

Thr Met Gin Tyr 
95 

Ala Ala Ser Met 
110 

Arg His Ser Leu 
125 

Gly Ala Arg Gly 

Met Lys Leu Lys 

160 

Gin Ser Leu Gin 
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Val lie Glu Ser Ala 

180 

Ala Gin Glu Phe Gly 
• 195 

Asp Gly Glu Asp Glu 
210 

Ala Pro Ala Ala Glu 
225 



170 

Met Glu Arg Asp Arg Tyr 

185 

lie Leu Asp Lys Val Leu 
200 

Pro Thr Leu Val Gin Lys 

215 

Pro Val Pro Ala Ser Thr 
230 235 



175 

Met Ser Pro Met Glu 
190 

Val His Pro Pro Gin 
205 

Glu Pro Val Glu Ala 
220 



<210> 3356 ' 
<211> 84 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 

<222> (1) . . . (83) 

<223> Xaa « euiy amino acid 



<400> 3356 



Phe 


Asn 


Tyr Asn 


Phe 


Cys 


Arg 


Asn 


1 






5 








Xaa 


Pro 


Gly Met 


Cys 


Gly 


Leu 


Leu 






20 










Val 


Gly 


Ala Phe 


Leu 


He 


Thr 


Leu 






35 










Ala 


Val 


Ala Xaa 


Pro 


Arg 


Lys 


Lys 




50 








55 




Tyr Asn 


Xaa lie 


Lys 


Glu 


Phe 


Glu 


65 








70 






Ser 


Thr 


Lys 











83 



or nothing 



Leu His Met Pro Ser Phe Leu Val 

10 15 
Ala Lys His Leu Ser Phe His He 

25 30 
Gly Val Ala Ala Leu Cys Lys Phe 

45 

Ala Tyr Ala Asp Phe Tyr Arg Asn 

60 

Val Arg Lys Ala, Asn He Ser Gin 
75. 80 



<210> 3357 
<211> 134 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (133) 

<223> Xaa = any amino acid or nothing 



<400> 3357 
Ala Leu Gly Ser 
1 

Thr Met Ser Gly 

20 

Arg Arg He Arg 
35 

Gly Val Tyr Ala 
50 

Ala Asn Val Tyr 

65 

Pro Asp Lys Thr 

He Ser He Met 

100 

Ala He Gly His 



Cys 


Gly 


Gly 


Leu 


5 








Thr 


Leu 


Trp 


Ser 


He 


Gin 


Arg 


Glu 








40 


Arg 


Asp 


Glu 


Thr 






55 




Lys 


Ala 


Asn 


Asn 




70 






Arg 


Val 


Met 


Trp 


85 








Val 


Arg 


Ala 


Gin 


Arg 


He 


Arg 


Met 



Leu Gly Thr Gly 
10 

Lys Gly He Phe 
25 

His Thr Ala Val 

Glu Phe Tyr Leu 

60 

Asn Thr Val Thr 
75 

Arg Lys Val Thr 
90 

Phe Arg Thr Asn 
105 

Met Leu Xaa Pro 



Leu 


Leu Lys 


Gly 




15 




Ala 


Gly Tyr 


Lys 




30 




Leu 


Lys He 


Glu 


45 






Arg Met He 


Cys 


Pro 


Val Leu 


Thr 






80 


Gin 


Ala His 


Gly 




95 




Leu 


Pro Ala 


Asp 




110 




Ser 


Arg Met 


Tyr 
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115 

Thr Thr Glu Pro Ser 
130 133 



120 



125 



<210> 3358 
<211> 946 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (939) 

<223> Xaa = euiy amino acid or nothing 



<400> 3358 





















TvT* 




Pm Ann 




Tie 


Afin 


X 








c 

3 


















J.3 








Juyo 


G 


V»y S 


i. IJUL 


x4JLcl 


juys 






JnJLci 


£1X0 Otsl. 




Aop 










^ u 










^3 














a. 




VciX 


Mot* 


A on 


C A v* 


V9XU 


Arg 


fill n 


VaJ. 


uya 


nop 1 nr 


ASp 


nSp 


xxe 
























43 








Glu 










Ser 


He 


Arcr 






Glv 

wx jr 


Tvr Tl ^ 


Aetn 




lip 


































O C J> 


Glu 






Asn 










P yo 


Arcr His 


Glv 




Asn 


O 3 










70 










/ 3 








nn 






Phe 








Asn 




Phe 


Glv 






Arcr 


Gin 


Thr 










O 3 










^ v 












Pro 




Pro 




Val 


Val 


Leu 




Glv 


Ser 


Ser 


A fin Glv 


Atq 


Glv 


Ser 

W A* 








TOO 
J. \j \j 










1 OR 

X U w 








110 

^ J- w 






As 13 


Ser 


Glu 


Ser 


Asp 


Leu 


Pro 


His 


Arcr 


Lys 


Leu 


Pro AsxD 


Val 


Lys 


Lys 






115 

ji» «i* ^ 










120 








125 








ASD 


Asp 


Met 


Ser 


Ala 


Aror 


ArcT 


Thr 


Ser 


His 


Glv 


Glu Pro 


Lys 


Ser 


Ala 




130 










135 










140 








Val 


Pro 


Phe 


Asn 


Gin 


Tyr 


Leu 


Pro 


Asn 


Lys 


Ser 


Asn Gin 


Thr 


Ala 


Tvr 


145 










150 










155 








160 


Val 


Pro 


Ala 


Pro 


Leu 


Arc? 


Lvs 


Lvs 


Lvs 


Ala 


Glu 


Arg Glu 


Glu 


Tvr 


Arcr 










165 










170 








175 




Lvs 


Ser 


Trp 


Ser 


Thr 


Ala 


Thr 


Ser 


Pro 


Ala 


Gly 


Leu Gly 


Lvs 


Lvs 


Ala 








180 










185 








190 






Leu 


Gin 


Asp 


Tyr 


Gly 


Pro 


Arg 


Thr 


Pro 


Val 


Ser 


Asp Asp 


Ala 


Glu 


Ser 






195 










200 








205 








Thr 


Ser 


Met 


Phe 


Asp 


Met 


Arg 


Cys 


Glu 


Glu 


Glu 


Ala Ala 


Val 


Gin 


Pro 




2ro 










215 










220 








His 


Ser 


Arg 


Ala 


Arg 


Gin 


Glu 


Gin 


Leu 


Gin 


Leu 


He Asn 


Asn 


Gin 


Leu 


225 










230 










235 








240 


Arg 


Glu 


Glu 


Asp 


Asp 


Lys 


Trp 


Gin 


Asp 


Asp 


Leu 


Ala Arg 


Trp 


Lys 


Ser 










245 










250 








255 




Arg 


Lys 


Arg 


Ser 


Val 


Ser 


Gin 


Asp 


Leu 


He 


Lys 


Lys Glu 


Glu 


Glu 


Arg 








260 










265 








270 






Lys 


Lys 


Met 


Glu 


Lys 


Leu 


Leu 


Ala 


Gly 


Glu 


Asp 


Gly Thr 


Ser 


Glu 


Arg 






275 










280 








285 








Arg 


Lys 


Ser 


lie 


Lys 


Thr 


Tyr 


Arg 


Glu 


He 


Val 


Gin Glu 


Lys 


Glu 


Arg 




290 










295 










300 








Arg 


Glu 


Arg 


Glu 


Leu 


His 


Glu 


Ala 


Tyr 


Lys 


Asn 


Ala Arg 


Ser 


Gin 


Glu 


305 










310 










315 








320 


Glu 


Ala 


Glu 


Gly 


lie 


Leu 


Gin 


Gin 


Tyr 


He 


Glu 


Arg Phe 


Thr 


He 


Ser 










325 










330 








335 




Glu 


Ala 


Val 


Leu 


Glu 


Arg 


Leu 


Glu 


Met 


Pro 


Lys 


He Leu 


Glu 


Arg 


Ser 








340 










345 








350 






His 


Ser 


Thr 


Glu 


Pro 


Asn 


Leu 


Ser 


Ser 


Phe 


Leu 


Asn Asp 


Pro 


Asn 


Pro 






355 










360 








365 








Met 


Lys 


Tyr 


Leu 


Arg 


Gin 


Gin 


Ser 


Leu 


Pro 


Pro 


Pro Lys 


Phe 


Thr 


Ala 
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370 










375 




Thr 


Val 


Glu 


Thr 


Thr 


He 


Ala 


Arg 


385 










390 






Ser 


Ala 


Gly 


Ser 


Gly 


Ser 


Pro 


Ser 










405 








Pro 


Met 


Leu 


Thr 


Pro 


Lys 


Pro 


Tyr 








420 










Val 


Leu 


Lys 


Thr 


Phe 


Lys 


Val 


Asp 






435 










440 


Thr 


Val 


His 


Arg 


Glu 


Glu 


Glu 


Lys 




450 










455 




Pro 


Ala 


His 


Ser 


Leu 


Thr 


Lys 


Ser 


465 










470 






Val 


His 


Glv 


Ser 


Pro 


Leu 


Glu 


Leu 










485 








lie 


Asn 


He 


Lvs 


Lvs 


Pro 


Asn 


Ser 








500 










Thr 


Glu 


Lvs 


Thr 


Glu 


Pro 


TVsn 


Ser 






515 










520 


Lys 


Ser 


Arcr 


Lvs 


Glv 


Asn 


He 


Glu 




530 










535 




Phe 


Thr 


Thr 


Thr 


Val 


Thr 




Cvs 

J; 


545 










550 






Phe 


Pro 


Ser 


Ser 


Pro 


Gin 


Leu 

mJ 


Lvs 










565 








Gin Lys 




Pro 


Glu 

V# ^U. 


Asn 


Glu 


Met 








580 










Ser 


Gin 




Val 


Val 


Lvs 


Pro 


Lvs 






595 










600 


Thr 


Phe 


Pro 


Phe 


Leu 






Met 




610 










615 




Pro 


Asn 




Asn 


Ser 


Gin 


Val 


ASD 


625 










630 






Val 


Thr 




Pro 


Phe 


Lys 


Phe 


Tro 










645 








Arg Arg 


Gin 


Glu 


Lys 


Tro 


Gin 


Gin 








660 










Arg 


Tyr 


Gin 


Lvs 


Glu 

\0 


Gin 


As 13 


Lvs 






675 










680 


Gin Lys 


Glu 


Val 


Glu 


Glu 


Glu 


Glu 




690 










695 




Xaa 


lie 


He 


Glu 


Asp 


Pro 


Val 


Val 


705 










710 






Ala Asp 


Gin 


Leu 


Ser 


Thr 


Ser 


Ser 










725 








Met 


Asn 


Lvs 


He 


Asp 


Leu 


Gly 


Asn 








740 










Arg 


Trp 


Lvs 


Lys 


Ser 


Phe 


Gin 


Gly 






755 










760 


Tlir Arg 


Glu 


Ser 


Asp 


Arg 


Leu 


Glu 




770 










775 




Ala 


Leu 


Ala 


His 


Ser 


Gly 


Asn 


Pro 


785 










ISO 






His 


Gin 


Leu 


Asp 


Thr 


Glu 


Ala 


Gly 










805 








Gin 


Leu 


Ala 


Gin 


Asp 


Pro 


Ser 


Gin 








B20 










His 


Ser 


Ser 


Glu 


Asp 


Val 


Lys 


Pro 






835 










840 


lie 


Asn 


His 


Gin 


He 


Glu 


Ser 


Pro 




850 










855 




Gly Lys 


Lys 


Leu 


Cys 


Ser 


Ser 


Cys 


865 










870 






Ala 


Met 


He 


He 


Glu 


Thr 


Leu 


Asn 



380 



Ala 


Ser 


Val 


Leu Asp 


Thr 


Ser 


Met 






395 










400 


Lys 


Thr 


Val 


Thr 


Pro 


Lys 


Ala 


Val 




410 










415 




Ser 


Gin 


Pro 


Lys 


Asn 


Ser 


Gin 


Asp 


425 










430 






Gly 


Lys 


Val 


Ser 


Val 


Asn 


Gly 


Glu 










445 








Glu 


Arg 


Glu 


Cys 


Pro 


Thr 


Val 


Ala 








460 










Gin 


Met 


Phe 


Glu Gly 


Val 


Ala 


Arg 






475 










480 


Lys 


Gin 


Asp 


Asn Gly 


Ser 


He 


Glu 




490 










495 




Val 


Pro 


Gin 


Glu 


Leu 


Ala 


Ala 


Thr 


505 










510 






Gin 


Glu 


Asp 


Lys 


Asn 


Asp 


Gly 


Gly 










525 








Leu 


Ala 


Ser 


Ser 


Glu 


Pro 


Gin 


His 








540 










Ser 


Pro 


Thr 


Val 


Ala 


Phe 


Val 


Glu 






555 










560 


Asn 


Asp 


Val 


Ser 


Glu 


Glu 


Lys 


Asp 




570 










575 




Ser 


Gly 


Lys 


Val 


Glu 


Leu 


Val 


Leu 


585 










590 






Ser 


Pro 


Glu 


Pro 


Glu 


Ala 


Thr 


Leu 










605 








Pro 


Glu 


Ala 


Asn 


Gin 


Leu 


His 


Leu 








620 










Ser 


Pro 


Ser 


Ser 


Glu 


Lys 


Ser 


Pro 






635 










640 


Ala 


Trp 


Asp 


Pro 


Glu 


Glu 


Glu 


Arg 




650 










655 




Glu 


Gin 


Glu 


Arg 


Leu 


Leu 


Gin 


Glu 


665 










670 






Leu 


Lys 


Glu 


Glu Trp 


Glu 


Lys 


Ala 










685 








Arg 


Arg 


Tyr 


Tyr 


Glu 


Glu 


Glu 


Pro 








700 










Pro 


Phe 


Thr 


Val 


Ser 


Ser 


Ser 


Ser 






715 










720 


Ser 


Met 


Thr 


Glu Gly 


Ser 


Gly 


Thr 




730 










735 




Cys 


Gin 


Asp 


Glu 


Lys 


Gin 


Asp 


Arg 


745 










750 






Asp 


Asp 


Ser 


Asp 


Leu 


Leu 


Leu 


Lys 










765 








Glu 


Lys 


Gly 


Ser 


Leu 


Thr 


Glu 


Gly 








780 










Val 


Ser 


Lys 


Gly Val 


His 


Glu 


Asp 






795 










800 


Ala 


Pro 


His 


Cys Gly 


Thr 


Asn 


Pro 




810 










815 




Asn 


Gin 


Gin 


Thr 


Ser 


Asn 


Pro 


Thr 


825 










830 






Lys 


Thr 


Leu 


Pro 


Leu 


Asp 


Lys 


Ser 










845 








Ser 


Glu 


Arg 


Arg Lys 


Ser 


He 


Ser 








860 










Gly 


Leu 


Pro 


Leu Gly 


Lys 


Gly 


Ala 






875 










880 


Leu 


Tyr 


Phe 


His 


He 


Gin 


Cys 


Phe 
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Arg Cys Gly lie 

900 

Asp Val Arg He 
915 

Arg Ser Arg Ser 
930 



885 

Cys Lys Gly Gin 

Arg Asn Gly Leu 

92 0 

Ala Gly Gin Pro 
935 



890 

Leu Gly Asp Ala 
905 

Leu Asn Cys Asn 

Thr Thr Leu 
939 



895 

Val Ser Gly Thr 
910 

Asp Cys Tyr Met 
925 



<210> 3359 

<211> 123 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (122) 

<223> Xaa = any amino acid or nothing 



<400> 3359 
Glu Val Thr Ala 



1 



Gly Ser 


Ser 


Arg 






20 


Val Arg 


Ala 


Ala 




35 




His Arg 


Pro 


Xaa 


50 






Cys Pro 


Pro 


Arg 


65 






Ser Tyr 


Ser 


Ser 


Leu Pro 


Pro 


Arg 






100 


His Leu 


His 


His 




115 





Ser Arg Glu Gly 
5 

Gly Pro Trp Gly 

Thr Pro Xaa Ser 

'40 

Cys Pro Pro Pro 
55 

Ala Trp Ala Gly 
70 

Glu Tyr Gin Pro 
85 

Ser Tyr Tyr Leu 

Gin He Leu Phe 

120 



Arg Gly Ala Cys 
10 

Leu Leu Arg Gly 
25 

Xaa Leu Pro Lys 

Val His Leu . Pro 

60 

Arg Ala Thr Ser 
75 

Gin Thr Pro Xaa 
90 

Leu Thr His Leu 
105 

Glu Pro 
122 



Ala Tirp Glu Cys 
15 

Thr Phe Ala Pro 

30 

Gly Ser Leu Arg 
45 

Pro Lys Ser Ser 

Met Xaa Thr Ser 

80 

Ala Leu Val Thr 
95 

Leu Thr Leu Thr 
110 



<210> 3360 
• <211> 131 
<212> PRT 
<213> Homo sapiens 

<221> misc_f eature 
<222> (1) . . . (129) 

<223> Xaa = any amino acid or nothing 



<400> 3360 



Ala Arg 


Gly 


He Gly 


Ser 


Leu 


Gly Arg 


Asp 


His Ser Gly Ser Gly Gly 


1 




5 








10 


15 


Gly Thr 


Gly 


Met Ala 


Gly 


Ala 


Trp Val 


Arg 


Lys Ala Ala Asp Tyr Val 






20 






25 




30 


Arg Ser 


Lys 


Asp Phe 


Arg 


Asp 


Tyr Leu 


Met 


Ser Thr His Phe Trp Gly 




35 








40 




45 


Pro Val 


Ala 


Asn Trp 


Gly 


Leu 


Pro He 


Ala 


Ala He Thr Asp Met Lys 


50 








55 






60 


Lys Ser 


Pro 


Glu lie 


lie 


Ser 


Arg Arg 


Met 


Thr Phe Ala Leu Xaa Cys 


65 






70 








75 80 


Tyr Ser 


Leu 


Thr Phe 


Val 


Arg 


Phe Ala 


His 


Tyr Val Gin Pro Trp Asn 






85 








90 


95 


Trp Leu 


Met 


Leu Gly 


Cys 


His 


Thr Ala 


Val 


Asp Phe Asp Gin Leu He 
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Ser 



lOO 105 
Ser Met Pro Cys He Ser His Gly Met Thr 
115 120 



110 

Ala Ser Ala Ser 
125 



Ala 



Leu 
129 



<210> 3361 

<211> 1371 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (1357) 

<223> Xaa = any amino acid or nothing 



<400> 3361 

Leu Leu Leu Gly Arg Ala Asn Ser Pro Pro Tyr Asn Ser Val Val Arg 

1 5 10 15 

Thr Leu Pro Pro Ala Thr Leu Leu Leu Arg Arg Ala Gly Trp Glu Ser 

20 25 30 

Phe Trp Ser Cys Gin Ser Arg Ser Pro Trp Pro Pro Arg Pro Glu Val 

35 40 45 

Arg Ala Pro Ala Lys Gly Pro Arg Gly Val Ala Gly Ala Ala Gly Ala 

50 55 60 

Cys Ser Ala Gly Ala Arg Leu Gly Asp Ala Ala Gly Gly Asp Pro Ala 
65 70 75 80 

Ser Gly Gin Ala Ala Arg Gly Cys Gly Ala Arg Ala Pro Arg Gly Leu 

85 90 95 

Gly Arg Thr Ala Arg Ala Arg Asp Thr Ala Met Glu Asp Ala Gly Ala 

lOO 105 110 

Ala Gly Pro Gly Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu 

115 120 125 

Pro Ala Pro Glu Pro Glu Pro Glu Pro Lys Pro Gly Ala Gly Thr Ser 

130 135 140 

Glu Ala Phe Ser Arg Leu Trp Thr Asp Val Met Gly He Leu Asp Gly 
145 150 155 160 

Ser Leu Gly Ash He Asp Asp Leu Ala Gin Gin Tyr Ala Asp Tyr Tyr 

165 170 175 

Asn Thr Cys Phe Ser Asp Val Cys Glu Arg Met Glu Glu Leu Arg Lys 

180 185 190 

Arg Arg Val Ser Gin Asp Leu Glu Val Glu Lys Pro Asp Ala Ser Pro 

195 200 205 

Thr Ser Leu Gin Leu Arg Ser Gin He Glu Glu Ser Leu Gly Phe Cys 

210 215 220 

Ser Ala Val Ser Thr Pro Glu Val Glu Arg Lys Asn Pro Leu His Lys 
225 230 235 240 

Ser Asn Ser Glu Asp Ser Ser Val Gly Lys Gly Asp Trp Lys Lys Lys 

245 250 255 

Asn Lys Tyr Phe Trp Gin Asn Phe Arg Lys Asn Gin Lys Gly He Met 

260 265 270 

Arg Gin Thr Ser Lys Gly Glu Asp Val Gly Tyr Val Ala Ser Glu He 

275 280 285 

Thr Met Ser Asp Glu Glu Arg He Gin Leu Met Met Met Val Lys Glu 

290 295 300 

Lys Met He Thr He Glu Glu Ala Leu Ala Arg Leu Lys Glu Tyr Glu 
305 310 315 320 

Ala Gin His Arg Gin Ser Ala Ala Leu Asp Pro Ala Asp Trp Pro Asp 

325 330 335 

Gly Ser Tyr Pro Thr Phe Asp Gly Ser Ser Asn Cys Asn Ser Arg Glu 

340 345 350 

Gin Ser Asp Asp Glu Thr Glu Glu Ser Val Lys Phe Lys Arg Leu His 
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355 



hys 


Leu 


Val 


Asn 


Ser 


Thr 




370 


t 








Glu 


Glu 


Met 


Lys 


Lys 


Pro 


385 










390 


Glu 


Asn 


Ser 


Pro 


Val 


Leu 










405 




His 


Lys 


Lys 


Pro 


Leu 


Phe 








420 






Asp 


Asp 


Ser 


Asp 


Ser 


Leu 






435 








Thr 


Trp 


Gly 


Ala 


Gly 


Arg 




450 


• 








Ser 


Arg 


Gly 


Leu 


He 


Lys 


465 










470 


Tyr 


Pro 


Glu 


Glu 


Glu 


Lys 










485 




Gly 


Glu 


Met 


Lys 


Lys 


Gly 








500 






Ser 


Phe 


Gly 


Gly 


Phe 


Asp 






515 








Asn 


Asn 


Ser 


Asp 


Pro 


Met 




530 










Val 


He 


Lys 


Ser 


Pro 


Thr 


545 










550 


Lys 


Ser 


Val 


Lys 


Glu 


Thr 










565 




Ser 


Ser 


Val 


Ser 


Glu 


Gin 








580 






Pro 


Pro 


Pro 


Ser 


Gin 


Pro 






595 








Lys 


Ala 


Gly 


Gly 


Ser 


Val 




610 










Ser 


Ser 


Met 


Ser 


Gly 


Gin 


625 










630 


Asn 


Arg 


Glu 


Ser 


Val 


Lys 










645 




Tyr 


Arg 


Gly 


Pro 


Phe 


Cys 








660 






Pro 


Ser 


Pro 


Tyr 


Asp 


Thr 






675 








He 


Asp 


He 


He 


Ser 


Lys 




690 










Asn 


Asn 


Lys 


Val 


Gly 


Thr 


705 










710 


Glu 


Asp 


Glu 


Glu 


Lys 


Pro 










725 




Arg 


Pro 


Pro 


Gin 


Pro 


Lys 




■ 




740 






Leu 


Lys 


Glu 


His 


Met 


Pro 






755 








Asp 


Thr 


Phe 


Lys 


Leu 


Leu 




770 










Arg 


Asp 


Pro 


Glu 


His 


Arg 


785 










790 


Gin 


Glu 


Tyr 


Asp 


Ser 


Asn 










805 




Leu 


Val 


Asp 


Ser 


Gin 


Gly 








820 






Cys 


Tyr 


Glu 


Ser 


Ser 


Glu 






835 








Ser 


Leu 


Leu 


Ser 


Ala 


Lys 




850 










Ser 


Arg 


Asn 


Gin 


Leu 


Gly 





360 






Arg 


Arg 


Val Arg Lys 


Lys 


375 






380 


Ser 


Thr 


Glu Gly Gly 


Glu 






395 




Asp 


Glu 


Arg Ser Ala 


Leu 






410 




Phe 


Asp 


Gly Ser Pro 


Glu 






425 




Thr 


Thr 


Ser Pro Ser 


Ser 




440 






Lys 


Leu 


Val Lys Thr 


Phe 


455 






460 


Pro 


Pro 


Lys Lys Met 


Gly 






475 




Ala 


Gin 


Lys Val Ser 


Arg 






490 


• 


Leu 


Gly 


Ser Leu Ser 


His 






505 




Leu 


Thr 


Asn Arg. Ser 


Leu 




520 






Gly 


Lys 


Glu Gly Asp 


Phe 


535 






540 


Ala 


Ser 


Arg He Ser 


Leu 






555 




Met 


Arg 


Lys Arg Met 


Ser 






570 




Asp 


Ser 


Gly Leu Asp 


Gly 






585 




Asp 


Pro 


Glu His Leu 


Asp 




600 






Glu 


Ser 


Leu Arg Ser 


Ser 


615 






620 


Thr 


Val 


Ser Thr Thr 


Asp 






635 




Ser 


Glu 


Asp Gly Asp 


Asp 






650 




Gly 


Arg 


Ala Arg Val 


His 






665 




Asp 


Ser 


Leu Lys Leu 


Lys 




680 






Pro 


Pro 


Met Gly Thr 


Trp 


695 






700 


Phe 


Asn 


Phe He Tyr 


Val 






715 




Lys 


Arg 


Pro Thr Arg 


Arg 






730 




Ser 


Val 


Glu Asp Leu 


Leu 






745 




Thr 


Phe 


Leu Phe Asn 


Gly 




760 






Glu 


Glu 


Glu Asp Leu 


Asp 


775 






780 


Ala 


Asp 


Leu Leu Thr 


Ala 






795 




Ser 


Asp 


Gin Ser Gly 


Ser 






810 




Leu 


Ser 


Gly Cys Ser 


Pro 






825 




Asn 


Leu 


Glu Asn Gly 


Lys 




840 






Ser 


Ser 


Thr Glu Pro 


Ser 


855 






860 


Asn 


Tyr 


Pro Thr Leu 


Pro 



PCT/LSOl/04098 

365 



Leu 


He 


Arg Val 


Glu 


His 


Val Phe 






4 U U 


Tyr 


Ser 


Gly Val 






415 


Lys 


Pro 


Pro Glu 




430 




Ser 


Ser 


Leu Asp 


445 






Ser 


Lys 


Gly Glu 


Thr 


Phe 


Phe Ser 








Ser 


Leu 


Thr Glu 






495 


Gly 


Arg 


Thr Cys 




510 




His 


Val 


Gly Ser 


525 




- 


Val 


Tyr 


Lys Glu 


Gly 


Lys 


Lys Val 






^ ^ ^ 

560 


Lys 

•* 


Lys 


Tyr Ser 






575 


Met 


Pro 


Gly Ser 




590 




Lys 


Pro 


Lys Leu 


605 






Leu 


Ser 


Gly Gin 


Ser 


Ser 


Thr Ser 






640 


Glu 


Glu 


Pro Pro 






655 


Thr 


Asp 


Phe Thr 




670 




Lys 


Gly 


Asp He 


685 






Met 


Gly 


Leu Leu 


Asp 


Val 


Leu Ser 






720 


Arg 


Arg 


Lys Gly 






735 


Asp 


Arg 


He Asn 




750 




Tyr 


Glu 


Asp Leu 


765 






Glu 


Leu 


Asn He 


Val 


Glu 


Leu Leu 






800 


Gin 


Glu 


Lys Leu 






815 


Arg 


Asp 


Ser Xaa 




830 




Thr 


Arg 


Lys Ala 


845 






Leu 


Lys 


Ala Phe 


Leu 


Met 


Lys Ser 
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865 870 875 880 

Gly Asp Ala Leu Lys Gin Gly Gin Glu Glu Gly Arg Leu Gly Gly Gly 

885 890 895 

Leu Ala Pro Asp Thr Ser Lys Sex Cys Asp Pro Pro Gly Cys Xaa Leu 

900 905 910 

Val Leu Asn Lys Asn Arg Arg Lys Pro Pro Ser Phe Pro Ser Cys Arg 

915 920 925 

Ser Cys Glu Thr Leu Glu Gly Pro Gin Thr Val Asp Thr Trp Pro Arg 

930 935 940 

Ser His Ser Leu Asp Asp Leu Gin Val Glu Pro Gly Ala Glu Gin Asp 
945 950 955 960 

Val Pro Thr Glu Val Thr Glu Pro Pro Pro Gin lie Val Pro Glu Val 

965 ^ 970 975 

' Pro Gin Lys Thr Thr Ala Ser Ser Thr Lys Ala Gin Pro Leu Glu Gin 

980 985 990 

Asp Ser Ala Val Asp Asn Ala Leu Leu Leu Thr Gin Ser Lys Arg Phe 

995 1000 1005 

iSer Glu Pro Gin Lys Leu Thr Thr Lys Lys Leu Glu Gly Ser lie Ala 
^ 1010 1015 1020 

Ala Ser Gly Arg Gly Leu Ser Pro Pro Gin Cys Leu Pro Arg Asn Tyr 
1025 1030 1035 1040 

Asp Ala Gin Pro Pro Gly Ala Lys His Gly Leu Ala Arg Thr Pro Leu 

1045 1050 1055 

Glu Gly His Arg Lys Gly His Glu Phe Glu Gly Thr His His Pro Leu 

1060 1065 1070 

Gly Thr Lys Glu Gly Val Asp Ala Glu Gin Arg Met Gin Pro Lys He 

1075 1080 1085 

Pro Ser Gin Pro Pro Pro Val Pro Ala Lys Lys Ser Arg Glu Arg Leu 

1090 1095 1100 

Ala Asn Gly Leu His Pro Val Pro Met Gly Pro Ser Gly Ala Leu Pro 
1105 1110 1115 1120 

Ser Pro Asp Ala Pro Cys Leu Pro Val Lys Arg Gly Ser Pro Ala Ser 

1125 1130 1135 

Pro Thr Ser Pro Ser Asp Cys Pro Pro Ala Leu Ala Pro Arg Pro Leu 

1140 1145 1150 

Ser Gly Gin Ala Leu Gly Ser Pro Pro Ser Thr Arg Pro Pro Pro Trp 

1155 1160 1165 

Leu Ser Glu Leu Pro Glu Asn Thr Ser Leu Gin Glu His Gly Val Lys 

1170 1175 1180 

Leu Gly Pro Ala Leu Thr Arg Lys Val Ser Cys Ala Arg Gly Val Asp 
1185 1190 1195 1200 

Leu Glu Thr Leu Thr Glu Asn Lys Leu His Ala Glu Gly He Arg Ser 

1205 1210 1215 

Ser Arg Arg Glu Pro Tyr Ser Xaa Leu Arg His Gly Arg Cys Gly He 

1220 1225 1230 

Pro Glu Ala Leu Val Gin Arg Tyr Ala Glu Asp Leu Asp Gin Pro Glu 

1235 1240 1245 

Arg Asp Val Ala Ala Asn Met Asp Gin He Arg Val Lys Gin Leu Arg 

1250 1255 1260 

Lys Gin His Arg Met Ala He Pro Ser Gly Gly Leu Thr Glu He Cys 
1265 1270 1275 1280 

Arg Lys Pro Val Ser Pro Gly Cys He Ser Ser Val Ser Asp Trp Leu 

1285 1290 1295 

He Ser He Gly Leu Pro Met Tyr Ala Gly Thr Leu Ser Thr Ala Gly 

1300 1305 1310 

Phe Ser Thr Leu Ser Gin Val Pro Ser Leu Ser His Thr Cys Leu Gin 

1315 1320 1325 

Glu Ala Gly He Thr Glu Glu Arg His He Arg Lys Leu Leu Ser Ala 

1330 1335 1340 

Ala Arg Leu Phe Lys Leu Pro Pro Gly Pro Glu Ala Met 
1345 1350 1355 1357 
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<210> 3362 / 

<211> 1553 

<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1) . . . (1550) 

<223> Xaa = any amino acid or nothing 



<400> 3362 

Phe Arg Gly Gly Val Gly Tyr Ala His Thr Leu His Leu Leu Pro Phe 

1.5 10 15 

Ala Gly Ser Ser Val Val Leu Ala Arg Ala Arg Arg Thr Asp Arg Trp 

20 25 30 

Thr Ser Gly Leu Val Glu Met Ala Thr Leu Ser Leu Thr Val Asn Ser 

35 40 • 45 

Gly Asp Pro Pro Leu Gly Ala Leu Leu Ala Val Glu His Val Lys Asp 

50 55 60 

Asp Val Ser lie Ser Val Glu Glu Gly Lys Glu Asn lie Leu His Val 
65 70 75 80 

Ser Glu Asn Val lie Phe Thr Asp Val Asn Ser lie Leu Arg Tyr Leu 

85 90 95 

Ala Arg Val Ala Thr Thr Ala Gly Leu Tyr Gly Ser Asn Leu Met Glu 

100 105 110 

His Thr Glu lie Asp His Trp Leu Glu Phe Ser Ala Thr Lys Leu Ser 

115 120 125 

Ser Cys Asp Ser Phe Thr Ser Thr lie Asn Glu Leu Asn His Cys Leu 

130 135 140 . 

Ser Leu Arg Thr Tyr Leu Val Gly Asn Ser Leu Ser Leu Ala Asp Leu 
145 150 155 160 

Cys Val Trp Ala Thr Leu Lys Gly Asn Ala Ala Trp Gin Glu Gin Leu 

165 170 175 

Lys Gin Lys Lys Ala Pro Val His Val Lys Arg Trp Phe Gly Phe Leu 

180 185 190 

Glu Ala Gin Gin Ala Phe Gin Ser Val Gly Thr Lys Trp Asp Val Ser 

195 200 205 

Thr Thr Lys Ala Arg Val Ala Pro Glu Lys Lys Gin Asp Val Gly Lys 

210 215 220 

Phe Val Glu Leu Pro Gly Ala Glu Met Gly Lys Val Thr Val Arg Phe 
225 230 235 240 

Pro Pro Glu Ala Ser Gly Tyr Leu His He Gly His Ala Lys Ala Ala 

245 250 255 

Leu Leu Asn Gin His Tyr Gin Val Asn Phe Lys Gly Lys Leu He Met 

260 265 270 

Arg Phe Asp Asp Thr Asn Pro Glu Lys Glu Lys Glu Asp Phe Glu Lys 

275 280 285 

Val He Leu Glu Asp Val Ala Met Leu His He Lys Pro Asp Gin Phe 

290 295 300 

Thr Tyr Thr Ser Asp His Phe Glu Thr He Met Lys Tyr Ala Glu Lys 
305 310 315 320 

Leu He Gin Glu Gly Lys Ala Tyr Val Asp Asp Thr Pro Gly Glu Gin 

325 330 335 

He Lys Ala Glu Arg Glu Gin Arg He Glu Ser Lys His Arg Lys Asn 

340 345 350 

Pro He Glu Lys Asn Leu Gin Met Trp Glu Glu Met Lys Lys Gly Ser 

355 360 365 

Gin Phe Gly His Ser Cys Cys Leu Arg Ala Lys He Asp Met Ser Ser 

370 375 380 

Asn Asn Gly Cys Met Arg Asp Pro Thr Leu Tyr Arg . Cys Lys He Gin 
385 390 395 4O0 

Pro His Pro Arg Thr Gly Asn Xaa Tyr Asn Val Tyr Pro Thr Tyr Asp 

405 410 415 

Phe Ala Cys Pro He Val Asp Ser He Glu Gly Val Thr His Ala Leu 
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420 



Arg 


Thr 


Thr 


Glu 


Tyr 


His 






435 

^fc w w 








Glu 


Ala 


Leu 


Glv 


He 


Ara 




450 










Asn 


Leu 


Asn 


Asn 


Thr 


Val 


465 










470 


Asn 


Glu 


Gly 


Leu 


Val 


Asp 










485 




Arg Gly 


Val 


Leu 


Arcr 


Arcr 








5O0 






He 


Ala 


Ala 


Gin 


Gly 


Ser 






515 










Tl t» 


Trt) 


Ala 


Phe 


ASTl 




530 










lyr 


vax 


Ala 


Leu 


Leu. 


Lvs 












550 

S ^ w 






Glu 


Glu 


Met 












5£<5 




vSlx 


r*l 

uxy 


Leu 


Lvs 


PlfQ 


Val 














A±3L 




Ala 


Glu 

w JL Vi 




Phe 














Trp 


r'l ^» 

exy 


Asn 


Leu 


Asn 


He 




0 Xw 










XX6 


Tl A 

ixe 










O ^ 3 










0 13 u 


Lys 


r« v« 

Xxir 




uy £> 


V " ' 


Til T* 
















Fro 


V CIA 


Tie 




V Cl ^ 
















isxy 


Lvs 


AST) 




Asn 














Ills 


ni n 


Glu 


Leu 


Met 


Leu 


















lie 


He 


Gin 














I Jl\j 


Jrx. \J 


lyr 


Glu 


IT ■im \J 


Val 

V CI J, 


















He 

JL kl* W 


Tvr 


He 

lX w 


Pico 


ASD 








74.0 

/•XV 








AJ O 


Glu 


LiVS 




Lvs 






755 










Phe 


LVS 


Glu 


Arcf 


Pro 




110 










Self 


Glu 
\j ^ 


ASD 


Ser 


Leu 


Val 


785 










790 


Val 


Val 


Arg 


Glu 


Leu 


Lvs 










805 




Ala 


Ala 


Val 


Lvs 


Gin 


Leu 








820 






Thr 


Gly 


Gin 


Glu 


Tyr 


Lvs 






835 








Asn 


He 


Ser 


Ser 


Asn. 


Ser 




850 










Tyr 


Asp 


Glu 


Val 


Ala 


Ala 


865 










870 


Glu 


Lys 


Ser 


Pro 


Lys 


Ala 










885 




Ser 


Leu 


Lys 


Ala 


Gin 


Tyr 








900 






Gly 


Gin 


Pro 


Pro 


Leu 


Ser 






915 








Ser 


Glu 


Pro 


Ala 


Gly 


Leu 



425 



AST) 


Arcr 


Asp 


Glu 


Gin 


Phe 




440 










Lys 


Pro 


Tvr 


He 


Trp 


Glu 


455 










460 


Leu 


Ser 


Lys 


Arg 


Lys 


Leu 










475 




Glv 


Trp 


Asp 


Asp 


Pro 


Arg 








490 






Glv 


Met 


Thr 


Val 


Glu 


Gly 






505 








Ser 


Arg 


Ser 


Val 


Val 


Asn 




520 










Lvs 


Lvs 


Val 


He 


Asp 


Pro 


53 5 










540 


Lvs 


Glu 


Val 


He 


Pro 


Val 










555 

■m^ mm 




Glu 


Val 


Ala 


Lvs 


His 


Pro 








570 












Pro 


liVS 
XI y o 


Val 

V CLX 






5P5 

9 O 9 










Glu 


Glv 


Glu 

wX U 


Met 


Val 

V ax 




O 










Tli't* 


ItVS 


Tie 

X X w 


His 


TjVQ 

xj y o 


Asn 

XX 


1^1 5 












TjVS 


Leu 


Asn 

^%w^X 


Leu 

w «A 


Glu 


Asn 

XX 


















Ala 


Glu 

WX LX 


X XIX 


THt* 

JLXXX 








^50 
O 3 V 










Glu 

wX U 


His 

nxo 




He 

X X c 






A5 








Phe 


Lvs 


Gin 


xyx. 


Val 

w ax 


Asn 




D O U 














IT X \^ 


("*VC! 

wy & 


XiCU 


xiy 0 


O 7 3 










7nn 


Gin 




ft T*rr 


Glv 
v7x y 


Ph^ 

f IXC 


Php 

XT XXC 










715 

r X -J 




Pro 




Ser* 


Cvs 

Vf* Jf O 


Lvs 


Glu 

wX U 








730 






Glv 


His 


Thr 


Lys 


Glu 


Met 






745 








Val 


Glu 

\J «k. \JL 


Ala 


Thr 


Lvs 

Ami Y ii0 


Asn 




760 










Thr 


Pro 


Ser 


Leu 


Asn 


Asn 


775 










780 


Leu 


Tvr 


Asn 


Arc 


Val 


Ala 










795 




Ala 


Lys 


Lys 


Ala 


Pro 


Lvs 








810 






Leu 


Ser 


Leu 


Lvs 


Ala 


Glu 






825 








Pro 


Gly 


Asn 


Pro 


Pro 


Ala 




840 










Ser 


Ala 


Ser 


He 


Leu 


Glu 


855 










860 

w u 


Gin 


Glv 


Glu 


Val 


Val 


Arcr 










875 




Lys 


He 


Asn 


Glu 


Ala 


Val 








890 






Lys 


Glu 


Lys 


Thr 


Gly 


Lys 






905 








Gin 


Ser 


Ser 


Asp 


Ser 


Ser 




920 










Glu 


Thr 


Pro 


Glu 


Ala 


Lys 
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430 






Tvr 


XX 


He 

X X w 


He 

X xc 


445 








Tvr 

*y X 


Ser 


AX y 


Lieu 


Thr 


xx^ 


Phe 


Val 

V CIX 








480 


Phe 


Pro 


Thr 


Val 






495 




Leu 


liVS 


Gin 


Phe 




510 






Met 


Glu 


Trt5 


Asn 


525 








Val 


Ala 


Pro 

F JL V 


Arcr 


Asn 


Val 

V CL X 


Pro 

A X W 


Glu 

wX Li 








560 


Lys 


Asn 


Pro 


Glu 






575 






Tie 


VJX u 


Glv 
V3xy 










± xix 


CrUCS 


Tl o 
xXc 


TV en 
ASH 


f>n5 








2il a 


TV ar\ 


vjxy 


xjys 


liy 9 




lyr 


ijys 








640 


His 


Ala 


Leu 


Pro 






655 

imJ 




i XiX 


ijys 


Jrx O 


vax 




fi70 

V / w 






xjys 


7\ en 

ASJU 


OCX 


T Yrcf 

iuys 


w w ^ 








ASp 


XjcU 


jjy o 


T .A 7a 

xiys 




V— y fc> 


xl±>p 










720 


Ala 


Pro 


Cys 


Val 






735 




ir X V 


xxix 


|3CX 






750 






ni u 

\7 X Lb 


XXXX 


I^CX 


AT ;3 


765 








21 QTI 
noix 




TVir 

X XXX 


Thr 


Val 

V ax 


Gin 


Glv 

^7<x> y 


A^n 








800 


Glu 


Asp 


Val 


Asp 






815 




Tvr 
xyx 


LiVS 


Glu 


Lvs 




830 






Glu 

J» iA 


He 

«X X 


Glv 


Gin 


845 








Ser 


TjVS 


Ser 


Leu 


Lvs 

xj y o 


Leu 


Lvs 


Ala 

'^X 








880 

V U V 


Glu 


Cys 


Leu 


Leu 






895 




Glu 


Tyr 


He 


Pro 




910 






Pro 


Thr 


Arg 


Asn 


925 








Val 


Leu 


Phe 


Asp 
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930 935 940 

Lys Val Ala Ser Gin Gly Glu Val Val Arg Lys Leu Lys Thr Glu Lys 
945 950 955 960 

Ala Pro Lys Asp Gin Val Asp lie Ala Val Gin Glu Leu Leu Gin Leu 

965 970 975 

Lys Ala Gin Tyr Lys Ser Leu lie Gly Val Glu Tyr Lys Pro Val Ser 

980 . 985 990 

Ala Thr Gly Ala Glu Asp Lys Asp Lys Lys Lys Lys Glu Lys Glu Asn 

995 lOOO 1005 

Lys Ser Glu Lys Gin Asn Lys Pro Gin Lys Gin Asn Asp Gly Gin Arg 

1010 1015 1020 

Lys Asp Pro Ser Lys Asn Gin Gly Gly Gly Leu Ser Ser Ser Gly Ala 
1025 1030 1035 1040 

Gly Glu Gly Gin Gly Pro Lys Lys Gin Thr Arg Leu Gly Leu Glu Ala 

1045 1050 1055 

Lys Lys Glu' Glu Asn Leu Ala Asp Trp Tyr Ser Gin Val lie Thr Lys 

1060 1065 1070 

Ser Glu Met lie Glu Tyr His Asp lie Ser Gly Cys Tyr lie Leu Arg 
1075 1080 1085 

Pro Trp Ala Tyr Ala lie Trp Glu Ala lie Lys Asp Phe Phe Asp Ala 

1090 1095 1100 

Glu He Lys Lys Leu Gly Val Glu Asn Cys Tyr Phe Pro Met Phe Val 
1105 - 1110 1115 1120 

Ser Gin Ser Ala Leu Glu Lys Glu Lys Thr His Val Ala Asp Phe Ala 

1125 1130 1135 

Pro Glu Val Ala Trp Val Thr Arg Ser Gly Lys Thr Glu Leu Ala Glu 

1140 1145 1150 

Pro lie Ala He Arg Pro Thr Ser Glu Thr Val Met Tyr Pro Ala Tyr 

1155 1160 1165 

Ala Lys Trp Val Gin Ser His Arg Asp Leu Pro He Lys Leu Asn Gin 

1170 1175 1180 

Trp Cys Asn Val Val Arg Trp Glu Phe Lys His Pro Gin Pro Phe Leu 
1185 1190 1195 1200 

Arg Thr Arg Glu Phe Leu Trp Gin Glu Gly His Ser Ala Phe Ala Thr 

1205 1210 1215 

Met Glu Glu Ala Ala Glu Glu Val Leu Gin He Leu Asp Leu Tyr Ala 

1220 . 1225 1230 

Gin Val Tyr Glu Glu Leu Leu Ala He Pro Val Val Lys Gly Arg Lys 

1235 1240 1245 

Thr Glu Lys Glu Lys Phe Ala Gly Gly Asp Tyr Thr Thr Thr He Glu 

1250 1255 1260 

Ala Phe He Ser Ala Ser Gly Arg Ala He Gin Gly Gly Thr Ser His 
1265 1270 1275 1280 

. His Leu Gly Gin Asn Phe Ser Lys Met Phe Glu He Val Phe Glu Asp 

1285 1290 1295 

Pro Lys He Pro Gly Glu Lys Gin Phe Ala Tyr Gin Asn Ser Trp Gly 

1300 1305 1310 

Leu Thr Thr Arg Thr He Gly Val Met Thr Met Val His Gly Asp Asn 

1315 1320 1325 

Met Gly Leu Val Leu Pro Pro Arg Val Ala Cys Val Gin Val Val He 

1330 1335 1340 

He Pro Cys Gly He Thr Asn Ala Leu Ser Glu Glu Asp Lys Glu Ala 
1345 1350 1355 1360 

Leu He Ala Lys Cys Asn Asp Tyr Arg Arg Arg Leu Leu Ser Val Asn 

1365 1370 1375 

He Arg Val Arg Ala Asp Leu Arg Asp Asn Tyr Ser Pro Gly Trp Lys 

1380 1385 1390 

Phe Asn His Trp Glu Leu Lys Gly Val Pro He Arg Leu Glu Val Gly 

1395 1400 1405 

Pro Arg Asp Met Lys Ser Cys Gin Phe Val Ala Val Arg Arg Asp Thr 

1410 1415 1420 

Gly Glu Lys Leu Thr Val Ala Glu Asn Glu Ala Glu Thr Lys Leu Gin 
1425 1430 1435 1440 

Ala He Leu Glu Asp He Gin Val Thr Leu Phe Thr Arg Ala Ser Glu 
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1445 1450 1455 

Asp Leu Lys Thr His Met Val Val Ala Asn Thr Met Glu Asp Phe Gin 

1460 1465 1470 

Lys lie Leu Asp Ser Gly Lys lie Val Gin lie Pro Phe Cys Gly Glu 

1475 1480 1485 

lie Asp Cys Glu Asp Trp He Lys Lys Thr Tlir Ala Arg Asp Gin Asp 

1490 1495 1500 

Leu Glu Pro Gly Ala Pro Ser Met Gly Ala Lys Ser Leu Cys He Pro 
1505 1510 1515 1520 

Phe Lys Pro Leu Cys Glu Leu Gin Pro Gly Ala Lys Cys Val Cys Gly 

1525 1530 1535 

Lys Asn Pro Ala Lys Tyr Tyr Thr Leu Phe Gly Arg Ser Tyr 

1540 1545 1550 



<210> 3363 

<211> 767 

<2X2> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> (1) . . . (760) 

<223> Xaa s any amino acid or nothing 



<400> 3363 
Leu Gly Gly Ala 
1 

Gly Ser Gin Gin 

20 

Pro He Ser Leu 
35 

Lys Leu He Glu 
50 

Glu Gly Thr Ala 
65 

Asn Leu Val Lys 

Leu Pro Gin Ser 

100 

Leu Gly Ser Tyr 
115 

Asp Gly Val Cys 
130 

Phe Thr Ser Phe 
145 

Leu Arg Ala Val 

Asp Gly He Glu 

180 

He Pro Glu Asp 
195 

Asp He Arg Cys 
210 

He Leu His Leu 
225 

Ala He Lys Leu 

Gly Phe Leu Gly 

260 

Gin Leu Tyr Pro 

275 

Leu Val Phe Ser 



Ala Pro Glu Thr 
5 

Thr Gin Pro Pro 

Ala Ala Pro Lys 

40 

Thr Leu Lys Pro 
55 

Ser Arg Arg Asn 
70 

Glu Trp He Arg 
85 

Val He Glu Asn 

Arg Leu Gly Glu 

120 

Val Phe Ala Pro 
135 

Tyr Asp Lys Leu 
150 

Glu Glu Ala Phe 
165 

He Asp He Leu 

Leu Asp Leu Arg 

200 

He Arg Ser Leu 
215 

Val Pro Asn He 
230 

Trp Ala Lys Arg 

245 

Gly Val Ser Trp 

Asn Ala He Ala 

280 

Lys Trp Glu Trp 



Met 


Pro 


Phe Pro 




10 




Gin 


Lys 


His Tyr 


25 






Glu 


Thr 


Asp Cys 


Phe 


Gly 


Gly Phe 






60 


Phe 


Asn 


Phe Gly 






75 


Arg 


Asn 


Gin Xaa 




90 




Val 


Gly 


Gly Lys 


105 






Val 


His 


Thr Lys 


Arg 


His 


Val Asp 






140 


Lys 


Leu 


Gin Glu 






155 


Val 


Pro 


Val He 




170 




Phe 


Ala 


Arg Leu 


185 






Asp 


Asp 


Ser Leu 


Asn 


Gly 


Cys Arg 






220 


Asp 


Asn 


Phe Arg 






235 


His 


Asn 


He Tyr 




250 




Ala 


Met 


Leu Val 


265 






Ser 


Thr 


Leu Val 


Pro 


Asn 


Pro Val 
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Val Thr Thr Gin 
15 

Gly He Thr Ser 
30 

Val Leu Thr Gin 
45 

Leu Lys Lys Glu 

Lys Asn Xaa He 

80 

Lys Ala Lys Asn 
95 

He Phe Thr Phe 
110 

Gly Ala Asp He 
125 

Arg Ser Asp Phe 

Glu Val Lys Asp 

160 

Lys Leu Cys Phe 
175 

Ala Leu Gin Thr 
190 

Leu Lys Asn Leu 

205 

Val Thr Asp Glu 

Leu Thr Leu Arg 

240 

Ser Asn He Leu 
255 

Ala Arg Thr Cys 
270 

His Lys Phe Phe 
285 

Leu Leu Lys Gin 
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290 

Pro Glu Glu Cys 
305 

Pro Ser Asp Arg 

Gin Gin Asn Ser 

340 

Val Glu Glu Phe 
355 

Ser hys Ala Glu 
3 70 

Lys Tyr Lys His 
385 

Gin Arg Leu Glu 

Val Gly Ser Leu 

420 

Pro Gin Ser Phe 
435 

Arg Thr Met Trp 
450 

Glu Asn Leu Ser 
465 

Thr VaL Tyr Arg 

Lys lie Ala Ala 

5O0 

Pro Asn His Val 
515 

Lys Leu Thr Ala 
530 

Asp Asn Ser Met 
545 

Pro Leu Asn Ser 

Ala Val Thr Ala 

580 

Val Pro Gin Val 
595 

Ser lie Pro Gin 
610 

Pro Thr Val Ser 
625 

Pro Arg Ser Ser 

lie Pro Thr Pro 

660 

Glu Glu Ser Pro 
675 

Asp Ala Asn Cys 

690 

Glu Gin Leu Asp 
705 

Thr Ala Ala Ser 

Ser Asp lie Pro 

740 

Ser He Lys Leu 
755 





295 




Asn Leu 


Asn 


Leu 


310 






Tyr His 


Leu 


Met 


325 






Thr Tyr Asn 


Val 


Lys Gin Gly 


Leu 






360 


Trp Ser 


Lys 


Leu 




375 




Tyr He 


Val 


Leu 


390 






Trp Val 


Gly 


Leu 


405 






Glu Lys 


Asn 


Glu 


Pro Ala 


Pro 


Lvs 






440 


Val He 


Gly 


Leu 




455 




Val Asp Leu 


Thr 


470 






Gin Ala 


He 


Asn 


485 






Met His 


Val 


Lvs 


Leu Gin 


Lys 


Lvs 






520 


Leu Asn 


Asp 


Ser 




535 




Ser Val 


Pro 




550 






Ser Gly Ser 


Ser 


565 






Ala Ser 


Val 


Thr 


Asn Ser 


Ser 


Glu 






600 


Thr Ala 


Thr 


Gin 




615 




Arg Val 


Val 


Ser 


63 0 






Gly Asn Ala 


Ala 


645 






He Val 


Gly 


Val 


Lys Lys 


Thr 


Lys 






680 


Leu Ala 


Leu 


Ser 




695 




Thr Glu 


Thr 


Ser 


710 






Leu Leu 


Ala 


Ser 


725 






Ala Leu 


Pro 


Ala 


Arg Leu 


Asn 


Arg 



760 





300 


Pro 


Val Trp Asp 




315 


Pro 


He He Thr 




330 


Ser 


Val Ser Thr 


345 




Ala 


He Thr Asp 


Phe 


Glu Ala Pro 




380 


Leu 


Ala Ser Ala 




395 


Val 


Glu Ser Lys 




410 


Phe 


He Thr Leu 


425 




Glu 


Asn Pro Asp 


Val 


Phe Lvs Lvs 




460 


Tyr 


Asp He Gin 




475 


Ser 


Lvs Met Phe 




490 


Arcr 


Lvs Gin Leu 


505 




Lvs 


Lvs His Ser 


Ser 


Leu Asi3 Leu 




540 


Pro 


Thr Ser Ala 




555 


Gin 


Glv Arcr Asn 




570 


Asn 


He Gin Ala 


585 




Ser 


Ser Glv Glv 


Pro 


Ala He Ser 




620 


Ser 


Tlir Arg Leu 




635 


Thr 


Ser Gly Asn 




650 


Lys 


Arg Thr Ser 


665 




Thr 


Glu Glu Asp 


Glv 


Hi a Asn Tivo 
njsO jujrcj 




700 


Thr 


Thr Gin Ser 




715 


Gin 


Lys Thr Ser 




730 


Asn 


Pro He Pro 


745 





Pro 


Arg Val 


Asn 








320 


Pro 


Ala Tyr 


Pro 






335 




Arg 


Met 


Val 


Met 




3 50 






Glu 


He 


Leu 


Leu 


365 








Asn 


Phe 


Phe 


Gin 


Pro 


Thr Glu 


Asn 








400 


He 


Arg He 


Leu 






415 




Ala 


His Val 


Asn 




430 






Lvs 


Glu 


Glu 


Phe 


445 








Thr 


Glu 


Asn 


Ser 


Ser 


Phe 


Thr 


Asp 








480 


Glu 


Val Asp 


Met 






495 




His 


Gin 


Leu 


Leu 




510 






Thr 


Glu Gly 


Val 

V ^m 


525 








Ser 


Met 


Asp 


Ser 


Thr 


Lys 


Thr 


Ser 








560 


Ser 


Pro 


Ala 


Pro 






575 




Thr 


Glu 


Val 


Ser 




590 






Thr 


Ser 


Ser 


Glu 


605 








Pro 


Pro 


Pro 


Lys 


Val 


Asn 


Pro 


Pro 








640 


Ala 


Ala 


Thr 


Lys 






655 




Ser 


Pro 


His 


Lys 




670 






Glu 


Thr 


Ser 


Glu 


635 








Thr 


Glu Ala 


Lys 


Glu 


Thr 


He 


Gin 








720 


Ser 


Thr 


Asp 


Leu 






735 




Val 


He 


Lys 


Asn 




750 







<2i0> 3364 
<211> 1014 
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<212> PRT 

<213> Homo sapiens 

<22l> mis cofeature 
<222> {!)... (1O07) 

<223> Xaa = any amino acid or nothing 





<400> 3364 




















Ser 


Ala 


Arg 


Thr 


Met 


Ser 


Tyr 


Asp 


Tyr 


His 


Gin 


Asn 


Trp Gly Arg Asp 


1 








5 










10 






15 


Gly 


Gly 


Pro 


Arg 


Ser 


Ser 

1 


Gly 


Gly 


Gly 


Tyr Gly Gly Gly Pro Ala Gly 






• 


20 








25 








30 


Gly 


His 


aiy 


Gly 


Asn 


Ara 

ml 


Gly 


Ser 


Gly 


Gly Gly Gly Gly Gly Gly Gly 






35 






Gin 




40 










45 


Gly 


Gly 


Arg 


Gly 


Trp 


Glv 


Pro 


Ala 


Ser Arg Ala 


Pro Glu Arg Pro 




50 










55 










60 




65 


Asn 


Arg 


His 


Val 


Val 


Arcr 


Glu 


Lvs 


Thr Gly Ala Glu Glu Gin Trp 










70 










75 




80 


LVS 


Arg 


Arg 


Gly 


Lvs 
85 


Arc 


Glu 


Leu 




Val 
90 


His 


Met 


Asp Glu Arg Arg 
95 


Glu 

V7 


Glu 


Gin 


He 
100 


Val 


Gin 






105 

w 


Ser 


Val 


Gin 


Ala Lys Asn Asp 
110 


TjVS 


Glu 


Ser 
115 


Glu 


Ala 


Gin 


He 


120 

«w w 


1 


Phe 


Ala 


Pro 


Glu Asp His Gly 
125 




Gly 
130 


Thr 


Glu 


Val 


Ser 


Thr 
135 






Thr 


Pro 


Cys 
140 


Ser Glu Asn Lys 


Leu. 


Asp 


He 


Gin 


Glu 


Lvs 


JLJ y o 




He 


Asn 


Gin 


Glu 


Lys Lys Met Phe 


145 










150 










155 




160 


Arcr 


lie 


Arg 


Asn 


Arcr 
165 


Ser 


Tvr 


He 




Arg 
170 


Asp 


Ser 


Glu Tyr Leu Leu 
175 


Gin 


Glu 


Asn 


Glu 
180 


Pro 


Aso 


Glv 


Thr 


Leu 

XJ V« V-A. 

185 


Asp 


Gin 


Lys 


Leu Leu Glu Asp 
190 


Leu 


Gin 


Lys 
195 


Lys 


Lvs 


Asn 


Asp 


Leu 
200 


Arcr 


Tyr 


He 


Glu 


Met Gin His Phe 
205 


Arg 


Glu 
210 


Lys 


Leu 


Pro- 


Ser 


215 


Gly 


Met 


Gin 


Lys 


Glu 
220 


Leu Val Asn Leu 


He 


Asp 


Asn 


His 


Gin 


Val 


Thr 


Val 


He 


Ser 


Gly Glu Thr Gly Cys Gly 


225 










230 










235 




240 


Lys 


Thr 


Thr 


Gin 


Val 


Thr 


Gin 


Phe 


He 


Leu Asp Asn Tyr He Glu Arg 










245 










250 






255 


Gly 


Lys 


Gly 


Ser 

260 


Ala 


Cys 


Arg 


He 


Val 
265 


Cys 


Thr 


Gin 


Pro Arg Arg He 
270 


Ser 


Ala 


He 


Ser 


Val 


Ala 


Glu 


Arg 


Val 


Ala Ala Glu Arg Ala Glu Ser 






275 










280 










285 


Cys 


Gly 


Ser 


Gly 


Asn 


Ser 


Thr 


Gly 

* 


Tyr 


Gin. He 


Arg 


Leu Gin Ser Arg 




290 










295 










300 




Leu 


Pro 


Arg 


Lys 


Gin 


Gly 


Ser 


He 


Leu 


Tyr Cys Thr Thr Gly He He 


305 










310 










315 




320 


Leu 


Gin 


Trp 


Leu 


Gin 
325 


Ser 


Asp 


Pro 


Tyr 


Leu 
330 


Ser 


Ser 


Val Ser His He 
335 


Val 


IiBU 


Asp 


Glu 


He 


His 


Glu 


Arg 


Asn 


Leu Gin Ser Asp Val Leu Met 








340 










345 








350 


Thr 


Val 


Val 


Lys 


Asp Leu 


Leu 


Asn 


Phe 


Arg 


Ser Asp Leu Lys Val He 






355 










360 










365 


Leu 


Met 


Ser 


Ala 


Thr 


Leu 


Asn 


Ala 


Glu 


Lys 


Phe 


Ser Glu Tyr Phe Gly 




370 










375 










380 




Asn 


Cys 


Pro 


Met 


He 


His 


He 


Pro 


Gly 


Phe 


Thr 


Phe 


Pro Val Val Glu 


385 










390 










395 




40O 


Tyr 


Leu 


Leu 


Glu 


Asp Val 


He 


Glu 


Lys 


He Arg Tyr Val Pro Glu Gin 










405 










410 






415 


Lys 


Glu 


His 


Arg 


Cys 


Gin 


Phe 


Lys 


Arg 


Gly Phe Met Gin Gly His Val 








420 










425 








430 


Asn 


Ser 


Gin 


Glu 


Lys 


Glu 


Glu 


Lys 


Glu 


Ala 


He 


Tyr Lys Glu Arg Trp 
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435 






440 










445 








Pro 




Tvr 


Val Arci Glu 


Leu Arg 


Aro 
">A»y 


At'O' 

*»XVJ 


xyx 


w j> 


Ala 




Thr 

X AXJb 


Val 




450 






455 










460 












Val 


Tie 
^x c 


Glu Met. Met 


Glu Asp 


Asn 


Lvs 


Val 


Asn 


l»eii 


Asn 


XJC u 


Tip 

X X c 


465 






470 










475 










480 

•X V V/ 


Val 


Ala 




Tie Arcr Tvr 


lie 


Val 


Leu 


Glu 

U VA 


Glu 

\J A 


Glu 


Asn 


Glv 
wxy 


Ala 


He 








485 








490 










495 




Leu 


Val 


Phe 


Leu Pro Glv 


Trp Asp 


Asn 


He 


Ser 


Thr 

A AAA 


Leu 

AJG W 


His 


Asn 


UC kX 








500 






505 










510 






Leu 


Met 


Ser 


Gin Val Met 


Phe 


Lys 


Ser 


Asn 


Lvs 

AJ jr 0 


Phe 


XjPU 

AJC SJi. 


He 

X 


He 

XX w 


Pro 






515 






52 0 










525 








Leu 


His 


Ser 


Leu Mefc Pro 


Thr 


Val 


Asn 


Gin 

^7 AAA 


Thr 

A AAA 


Gin 

^7 AAA 


Val 


Phe 


u y B 


Axy 




530 






535 










540 












Pro 


Pro 


Glv Val Arrr 


Lys 


He 


Val 

V CI X 


He 


Ala 


Thr 

X lAX 


A en 


Tie 
xxcs 


Al a 


Gl 11 


545 






55 0 










555 
•J 












A A All* 




Tie 


XAXJL XXCS ^U9M 


Asp Val 


Val 


iyx 


Val 


TIa 
xxc 


IV en 
nSp 


Gl V 
v»xy 


Gl V 
vaxy 


jjys 








565 








570 














Tie 


Lvs 


Glu 


THr Hifi Ph^ 
xux nxo jcrxACS 


Asp Thr 


Gl n 


AijAA 




Tl A 
xxc 


OCX 


XXIXT 




OAy 
OCX 








580 






585 

^ o ^ 


















Glu 




Val Qov T.VQ 


Ala 


Asn 


a 


xiys 


Gl n 


«xy 


j-iys 


ol 

vixy 


Arg 


JVl a 

Axa 






595 






600 










O w 9 










AT'CT 




O^il f XU V3Xjr 


Ser 


Leu 


XjSU 


JrXxe 


Tl A 


L.ys 


Tl a 

xxe 


Asn 


uxy 


oer 










615 










o ^ W 










Ada 






O CS X XlC U XjB U 


Gly Trp 


mr 


Tl a, 


\3xn 


ueu 


irro 


IsXU 


Tl A 

±xe 


irne 


D ^ ^ 
















O J 3 














m vr 
urxy 




ir^O IjcU VsXu 


Glu 


Leu 


\*ys 


ijeu 


Ol n 


Tl ^ 

xxe 


ijys 


vaj. 


Leu 


Arg 
















O 3 u 










c c c 








^xy 


xxe varxy xieu 


Phe 


Leu 


oer 


TV 

Arg 


Lieu 


nee 


TV i*<'W*k 

ASp 


Fro 


fro 


Ser 








O w V 
















inn 






A en 

nsn 






VaX JjSU XjBU 


Ser 


He* 


Arg 


isJLn 


jjeu 


Arg 


Ser 


Leu 


Asn 


Ala 






675 






680 










Q O 3 














vaxii uxu vtJm Xi. 


Leu 


Thr 


irro 


jjeu 


rti ir 




xlxS 


jjeu 


Axa 


Arg 




6 90 

w ^ w 






695 
























veix 


V3XU IrXw XIX o 


lie Gly 


jjys 




Tl cx 
X X6 




rr lie 


^•1 -ir 

vaXy 


TV T ?3 

Axa 


lieu 


705 






710 










715 










no n 








TaAii Ann Pt"^ 


Val 


Leu 


IXJtX 


Tl o 

X xe 


al a 


Al a 


C! A y 


XicU 


G A V* 

oer 


irne 








725 








7*^(1 










/ J o 




T.VC! 




trs. \J 


P>iP Val Tl A 

JrXlC VClJb ■JtJUxS 


Pro 


Leu 


ijT±y 




^tll n 
VjtX U. 


xiys 


Tl A 

xxe 


AX a 


ASp 


Axa 








740 




























Gill TiPHi Zll a 


Lys 


Asp 


mx 


Axy 


O A V 


rlop 


IlXS 


Xieu 


mr 


vax 






755 






760 










/ O 3 








V O 1 




Ala 


PViP Gill Glv 


Trp 


Glu 


ox. u 


al a 


A yft 
Axy 


Axy 


Arg 


ni 
vjxy 




Axg 




770 






775 










78 0 












C31ti 




AsT) XVT" CVR 


Trp 


Glu 


lyr 




T 1 
Xjc IX 


OCX 


O A y 
06x 


2\ cm 


TVi y 
XXIX 


T . Al 1 


785 






790 










795 










800 

W V w 


Gin 


Met 


TiPii 


His Asn. M^t 

AA^i3 f^0AA A Iw b 


Lys 


Gly 


Gl n 


PHr 


Al a 


Gl 11 

UIX IX 


TTi a 
£1X0 


T . Al 1 


T .01 1 
XJtsU 


ni V 








805 








810 

V ^ w 










0 X ^ 




Ala 


Glv 


Phe 


Val Ser Ser 


Arg Asn 


1^ i» \j 






irX U 


ni n 


G Ay 
OCX 




Tl <» 

XXC 








820 






825 

mm 










830 






Asn 


Ser 


As 13 


Asn Glu Lvs 


lie 


He 


tiVfi 


Ala 


Val 


lie 

X X c 


v«y o 


Al a 

nXA 


Gl V 
oxy 


T.Ail 

XJCU 






835 






840 










845 

U 7 ^ 










Pro 


Lvs 


Val Ala. Lvs 


He 


Arg 


Leu 


Asn 

X%OAA 




Glv 


xiys 


T.vrs 
juy o 




TiVn 
XJjr 0 




850 






855 










860 

W w W 










Met 


Val 


Liva 


Val Tvr Thr 


Lys 


Thr 


Asn 


Glv 
wx y 




Val 
V ax 


Al a 
AX a 


Val 
VAX 


XXX B 


irX w 


865 






870 










875 










0 0 \^ 






Val 


Asn Val Glu 


Gin 


Thr 




PVio 


fix a 


lyr 


Asn 


Trp 


T . Al 1 


Tl 0 

±xe 








885 








890 

V/ ^ w 










885 




Tyr 


His 


Leu 


Lys Met: Arg 


Thr 


Ser 


Ser 


He 


Tyr 


Leu 


Tyr 


Asp 


Cys 


Thr 








900 






905 










910 






61u 


Val 


Ser 


Pro Tyr Cys 


Leu 


Leu 


Phe 


Phe 


Gly 


Gly 


Asp. 


He 


Ser 


He 






915 






920 










925 








61n 


Lys 


Asp 


Asn Asp Gin 


Glu 


Thr 


He 


Ala 


Val 


Asp 


Glu 


Trp 


He 


Val 




930 






935 










940 








Phe 


Gin 


Ser 


Pro Ala Arg 


He 


Ala 


His 


Leu 


Val 


Lys 


Arg 


Ala 


Val 


Val 
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945 950 
His Met Asp Glu Arg Arg Glu Glu 

965 

Val Gin Ala Lys Asn Asp Lys Glu 

980 

Ala Pro Glu Asp His Gly Tyr Asp 
995 1000 



955 960 
Gin lie Val Gin Leu Leu Asn Ser 

970 975 
Ser Glu Ala Gin lie Ser Trp Phe 
985 990 
Lys Lys Tyr Phe Phe Lys Glu 

1005 1007 



<210> 3365 

<211> 147 . 

<212> PRT 

<213> Homo sapiens 

•<221> misc_feature 

<222> (1) . . . (146) 

<223> Xaa s any amino acid or nothing 



<400> 3365 



Glu 


Cys 


Cys Asn Val 


Arg 


Pro 


Leu 


Arg 


Glu 


Thr Asp 


Leu 


Leu 


Lys 


Met 


1 




5 










10 










15 




Lys 


Arg 


Lys Pro Arg 


Ala 


Ser 


Ser 


Pro 


Val 


Val 


Glu 


Glu 


Gin 


Pro 


Arg 






20 








25 










30 






Ala 


Asn 


Thr Lys Glu 


Thr 


Arg 


Lys 


Lys 


Lys 


Ser 


Phe 


Ser 


Gin 


Pro 


Met 






35 






40 










45 








Ser 


Ala 


Ser Thr Lys 


Glu 


Glu 


Ser 


Gin 


Asp 


Gly Arg 


Arg Lys 


Gly Lys 




50 






55 










60 










Xaa 


Leu 


Lys Gly Arg 


Ala 


Arg 


Lys 


Lys 


Asn 


Ala 


Pro 


Gin 


Lys 


Ser 


Met 


65 






70 










75 










80 


Ala 


Leu 


Arg lie Leu 


Glu 


Glu Gly 


Ser 


Arg 


Pro 


Thr 


Pro 


Ser 


Gly His 






85 










90 










95 




Ser 


Asp 


Gin Leu Asn 


Glu 


Glu 


Leu 


Xaa 


Gin 


Asn 


Glu 


Leu 


Gin 


Leu 


Glu 






100 








105 










110 






Gin 


Pro 


Glu Gly Thr 


Xaa 


Leu 


Glu 


Gin 


Gin 


Ser 


Glu 


Gly Thr 


Gin 


Pro 






115 






120 










125 








Glu 


Gin 


Gin Ser Gly 


Arg 


Met 


Pro 


Thr 


lie 


Ser 


Thr 


Leu 


Ser 


Leu 


Ser 



130 135 140 

Ser Glu 
145 146 



<21o'> 3366 
<211> 276 
<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) . . . (27.5) 

<223> Xaa B any amino acid or nothing 

/ 



<400> 3366 
Phe Arg Gly Tyr 
1 

Ser Gly Gly Leu 

20 

Lys His Ala Lys 
35 

Arg Glu Pro Tyr 
50 

Leu Arg Gly Arg 



Trp Gly Val Arg 
5 

Gly Pro Gly Lys 

Lys, His Leu Gly 

40 

Gin lie Leu Leu 
55 

lie Gin Leu Arg 



Glu Ala Phe Thr 
10 

Pro Gly Met Lys 
25 

Phe Phe Arg Asn 

Asp Gly Thr Phe 

60 

Glu Gin Leu Pro 



Asp Ala Ser Trp 
15. 

lie Thr Arg Gin 
30 

Asn Phe Gly Val 
45 

Cys Gin Ala Ala 
Arg Tyr Leu Met 
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Gly 


Glu 


Thr Gin 


Thr 


Leu 


Gly Lys 






100 


Gin 


Val 


Arg Asn 






115 


Cys 


Leu 


Leu Ser 




130 




Ala 


Thr 


Gin Asp 


145 






Val 


Pro 


Leu Met 


Ser 


Pro 


Lys Thr 






180 


Ser 


Qln 


Cys Met 




« 


195 


Val 


Xaa 


Xaa Lva 




210 




lie 


Ser 


Gly Pro 


225 






Pro 


Asp 


Thr Gin 


He 


Arg 


Asn Arg 






260 


Glu 


Gly 


Glu 



275 



70 

Leu Cys Thr Thr 
85 

Asp Leu Tyr Gly 

Cys Pro His Phe 

12 0 

Met Val Glu Glu 

135 

Gin Asn Leu Ser 

150 

Phe He He Gin 
165 

He Ala Phe Val 

Arg Lys Lys Val 

200 

Thr Leu Asn Arg 

215 

Asn Pro Leu Ser 
230 

Ser Ser Ala Ser 
245 

Ser Asn Pro Lys 





75 




Arg 


Cys Val 






90 




Ala 


Lys Leu 


Tie 


105 






Lys 


Asn Ala 




Gly Asn Pro 


His 






140 


Val 


Lys Val 


Lys 




155 




Asn 


Thr Met 


VCXX 




170 




Lys 


Ala Val 


m n 


185 






Ser 


Asn He 


oer 


Gly Arg Arg 


Lys 






220 


Cys 


Leu Lys 


Lys 




235 




Glu Lys Lys 


Arg 




250 




Val 


Leu Ser 


Glu 


265 







Lys 


Glu 


Leu Glu 






95 


Ala 


Gin 


Lys Cys 




110 

\0 




Ser 


Gly 


Ser Glu 


125 






His 


Tyr 


Phe Val 


Lys 


Lys 


Pro Gly 






160 


Leu 


Asp 


Lys Pro 






175 


Ser 


Gly 


Arcr Leu 




190 




Lvs 




Asn A^rcr 








Lys 


Arg 


Lys Lys 


Lys 


Lys 


Lys Ala 






240 


Lys 


Arg 


Lys Arg 






255' 


Lys 


Gin 


Asn Ala 




270 





<210> 3367 

<211> 476 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 

<222> (1) . . . (474) 

<223> Xaa s any amino acid or nothing 



<400> 3367 



Met 


Leu 


Trp 


Gly 


1 








Asp 


Leu 


Val 


Ala 








20 


Val 


Gly 


Gin 


Ala 






35 




Cys 


Leu 


Glu 


His 




50 






Ser 


Lys 


He 


Asn 


65 








Gly 


Asn 


Gly 


Lys 


Thr 


Val 


Val 


Asp 








lOO 


Pro 


Glu 


Gin 


Leu 






115 




Arg 


Gly 


His 


Tyr 




130 






Arg 


He 


Arg 


Lys 


145 








He 


Phe 


His 


Ser 


Leu 


Met 


Glu 


Arg 



Cys 


Arg 


Ala 


Lys 


5 








Ser 


Leu 


Ser 


Pro 


Gly 


Val 


Gin 


He 








40 


Gly 


He 


Gin 


Ala 






55 




Asp 


Asp 


Asp 


Ser 




70 






His 


Val 


Pro 


Arg 


85 








Glu 


Val 


Arg 


Ala 


He 


Thr 


Gly 


Lys 








120 


Thr 


Val 


Gly 


Lys 






135 




Leu 


Thr 


Asp 


Ala 




ISO 






Phe 


Gly 


Gly 


Gly 


165 








Leu 


Ser 


Leu 


Asp 



Ala 


Cys 


Trp 


Gly 




10 






Gin 


Arg 


Glu 


Cys 


25 








Gly 


Asn 


Ala 


Cys 


Asp 


Gly 


Thr 


Phe 








60 


Phe 


Thr 


Thr 


Phe 






75 




Ala 


Val 


Met 


He 




90 






Gly 


Thr 


Tyr 


Arg 


105 








Glu 


Asp 


Ala 


Ala 


Glu 


Ser 


He 


Asp 








140 


Cys 


Ser 


Gly 


Leu 






155 




Thr 


Gly 


Ser 


Gly 




170 






Tyr 


Gly 


Lys 


Lys 



5041 



Pro Arg Leu Ser 
15 

He Ser Val His 
30 

Trp Glu Leu Phe 
45 

Asp Ala Gin Ala 

Phe Ser Glu Thr 

80 

Asp Leu Glu Pro 
95 

Gin Leu Phe His 
110 

Asn Asn Tyr Ala 
125 

Leu Val Leu Asp 

Gin Gly Phe Leu 

160 

Phe Thr Ser Leu 
175 

Ser Lys Leu Glu 
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180 










185 








190 




Phe Ala 


He 


Tyr 


Pro 


Ala 


Pro 


Gin 


Val 


Ser 


Thr 


Ala 


Val Val Glu 


Pro 




195 










200 










205 




Tyr Asn 


Ser 


He 


Leu 


Thr 


Thr 


His 


Thr 


Thr 


Leu 


Glu 


His Ser Asp 


Cys 


210 










215 










220 






Ala Phe 


Met 


Val 


Asp 


Asn 


Glu 


Ala 


He 


Tyr 


Asp 


He 


Cys Arg Arg 


Asn 


225 








230 










235 






240 


Leu Asp 


He 


Glu 


Arg 


Pro 


Thr 


Tyr 


Thr 


Asn 


Leu 


Asn 


Arg Leu He 


Ser 








245 










250 






255 




Gin He 


Val 


Ser 


Ser 


He 


Thr 


Ala 


Ser 


Leu 


Arg 


Phe 


Asp Gly Ala 


Leu 






260 










265 








270 




Asn Val 


Asp 


Leu 


Thr 


Glu 


Phe 


Gin 


Thr 


Asn 


Leu 


Val 


Pro Tyr Pro 


Arg 




275 










280 










285 




He His 


Phe 


Pro 


Leu 


Val 


Thr 


Tyr 


Ala 


Pro 


He 


He 


Ser Ala Glu 


Lys 


290 










295 










300 






Ala Tyr 


His 


Glu 


Gin 


Leu 


Ser 


Val 


Ala 


Glu 


He 


Thr 


Ser Ser Cys 


Phe 


305 








310 








• 


315 






320 


Glu Pro 


Asn 


Ser 


Gin 


Met 


Val 


Lys 


Cys 


Asp 


Pro 


Arg 


His Gly Lys 


Tyr 








325 










330 






335 




Met Ala 


Cys 


Cys 


Met 


Leu 


Tyr 


Arg 


Gly 


Asp 


Val 


Val 


Pro Lys Asp 


Val 






340 










345 








350 




Asn Val 


Ala 


He 


Ala 


Ala 


He 


Lys 


Thr 


Lys 


Arg 


Thr 


He Gin Phe 


Val 




355 










360 










365 




Asp Trp 


Cys 


Pro 


Thr 


Gly 


Phe 


Lys 


Val 


Gly 


He 


Asn 


Tyr Gin Pro 


Pro 


370 










375 










380 






Thr Val 


Val 


Pro 


Gly 


Gly 


Asp 


Leu 


Ala 


Lys 


Val 


Gin 


Arg Ala Val 


Cys 


385* 








390 










395 






400 


Met Leu 


Ser 


Asn 


Thr 


Thr 


Ala 


He 


Ala 


Glu 


Ala 


Trp 


Ala Arcr Leu 


Asp 








405 










410 






415 




His Lys 


Phe 


Asp 


Leu 


Net 


Tyr 


Ala 


Lys 


Arg 


Ala 


Phe 


Val His Trp 


Tyr 






420 










425 








430 




Val Gly 


Glu 


Gly 


Met 


Glu 


Glu 


Gly 


Glu 


Phe 


Ser 


Xaa 


Arg Pro Gly 


Glu 




435 










440 










445 




Asp Leu 


Ala 


Ala 


Leu 


Glu 


Lys 


Asp 


Tyr 


Glu 


Glu 


Val 


Gly Thr Asp 


Ser 


450 










455 










460 






Phe Glu 


Glu 


Glu 


Asn 


Glu 


Gly 


Glu 


Glu 


Phe 










465 








470 








474 


< 








<210> : 


3368 






















<211> 1 


B67 






















<212> : 


PRT . 






















<213> Homo 


sapiens 


















<221> misc 


_f eature 


















<222> 


(1) . 


r. (863) 












• 






<223> Xaa = 


3 any amino acid 


or nothing 








<400> : 


3368 






















Ser Leu 


Leu 


Glu 


Glu 


Thr 


Met 


Asp 


Glu 


Asp 


Ser 


Ser 


Leu Arg Glu 


Tyr 


1 






5 










10 






15 




Thr Val 


Ser 


Leu 


Asp 


Ser 


Asp 


Met 


Asp 


Asp 


Ala 


Ser 


Lys Cys Leu 


Gin 






20 










25 








30 




Glu Tyr 


Asp 


Ser 


Gly 


Thr 


Gly 


Asn 


Thr 


Arg 


Glu 


Ala 


Leu Arg Pro 


Cys 




35 










40 










45 




Pro Arg 


Thr 


Val 


Ser 


Thr 


Lys 


Ala 


Gin 


Pro 


Gly 


Arg 


Ser Ala Ser 


Ser 


50 










55 










60 






Ser Ser 


Gly 


Asp 


Lys 


Thr 


Thr 


Ser 


Phe 


Ala 


Glu 


Gin 


Lys He Arg 


Lys 


65 








70 










75 






80 


Leu Asn 


His 


Thr 


Asp 


Gly 


Glu 


Ser 


Ser 


Gly 


Ser 


Ser 


Ser Gin Lys 


Thr 








85 










90 






95 




Thr Pro 


Glu 


Gly 


Ser 


Glu 


Leu 


Asn 


He 


Pro 


His 


Ala 


Gly Ala Trp 


Ala 
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100 



Gin 


lie 


Pro 


Glu Glu Thr 


Gly 


Leu 






115 






120 


Leu 


Leu 


Ala 


Ser Glu Met 


Val 


His 




130 






135 




Arg 


Arg 


Ala 


lie Xaa Ala 


Gin 


Lys 


145 






150 






Lys 


Gin 


Arg 


Gin Lys Met 


Gly 


Arg 








165 






Lys 


Lys 


Gly 


Asp Gly lie 


Ser 


Pro 








180 






Glu 


Asp 


Glu 


Lys Val Tyr 


Thr 


Asp 






195 






2O0 


Lys 


Thr 


Asp 


Gly Gin Arg Ser 


Lys 




210 






215 




Met 


Glu 


Asn 


Pro Gin Ala 


Lys 


Trp 


225 






230 






Asp 


Pro 


Glu 


Lys Gin Gly Asn 


Leu 








245 






Asn 


Glu 


Gly 


Glu He Leu 


Glu 


Tyr 








260 






Ser 


Ser 


Leu 


His Phe Leu 


Gin 


Gin 






275 






280 


Gin 


Glu 


Met 


Leu Met Gin 


Met 


Arg 




290 






295 




Pro 


Pro 


Gin 


Pro Ser Pro 


Gin 


Lys 


305 






310 






Lys 


Gin 


Ala 


Gly Leu Ser 


Ser 


Ala 








325 






Pro 


Arg 


Pro 


Thr His Pro 


Ser 


Ser 








340 






Ala 


Ser 


Phe 


Ser Val Lys 


Ser 


Gin 






355 






360 


Lys 


lie 


Thr 


Pro Leu Asn 


Arg 


Thr 




370 






375 




Ser 


Leu 


Pro 


Arg Leu Arg 


Arg 


Phe 


385 






390 






Thr 


Arg 


Ser 


Phe Val Cys 


Phe 


Gly 
* 








405 






Glu 


Ser 


Lys 


Pro Lys Glu 


Glu 


Val 








420 






Gly 


Thr 


Leu 


Glu Gin Arg Gly 


His 






435 






440 


Pro 


Phe 


Glu 


Ser Thr Val 


Ser 


Glu 




450 






455 




Thr 


Val 


Cys 


Leu Thr Pro 


Asn 


Glu 


465 






470 






Pro 


Pro 


Pro 


Lys Pro Val 


Phe 


Pro 








485 






Leu 


lie 


Glu 


Val Ser Leu 


Ser 


Asp 








500 






Val 


Pro 


Val 


Glu Lys Tyr Asp 


Gly 






515 






52.0 


Asp 


Asp 


Gin 


Lys Val Cys 


Cys 


Gly 




530 






535 




Ala 


Glu 


Asn 


Asp Met Ala Met 


Lys 


545 






550 






Leu 


Arg 


Arg 


Glu Lys Glu Thr 


Gin 








565 






Glu 


Met 


Glu 


His Lys Lys 


Glu 


Glu 








580 






Arg 


Gin 


Lys 


Lys Glu Asp Glu 


Arg 






595 






600 


Glu 


Tyr 


Met 


Arg Arg Lys 


Gin 


Leu 



105 










110 






Pro 


Gin 


Gly 


Arg 


Asp 


Thr 


Thr 


Gin 










125 








Leu 


Met 


Met 


Lys 


Leu 


Lys 


Glu 


Lys 








140 










Lys 


Lys 


Met 


Glu 


Ala 


Ala 


Phe 


Thr 






155 










160 


Thr 


Ala 


Phe 


Leu 


Thr 


Val 


Val 


Lys 




170 










175 




Leu 


Arg 


Glu 


Glu 


Ala 


Ala 


Gly 


Ala 


185 










190 






Arg 


Ala 


Lys 


Glu 


Lys 


Glu 


Ser 


Gin 










205 








Ser 


Leu 


Ala 


Asp 


He 


Lys 


Glu 


Ser 








220 










Leu 


Lys 


Ser 


Pro 


Thr 


Thr 


Pro 


He 






235 










240 


Ala 


Ser 


Pro 


Ser 


Glu 


Glu 


Thr 


Leu 




250 










255 




Thr 


Lys 


Ser 


He 


Glu 


Lvs 


Leu 


Asn 


265 










270 






Glu 


Met 


Gin 


Arcr 


Leu 


Ser 


Leu 


Gin 










285 








Glu 


Gin 


Gin 


Ser 


TriD 


Val 


He 


Ser 








300 










Gin 


He 


Arcr 


ASD 


Phe 


Lys 


Pro 


Ser 






315 










320 


lie 


Ala 


Pro 


Phe 


Ser 


Ser 


Aso 


Ser 




330 










335 




Thr 


Ser 


Leu 


Leu 


Asn 


Arcr 


Lvs 


Ser 


345 










350 






Arcr 


Thr 


Pro 


Arcr 


Pro 


Asn 


Glu 


Leu 










365 








Leu 


Thr 


Pro 


Pro 


Arcr 


Ser 


Val 


Asn 








380 










Ser 


Pro 


Ser 


Gin 


Val 


Pro 


He 


Gin 






395 










400 


Asp 


As ID 


Gly 


Glu 


Pro 


Gin 


Leu 


Lvs 




410 










415 




Lvs 


Lvs 


Glu 


Glu 


Leu 


Glu 


Ser 


Lvs 


425 










430 






Asn 


Pro 


Glu 


Glu 


Lys 


Glu 


He 


Lvs 










445 








Val 


Leu 


Ser 


Leu 


Pro 


Val 


Thr 


Glu 








460 










Asp 


Gin 


Leu 


Asn 


Gin 


Pro 


Thr 


Glu 






475 










480 


Pro 


Thr 


Ala 


Pro 


Lys 


Asn 


Val 


Asn 




490 










495 




Leu 


Lys 


Pro 


Pro 


Glu 


Lys 


Ala 


Asp 


505 










510 






Glu 


Ser 


Asp 


Lys 


Glu 


Gin 


Phe 


Asp 










525 








Phe 


Phe 


Phe 


Lys 


Asp 


Asp 


Gin 


Lys 








540 










Arg 


Ala 


Ala 


Leu 


Leu 


Glu 


Lys 


Arg 






555 










560 


Leu 


Arg 


Lys 


Gin 


Gin 


Leu 


Glu 


Ala 




570 










575 




Thr 


Arg 


Arg 


Lys 


Thr 


Glu 


Glu 


Glu 


585 










590 






Ala 


Arg 


Arg 


Glu 


Phe 


He 


Arg 


Gin 










605 








Lys 


Leu 


Met 


Glu 


Asp 


Met 


Asp 


Thr 
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610 








615 






620 




Val 


He 


Lys 


Pro Arg 


Pro 


Gin 


Val 


Val 


Lys Gin Lys 


Lys Gin Arg Pro 


625 








630 








635 


640 


Lys 


Ser 


He His Arg Asp 


His 


He 


Glu 


Ser Pro Lys 


Thr Pro He Lys 








645 










650 


655 


Gly 


Pro 


Pro 


Val Ser 


Ser 


Leu 


Ser 


Leu 


Ala Ser Leu Asn Thr Gly Asp 








660 








665 




670 


Asn 


Glu 


Ser 


Val His 


Ser 


Gly 


Lys 


Arg 


Thr Pro Arg 


Ser Glu Ser Val 






675 








680 






685 


Glu 


Gly 


Phe 


Leu Ser 


Pro 


Ser 


Arg 


Cys 


Gly Ser Arg Asn Gly Glu Lys 




690 








695 






700 




Asp 


Trp 


Glu 


Asn Ala 


Ser 


Thr 


Thr 


Ser 


Ser Val Ala 


Ser Gly. Thr Glu 


-705 








710 








715 


720 


Tyr 


Thr 


Gly Pro Lys 


Leu 


Tyr 


Lys 


Glu 


Pro Ser Ala 


Lys Ser Asn Lys 








725 










730 


735 


His 


He 


He 


Gin Asn 


Ala 


Leu 


Ala 


His 


Cys Cys Leu Ala Gly Lys Val 








740 








745 




750 


lAsn 


Glu 


Gly Gin Lys 


Lys 


Lys 


He 


Leu 


Glu Glu Met 


Glu Lys Ser Asp 






755 








760 






765 


Ala 


Asn 


Asn 


Phe Leu 


He 


Leu 


Phe 


Arg 


Asp Ser Gly Cys Gin Phe Arg 




770 








775 






780 




Ser 


Leu 


Tyr 


Thr Tyr 


Cys 


Pro 


Glu 


Thr 


Glu Glu He 


Asn Lys Leu Thr 


785 








790 








795 


800 


Gly 


He 


Gly 


Pro Lys 


Ser 


He 


Thr 


Lys 


Lys Met He 


Glu Gly Leu Tyr 








805 










810 


815 


Lys 


Tyr 


Asn 


Ser Asp Arg 


Lys 


Gin 


Phe 


Ser His He 


Pro Ala Lys Thr 








820 








825 




830 


Leu 


Ser 


Ala 


Ser Val 


Asp 


Ala 


He 


Thr 


He His Ser 


His Leu Trp Gin 






835 








840 






845 


Thr 


Lys 


Arg 


Pro Val 


Thr 


Pro 


Lys 


Lys 


Leu Leu Pro 


Thr Lys Ala 




850 








855 






860 


863 



<210> 3369 

<211> 128 

<212> PRT 

<213> Homo sapiens 



<400> 3369 



Arg 


Gly 


Ser 


Gly Leu 


Thr 


Gin 


Glu 


Pro 


Gly Ser Val Gly Gin Leu Ala 


1 








5 










10 15 


Leu 


Ala 


Cys 


Ala 


Glu 


Gly 


Ala 


Val 


Glu 


Tip Leu Tyr Pro Ala Gly Ala 








20 










25 


30 


Leu 


Arg 


Leu 


Thr 


Leu 


Gly 


Gly 


Pro 


Asp 


Pro Arg Ala Arg Pro Gly He 






35 










40 




45 


Ala 


Cys 


Leu 


Arg 


Pro 


Val 


Arg 


Pro 


Phe 


Ala Gly Ala Gin Val Phe Ala 




50 










55 






60 


Glu 


Arg 


Ala 


Gly 


Gly 


Ala 


Leu 


Glu 


Leu 


Leu Leu Ala Glu Gly Pro Gly 


65 










70 








75 80 


Pro 


Ala 


Gly 


Gly 


Arg 


Cys 


Val 


Arg 


Trp 


Gly Pro Arg Glu Arg Arg Ala 










85 










90 95 


Leu 


Phe 


Leu 


Gin 


Ala 


Thr 


Pro 


His 


Gin 


Asp He Ser Arg Arg Val Ala 








100 










105 


110 


Ala 


Phe 


Arg 


Phe 


Glu 


Leu 


Arg 


Glu 


Asp 


Gly Arg Pro Glu He Ala Pro 






115 










120 




125 128 



<210> 3370 
<211> 285 
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<212> PRT 
I <213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (284) 

<223> Xaa s any amino acid or nothing 



<400> 3370 



Asp 


Leu 


Ser 


Leu 


1 








Tyr 


Phe 


Leu 


Ser 






• 


20 


He 


Asp 


Tyr 


Ser 






35 




Glu 


Ser 


Phe 


He 




50 






Arg 


Leu 


Ala 


Glu 


65 








Ala 


Glu 


Lys 


Val 


Lvs 


Ala 


Glu 


Gin 








100 


He 


Leu 


Met 


Glu 






115 




Lvs 


Thr 


Val 


Ala 




130 






Aircr 


Arcr 


Glu 


Glu 










Ser 


Arg 


Thr 


Arg 


Arg 


Arg 


Ser 


Arg 








180 


Arg 


Ser 


Arg 


Asp 






195 




Ser 


Arg 


Gly 


His 




210 






Phe 


Ser 


Arg 


Glu 


225 








Ser 


Glu 


Arg 


Gly 


Met 


Ala 


Ser 


Arg 








260 


Asn 


Arg 


Met 


He 






275 





Glu Cys Thr Gly 
5 

Ser Lys Trp Val 

Ala Val Leu Phe 

40 

Ala Glu Cys Asp 
55 

Thr Gin Glu Glu 
70 

His Glu Leu Asn 
85 

Leu Gly Ala Glu 

Val Glu Lys Val 

120 

Glu Lys Gin Glu 
135 

Arg Glu Arg Glu 
150 

Asp Arg Arg Arg 
165 

Ser Thr Ser Arg 

Arg His Arg Arg 

200 

Arg Arg Ala Ser 
215 

Arg Ala Ser Arg 
230 

Pro Pro Asp Trp 
245 

Arg Ser Glu Glu 

Val Trp Lys His 

280 



Phe Lys Glu 


Thr 


10 




Leu Arg Leu 


Tyr 


25 




Pro Cys Xaa 


Ala 


Arg Arg Thr 


Glu 




60 


He Ser Ala 


Glu 


75 




Glu Glu He 


Gly 


90 




Gly Asn Val 


Asp 


105 




Arg Ala Lys 


Lvs 


Lys Arg Asn 


Gin 




140 


Glu Arg Leu 


Ser 






Ser Arg Ser 


Arg 


170 




Glu Arg Arg 


Lys 


185 




His Arg Ser 


Arg 


Arg Asp Arg 


Ser 




220 


Glu Glu Ser 


Trp 


235 




Arg Leu Glu 


Ser 


250 




Lys Glu Ala 


Gly 


265 




Gly Leu Leu 


He 




284 



Asn 


Leu 


Gly Val 






15 


Ala 


Leu 


His He 




30 




Met 


Asp 


His Leu 


45 






Leu 


Ala 


Lys Lys 


Val 


Ser 


Ala Lys 






80 


Lys 


Leu 


Leu Ala 






95 


Glu 


Ser 


Gin Lys 




110 




Lys 


Glu 


Ala Glu 


125 






Asp 


Arg 


Leu Arg 


Arg 


Arg 


Ser Gly 






160 


Asp 


Arg 


Arg Arg 






175 


Leu 


Ser 


Arg Ser 




190 




Ser 


Arg 


Ser His 


205 






Ala 


Lys 


Tyr Lys 


Glu 


Ser 


Gly Arg 






240 


Ser 


Asn 


Gly Lys 






255 


Gly 


Asp 


Leu Leu 




270 





<210> 3371 
<211> 285 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (284) 

<223> Xaa = any amino acid or nothing 



<400> 3371 
Asp Leu Ser Leu Glu Cys Thr Gly 

1 5 
Tyr Phe Leu Ser Ser Lys Trp Val 

20 

He Asp Tyr Ser Ala Val Leu Phe 



Phe Lys Glu Thr Asn Leu Gly Val 

10 15 
Leu Arg Leu Tyr Ala Leu His He 

25 30 
Pro Cys Xaa Ala Met Asp His Leu 
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35 

61u Ser Phe lie 
50 

Arg Leu Ala Glu 
65 

Ala Glu Lys Val 

Iiys Ala Glu Gin 

100 

lie Leu Met Glu 
115 

Lys Thr Val Ala 
130 

Arg Arg Glu Glu 
145 

Ser Arg Thr Arg 

Arg Arg Ser Arg 

180 

Arg Ser Arg Asp 
195 

Ser Arg Gly His 
210 

Phe Ser Arg Glu 
225 

Ser Glu Arg Gly 

Met Ala Ser Arg 

260 

Asn Arg Met lie 
275 





40 


Ala Glu Cys 


Asp 


55 




Thr Gin Glu 


Glu 


70 




His Glu Leu 


Asn 


85 




Leu Gly Ala 


Glu 


Val Glu Lys 


Val 




120 


Jim ^ w ^m *V 

Glu Lys Gin 


Glu 


135 




Arg Glu Arg 


Glu 


150 




Asp Arcr Arq 


Atq 


165 




Ser Thr Ser 


Arg* 


Arcr His Arcr 


Arcr 




200 


Arg . Arg Ala 


Ser 


215 




A y/T a Cot* 
nXd OCSX 




230 




Pro Pro Asp 


Trp 


245 




Arg Ser Glu 


Glu 


Val Trp Lys 


His 




280 



Arg 


Arg 


Thr Glu 






60 


lie 


Ser 


Ala Glu 






75 


Glu 


Glu 


lie Gly 




90 




Gly 


Asn 


Val Asp 


105 






Arg 


Ala 


Lys Lys 


Lys 


Arg 


Asn Gin 






140 


Glu 


Arg 


Leu Ser 






155 


Ser 


Arg 


Ser Arg 




170 




Glu 


Arg 


Arg Lys 


185 


Arg 




His 


Ser Arg 


Arg 


Asp 


Arg Ser 






220 


Glu 


Glu 


Ser Trp 






235 


Arg 


Leu 


Glu Ser 




250 




Lys 


Glu 


Ala Gly 


265 






Gly 


Leu 


Leu lie 



284 



45 

Leu Ala Lys Lys 

Val Ser Ala Lys 

80 

Lys Leu Leu Ala' 
95 

Glu Ser Gin Lys 

110 

Lys Glu Ala Glu 

125 

Asp Arg Leu Arg 

Arg Arg Ser Gly 

160 

Asp Arg Arg Arg 
175* 

lieu Ser Arg Ser 
190 

Ser Arg Ser His 
205 

Ala Lys Tyr Lys 

Glu Ser Gly Arg 

240 

Ser Asn Gly Lys 
255 

Gly Asp Leu Leu 
270 



<210> 3372 
<211> 1036 
<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) . . . (1035) 

<223> Xaa = any amino acid or nothing 



<400> 3372 



Pro Met 


Gin 


Asn 


Cys 


Met 


Cys 


Ser 


Leu 


Thr 


Leu Ser 


Val Leu 


Pro Leu 


1 






5 










10 






15 


Gly Pro 


Gin 


Pro 


Pro 


Val 


Pro 


Glu 


Lys 


Arg 


Pro Pro 


Glu lie 


Gin His 






20 










25 






30 




Phe Arg 


Met 


Ser 


Asp 


Asp 


Val 


His 


Ser 


Leu 


Gly Lys 


Val Thr 


Ser Asp 




35 










40 








45 




Leu Ala 


Lys 


Arg 


Arg 


Lys 


Leu 


Thr 


Ser 


Xaa 


Gly Gly 


Leu Ser 


Glu Glu 


50 










55 








60 






Leu Gly 


Ser 


Ala 


Arg 


Arg 


Ser 


Gly 


Glu 


Val 


Thr Leu 


Thr Lys 


Gly Asp 


65 








70 










75 




80 


Pro Gly 


Ser 


Leu 


Glu 


Glu 


Trp 


Glu 


Thr 


Val 


Val Gly 


Asp Asp 


Phe Ser 








85 










90 






95 


Leu Tyr 


Tyr 


Asp 


Ser 


Tyr 


Ser 


Val 


Asp 


Glu 


Arg Val 


Asp Ser 


Asp Ser 






100 










105 






110 




Lys Ser 


Glu 


Val 


Glu 


Ala 


Leu 


Thr 


Glu 


Gin 


Leu Ser 


Glu Gl'u 


Glu Glu 




115 










120 








125 




Glu Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu Glu 


Glu Glu 


Glu Glu 


130 










135 








140 






Qlu Glu 


Glu 


Glu 


Asp 


Glu 


Glu 


Ser 


Gly 


Asn 


Gin Ser 


Asp Arg 


Ser Qly 
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145 


150 










155 










160 


Ser Ser Gly Arg Arg 


Lys 


Ala 


Lys 


Lys 


Lys 


Trp 


Arg 


Lys 


Asp 


Ser 


Pro 


165 










170 










175 


• 


Trp Val Lys Pro Ser 


Arg 


Lys 


Arg 


Arg 


Lys 


Arg 


Glu 


Pro 


Pro 


Arg 


Ala 


180 








185 










190 






Lys Glu Pro Arg Gly 


Val 


Asn 


Gly 


Val 


Gly 


Ser 


Ser 


Gly 


Pro 


Ser 


Glu 


195 






200 










205 








Tyr Met Glu Val Pro 


Leu 


Gly 


Ser 


Leu 


Glu 


Leu 


Pro 


Ser 


Glu 


Gly 


Thr 


210 




215 










220 










Leu Ser Pro Asn His 


Ala 


Gly 


Val 


Ser 


Asn 


Asp 


Thr 


Ser 


Ser 


Leu 


Glu 


225 


230 










235 










240 


Thr Glu Arg Gly Phe 


Glu 


Glu 


Leu 


Pro 


Leu 


Cys 


Ser 


Cys 


Arg 


Met 


Glu 


245 










250 










255 




Ala Pro Lys lie Asp 


Arg 


He 


Ser 


Glu 


Arg 


Ala 


Gly 


His 


Lys 


Cys 


Met 


260 








265 










270 






Ala Thr Glu Ser Val 


Asp 


Gly 


Glu 


Leu 


Ser 


Gly 


Cys 


Asn 


Ala 


Ala 


He 


275 






280 










285 








Leu Lys Arg Glu Thr 


Met 


Arg 


Pro 


Ser 


Ser 


Arg 


Val 


Ala 


Leu 


Met 


Val 


290 




295 










300 










Leu Cys Glu Thr His 


Arg 


Ala 


Arg 


Met 


Val 


Lys 


His 


His 


Cys 


Cys 


Pro 


305 


310 










315 










320 


Gly Cys Gly Tyr Phe 


Cys 


Thr 


Ala 


Gly 


Thr 


Phe 


Leu 


Glu 


Cys 


His 


Pro 


325 










330 










335 




Asp Phe Arg Val Ala 


His 


Arg 


Phe 


His 


Lys 


Ala 


Cys 


Val 


Ser 


Glzi 


Leu 


340 








345 










350 






Asn Gly Met Val Phe 


Cys 


Pro 


His 


Cys 


Gly 


Glu 


Asp 


Ala 


Ser 


Glu 


Ala 


355 






360 










365 








Gin Glu Val Thr lie 


Pro 


Arg 


Gly 


Asp 


Gly 


Val 


Thr 


Pro 


Pro 


Ala 


Gly 


370 




375 










380 










Thr Ala Ala Pro Ala 


Pro 


Pro 


Pro 


Leu 


Ser 


Gin 


Asp 


Val 


Pro 


Gly 


Arg 


385 


390 










395 










400 


Ala Asp Thr Ser Gin 


Pro 


Ser 


Ala 


Arg 


Met 


Arg 


Gly 


His 


Gly 


gIu 


Pro 


405 










410 










415 




Arg Arg Pro Pro Cys 


Asp 


Pro 


Leu 


Ala 


Asp 


Thr 


He 


Asp 


Ser 


Ser 


Gly 


420 








425 










430 






Pro Ser Leu Thr Leu 


Pro 


Asn 


Gly 


Gly 


Cys 


Leu 


Ser 


Ala 


Val 


Gly 


Leu 


435 






440 










445 








Pro Leu Gly Pro Gly 


Arg 


Glu 


Ala 


Leu 


Glu 


Lys 


Ala 


Leu 


Val 


He 


Gin 


450 




455 










460 










Glu Ser Glu Arg Arg 


Lys 


Lys 


Leu 


Arg 


Phe 


His 


Pro 


Arg 


Gin 


Leu 


Tyr 


465 


470 




- 






475 










480 


Leu Ser Val Lys Gin 


Gly 


Glu 


Leu 


Gin 


Lys 


Val 


He 


Leu 


Met 


Leu 


Leu 


485 










490 










495 




Asp Asn Leu Asp Pro 


Asn 


Phe 


Gin 


Ser 


Asp 


Gin 


Gin 


Ser 


Lys 


Arg 


Thr 


500 








505 










510 






Pro Leu His Ala Ala 


Ala 


Gin 


Lys 


Gly 


Ser 


Val 


Glu 


He 


Cys 


His 


Val 


515 






520 










525 








Leu Leu Gin Ala Gly 


Ala 


Asn 


He 


Asn 


Ala 


Val 


Asp 


Lys 


Gin 


Gin 


Arg 


530 




535 










540 










Thr Pro Leu Met Glu 


Ala 


Val 


Val 


Asn 


Asn 


His 


Leu 


Glu 


Val 


Ala 


Arg 


545 


550 










555 










560 


Tyr Met Val Gin Arg 


Gly 


Gly 


Cys 


Val 


Tyr 


Ser 


Lys 


Glu 


Glu 


Asp 


Gly 


565 




• 






570 










575 




Ser Thr Cys Leu His 


His 


Ala 


Ala 


Lys 


He 


Gly 


Asn 


Leu 


Glu 


Net 


Val 


580 








585 










590 






Ser Leu Leu Leu Ser 


Thr 


Gly 


Gin 


Val 


Asp 


Val 


Asn 


Ala 


Gin 


Asp 


Ser 


595 






600 










605 








Gly Gly Trp Thr Pro 


lie 


He 


Trp 


Ala 


Ala 


Glu 


His 


Lys 


His 


He 


Glu 


610 




615 










620 










Val lie Arg Met Leu 


Leu 


Thr 


Arg 


Gly 


Ala 


Asp 


Val 


Thr 


Leu 


Thr 


Asp 


625 


630 










635 










640 


Asn Glu Glu Asn He 


Cys 


Leu 


His 


Trp 


Ala 


Ser 


Phe 


Thr 


Gly 


Ser 


Ala 


645 










650 










655 




Ala tie Ala Glu Val 


Leu 


Leu 


Asn 


Ala 


Arg 


Cys 


Asp 


Leu 


His 


Ala 


Val 
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660 






665 




670 


Asn 


Tyr 


His 


Gly 


Asp Thr 


Pro Leu 


His 


He 


Ala Ala Arg Glu Ser Tvr 






675 






680 






685 


His 


Asp 


Cys 


Val 


Leu Leu 


Phe Leu 


Ser 


Arg 


Gly Ala Asn Pro Glu Leu 




690 








695 






700 


Arg 


Asn 


Lys 


Glu 


Gly Asp 


Thr Ala 


Trp 


Asp 


Leu Thr Pro Glu Arg Ser 


705 








710 








715 720 


Asp 


Val 


Trp 


Phe 


Ala Leu 


Gin Leu 


Asn 


Arg 


Lys Leu Arg Leu Gly Val 










725 






730 


735 


Gly 


Asn 


Arg 


Ala 


He Arg 


Thr Glu 


Lys 


He 


He Cys Arg Asp Val Ala 








74 0 






745 




750 


Arg 


Gly 


Tyr 


Glu 


Asa Val 


Pro He 


Pro 


Cys 


Val Asn Gly Val Asp Gly 






755 






760 






765 


Glu 


Pro 


Cvs 


Pro 


Glu Asp 


Tyr Lys 


Tyr 


He 


Ser Glu Asn Cvs Glu Thr 




770 








775 






780 


Ser 


Thr 


Met 


Asn 


He Asp 


Arg Asn 


He 


Thr 


His Leu Gin His Cvs Thr 


785 








790 








795 800 


Cvs 


Val 


Asp 


Asp 


Cys Ser 


Ser Ser 


Asn 


Cvs 


Leu Cvs Glv Gin Leu Ser 










805 






810 


815 


He 




Cvs 


Tm 


Tvr Aso 


Lys Asp Gly 


Atq 


Leu Leu Gin Glu Phe Asn 








820 






825 




830 


Lvs 


He 

%k «ki Vitf 


Glu 

\mf At %tm 


Pro 


Pro Leu 


He Phe 


Glu 


Cvs 


Asn Gin Ala Cvs Ser Cvs 






835 






840 






845 




Atct 


Asn 


Cvs 


Lvs Asn 


Arg Val 


Val 


Gin 


Ser Glv He Lvs Val Arcr 




850 








855 






860 


Leu 


Gin 


Leu 


Tvr 


Arcr Thr 


Ala Lys 


Met 


Glv 


Tro Glv Val Arcr Ala Leu 


865 








870 








875 880 


Gin 




He 


Pro 


Gin Glv 


Thr Phe 


He 


Cvs 


Glu Tvr Val Glv Glu Leu 










885 






890 


895 


He 

«l» W> 






Ala 


Glu Ala 


Asp Val Arg 


Glu 


Asn A'^Ti S^T* TvT" TiPii Phe 








900 






905 




910 




Leu 




Asn 


Lva AsD 


Gly Glu Val 


Tvr 


Cvs He Asn Ala At*ct Tvir 






915 






920 






925 




Glv 


Asn 


He 


Ser Arcr 


Phe He 


Asn 


His 


Leu Cvs Asn Pro Asn He 




930 








935 






940 


He 


Pro 


Val 


ArQ 


Val Phe 


Met Leu 


His 


Gin 


Asn Leu Aira Phe Pro Arcr 


945 








950 








955 960 


He 


Ala 


Phe 


Phe 


Ser Ser 


Arg Asp 


He 


Arcr 


Thr* Glv Glu Glu Leu Glv 










965 






970 


975 


Phe 


Asp 


Tyr 


Gly 


Asp Arg 


Phe Trp Asp 


He 


Lys Ser Lys Tyr Phe Thr 








980 






985 




990 


Cys 


Gin 


Cys 


Gly 


Ser Glu 


Lys Cys 


Lys 


His 


Ser Ala Glu Ala He Ala 






995 






1000 






1005 


Leu 


Glu 


Gin 


Ser 


Arg Leu 


Ala Arg Leu 


Asp 


Pro His Pro Glu Leu Leu 


1010 






1015 






1020 


Pro 


Glu 


Leu 


Gly 


Ser Leu 


Pro Pro 


Val 


Asn 


Thr 



1025 1030 1035 



<210> 


3373 


<211> 


334 


<212> 


PRT 


<213> 


Homo i 


<221> 


misc : 


<222> 


(1) . . 


<223> 


Xaa B 



feature 
. (333) 

any amino acid or nothing 



<400> 3373 

Pro Asp Gly Arg Leu He Val Ser Cys Ser Glu Asp Lys Thr He Lys 

15 10 15 

He Trp Asp Thr Thr Asn Lys Gin Cys Val Asn Asn Phe Ser Asp Ser 
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20 25 30 



Val 


Gly 


Phe 


Ala 


Asn 


Phe Val Asp 


Phe 


Asn 


Pro 


Ser Gly Thr 


Cys He 






35 






40 








45 




Ala 


Ser 


Ala 


Gly Ser 


Asp Gin Thr 


Val 


Lys 


Val 


Trp Asp Val 


Arg Val 




50 








55 








60 




Asn 


Lys 


Leu 


Leu 


Gin 


His Tyr Gin 


Val 


His 


Ser 


Gly Gly Val 


Asn Cys 


65 










70 






75 




80 


lie 


Ser 


Phe 


His 


Pro 


Ser Gly Asn 


Tyr 


Leu 


He 


Thr Ala Ser 


Ser Asp 










85 






90 






95 


Gly 


Thr 


Leu 


Lys 


He 


Leu Asp Leu Leu 


Lys 


Gly 


Arg Leu He 


Tyr Thr 








100 






105 






110 




Leu 


Gin 


Gly 


His 


Thr 


Gly Pro Val 


Phe 


Thr 


Val 


Ser Phe Ser 


Lys Gly 






115 






120 








125 




Gly 


Glu 


Leu 


Phe 


Ala 


Ser Gly Gly Ala 


Asp 


Thr 


Gin Val Leu 


Leu Trp 




130 








135 








140 




Arg 


Thr 


Asn 


Phe Asp 


Glu Leu His 


,Cys 


Lys 


Gly 


Leu Thr Lys 


Arg Asn 


145 










150 






155 




160 


Leu 


Lys 


Arg 


Leu 


His 


Phe Asp Ser Pro 


Pro 


His 


Leu Leu Asp 


He Tyr 










165 






170 






175 


Pro 


Arg 


Thr 


Pro 


His 


Pro His Glu 


Glu 


Lys 


Val 


Glu Thr Val 


Glu. Asp 








180 






185 






190 




Phe 


Phe 


Leu 


His 


Leu 


Leu Arg Leu 


He 


Gin 


Ser 


Leu Arg Xaa 


Ser He 






195 






200 








205 




Cys 


Arg 


Ser 


Leu 


Leu 


Pro Leu Leu 


Trp 


He 


Ser 


Phe Leu Leu 


He Leu 




210 








215 








220 




Pro 


Gin 


Gin 


Gin 


Lys 


Pro Val Val 


Gly 


Leu 


Cys 


Gin Thr Arg 


Val Lys 


225 










230 






235 




240 


Arg 


Pro 


Val 


Asp 


He 


Ser Xaa Thr 


Leu 


Pro 


Xaa 


Cys His Gin 


Asn Val 










245 






250 






255 


Cys 


Gin 


Gin 


Pro Arg 


Lys Arg Lys 


Gin 


Lys 


Thr 


Xaa Val Thr 


Ser Pro 








260 






265 






270 




Val 


Lys 


Val 


Lys 


Val 


Ser He Pro 


Leu 


Ala 


Val 


Thr Asp Ala 


Leu Glu 






275 






280 








285 




His 


He 


Met 


Glu 


Gin 


Leu Asn Val 


Leu 


Thr 


Gin 


Thr Val Ser 


He Leu 




290 








295 








3O0. 




Glu 


Gin 


Arg 


Leu 


Thr 


Leu Thr Glu Asp 


Lys 


Leu 


Lys Asp Cys 


Leu Glu 


305 










310 






315 




320 


Asn 


Gin 


Gin 


Lys 


Leu 


Phe Ser Ala 


Val 


Gin 


Gin 


Lys Ser 












325 






330 




333 






<210> 3374 


















<211> 128 


















<212> PRT 


















<213> Homo 


sapiens 














<22l> misc 


_f eature 














<222> 


(1) . . 


". (127) 














<223> Xaa = 


s any amino acid 


or nothing 








<400> 3374 
















Trp 


Leu 


Tyr 


Pro 


Met 


Ala Leu Ser 


He 


Leu Asp 


He Lys Met 


Ser Pro 


1 








5 






10 






15 


Ser 


Trp 


Tyr Phe His 


Met Ala He Gly 


He 


He 


Asn Trp Asn 


Thr Thr 








20 






25 






30 


* 


Ala 


Gly 


Leu 


Ser Gly 


Thr Leu Tyr 


Pro 


Lys 


Val 


Pro Gin Lys 


Tyr He 






35 






40 








45 




Leu 


Phe 


Asp 


Ser 


Val 


He Leu Leu 


Leu 


Gly Met 


Leu Arg Lys 


He Arg 




50 








55 








60 




Gin 


Val 


Cys Gin Asn 


Val Tyr Met 


Lys 


Gly Cys 


Ser Pro He 


Thr Leu 


65 










70 






75 




80 


Phe 


Lys 


He 


Val 


His 


Tyr Trp Pro Gly 


Ala Val 


Ala His Ala 


Tyr Asn 



5049 



) 



wo 01/57190 



PCT/lJSOi/04098 



85 90 95 

Pro Ser Thr Leu Gly Gly Gin Val Gly Trp Gin lie Thr Xaa Gly Gin 

100 105 110 

Glu Phe Glu Thr Ser Leu Asp Tyr Met Val Lys Pro His Leu Tyr 
115 120 125 127 



<210> 3375 
<211> 351 
<212> PRT 

<213> Homo sapiens 

r 

<221> mis Cofeature 
<222> (1) . . . (349) 

<223> Xaa « any amino acid or nothing 



<400> 3375 



Val Pro Thr 


Gin 


Gin 


lie 


Leu 


Ala 


Pne 


Pro 


Glu 


Gin 


Thr 


Asn 


xnr 


Lys 


1 




5 










10 










15 




Asp Trp Tiir 


val 
20 


Thr 


Pro 


VilU 


Ills 


vax 
25 


lieu 


Pro 


Glu 


Ser 


uxn 
30 


oer 


Lieu 


Leu Tnr Pne 


Glu 


Glu 


'Val 


Ala 


Met 


Tyr 


Jrne 


Ser 


Gin 


Glu 


(7IU 


Trp 


VjXU 


35 










40 










45 








Leu Leu Asp 


Pro 


Thr 


Gin 


LtyS 


Axa 


jjeu 


i yr 


Asn Asp Val 


nec 


V7xn 


r'T 1 1 
\aXu 


SO 








55 










60 










ASH Tyr Giu 


Thr 


val 


lie 


^1 t^m 

ber 


lieu 


TV 1 «s 

Aia 


lieu 


Phe 


Val 


Leu 


xrro 


Xiys 


irro 


65 






70 










75 










on 


ijys Vci± xxe 


O A 

oer 


L.ys 
ob 


T ^^^^ ^ 

Lieu 








on 


Glu 


Pro 


Trp 


veix 


m n 

QC 
79 


VCiX 


06ir Jcr^O 


Jriic 
J.UU 


ijys 


ASp 








uy & 


Ser 


Pro 


Thr 


ox jr 

Tin 

X X u 




uys 


LicLL J-iyS aSXI 


ASp 








"Hi c; 
flJL o 






Val 


Ser 


Leu 


Ot?X 




T>0ii 
ucsu 












TOO 










125 




• 




Glu He Gin 


Ala 


Ser 


Ala 


Gly 


Val 


He 


Ser 


Lys 


Lys 


Ala 


Lys 


Val 


Lys 


130 








1 c 
135 










140 










Val Pro Gin 


Lys 


Thr 


Ala 


Gly 


Lys 


Glu 


Asn 


His 


Phe Asp 


Met 


His 


Arg 


145 






150 










155 










160 


Val Gly Lys 


Trp 


His 
165 


Gin 


Asp 


Phe 


Pro 


Val 
170 


Lys 


Lys 


Arg 


Lys 


Lys 
175 


Leu 


Ser Thr Trp 


Lys 


Gin 


Glu 


Leu 


Leu 


Lys 


Leu 


Met Asp Arg 


His 


Lys 


Lys 




180 










185 










190 






Asp Cys Ala 


Arg 


Glu 


Lys 


Pro 


Phe 


Lys 


Cys 


Gin 


Glu 


Cys 


Gly 


Lys 


Thr 


195 










200 










205 








Phe Arg Val 


Ser 


Ser 


Asp 


Leu 


He 


Lys 


His 


Gin Arg 


He 


His 


Thr 


Glu 


210 








215 










220 










Glu Lys Pro 


Tyr 


Lys 


Cys 


Gin 


Gin 


Cys 


Asp 


Lys Arg 


Phe 


Arg 


Trp 


Ser 


225 






230 










235 










240 


Ser Asp Leu 


Asn 


Lys 


His 


Leu 


Thr 


Thr 


His 


Gin Gly He 


Lys 


Pro 


Tyr 






245 










250 










255 




Lys Cys Ser 


Trp 


Gly 


Gly 


Lys 


Ser 


Phe 


Ser 


Gin Asn 


Thr 


Asn 


Leu 


His 




260 










265 










270 






Thr His Gin 


Arg 


Thr 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


Phe 


Thr 


Cys 


His 


Glu 


275 










280 










285 








Cys Gly Lys 


Lys 


Phe 


Ser 


Gin 


Asn 


Ser 


His 


Leu 


He 


Lys 


His 


Arg 


Arg 


290 








295 










300 










Thr His Thr 


Gly 


Glu 


Gin 


Pro 


Tyr 


Thr 


Cys 


Ser 


He 


Cys 


Arg 


Arg 


Asn 


305 






310 










315 










320 


Phe Ser Arg 


Arg 


Ser 


Ser 


Leu 


Leu 


Arg 


His 


Gin Lys 


Leu 


His 


Leu 


Xaa 






325 










330 










335 




Arg Glu Ala 


Cys 
340 


Pro 


Val 


Ser 


His 


Phe 
345 


Trp 


Lys 


Thr 


Phe 
349 
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<210> 3376 

<211> 732 

<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 

<222> (1) . . . (730) 

<223> Xaa « any amino acid or nothing 



<400> 3376 



^^^^^ 


Phe 


Glu 


Ser 


Pro 


Ala 


Pro 


Leu 

^^^^ 


Pro 


Ser Thr Cvs 


Phe Pro Gin 


Glu 




















1 0 

X \J 


X 3 






Gin 


AST> 


Pro 

Jm W 


Glv 


Pro 


Cvs 


Tvr 


Val 


Ser Qlv Ala 

vWbJr ^^JUGb 


Met Ala Glv 










^ u 




















Jcr JL \J 


Glv 
V3iy 


V c&x 


Gl V 






Gill 


Gl V 

V3X jr 


fil V A**rt 


PT*n Twaii Phe 


C*\rsi 
y^yO 
















*±\J 












T»VQ 


Glv 


Ala 




Arcr 


Gin 




Val 
V nx 


Val wis Rl 11 


Vsa 1 T.vsa Qot* 
vcix xijrs ocsx 


xixb 




















D U 






<LJ jr t9 


Phe 




Ala 


Arcf 


Phe 


Phe 




Gin 


Prft Tlir 


PVR S^T" Wt s 

\«jfO flXO 














/ u 








/ o 




an 










i.rp 


G1 V 


He 


Glv 


T.VC! 


^JXil VarXjr XKSU 


uXil ^jj»u 


V aX 






























Phe 


Val 


Val 


His 


Arcr 


Axy 




His Glu PK^ 
jnxo wAbL js**-^ 


Val Thr Ph^ 

V CLX X XIX JIXC 


varxix 


















X V 9 




Tin 

XX w 




Cvs 


Pro 


Glv 


Ala 


Glv 


Lvs 


Glv 


Pro 


Gin 


Thr Aso AsT) 


Pro A.rcr Asn 


T»V55 






115 
















X a3 




His 


Lvs 


Phe 


Arcr 


Leu 


His 


Ser 


Tvr 
J. yx 


Ser 


Ser Pro Thr 


Phe Cvs AsD 


His 




130 










135 






IdO 

X4 V 






Cvs 


Glv 


Ser 


Leu 


Leu 


Tvr 


Glv 


Leu 

^^^^ 


Val 


His Gin Glv 


Met Lvs Cvs 




145 

^ ^ 










150 








155 




X o VJ 


Cys 


Cvs 


Glu 


Met 


TVsn 


Val 


His 


Arcr 


Aror 


Cvs Val Arcr 


Ser Val Pro 


Ser 

Iv 










165 










170 


175 




Leu 


Cys 


Gly 


Val 


Asp 


His 


Thr 


Glu 


Arcr 


Arg Gly Arg 


Leu Gin Leu 


Glu 








180 










185 




190 




He 


Arg 


Ala 


Pro 


Thr 


Ala 


Asp 


Glu 


He 


His Val Thr 


Val Gly Glu 


Ala 






195 










200 






205 




Arg 


Asn 


Leu 


He 


Pro 


Met 


Asp 


Pro 


Asn 


Gly Leu Ser 


Asp Pro Tyr 


Val 




210 










215 






220 






Lys 


Leu 


Lys 


Leu 


He 


Pro 


Asp 


Pro 


Arg 


Asn Leu Thr 


Lys Gin Lys 


Thr 


225 










230 








235 




240 


Arg 


Thr 


val 


Lys 


Ala 


Thr 


Leu 


Asn 


Pro 


Val Trp Asn 


Glu Thr Phe 


Val 










245 










250 


255 




Phe 


Asn 


Leu 


Lys 


Pro 


Gly 


Asp 


Val 


Glu 


Arg Arg Leu 


Ser Val Glu 


Val 








260 










265 




270 




Trp 


Asp 


Trp 


Asp 


Arg 


Thr 


Ser 


Arg 


Asn 


Asp Phe Net 


Gly Ala Met 


Ser 






275 










280 






285 




Phe 


Gly 


Val 


Ser 


Glu 


Leu 


Leu 


Lys 


Ala 


Pro Val Asp 


Gly Trp Tyr 


Lys 




290 










295 






300 






Leu 


Leu 


Asn 


Gin 


Glu 


Glu 


Gly 


Glu 


Tyr 


Tyr Asn Val 


Pro Val Ala 


Asp 


305 










310 








315 




320 


Ala 


Asp 


Asn 


Cys 


Ser 


Leu 


Leu 


Gin 


Lys 


Phe Glu Ala 


Cys Asn Tyr 


Pro 










325 










330 


335 




Leu 


Glu 


Leu 


Tyr 


Glu 


Arg 


Val 


Arg 


Met 


Gly Pro Ser 


Ser Ser Pro 


lie 








340 










345 




350 




Pro 


Ser 


Pro 


Ser 


Pro 


Ser 


Pro 


Thr 


Asp 


Pro Lys Arg 


Cys Phe Phe Gly 






355 










360 






365 




Ala 


Ser 


Pro 


Gly 


Arg 


Leu 


His 


He 


Ser 


Asp Phe Ser 


Phe Leu Met 


Val 




370 










375 






380 






Leu 


Gly 


Lys 


Gly 


Ser 


Phe 


Gly 


Lys 


Val 


Met Leu Ala 


Glu Arg Arg Gly 


385 










390 








395 




400 


Ser 


Asp 


Glu 


Leu 


Tyr 


Ala 


He 


Lys 


He 


Leu Lys Lys 


Asp Val lie 


Val 
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405 410 415 



Gin 


Asp 


Asp 


Asp 


Val 


Asp 


Cys Thr Leu Val 


Glu 


Lys 


Arg 


Val 


Leu 


Ala 








420 






425 








430 






Leu 


Gly 


Gly 


Arg 


Gly 


Pro 


Gly Gly Arg Pro 


His 


Phe 


Leu 


Thr 


Gin 


Leu 






435 








440 






445 








His 


Ser 


Thr 


Phe 


Gin 


Thr 


Pro Asp Arg Leu 


Tyr 


Phe 


Val 


Met 


Glu 


Tyr 




450 










455 




460 










Val 


Thr 


Gly 


Gly 


Asp 


Leu 


Met Tyr His He 


Gin 


Gin 


Leu 


Gly ' Lys 


Phe 


465 










470 




475 










480 


Lys 


Glu 


Pro 


His 


Ala 


Ala 


Phe Tyr Ala Ala 


Glu 


He 


Ala 


He 


Gly 


Leu 










485 




490 










495 




Phe 


Phe 


Leu 


His 


Asn 


Gin Gly He He Tyr 


Arg 


Asp 


Leu 


Lys 


Leu 


Asp 








500 






505 








510 






Asn 


Val 


Met 


Leu 


Asp 


Ala Glu Gly His He 


Lys 


He 


Thr 


Asp 


Phe 


Gly 
* 






515 








520 






525 








Met 


Cys 


Lys 


Glu 


Asn 


Val 


Phe Pro Gly Thr 


Thr 


Thr 


Arg 


Thr 


Phe 


Cys 




530 










535 




540 










Gly 


Thr 


Pro 


Asp 


Tyr 


He 


Ala Pro Glu He 


He 


Ala 


Tyr 


Gin 


Pro 


Tyr 


545 










550 




555 










560 


Gly 


Lys 


Ser 


Val 


Asp 


Trp 


Trp Ser Phe Gly 


Val 


Leu 


Leu 




Glu 


Met 










565 




570 










575 




Leu 


Ala 


Gly 


Gin 


Pro 


Pro 


Phe Asp Gly Glu 


Asp 


Glu 


Glu 






Phe 








580 






585 








590 






Gin 


Ala 


He 


Met 


Glu 


Gin 


Thr Val Thr Tyr 


Pro 


Lys 


Ser 






Arcr 






595 








600 






605 








Glu 


Ala 


Val 


Ala 


He 


Cys 


Lys Gly Phe Leu 


Thr 


Lvs 


His 


Pro 


Gly 


Glu 

v» 




610 










615 




620 










Ala 


Pro 


Gly 


Ala 


Ser 


Gly Pro Xaa Trp Gly 


Asn 


Leu 


Thr 


He 


Arg 


Ala 


625 










630 




635 

^0 %m 










640 


His 


Gly 


Phe 


Phe 


Pro 


Leu Gly Phe- Asp Trp 


Glu 


Arg 


Leu 


Glu 


Arg 


Leu 










645 




650 










€55 




Glu 


lie 


PlTO 

f ^ 


Ala 


Sat* 


Phe 


Ser Arg Pro Arg 


XT jL w 


Cys 


Gly 


Pro 


Gin 


Arg 








660 






665 








670 






Arg 


Gly 


He 


Phe 


Asp 


Lys 


Phe Phe Thr Arg 


Ala 


Ala 


Pro 


Ala 


Leu 


Thr 






675 








680 






685 








Pro 


Pro 


Ala 


Arg 


Leu 


Val 


Leu Asp Ser He 


Asp 


Gin 


Ala 


Asp 


Phe 


Gin 




690 










695 




700 










Gly 


Phe 


Thr 


Tyr 


Val 


Asn 


Pro Asp Phe Val 


Gin 


Pro Asp 


Ala 


Arg 


Ser 


705 










710 




715 










720 


Pro 


Thr 


Ser 


Thr 


Val 


His 


Val Pro Val Met 















725 730 



<210> 3377 

<211> 59 

<212> PRT 

<213> Homo sapiens 



<400> 3377 



Ser 


Ser 


Met 


Leu 


Trp Gly Phe Ser Val Phe 


Arg 


Arg 


Ser 


Trp 


He 


Leu 


1 








5 10 










15 




Asn 


Cys 


Trp 


Leu 


Ser Ser Ser Gin Val Gly 


He 


Ser 


Ala 


Ala 


Cys 


Lys 








20 


25 








30 






Phe 


Ser 


Thr 


Leu 


Thr His Thr His Thr His 


Thr 


His 


Thr 


His 


Thr 


Arg 






35 




40 






45 






His 


Ala 


Pro 


Phe 


Cys Gly Thr Cys Leu Tyr 


Tyr 














50 






55 


59 













<210> 3378 
<211> 225 



5052 



wo 01/57190 PCTAJSOl/04098 

<2X2> PRT 

<213> Homo sapiens 

<22l> misc_f eature 
<222> {!)... (224) 

<223> Xaa = any araino acid or nothing 



<400> 3378 



Phe Ser 


Lys 


Leu 


He 


Met Lys Thr Phe He 


He Gly He Ser Gly Val 


1 






5 


10 


15 


Thr Asn 


Ser 


Gly Lys 


Thr Thr Leu Ala Lys 


Asn Leu Gin Lys His Leu 






20 




25 


30 


Pro Asn 


Cys 


Ser 


Val 


He Ser Gin Asp Asp 


Phe Phe Lys Pro Glu Ser 




35 






40 


45 


Glu lie 


Glu 


Thr 


Asp 


Lys Asn Gly Phe Leu 


Gin Tyr Asp Val Leu Glu 


50 








55 


60 


Ala Leu 


Asn 


Met 


Glu 


Lys Met Met Ser Ala 


He Ser Cys Trp Met Glu 


65 








70 


75 80 


Ser Ala Arg 


His 


Ser 


Val Val Ser Thr Asp 


Gin Glu Ser Ala Glu Glu 








85 


90 


95 


lie Pro 


He 


Leu 


He 


He Glu Gly Phe Leu 


Leu Phe Asn Tyr Lys Pro 






100 




105 


110 


Leu Asp Thr 


He 


Trp 


Asn Arg Ser Tyr Phe 


Leu Thr He Pro Tyr Glu 




115 






120 


125 


Glu Cys 


Lys 


Arg 


Arg 


Arg Ser Thr Arg Val 


Tyr Gin Pro Pro Asp Ser 


130 








135 


140 


Pro Gly Tyr 


Phe 


Asp 


Gly His Val Trp Pro 


Met Tyr Leu Lys Tyr Arg 


145 




f 




150 


155 160 


Gin Glu 


Met 


Gin Asp 


He Thr Trp Glu Val 


Val Tyr Leu Asp Gly Thr 








165 


170 


175 


Lys Ser 


Glu 


Glu Asp 


Leu Phe Leu Gin Val 


Tyr Glu Asp Leu He Gin 






180 




185 


190 


Glu Leu 


Ala 


Lys 


Gin 


Lys Cys Leu Gin Val 


Thr Ala Xaa Arg Arg Asn 




195 






200 


205 


Thr Thr 


Asn 


Pro 


Ser 


Cys Lys Xaa He Arg 


Lys Leu Gin Gly Val He 


210 








215 


220 224 



<210> 3379 

<211> 225 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . , (224) 

<223> Xaa = any amino acid or nothing 



<400> 3379 
Phe Ser Lys Leu He Met Lys Thr 

1 5 
Thr Asn Ser Gly Lys Thr Thr Leu 

20 

Pro Asn Cys Ser Val He Ser Gin 
35 40 
Glu He Glu Thr Asp Lys Asn Gly 

50 • 55 
Ala Leu Asn Met Glu Lys Met Met 

65 70 
Ser Ala Arg His Ser Val Val Ser 



Phe 


He 


He Gly He Ser Gly Val 




10 


15 




Ala 


Lys 


Asn Leu Gin Lys His 


Leu 


25 




30 




Asp 


Asp 


Phe Phe Lys Pro Glu 


Ser 






45 




Phe 


Leu 


Gin Tyr Asp Val Leu 


Glu 






60 




Ser 


Ala 


He Ser Cys Trp Met 


Glu 






75 


80 


Thr 


Asp 


Gin Glu Ser Ala Glu 


Glu 
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85 



lie 


Pro 


lie 


Leu 


He 


He 


Glu 


Gly 








100 








Leu 


Asp 


Thr 


He 


Trp 


Asn 


Arg 


Ser 






115 










120 


Glu 


Cys 


Lys 


Arg 


Arg 


Arg 


Ser 


Thr 




130 










135 




Pro 


Gly 


Tyr 


Phe 


Asp 


Gly 


His 


Val 


145 










150 






Gin 


Glu 


Met 


Gin 


Asp 


He 


Thr 


Trp 










165 








T .'\rci 
LtyS 


tD&JL 






Ji v*\ 

ASp 


JjcU 


irXie 


Lieu 








180 










Glu 


Leu 


Ala 


Lys 


Gin 


Lys 


Cys 


Leu 






195 










200 


Thr 


Thr 


Asn 


Pro 


Ser 


Cys 


Lys 


Xaa 




210 










215 






<210> 3380 












<211> 216 












<212> PRT 












<213> Homo 


sapiens 








<400> 3380 










Ala 


Arg 


Arg 


Gly 


Glu 


Leu 


Ala 


Gly 


1 








5 








Ser 


Gly 


Gly 


Asp 


Gly 


Gly 


Gly 


Gly 








20 










Val 


Arg 


Ala 


Pro 


Ala 


Ala 


Gly 


Gin 






35 










40 


Pro 


Pro 


Pro 


Gly 


Thr 


Pro 


Pro 


Pro 




50 










55 




Arg 


Lys 


Ser 


Leu 


Asp 


Pro 


Ser 


Glu 


65 










70 






lie 


Pro 


Pro 


Ser 


Leu 


Leu 


Thr 


Cys 










85 








Asp 


Arg 


Tyr 


Phe 


Leu 


Lys 


Ala 


He 








100 










Leu 


Ser 


Cys 


Asp 


Leu 


Cys 


Gly 


Cys 






115 










120 


Leu 


Tyr 


Tyr 


Lys 


Leu 


Gly 


Arg 


Lys 




130 










135 




Leu 


Phe 


Gly 


Gin 


Asp 


Gly 


Leu 


Cys 


145 










150 






Ala 


Tyr 


Glu 


Met 


Thr 


Met 


Arg 


Val 










165 








Cys 


Phe 


Lys 


Cys 


Ala 


Ala 


Cys 


Gin 








180 










Tyr 


Leu 


Leu 


lie 


Asn 


Ser 


Asp 


He 






195 










200 


Trp 


Thr 


Lys 


He 


Asn 


Gly 


Met 


He 




210 










215 


216 



<210> 3381 

<211> 158 

<212> PRT 

<213> Homo sapiens 





90 






95 


Phe 


Leu 


Leu 


Phe 


Asn Tyr Lys Pro 


105 








110 


Tyr 


Phe 


Leu 


Thr 


He Pro Tyr Glu 










125 


Arg 


Val 


Tyr 


Gin 


Pro Pro Asp Ser 








140 




Trp 


Pro 


Met 


Tyr 


Leu Lys Tyr Arg 






155 




160 


Glu 


Val 


Val 


Tyr 


Leu Asp Gly Thr 




170 






175 


Gin 


Val 


Tyr 


Glu Asp Leu He Gin 


185 








190 


Gin 


Val 


Thr 


Ala 


Xaa Arg Arg Asn 










205 


He 


Arg 


Lys 


Leu Gin Gly Val He 








220 


224 



Gly 


Gly 


Arg 


Ala 


Ser Gly Gly Arg 




10 








15 


Gly 


Gly 


Ala 


Arg Ala 


Pro Glu Gly 


25 










30 


Pro 


Arg 


Ala 


Thr 


Lys 


Gly Ala Pro 










45 




Ser 


Pro 


Met 


Ser 


Ser 


Ala He Glu 








60 






Glu 


Pro 


Val 


Asp 


Glu 


Val Leu Gin 






75 






80 


Gly 


Gly 


Cys 


Gin 


Gin 


Asn He Gly 




90 








95 


Asp 


Gin 


Tyr 


Trp 


His 


Glu Asp Cys 


105 










110 


Arg 


Leu 


Gly 


Glu 


Val 


Gly Arg Arg 










125 




Leu 


Cys 


Arg 


Arg Asp 


Tyr Leu Arg 








140 






Ala 


Ser 


Cys 


Asp 


Lys 


Arg He Arg 






155 






160 


Lys 


Asp 


Lys 


Val 


Tyr 


His Leu Glu 




170 








175 


Lys 


His 


Phe 


Cys 


Val 


Gly Asp Arg 


185 










190 


Val 


Cys 


Glu 


Gin Asp 


He Tyr Glu 



205 
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<22l> mis Cofeature 
<222> (1) . . . (157) 

<223> Xaa o any amino acid or nothing 



<400> 3381 
Ser Leu Lys Leu 

1 

Val Phe Val Glu 

20 

Thr Gin Gin Gly 
35 

Cys lie Glu Glu 

50 

Gin Gin Glu Glu 
65 

Leu Thr Glu Lys 

Glu Asn Leu Ala 

100 

lie Ala Glu Thr 
115 

Thr Leu Leu Ser 
130 

Thr Ala Fro Asp 
145 



Atq 


Lvs 


Pro 


Pro 


5 








Ser 


Gin 


Leu 


Asp 


Met 


Ala 


Leu 


Gin 








A ft 


Leu 


Cys 


Gin 


Lys 






55 




Asp 


Lys 


Lys 


Gin 




70 






Leu 


Ala 


Cys 


Val 


85 








Arg 


Lys 


lie 


Ala 


Glu 


Ala 


Thr 


Tyr 








120 


Val 


Arg 


Lys 


Arg 






135 




Gin 


Lys 


Ser 


Ser 




150 







Leu 


Pro 


Thr Asp 




10 




Phe 


Tro 


Gly Pro 


25 






Asn 


Tvr 


Asp Asn 


Gin 


Glu 


Glu Leu 






60 


Arg 


Leu 


Gin Asn 






75 


Asn 


Glu 


Lys Leu 




90 




Ser 


Cys 


Ser Lys 


105 






Leu 


Lys 


lie Leu 


Glu 


Ala 


Gly Asn 






140 


Gly 


Gly 


Arg Asp 



155 



Gly Val His Phe 
15 

Gin Glu Met Leu 
30 

Lys Leu Val Lys 
45 

Cys Trp Gin lie 

Glu Val Arg Gin 

80 

Ala Arg Val Asn 
95 

Phe Tyr Gin Thr 
110 

Glu Ser Phe Xaa 
125 

Leu Thr Lys Ala 

Ser 
157 



<210> 3382 
<211> 488 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . - (486) 

<223> Xaa = any amino acid or nothing 



<400> 3382 



Gly 


He 


Arg 


Gly 


Lys 


Met 


Ala 


Asp 


Arg 


Gly Gly Val Gly Glu Ala Ala 


1 








5 










10 


15 


Ala 


Val 


Gly 


Ala 


Ser 


Pro 


Ala 


Ser 


Val 


Pro Gly Leu Asn 


Pro Thr Leu 








20 










25 




30 


Gly 


Trp 


Arg 


Glu 


Arg 


Leu 


Arg 


Ala 


Gly 


Leu Ala Gly Thr Gly Ala Ser 






35 










40 




45 




Leu 


Trp 


Phe 


Val 


Ala 


Gly 


Leu 


Gly 


Leu 


Leu Tyr Ala Leu Arg He Pro 




50 










55 






60 . 




Leu 


Arg 


Leu 


Cys 


Glu 


Asn 


Leu 


Ala 


Ala 


Val Thr Val Phe 


Leu Asn Ser 


65 










70 








75 


80 


Leu 


Thr 


Pro 


Lys 


Phe 


Tyr 


Val 


Ala 


Leu 


Thr Gly Thr Ser 


Ser Leu He 










85 










90 


95 


Ser 


Gly 


Leu 


He 


Phe 


He 


Phe 


Glu 


Trp 


Trp Tyr Phe His 


Lys His Gly 








100 










105 




110 


Thr 


Ser 


Phe 


He 


Glu 


Gin 


Val 


Ser 


Val 


Ser His Leu Gin 


Pro Leu Met 






115 










120 




125 




Gly 


Gly 


Thr 


Glu 


Ser 


Ser 


He 


Ser 


Glu 


Pro Gly Ser Pro 


Ser Arg Asn 




130 










135 






140 




Arg 


Glu 


Asn 


Glu 


Thr 


Ser 


Arg 


Gin 


Asn 


Leu Ser Glu Cys 


Lys Val Trp 


145 










150 








155 


160 


Arg 


Asn 


Pro 


Leu 


Asn 


Leu 


Phe 


Arg 


Gly 


Ala Glu Tyr Arg Arg Tyr Thr 










165 










170 


175 


Trp 


Val 


Thr 


Gly 


Lys 


Glu 


Pro 


Leu 


Thr 


Tyr Tyr Asp Met 


Asn Leu Ser 
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180 



Ala 


Glzi Asp His 


Gin 


Thr 


Phe Phe 






195 






200 


Pro 


Ser 


Asp Thr Val Met 


Gin Lys 




210 








215 


Ala 


Arg 


He Lys 


Ala 


Ala 


Tyr jSln 


225 








230 




Cys 


His 


Cys He 


Cys 
245 


Ser 


Thr Gly 


Arg 


Cys 


Xaa Lys 
260 


Val 


He 


Xaa Thr 


Leu 


Xaa 


Ala Val 


Thr 


Ala 


Val Pro 






275 




f 


280 


' Ser 


Thr Glu Glu Arg Tyr 


Gin Cys 




290 








295 


Gly 


Asn Val Cys Lys Lys 


He Arg 


305 








310 




\^ASI1 


Glu Arg Phe Asp Glu 


Xaa He 






325 






Pro 


Xaa 


Lys Ser 


Leu Lys 


Ser Leu 






340 








Val 


Gin 


Ala Val 
355 


Leu 


Ala 


Lys Tyr 
360 


Ala 


Ala 
3 70 


He Cys 


Tyr 


Thr 


Ala Ala 
375 


Glu 


Lys 


Phe Ser 


Pro 


Glu 


Thr Ala 


385 








390 




Glu 


He 


Asn Ala 


Val 
405 


Asp 


Ala He 


His 


Val 


Pro Lys 
420 


Tyr 


Leu 


Leu Glu 


Glu 


His 


He Leu Lys 


Arg 


Gly Asp 






435 






440 


Phe 


His 
450 


Leu Gin 


His 


Trp 


Lys Arg 
455 


Gin 


Cys 


Thr Trp 


Glu Gly 


Ser Lys 


465 








470 




He 


Ser 


Leu Thr 


He 
485 


His 
486 





<210> 3383 

<211> 729 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 

<222> (1) . . . (715) 

<223> Xaa = any amino acid 



185 






190 




Thr 


Cvs Aso Thr 


Asp 


Phe 


Leti Ara 






205 






Ala 


Tro Arcr Glu 


Arg Asn 


Pro Pro 




220 








Ala 


Leu Glu Leu 


Asn 


Glu 


Xaa Leu 




235 






240 


Xaa 


Glv Arci Ser 


Asn 


Asn 


Tvr Cvs 




250 






255 


Gly 


Thr 61n Glv 


Arg Arg 


Asn Asn 


265 






270 




Ala 


Pro Lvs Ser 


Ser 


Ala 


Xaa Ser 






285 






Thr 


Glv He Tvr 


Xaa 


Leu 


Lvs Tie 




300 








Lvs 


Asn Lvs Atq 


Ser 


Ser 


Lvs Asn 




315 

^m A 






320 

^ mt W 


Ser 


Ser Ser Tvr 


His 


Val 


Glu His 




330 

^m «^ ^m 






335 




G"Lii Rln 

AJ^wl 


Ala 


Tyr 


It X W 


345 






350 




AST5 


Asr* Tie Self 


Leu 


Pro 


JUjfO 0CX 






365 








Ti^ii TmVQ Thv* 


Arg 


Thr 


Va1 C!e-r 

VAX 0CX 




•9 O w 








J C J. 


JL JIJIJ. r^I. M VI7X y 


Leu 


Ser 


ci <-iX a 




•9 ^ 








Hi Q 


^ n>X Ci V cat X 


Glu 


Phe 






~ JL 






*X X ^ 




Lys Ser Leu 


He 


Leu 


Pro Pro 


425 






430 




Ser 


Glu Ala He 


Ala Tyr 


Ala Phe 






445 






He 


Glu Gly Ala 


Leu 


Asn 


Leu Leu 




460 








Tyr 


Ser Phe Pro 


Lys 


Val 


Thr Leu 




475 






480 



or nothing 





<400> 3383 










Arg 


Gly Lys Gly 


Phe 


Lys 


Glu 


Phe 


1 




5 








He 


Pro Cys Leu 


Cys 


Ala 


Glu 


Gly 




20 










Gly 


Ser Gly Ser 


Ser 


Pro 


Leu 


Leu 




35 








40 


Gly 


Leu Phe Phe 


Leu 


Cys 


Leu 


Leu 




50 






55 




Asn 


Ala Arg Leu 


Leu 


Ser 


Asp 


His 


65 






70 






Ala 


Pro Asp Asn 


Thr 


Ala 


He 


Pro 



Phe 


Leu 


Gly Val 


Cys 


Gin 


Thr Phe 




10 








15 


He 


Gin 


Leu Gin 


Phe 


Phe 


Cys Ser 


25 








30 




Lys 


Asp 


Leu Glu 


Ser 


Met 


Lys Thr 








45 






Gly 


Thr 


Ala Ala 


Ala 


He 


Pro Thr 






60 








Ser 


Lys 


Pro Thr 


Ala 


Glu 


Thr Val 






75 






80 


Ser 


Leu 


Arg Ala 


Glu Alk 


Glu Glu 
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85 



Asn 


Glu 


Lys 


Glu 


Thr 


Ala 


Val 


Ser 








100 










Ala 


Glu 


Lys 


Ser 


Ser 


Val 


Leu 


Lys 






lis 










120 


Ser 


Ala 


Glu 


Gin 


Gly 


Lys 


Ser 


Ser 




130 










135 




Phe 


L»ys 


Arg 


Asp 


Ser 


Asp 


Gly 


Ser 


145 










150 






Gly 


Thr 


Asn 


Leu 


Lys 


Gly 


Thr 


Leu 










165 








Pro 


Gin 


Glu 


Lys 


Lys 


Leu 


Ser 


Glu 






* 


180 










Val 


Ser 


Ser 


Phe 


Thr 


Asp 


Ser 


Asn 






195 










200 


Glu 


Glu 


Asn 


Gin 


Glu 


Gin 


Pro 


Arg 




210 










215 




Arg 


Ser 


Ser 


Lys 


His 


Ser 


Gin 


Gly 


225 










230 






Gin 


Asp 


Pro 


Asn 


He 


Ser 


Asn 


Gly 










245 








Gly 


Glu 


Val 


Gly 


Thr 


His 


Asn 


Asp 








260 










Pro 


Arg 


Glu 


His 


Ala 


Asn 


Ser 


Lys 






275 










280 


Asp 


Asp 


He 


Leu 


Glu 


Glu 


Ser 


Asp 




290 










295 




Gin 


Glu 


Asp 


Glu 


Phe 


Asp 


Gin 


Gly 


305 










310 






Asn 


Ala 


Glu 


Met 


Glu 


Glu 


Glu 


Asn 










325 








Gin 


Glu 


Thr 


Glu 


Trp 


Gin 


Ser 


Gin 








340 










He 


Ser 


Asn 


His 


Lys 


Glu 


Thr 


Glu 






355 










360 


Leu 


Met 


Glu 


Pro 


Thr 


Asp 


Asp 


Gly 




370 










375 




Val 


Asp 


Asp 


Asp 


Gly 


TVsp 


Asp 


Asp 


385 










390 






Pro 


Arg 


His 


Ser 


Ala 


Ser 


Asp 


A^p 










405 








Phe 


Trp 


Glu 


Ala 


Glu 


Arg 


Ala 


His 








420 










Leu 


Arg 


Glu 


Gin 


Arg 


Glu 


Lys 


Val 






435 










440 


Thr 


Glu 


Pro 


Gly 


Glu 


His 


Gin 


Glu 




450 










455 




Asn 


Qlu 


Glu 


Glu 


Thr 


Ser 


Ser 


Glu 


465 










470 






Asp 


Ser 


Cys 


Met 


Ser 


Phe 


Gin 


Cys 










485 








Asp 


Gin 


Gin 


Gly 


Lys 


Thr 


Ser 


Leu 








500 










Cys 


Pro 


Pro 


Thr 


Lys 


Pro 


Leu 


Asp 






515 










520 


Thr 


Tyr 


Ala 


Ser 


Ser 


Cys 


His 


Leu 




530 










535 




Gly 


Thr 


Lys 


Lys 


Gly 


His 


Gin 


Leu 


545 










550 






Lya 


Ser 


He 


Pro 


Thr 


Cys 


Arg 


Asp 










565 








Arg 


Met 


Arg 


Asp 


Trp 


Leu 


Lys 


Asn 








580 










Asn 


Ser 


Glu 


His 


Ala 


Gly 


Tyr 


Leu 





90 










95 




Thr 


Glu 


Asp 


Asp 


Ser 


His 


His 


Lys 


105 










110 






Ser 


Lys 


Glu 


Glu 


Ser 


His 


Glu 


Oln 










125 








Ser 


Gin 


Glu 


Leu 


Gly 


He 


Glu 


Gly 








140 










Leu 


Xaa 


Val 


Trp 


Asn 


Leu 


Glu 


Tyr 






155 










160 


Asp 


He 


Lys 


Glu 


Asp 


Met 


Ser 


Glu 




170 










175 




Asn 


Thr 


Asp 


Phe 


Leu 


Ala 


Pro 


Gly 


185 










190 






Gin 


Gin 


Glu 


Ser 


He 


Thr 


Lys 
* 


Arg 










205 








Asn 


Tyr 


Ser 


His 


His 


Gin 


Leu 


Asn 








220 










Leu 


Arg 


Asp 


Gin 


Gly 
* 


Asn 


Gin 


Glu 






235 










240 


Glu 


Glu 


Glu 


Glu 


Glii 


Lys 


Glu 


Pro 




250 










255 




Asn 


Gin 


Glu 


Arg 


Lys 


Thr 


Glu 


Leu 


265 










270 






Gin 


Glu 


Glu 


Asp 


Asn 


Thr 


Gin 


Ser 










285 








Gin 


Pro 


Thr 


Gin 


Val 


Ser 


Lys 


Met 








300 










Asn 


Gin 


Glu 


Gin 


Glu 


Asp 


Asn 


Ser 






315 










320 


Ala 


Ser 


Asn 


Val 


Asn 


Lys 


His 


He 




330 










335 




Glu 


Gly 


Lys 


Thr 


Gly 
* 


Leu 


Glu 


Ala 


345 










350 






Glu 


Lys 


Thr 


Val 


Ser 


Glu 


Ala 


Leu 










365 








Asn 


Thr 


Thr 


Pro 


Arg 


Asn 


His 


Gly 








380 










Gly 


Asp 


Asp 


Gly 
* 


Gly 
* 


Thr 


Asp 


Gly 






395 










400 


Tyr 


Phe 


His 


Pro 


Lys 


Pro 


Gly 


Leu 




410 










415 




Ser 


He 


Ala 


Tyr 


Ser 


Pro 


Ser 


Lys 


425 










430 






His 


Glu 


Asn 


Glu 


Asn 


He 


Gly 


Thr 










445 








Ala 


Lys 


Lys 


Ala 


Glu 


Asn 


Ser 


Ser 








460 










Gly 


Asn 


Met 


Arg 


Val 


His 


Ala 


Val 






475 










480 


Lys 


Arg 


Gly 


His 


He 


Cys 


Lys 


Ala 




490 










495 




Val 


Ser 


Cys 


Gin 


Asp 


Pro 


Val 


Thr 


505 










510 






Gin 


Val 


Cys 


Gly 


T2u: 


Asp 


Asn 


Gin 










525 








Phe 


Ala 


Thr 


Lys 


Cys 


Arg 


Leu 


Glu 








540 










Gin 


Leu 


Asp 


Tyr 


Phe 


Gly 


Ala 


Ser 






555 










560 


Phe 


Glu 


Val 


He 


Gin 


Phe 


Pro 


Leu 




570 










575 




He 


Leu 


Met 


Gin 


Leu 


Tyr 


Glu 


Ala 


585 










590 






Asn 


Glu 


Lys 


Gin 


Arg 


Asn 


Lys 


Val 
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595 










600 


LVS 


Lvs 


lie 


Tvr 


Leu 




Glu 


Lvs 




610 










615 




lie 


ASD 


Leu 


Leu 


Leu 


Arcr 


ASD 


Phe 


625 










630 






Tvr 


Pro 


Val 


His 


Tro 


Gin 


Phe 


Ser 










645 




















V3X LI 










66 0 










Pro 


Met 


Glu 


His 


Cys 


He 


Thr 


Arg 






675 










680 


Lys 


Asp 


Lys 


His 


lie 


Thr 


Leu 


Lys 




690 










695 




Lys 


Glu 


Glu 


Asp 


He 


Asp 


Glu 


Asn 


705 










710 







<210> 3384 

<211> 751 

<212> PRT 

<213> Hotno sapiens 

<221> mis cofeature 

<222> (1) . . . (743) 

<223> ]Caa s any amino acid 









605 






Arcr 


Leu Leu 


Ala 


Gly 


Asp 

XT 


His Pro 






620 








Lvs 


Lvs Asn 


Tvr 


His 


Met 


Tyr Val 




635 








640 


Glu 


Leu Asp 


Gin 


His 


Pro 


Met Asp 




650 










Ala 


Pro Leu 


Arg 


Ala 


Ser 


Leu Val 


665 








670 




Phe 


Phe Glu 


Glu 


Cys 


Asp 


Pro Asn 








685 






Glu Trp Gly 


His 


Cys 


Phe 


Gly He 






700 








Leu 


Leu Phe 











715 



or nothing 



<400> 3384 



Pro 


Ser 


Arg 


Pro 


His 


Pro 


Thr 


His 


Ala 


Ala 


Met 


Ala 


Gly 


Pro 


Glu Gly 


1 








5 










10 










15 


Phe 


Gin 


Tyr 


Arg 


Ala 


Leu 


Tyr 


Pro 


Phe 


Arg 


Arg 


Glu 


Arg 


Pro 


Glu Asp 








20 










25 










30 




Leu 


Glu 


Leu 


Leu 


Pro 


Gly 


Asp 


Val 


Leu 


Val 


Val 


Ser 


Arg 


Ala 


Ala Leu 






35 










40 










45 






Gin 


Ala 


Leu 


Gly 


Val 


Ala 


Glu 


Gly Gly 


Glu 


Arg 


Cys 


Pro 


Gin 


Ser Val 




50 










55 










60 








Gly 


Trp 


Met 


Pro 


Gly 


Leu 


Asn 


Glu Arg 


Thr 


Arg 


Gin Arg 


Gly 


Asp Phe 


65 










70 










75 








80 


Pro 


Gly 


Thr 


Tyr 


Val 


Glu 


Phe 


Leu Gly 


Pro 


Val 


Ala 


Leu 


Ala 


Arg Pro 










85 










90 










95 


Gly 


Pro 


Arg 


Pro 


Arg 


Gly 


Pro 


Arg 


Pro 


Leu 


Pro 


Ala 


Arg 


Pro 


Arg Asp 








100 










105 










110 




Gly 


Ala 


Pro 


Glu 


Pro 


Gly 


Leu 


Thr 


Leu 


Pro 


Asp 


Leu 


Pro 


Glu 


Gin. Phe 






115 










120 










125 






Ser 


Pro 


Pro 


Asp 


Val 


Ala 


Pro 


Pro 


Leu 


Leu 


Val 


Lys 


Leu 


Val 


Glu Ala 




130 










135 










140 








He 


Glu 


Arg 


Thr 


Gly 


Leu 


Asp 


Ser 


Glu 


Ser 


His 


Tyr Arg 


Pro 


Glu Leu 


14 5 










150 










155 








160 


Pro 


Ala 


Pro 


Arg 


Thr 


Asp 


Trp 


Ser 


Leu 


Ser 


Asp 


Val 


Asp 


Gin 


Trp Asp 










165 










170 










175 


Thr 


Ala 


Ala 


Leu 


Ala 


Asp 


Gly 


He 


Lys 


Ser 


Phe 


Leu 


Leu 


Ala 


Leu Pro 








180 










185 










190 




Ala 


Pro 


Leu 


Val 


Thr 


Pro 


Glu 


Ala 


Ser 


Ala 


Glu 


Ala 


Arg 


Arg 


Ala Leu 






195 










200 










205 






Arg 


Glu 


Ala 


Ala 


Gly 


Pro 


Val 


Gly Pro 


Ala 


Leu 


Glu 


Pro 


Pro 


Thr Leu 




210 










215 










220 








Pro 


Leu 


His 


Arg 


Ala 


Leu 


Thr 


Leu Arg 


Phe 


Leu 


Leu 


Gin 


His 


Leu Gly 


225 










230 










235 








240 


Arg 


Val 


Ala 


Ser 


Arg 


Ala 


Pro 


Ala 


Leu 


Gly 


Pro 


Ala 


Val 


Arg 


Ala Leu 










245 










250 










255 


Gly 


Ala 


Thr 


Phe 


Gly 


Pro 


Leu 


Leu 


Leu 


Arg 


Ala 


Pro 


Pro 


Pro 


Pro Ser 








260 










265 










270 




Ser 


Pro 


Pro 


Pro 


Gly 


Gly 


Ala 


Pro Asp 


Gly 


Ser 


Glu 


Pro 


Ser 


Pro Asp 
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275 






280 


Phe 


Pro 


Ala 


Leu Leu 


Val Glu 


Lys 




290 






295 




Gin 


Glu 


Val 


Ala Pro 


Pro Ala 


Leu 


305 








310 




Pro 


Ala 


Ser 


Thr Va l 


Pro Gly 


Pro 








325 






Gin 


Asp Ala 


Glu Trp 


Tyr Trp 


Gly 








340 






Glu 


Lys 


Leu 


Arg Asp 


Thr Pro 


Asp 






355 






360 


Ser 


Ser 


Lys 


lie Gin Gly Glu 


Tyr 




370 






375 




Asn 


Asn Lys 


Leu Xle 


Lys Val 


Phe 


385 








390 




Ser 


Glu 


Pro 


Leu Thr 


Phe Cys 


Ser 








405 






Arg 


His 


Glu 


Ser Leu 


Ala Gin 


Tyr 








420 






Leu 


Tvx 


Pro 


Val Ser 


Lys Tyr 


Gin 






435 






440 


Ser 


Val 


Glu 


Ala Val 


Gly Ala 


Gin 




450 






455 




Gin 


Asp 


Lys 


Ser Arg Glu Tyr 


Asp 


465 








470 




Thr 


Ser 


Gin 


Glu Leu 


Gin Met 


Lys 








485 






Glu 


Thr 


lie 


Lys lie 


Phe Glu 


Glu 








500 






Ser 


Lys 


Glu 


Tyr Leu 


Glu Arg 


Phe 






515 






520 


Glu 


Met 


Gin 


Arg He 


Leu Leu 


Asn 




530 






535 




Ala 


Glu 


He 


His Glu 


Ser Arg 


Thr 


545 








550 




Pro 


Arg 


Ala 


Ser Asp 


Asn Lys 


Arg 








565 






Ser 


Leu 


Lys 


Pro Asp 


Leu Met 


Gin 








580 






Leu 


Val 


Tzp 


Leu Thr Gin Lys 


Gly 






595 






600 


Trp 


Leu Gly 


lie Lys 


Asn Glu 


Thr 




610 






615 




Asp 


Glu Asp 


Asp Leu 


Pro His 


His 


625 








630 




Lys 


lie 


Asn 


Arg Thr 


Gin Ala 


Glu 








645 






Gly 


Thr 


Phe 


Leu He 


Arg Glu 


Ser 








660 






Ser 


Val 


Val 


Val Asp 


Gly Asp 


Thr 






675 






680 


Ala 


Thr Gly 


Phe Gly 


Phe Ala 


Glu 




690 






695 




Lys 


Glu 


Leu 


Val Leu 


His Tyr 


Gin 


705 








710 




Asp 


Ala 


Leu 


Thr Val 


Thr Leu 


Ala 








725 






Gly 


Pro 


Pro 


Pro Ala 


Ala Arg 





740 743 



285 



Leu 


Leu Gin Glu His 


Leu 


Glu 


Glu 




300 








Pro 


Pro Lys Pro Pro 


Lys 


Ala 


Lys 




315 






320 


Asn 


Gly Gly Ser Pro 


Pro 


Ser 


Leu 




330 




335 




Asp 


He Ser Arg Glu 


Glu 


Val 


Asn 


345 




350 






Gly 


Thr Phe Leu Val 


Arg 


Asp 


Ala 




365 








Thr 


Leu Thr Leu Arg 


Lys 


Gly 


Gly 




380 








His 


Arg Asp Gly His 


Tyr 


Gly 


Phe 




395 






400 


Val 


Val Asp Leu He 


Asn 


His 


Tyr 




410 




415 




Asn 


Ala Lys Leu Asp 


Thr 


Arg 


Leu 


425 




430 






Gin 


Asp Gin He Val 


Lys 


Glu 


Asp 




445 








Leu 


Lys Val Tyr His 


Gin 


Gin 


Tyr 




460 








Gin 


Leu Tyr Glu Glu 


Tyr 


Thr 


Arg 




475 






480 


Arg 


Thr Ala He Glu 


Ala 


Phe 


Asn 




490 




495 




Gin 


Gly Gin Thr Gin 


Glu 


Lys 


Cys 


505 




510 






Arg 


Arg Glu Gly Asn 


Gin 


Thr 


Lys 




525 








Ser 


Glu Arg Leu Lys 


Ser 


Arg 


He 




540 








Lys 


Leu Glu Gin Gin 


Leu 


Leu 


Val 




555 






560 


Asp 


He Asp Lys Pro 


His 


Xaa 


Thr 




570 




575 




Leu 


Arg Lys He Arg 


Asp 


Gin 


Tyr 


585 




590 






Ala 


Arg Gin Lys Lys 


He 


Asn 


Glu 




605 








Glu 


Asp Gin Tyr Ala 


Leu 


Met 


Glu 




620 








Glu 


Glu Arg Thr Trp 


Tyr 


Val 


Gly 




635- 






640 


Glu 


Met Leu Ser Gly 


Lys 


Arg 


Asp 


• 


650 




655 




Ser 


Gin Arg Gly Cys 


Tyr 


Ala 


Cys 


665 




670 






Lys 


His Cys Val He 


Tyr 


Arg 


Thr 




685 








Pro 


Tyr Asn Leu Tyr 


Gly 


Ser 


Leu 




700 








His 


Ala Ser Leu Val 


Gin 


His 


Asn 




715 






720 


His 


Pro Val Arg Ala 


Pro 


Gly 


Pro 




730 




735 





<210> 3385 
. <211> 1253 



5059 



wo 01/57190 



PCT/USOl/04098 



<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (1252) 

<223> Xaa = any amino acid or nothing 



<40O> 3385 



Thr 


Arg 


Asp 


Val 


1 








Lys 


Glu 


Thr 


Thr 








20 


Lys 


lie 


lie 


Phe 










Gin 


Val 


lie 


Leu 




SO 






Gly 


Leu 


Lys 


Leu 


65 








Ser 


His 


Ser 


Thr 


Met 


Thr 


Glu 


Ser 








lOO 


Phe 


Thr 


Gin 


Glu 






115 




Tyr 


Arg 


Asn 


Val 




130 






Tyr 


Pro 


Phe 


Thr 


145 








Lys 


Pro 


Trp 


Val 


Glu 


lie 


Trp 


Gly 








180 


Arg 


Gin 


Val 


Glu 






IOC 




Asn 


Glu 


Cys 


Gin 




210 






Phe 


Phe 


Fro 


Ser 


225 








Cys 


Leu 


Glu 


His 


Arg 


Lys 


Glu 


His 


• 






260 


Ser 


Ser 


Ser 


His 






^7 R 

4b f 3 




Iiys 


Gly 


Phe 


Asn 




290 






Thr 


Gly 


Glu 


Lys 


305 








His 


Lys 


Glu 


Lys 


Ser 


Tyr 


Lys 


Cys 








340 


Leu 


He 


Arg 


His 






355 




Lys 


Glu 


Cys 


Glu 




370 






Glu 


Lys 


lie 


His 


385 








Lys 


Ala 


Phe 


Ser 


Thr 


Gly 


Glu 


Lys 








420 


Arg 


He 


Ala 


Ser 



Asn 


Ser 


Trp 


Lys 


5 








Asn 


Cys 


Tyr 


Arg 


Leu 


Gly 


Pro 


Phe 








40 


Asn 


Leu 


Gly 


Lys 






55 




Tyr 


Leu 


Pro 


Gly 




70 






Ser 


Ala 


Gly 


Pro 


85 








Gin 


Gly 


Thr 


Val 


Glu 


Trp 


Lys 


Arg 








120 


Met 


Leu 


Xaa 


Asn 






135 




Lys 


Pro 


Asp 


Val 




150 






Met 


Glu 


Glu 


Glu 


165 








Val 


Asp 


Glu 


His 


Val 


Lys 


Phe 


Gin 








200 


Lys 


Lys 


Phe 


Ala 










Arg 


His 


Asn 


Leu 




230 






Asn 


Phe 


Asp 


Cys 


245 








Cys 


Glu 


Tyr 


Asn 


Phe 


Val 


He 


Thr 








280 


Gin 


Thr 


Leu 


Asp 






^ ^ 




Pro 


Tyr 


Glu 


Cys 




310 






Leu 


He 


Lys 


His 


325 








Asn 


Glu 


Cys 


Gly 


Gin 


Arg 


He 


His 








360 


Lys 


Ser 


Phe 


Ser 






375 




Thr 


Gly 


Glu 


Lys 




390 






Gin 


Lys 


Gin 


Ser 


405 








Pro 


Tyr 


Ala 


Cys 


Leu 


Ala 


Leu 


His 



Glu 


Leu Cys Phe 




10 


Thr 


Thr Arg Lys 


25 




Arg 


Glu Leu Arg 


Glu 


Arg Cys Gin 




60 

« 


Met 


Asp Ser Ala 




75 


He 


Pro Ser Gin 




90 


Thr 


Phe Lys Asp 


105 




Leu 


Asp Pro Ala 


Tyr 


Asn Asn Leu 




140 


He 


Phe Lys Leu 




155 


Val 


Leu Arg Arg 




170 


Gin 


Lys Asn Gin 


185 




Lys 


Thr Leu Thr 


Asn 


Val Phe Pro 




220 


Tyr 


Glu Tyr Asp 




^ JO 


His 


Asn Asn Val 




250 


Glu 


Pro Val Lys 


265 




Pro 


Phe Lys Cys 


Leu 


He Arg His 




300 


Ser 


Asn Cys Arg 




315 


Tyr 


Lys He His 




330 


Lys 


Ala Phe He 


345 




Thr 


Gly Glu Lys 


Gin 


Lys Ser Asn 




380 


Pro 


Tyr Glu Cys 




395 


Leu 


He Ala His 




410 


Asn 


Glu Cys Gly 


425 




Met 


Arg Ser His 



Asn His Tyr Asn 
15 

Trp Thr Asn Tyr 
30 

Ser Gin Gly Asn 
45 

Leu Arg Glu Thr 

Arg His His He 

80 

Lys Glu Glu Glu 

95 

Val Ala He Asp 
110 

Gin Arg Lys Leu 

125 

He Thr Val Gly 

Glu Gin Glu Glu 

160 

His Trp Gin Gly 
175 

Asp Arg Leu Leu 
190 

Glu Glu Lys Gly 
205 

Leu Asn Ser Asp 

Leu Phe Gly Lys 

240 

Lys Cys Leu Met 
255 

Ser Tyr Gly Asn 
270 

Asn His Cys Gly 
285 

Leu Arg He His 

Lys Ala Phe Ser 

320 

Ser Arg Glu Gin 
335 

Lys Met Ser Asn 
350 

Pro Tyr Ala Cys 
365 

Leu He Asp His 

Asn Glu Cys Gly 

400 

Gin Lys Val His 
415 

Lys Ala Phe Pro 

430 

Thr Gly Glu Lys 
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435 




Pro 


Tyr 


Lys 


Cys 




450 






Leu 


He 


He 


His 


465 








Ash 


Glu 


Cys 


Gly 


Met 


Arg 


Ser 


His 








500 


Lvs 


Ala 


Phe 


Ser* 






515 




Thr 


Arg 


Glu 


Lys 




530 


• 




Gin 


Met 


Ser 


Asn 


545 








Pro 


Tyr 


He 


Cys 


Leu 


He 


Ala 


His 








580 




urXU 


v^ys 








595 




61x1 


Lys 


Val 


His 




610 






Lys 


Ala 


Phe 


Ser 


625 








Thr 


Gly 


Glu 


Lys 


Gin 


Cys 


Ser 


Leu 








660 


jrro 


iyr 


vai. 


uys 






675 




Leu 


He 


Val 


His 




690 






Asn 


Glu 


Cys 


Gly 


705 








He 


Arg 


Gly 


His 


Lys 


Ala 


Phe 


Ser 








740 


mr 


Arg 


vrJLU 


iiys 






755 




Gin 


Thr 


Leu 


Asp 




770 






Pro 


Tyr 


Glu 


Cys 


785 








Leu 


He 


Lys 


His 


Asn 


Glu 


Cys 


Gly 








820 


V3J.1X 


Axg 


Tl 9 


n_LD 






835 




Lys 


Ser 


Phe 


Ser 




850 






Thr 


Gly 


Glu 


Lys 


865 








Gin 


Lys 


Gin 


Ser 


Pro 


Tyr 


Ala 


Cys 








900 


Leu 


Ala 


Leu 


His 






915 




Asp 


Lys 


Cys 


Gly 




930 






Val 


Arg 


He 


His 



440 

Asp Lys Cys Gly 
455 

Val Arg He His 
470 

Lys Ala Phe Ser 
485 



Thr 


Gly Glu 


Lys 


His 


Lys Lys 


Asn 






520 


Pro 


Tyr Glu 


Cys 




535 




Leu 


Val Arg 


His 




c c r\ 




Lys 


Glu Cys 


Gly 


56 5 






Glu 


Lys He 


His 


Lys 


Ala Phe 


Ser 






600 


Thr 


Gly Glu 


Lys 




615 




Gin 


He Ala 


Ser 




c r\ 

630 




Pro 


Tyr Glu 


Cys 


645 






Leu 


Asn Leu 


His 


Asn 


Glu Cys 


Gly 






680 


Met 


Arg Gly 


His 




695 




Lys 


Ala Phe 


Ser 




710 




Thr 


Gly Glu 


Lys 


725 






His 


Lys Lys 


Asn 


Pro 


Phe Lys 


Cys 






760 


Leu 


He Arg 


His 




775 




Ser 


Asn Cys 


Arg 




790 




Tyr 


hya He 


His 


805 






Lys 


Ala Phe 


He 


Thr 


Gly Glu 


Lys 






840 


Gin 


Lys Ser 


Asn 




855 




Pro 


Tyr Glu 


Cys 




870 




Leu 


He Ala 


His 


885 






Asn 


Glu Cys 


Gly 


Met 


Arg Ser 


His 






920 


Lys 


Ala Phe 


Ser 




935 




Thr 


Gly Glu 


Lys 



Lys Ala Phe Ser 

460 

Thr Gly Glu Lys 
475 

Gin Ser Ser Ala 
490 

Pro Tyr Glu Cys 
505 

Phe He Thr His 

Asn Glu Cys Gly 

540 

Gin Arg He His 

555 

Lys. Ala Phe Ser 
570 

Ser Gly Glu Lys 

585 

Gin Lys Gin Asn 

Pro Tyr Asp Cys 

620 

Leu Thr Leu His 
635 

Asp Lys Cys Gly 
650 

Met Arg Ser His 
665 

Lys Ala Phe Ser 

Thr Gly Glu Lys 

700 

Gin Ser Ser Ser 
715 

Pro Tyr Glu Cys 
730 

Phe He Thr His 
745 

Asn His Cys Gly 

Leu Arg He His 

780 

Lys Ala Phe Ser 
795 

Ser Arg Glu Gin 
810 

Lys Met Ser Asn 
825 

Pro Tyr Ala Cys 

Leu He Asp His 

860 

Asn Glu Cys Gly 
875 

Gin Lys Val His 
890 

Lys Ala Phe Pro 
905 

Thr Gly Glu Lys 

Gin Phe Ser Met 

940 

Pro Tyr Glu Cys 



445 



Gin 


Phe Ser 


Met 


Pro 


Tyr Glu 


Cys 






Ann 


Leu 


Thr Val 


His 




495 




Lys 


Glu Cys 


Arg 




510 




Gin 


Lys He 


His 


525 






Lys 


Ala Phe 


He 


Thr 


Gly Glu 


Lys 








Gin 


Lys Ser 


Asn 




575 




Pro 


Tyr Glu 


Cys 




590 




Phe 


He Thr 


His 


605 






Asn 


Glu Cys 


Gly 


Leu 


Arg Ser 


His 








Lys 


Ala Phe 


Ser 




655 




Thr 


Gly Glu 


Lys 




670 




Gin 


Arg Thr 


Phe 


685 






Pro 


Tyr Glu 


Cys 


Leu 


Thr He 


His 






/ ^ u 


Lys 


Glu Cys 


Arg 




735 




Gin 


Lys He 


His 




750 . 




Lys 


Gly Phe 


Asn 


765 






Thr 


Gly Glu 


Lys 


His 


Lys Glu 


Lys 






Ron 


Ser 


Tyr Lys 


Cys 




815 




Leu 


He Arg 


His 




830 




Lys 


Glu Cys 


Glu 


845 






Glu 


Lys He 


His 


Lys 


Ala Phe 


Ser 






pnn 

o o u 


Thr 


Gly Glu 


Lys 




895 




Arg 


He Ala 


Ser 




910 




Pro 


Tyr Lys 


Cys 


925 






Leu 


He He 


His 


Asn 


Glu Cys 


Gly 
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945 950 955 960 

Lys Ala Phe Ser Gin Ser Ser Ala Leu Thr Val His Met Arg Ser His 

965 970 975 

Thr Gly Glu Lys Pro Tyr Glu Cys Lys Glu Cys Arg Lys Ala Phe Ser 

980 985 990 

His Lys Lys Asn Phe lie Thr His Gin Lys lie His Thr Arg Glu Lys 

995 XOOO 1O05 

Pro Tyr Glu Cys Asn Glu Cys Gly Lys Ala Phe He Gin Met Ser Asn 

1010 1015 1020 

Leu Val Arg His Gin Arg He His Thr Gly Glu Lys Pro Tyr He Cys 
1025 1030 1035 1040 

Lys Glu Cys Gly Lys Ala Phe Ser Gin Lys Ser Asn Leu He Ala His 

1045 1050 1055 

Glu Lys He His Ser Gly Glu Lys Pro Tyr Glu Cys Asn Glu Cys Gly 

1060 1065 1070 

Lys Ala Phe Ser Gin Lys Gin Asn Phe He Thr His Gin Lys Val His 

1075 1080 1085 

Thr Gly Glu Lys Pro Tyr Asp Cys Asn Glu Cys Gly Lys Ala Phe Ser 

1090 1095 1100 

Gin He Ala Ser Leu Thr Leu His Leu Arg Ser His Thr Gly Glu Lys 
1105 1110 1115 1120 

Pro Tyr Glu Cys Asp Lys Cys Gly Lys Ala Phe Ser Gin Cys Ser Leu 

1125 1130 1135 

Leu Asn Leu His Met Arg Ser His Thr Gly Glu Lys Pro Tyr Val Cys. 

1140 1145 1150 

Asn Glu Cys Gly Lys Ala Phe Ser Gin Arg Thr Phe Leu He Val His 

1155 1160 1165 

Met Arg Gly His Thr Gly Glu Lys Pro Tyr Glu Cys Asn Glu Cys Gly 

1170 1175 1180 

Lys Ala Phe Ser Gin Ser Ser Ser Leu Thr He His He Arg Gly His 
1185 1190 1195 1200 

Thr Gly Glu Lys Pro Tyr Glu Cys Lys Glu Cys Arg Lys Ala Phe Ser 

1205 1210 1215 

His Lys Lys Asn Phe He Thr His Gin Lys He His Thr Arg Glu Asn 

1220 1225 1230 

Pro Leu Ser Val He He Val Glu Lys Ala Ser He Arg Leu Trp Thr 
1235 1240 1245 

Ser Ser Asp He 
1250 1252 



<210> 3386 

<211> 278 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 
<222> (1) . . . (276) 

<223> Xaa *= any amino acid or nothing 





<400> 3386 












Trp 


Asp 


Asp Tyr 


Pro 


Gin 


Gly 


Ala Leu Arg 


Arg Arg Glu Ala Ala Glu 


1 






5 






10 


15 


Gly 


Leu 


His Phe 


Leu 


Gly 


Pro 


Pro Gly Arg 


Val Arg Gly Gin Leu Arg 






20 








25 


30 


Gly 


He 


Thr Gly 


Pro 


Ala 


Trp 


Tyr Cys His 


Ser Pro Ser His Ser Leu 






35 








40 


45 


Leu 


Ser 


Ala Phe 


Cys 


His 


Leu 


Pro Thr Pro 


Ser Arg Cys Pro Ala Met 




50 








55 




60 


Ala 


Arg 


Pro Pro 


Val 


Pro 


Gly 


Ser Val Val 


Val Pro Asn Trp His Glu 


65 








70 






75 80 


Ser 


Arg 


Arg Gly 


Gin 


Gly 


Val 


Pro Gly Leu 


His Ser Ala Gin Glu Pro 
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85 










90 


95 


Pro 


Ala 


Gly 


Val 
100 


Trp 


Ala 


Ala 


Xaa 


Ala 
105 


Ala 


Ser Ala Ala Ala Ala Leu 

110 


Ser 


lie 


Asp 
115 


Thr 


TVla 


Ser 


Tyr 


Lys 
12 0 


lie 


Phe 


Val Ser Gly Lys Ser Gly 
125 


Val 


Gly 


Lys 


Thr 


Ala 


Leu 


Val 


Ala 


Lys 


Leu Ala Gly Leu Glu Val Pro 




130 










135 








140 


Val 


Val 


His 


His 


Glu 


Thr 


Thr 


Gly 


He 


Gin 


Thr Thr Val Val Phe Trp 


145 










150 










155 160 


Pro 


Ala 


Lvs 


Leu 


Gin 
165 


Ala 


Ser 


Ser 


Arq 


Val 

170 


Val Met Phe Arg Phe Glu 

175 


Phe 


Trp 


Asp 


Cys 
180 


Gly 

Jr 


Glu 

1 


Ser 


Ala 


Leu 
185 


Lys 


Lys Phe Asp His Met Leu 

190 


Leu 


Ala 


Cys 
195 


Met 


Glu 


Asn 


Thr 


Asp 
200 


Ala 


Phe 


Leu Phe Leu Phe Ser Phe 
205 


Th.r- 


Asp 


Arcr 


Ala 


Ser 


Pile 


Glu 


Asp 


Leu 


Pro Gly Gin Leu Ala Arg He 




210 










215 








220 


tAla 

225 


Gly 


Glu 


Ala 


Pro 


Gly 


Val 


Val 


Arg 


Met 


Val He Gly Ser Lys Phe 










230 










235 240 


Asp 


Gin 


Tyr 


Met 


His 


Thr 


Asp 


Val 


Fro Glu Arg Asp Leu Thr Ala Phe 










245 










250 


255 


Arg 


Gin 


Ala 


Trp 


Glu 


Leu 


Pro 


Leu 


Leu Arg 


Val Lys Ser Val Pro Gly 








260 










265 




270 


Arg 


Arg 


Leu 


Gly 

















275 276 



<210> 3387 

<211> 511 

<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . - . (510) 

<223> Xaa = any amino acid or nothing 



<400> 3387 



Gly 


Ser 


Ser 


Pro 


Asp 


Pro 


Ala 


Ser 


Leu 


He 


Thr Met Lys Asn Gin Asp 


1 








5 










10 




15 


Lys 


Lys 


Asn 


Gly 


Ala 


Ala 


Lys 


Gin 


Ser 


Asn 


Pro 


Lys Ser Ser Pro Gly 








20 










25 






30 


Gin 


Pro 


Glu 


Ala 


Gly 


Pro 


Glu 


Gly 


Ala 


Gin 


Glu Arg Pro Ser Gin Ala 






35 










40 








45 


Ala 


Pro 


Ala 


Val 


Glu 


Ala 


Glu 


Gly 


Pro 


Gly 


Ser 


Ser Gin Ala Pro Arg 




50 










55 










60 


Lys 


Pro 


Glu 


Gly 


Ala 


Gin 


Ala 


Arg 


Thr 


Ala 


Gin 


Ser Gly Ala Leu Arg 


65 










70 










75 


80 


Asp 


Val 


Ser 


Glu 


Glu 


Leu 


Ser 


Arg 


Gin 


Leu 


Glu 


Asp He Leu Ser Thr 










85 










90 




95 


Tyr 


Cys 


Val 


Asp 


Asn 


Asn 


Gin 


Gly 


Gly 


Pro 


Gly Glu Asp Gly Ala Gin 








100 










105 






110 


Gly 


Glu 


Pro 


Ala 


Glu 


Pro 


Glu 


Asp 


Ala 


Glu 


Lys 


Ser Arg Thr Tyr Val 






115 










120 








125 


Ala 


Arg 


Asn 


Gly 


Glu 


Pro 


Glu 


Pro 


Thr 


Pro 


Val 


Val Asn Gly Glu Lys 




130 










135 










140 


Glu 


Pro 


Ser 


Lys 


Gly 


Asp 


Pro 


Asn 


Thr 


Glu 


Glu 


He Arg Gin Ser Asp 


14 5 










150 










155 


160 


Glu 


Val 


Gly 


Asp 


Arg 


Asp 


His 


Arg 


Arg 


Pro 


Gin 


Glu Lys Lys Lys Ala 










165 










170 




175 


Lys 


Gly 


Leu 


Gly 


Lys 


Glu 


He 


Thr 


Leu 


Leu 


Met 


Gin Thr Leu Asn Thr 








180 










185 






190 


Leu 


Ser 


Thr 


Pro 


Glu 


Glu 


Lys 


Leu 


Ala 


Ala 


Leu 


Cys Lys Lys Tyr Ala 
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195 



Glu 


Leu 


Leu 


Glu 


Glu 


His 




210 










Gin Lys 


Lys 


Gin 


Ser 


Gin 


225 










230 


Glu 


His 


Ser 


Lys Ala Val 


■ 








245 




Arg 


Glu 


Leu 


Gin 


Arg 


His 








260 






Arg 


Ala 


Arg 


Glu 


Glu 


Glu 






275 








Gin 


Val 


Thr 


Leu Asn Asp 




290 


• 








Arg 


Asn 


Ser 


Lys 


Leu Arg 


305 










310 


Lys 


Lys 


Leu 


lie 


Glu 


Glii 










325 




Val 


Phe 


Lys 


His 


Lys Asp 








340 






Gin 


Gin 


Ala 


Gin 


Glu 


Met 






355 








Glu 


Lys 


Asp 


Phe 


Leu 


Leu 




370 










Glu 


Leu 


Met 


Lys 


Gin 


Gin 


385 










390 


Tyr 


Thr 


Glu 


Lys 


Phe 


Glu 










405 




Glu 


Val 


Phe 


Thr 


Thr 


Phe 








420 






lie 


Lys 


Lys 


Leu 


Glu 


Lys 






435 








Ser 


Ser 


Asn 


Lys 


Ala 


Leu 




450 










Asp 


Lys 


Glu 


Leu Glu Gly 


465 










470 


Leu 


Cys 


Arg 


Ala 


Leu 


Gin 










485 




Arg 


Trp 


Gly 


Ser 


His 


Arg 








500 







200 



Arg 


Asn 


Ser 


Gin 


Lys 


Gin 


215 








• 


220 


Leu 


Val 


Gin 


Glu Lys Asp 










235 




Leu 


Ala Arg 


Ser 

0 


Lys 


Leu 








250 






Asn 


Arg 


Ser 


Leu 


Lys 


Glu 






265 








Glu 


Lys 


Arg 


Lys 


Glu 


Val 




280 










lie 


Gin 


Leu 


Gin 


Met 


Glu 


295 










300 


Gin 


Glu 


Asn 


Met 


Glu 


Leu 










315 




Tyr 


Glu 


Leu 


Arg 


Glu 


Glu 








330 






Leu 


Gin 


Gin 


Gin 


Leu 


Val 






345 








Leu 


Lys 


Glu 


Ala 


Glu 


Glu 




360 










Lys 


Glu 


Ala 


Val 


Glu 


Ser 


375 










380 


Glu 


Thr 


His 


Leu 


Lys 


Gin 










395 




Glu 


Phe 


Gin 


Asn 


Thr 


Leu 








410 






Lys 


Gin 


Glu 


Met 


Glu 


Lys 






425 








Glu 


Thr 


Thr 


Met 


Tyr Arg 




440 










Leu 


Glu 


Met 


Ala 


Glu 


Glu 


455 










460 


Leu 


Gin Val 


Lys 


lie 


Gin 










475 




Thr 


Gly Ala 


Gin 


Xaa 


Pro 








490 






Thr 


Ser 


Ala 


Val 


Arg 


lie 



505 



PCT/USOl/04098 



205 

Met Lys Leu Leu 



His 


Leu 


Arg Gly 






240 


Glu 


Ser 


Leu Cys 






255 


Glu 


Gly 


Val Gin 




270 




Thr 


Ser 


His Phe 


285 






Gin 


His 


Asn Glu 


Ala 


Glu 


Arg Leu 






320 


His 


He 


Asp Lys 






335 


Asp 


Ala 


Lys Leu 




350 




Arg 


His 


Gin Arg 


365 






Gin 


Arg 


Met Cys 


Gin 


Leu 


Ala Leu 






400 


Ser 


Lys 


Ser Ser 






415 


Met 


Thr 


Lys Lys 




430 




Ser 


Arg 


Trp Glu 


445 






Lys 


Thr 


Val Arg 


Arg 


Leu 


Glu Lys 






480 


Val 


Arg 


Gly Gin 






495 



Phe Ser 
510 



<210> 3388 
<211> 1035 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (1033) 

<223> Xaa s any amino acid or nothing 



<400> 3388 



Ala 


Arg Pro Glu Val 


Pro 


Ala 


Pro 


Pro 


Ala 


Trp 


Leu 


Ser 


Arg 


Arg Gly 


1 


5 










10 










15 




Ala 


Ala Lys Met Gly 


Asp 


Lys 


Lys Asp 


Asp 


Lys 


Asp 


Ser 


Pro 


Lys 


Lys 




20 








25 










30 






Asn 


Lys Gly Lys Glu 


Arg 


Arg 


Asp 


Leu 


Asp 


Asp 


Leu 


Lys 


Lys 


Glu 


Val 




35 






40 










45 








Ala 


Met Thr Glu His 


Lys 


Met 


Ser 


Val 


Glu 


Glu 


Val 


Cys 


Arg 


Lys 


Tyr 




50 




55 










60 










Asn 


Thr Asp Cys Val 


Gin 


Gly 


Leu 


Thr 


His 


Ser 


Lys 


Ala 


Gin 


Glu 


He 


65 




70 










75 










80 


Leu 


Ala Arg Asp Gly 


Pro 


Asn 


Ala 


Leu 


Thr 


Pro 


Pro 


Pro 


Thr 


Thr 


Pro 
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85 



Glu 


Trp 


Val 


Lys 


Phe 


Cys 


Arg 


Gin 








100 










Leu 


Trp 


lie 


Gly Ala 


He 


Leu 


Cys 






115 










12 0 


Gly 


Thr 


Glu 


Asp Asp 


Pro 


Ser 


Gly 




130 










135 




Leu 


Ala 


Ala 


Val 


Val 


He 


He 


Thr 


145 










150 






Ala 


Lys 


Ser 


Ser Lys 


He 


Met 


Glu 










165 








Gin 


Ala 


Leu 


Val 


He 


Arg 


Glu 


Gly 






* 


180 










Glu 


Val 


Val 


Val Gly 


Asp 


Leu 


Val 






195 










200 


Pro 


Ala 


Asp 


Leu Arg 


He 


He 


Ser 




210 










215 




Ser 


Ser 


Leu 


Thr Gly 


Glu 


Ser 


Glu 


225 










230 






Thr 


His 


Glu 


Asn 


Pro 


Leu 


Lys 


Thr 










245 








Asn 


Phe 


Val 


Glu Gly 


Thr 


Ala 


Arg 








260 










Arg 


Thr 


Val 


Met Gly 


Arg 


He 


Ala 






275 










280 


Gly 


Lys 


Thr 


Pro 


He 


Ala 


He 


Glu 




290 










295 




Thr 


Gly 


Val 


Ala 


Val 


Phe 


Leu 


Gly 


305 










310 






He 


Leu 


Gly 


Tyr 


Thr 


Trp 


Leu 


Glu 










325 








He 


Val 


Ala 


Asn 


Val 


Pro 


Glu 


Gly 








340 










Leu 


Thr 


Leu 


Thr 


Ala 


Lys 


Arg 


Met 






355 










360 


Asn 


Leu 


Glu 


Ala 


Val 


Glu 


Thr 


Leu 




370 










375 




Asp 


Lys 


Thr 


Gly 


Thr 


Leu 


Thr 


Gin 


385 










390 






Trp 


Phe 


Asp 


Asn 


Qln 


He 


His 


Glu 










405 








Gly 


Thr 


Ser 


Phe 


Asp 


Lys 


Ser 


Ser 








420 










His 


Leu 


Leu 


Gly 


Phe 


Cys 


Asn 


Arg 






435 










440 


Asn 


He 


Pro 


Val 


lieu 


Lys 


Arg 


Asp 




450 










455 




Ala 


Leu 


Leu 


Lys 


Cys 


He 


Glu 


Leu 


465 










470 






Arg 


Glu 


Arg 


Asn 


Lys 


Lys 


Val 


Ala 










485 








Lys 


Tyr 


Gin 


Leu 


Ser 


He 


His 


Glu 








50O 










Tyr 


Leu 


Leu 


Val 


Met 


Lys 


Gly 


Ala 






515 










520 


Ser 


Thr 


He 


Leu 


Leu 


Gin 


Gly 


Lys 




530 










535 




Lys 


Glu 


Ala 


Phe 


Gin 


Asn 


Ala 


Tyr 


545 










550 






Arg 


Val 


Leu 


Gly 


Phe 


Cys 


His 


Tyr 










565 








Lys 


Gly 


Phe 


Ala 


Phe 


Asp 


Cys 


Asp 








580 










Leu 


Cys 


Phe 


Val 


Gly 


Leu 


Met 


Ser 





90 










95 




Leu 


Phe 


Gly 


Gly 


Phe 


Ser 


He 


Leu 


105 










110 






Phe 


Leu 


Ala 


Tyr 


Gly 


He 


Gin 


Ala 


• 








125 








Asp 


Asn 


Leu 


Tyr 


Leu 


Gly 


He 


Val 








140 










Gly 


Cys 


Phe 


Ser 


Tyr 


Tyr 


Gin 


Glu 






155 










160 


Ser 


Phe 


Lys 


Asn 


Met 


Val 


Pro 


Gin 




170 










175 




Glu 


Lys 


Met 


Gin 


Val 


Asn 


Ala 


Glu 


185 










190 






Glu 


He 


Lys 


Gly 


Gly 


Asp Arg Val 










205 








Ala 


His 


Gly 


Cys 


Lys 


Val 


Asp Asn 








220 










Pro 


Gin 


Thr 


Arg 


Ser 


Pro Asp 


Cys 






235 










240 


Arg 


Asn 


He 


Thr 


Phe 


Phe 


Ser 


Asn 




250 










255 




Gly 


Val 


Val 


Val 


Ala 


Thr Gly Asp 


265 










270 






Thr 


Leu 


Ala 


Ser 


Gly 


Leu 


Glu 


Val 










285 








He 


Glu 


His 


Phe 


He 


Gin 


Leu 


He 








300 










Val 


Ser 


Phe 


Phe 


He 


Leu 


Ser 


Leu 






313 










320 


Ala 


Val 


He 


Phe 


Leu 


lie 


Gly He 




330 










335 




Leu 


Leu 


Ala 


Thr 


Val 


Thr 


Val 


Cys 


345 










350 






Ala 


Arg 


Lys 


Asn 


Cys 


Leu 


Val 


Lys 










365 








Gly 


Ser 


Thr 


Ser 


Thr 


He 


Cys 


Ser 








380 










Asn 


Arg 


Met 


Thr 


Val 


Ala 


His 


Met 






3 95 










400 


Ala 


Asp 


Thr 


Thr 


Glu 


Asp 


Gin 


Ser 




410 










415 




His 


Thr 


Trp 


Val 


Ala 


Leu 


Phe 


Xaa 


425 










430 


* 




Pro 


Val 


Phe 


Lys 


Gly 


Gly Gin 


Asp 










445 








Val 


Ala 


Gly 


Asp 


Ala 


Ser 


Glu 


Ser 








460 










Ser 


Ser 


Gly 


Ser 


Val 


Lys 


Leu 


Met 






4 75 










480 


Glu 


He 


Pro 


Phe 


Asn 


Ser 


Thr 


Asn 




490 










495 




Thr 


Glu 


Asp 


Pro 


Asn 


Asp 


Asn 


Arg 


505 










510 






Pro 


Glu 


Arg 


He 


Leu 


Asp 


Arg 


Cys 










525 








Glu 


Gin 


Pro 


Leu 


Asp 


Glu 


Glu 


Met 








540 










Leu 


Glu 


Leu 


Gly 


Gly 


Leu Gly 


Glu 






555 










560 


Tyr 


Leu 


Pro 


Glu 


Glu 


Gin 


Phe 


Pro 




570 










575 




Asp 


Val 


Asn 


Phe 


Thr 


Thr 


Asp 


Asn 


585 










590 






Met 


He 


Gly 


Pro 


Pro 


Arg 


Ala 


Ala 
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595 GOO 605 

Val Pro Asp Ala Val Gly Lys Cys Arg Sex Ala Gly lie Lys Val He 

610 615 620 

Met Val Thr Gly Asp His Pro He Thr Ala Lys Ala He Ala Lys Gly 
625 630 635 640 

Val Gly He He Phe Glu Gly Asn Glu Thr Val Glu Asp He Ala Ala 

645 650 655 

Arg Leu Asn He Pro Val Ser Gin Val Asn Pro Arg Asp Ala Lys Ala 

660 665 670 

Cys Val He His Gly Thr Asp Leu Lys Asp Phe Thr Ser Glu Gin He 

675 680 685 

Asp Glu He Leu Gin Asn His Thr Glu He Val Phe Ala Arg Thr Ser 

690 695 700 

Pro Gin Gin Lys Leu He He Val Glu Gly Cys Gin Arg Gin Gly Ala 
705 710 715 720 

He Val Ala Val Thr Gly Asp Gly Val Asn Asp Ser Pro Ala Leu Lys 

725 730 735 

Lys Ala Asp He Gly Val Ala Met Gly He Ala Gly Ser Asp Val Ser 

740 745 750 

Lys Gin Ala Ala Asp Met He Leu Leu Asp Asp Asn Phe Ala Ser He 

755 760 765 

Val Thr Gly Val Glu Glu Gly Arg Leu He Phe Asp Asn Leu Lys Lys 

770 775 780 

Ser He Ala Tyr Thr Leu Thr Ser Asn He Pro Glu He Thr Pro Phe 
785 790 795 800 

Leu Leu Phe He Met Ala Asn He Pro Leu Pro Leu Gly Thr He Thr 

805 810 815 

He Leu Cys He Asp Leu Gly Thr Asp Met Val Pro Ala He Ser Leu 

820 825 830 

Ala Tyr Glu Ala Ala Glu Ser Asp He Met Lys Arg Gin Pro Arg Asn 

835 840 845 

Pro Arg Thr Asp Lys Leu Val Asn Glu Arg Leu He Ser Met Ala Tyr 

850 855 860 

Gly Gin He Gly Met He Gin Ala Leu Gly Gly Phe Phe Ser Tyr Phe 
865 870 875 880 

Val He Leu Ala Glu Asn Gly Phe Leu Pro Gly Asn Leu Val Gly He 

885 890 895 

Arg Leu Asn Trp Asp Asp Arg Thr Val Asn Asp Leu Glu Asp Ser Tyr 

900 90S 910 

Gly Gin Gin Trp Thr Tyr Glu Gin Arg Lys Val Val Glu Phe Thr Cys 

915 920 925 

His Thr Ala Phe Phe Val Ser He Val Val Val Gin Trp Ala Asp Leu 

930 935 940 

He He Cys Lys Thr Arg Arg Asn Ser Val Phe Gin Gin Gly Met Lys 
945 950 955 960 

Asn Lys He Leu He Phe Gly Leu Phe Glu Glu Thr Ala Leu Ala Ala 

965 970 975 

Phe Leu Ser Tyr Cys Pro Gly Met Asp Val Ala Leu Arg Met Tyr Pro 

980 985 990 

Leu Lys Pro Ser Trp Trp Phe Cys Ala Phe Pro Tyr Ser Phe Leu He 

995 1000 1005 

Phe Val Tyr Asp Glu He Arg Lys Leu He Leu Arg Arg Asn Pro Gly 

1010 1015 1020 

Gly Trp Val Glu Lys Glu Thr Tyr Tyr 
1025 1030 1033 
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<213> Homo sapiens 

<221> misc feature 
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<222> (1) . . . (X736) 

<223> Xaa = any amino acid or nothing 



<400> 3389 



Val Glu Arg 


Leu 


Leu 


Gly 


Cys 


Arg Asn 


Ser 


Lys 


Arg 


Thr 


Trp 


Arg 


Met 


1 




5 










10 










15 




Leu lie Ser 


Lys 


Asn 


Met 


Pro 


Trp Arg 


Arg 


Leu 


Gin 


Gly He 


Ser 


Phe 




20 










25 










30 






Gly Met Tyr 


Ser 


Ala 


Glu 


Glu 


Leu 


Lys 


Lys 


Leu 


Ser 


Val 


Lys 


Ser 


He 


35 










40 










45 








Thr Asn Pro 


Arg 


Tyr 


Leu 


Asp 


Ser 


Leu 


Gly 


Asn 


Pro 


Ser 


Ala 


Asn 


Gly 


50 








55 










60 










Leu Tyr Asp 


Leu 


Ala 


Leu 


Gly 


Pro 


Ala 


Asp 


Ser 


Lys 


Glu 


Val 


Cys 


Ser 


65 






70 










75 










80 


Thr Cys Val 


Gin Asp 


Phe 


Ser 


Asn 


Cys 


Ser 


Gly His 


Leu 


Gly 


His 


He 






85 










90 










95 




Glu Leu Pro 


Leu 


Thr 


Val 


Tyr 


Asn 


Pro 


Leu 


Xjeu 


Phe 


Asp Lys 


Leu 


Tyr 




100 










105 










110 






Leu Leu Leu 


Arg Gly 


Ser 


Cys 


Leu 


Asn 


Cys 


His 


Met 


Leu 


Thr 


Cys 


Pro 


115 










120 










125 








Arg Ala Val 


He 


His 


Leu 


Leu 


Leu 


Cys 


Gin 


Leu Arg 


Val 


Leu 


Glu 


Val 


130 








135 










140 










Gly Ala Leu 


Gin 


Ala 


Val 


Tyr 


Glu 


Leu 


Glu 


Arg 


He 


Leu 


Asn 


Arg 


Phe 


145 






150 










155 










160 


Leu Glu Glu 


Asn 


Pro 


Asp 


Pro 


Ser 


Ala 


Ser 


Glu 


He 


Arg 


Glu 


Glu 


Leu 






165 










170 










175 




Glu Gin Tyr 


Thr 


Thr 


Glu 


He 


Val 


Gin 


Asn 


Asn 


Leu 


Leu Gly 


Ser 


Gin 




180 










185 










190 






Gly Ala His 


Val 


Lys 


Asn 


Val 


Cys 


Glu 


Ser 


Lys 


Ser 


Lys 


Leu 


He 


Ala 


195 










200 










205 








Leu Phe Trp 


Lys 


Ala 


His 


Met 


Asn 


Ala 


Lys 


Arg 


Cys 


Pro 


His 


Cys 


Lys 


210 








215 










220 










Thr Gly Arg 


Ser 


Val 


Val 


Arg 


Lys 


Glu 


His 


Asn 


Ser 


Lys 


Leu 


Thr 


He 


225 






230 










235 










240 


Thr Phe Pro 


Ala 


Met 


Val 


His 


Arg 


Thr 


Ala 


Gly Gin 


Lys Asp 


Ser 


Glu 






245 










250 










255 




Pro Leu Gly 


He 


Glu 


Glu 


Ala 


Gin 


He 


Gly 


Lys 


Arg 


Gly Tyr 


Leu 


Thr 




260 










265 










270 






Pro Thr Ser 


Ala Arg 


Glu 


His 


Leu 


Ser 


Ala 


Leu 


Trp 


Lys 


Asn 


Glu 


Gly 


275 










280 










285 








Phe Phe Leu 


Asn 


Tyr 


Leu 


Phe 


Ser Gly 


Met 


Asp Asp 


Asp Gly 


Met 


Glu 


290 








295 










300 










Ser Arg Phe 


Asn 


Pro 


Ser 


Val 


Phe 


Phe 


Leu 


Asp 


Phe 


Leu 


Val 


Val 


Pro 


305 






310 










315 










320 


Pro Ser Arg 


Tyr Arg 


Pro 


Val 


Ser Arg 


Leu 


Gly Asp 


Gin 


Met 


Phe 


Thr 






325 










330 










335 




Asn Gly Gin 


Thr 


Val 


Asn 


Leu 


Gin 


Ala 


Val 


Met 


Lys 


Asp 


Val 


Val 


Leu 




340 










345 










350 






lie Arg Lys 


Leu 


Leui 


Ala 


Leu 


Met 


Ala 


Gin 


Glu 


Gin 


Lys 


Leu 


Pro 


Glu 


355 










360 










365 








Glu Val Ala 


Thr 


Pro 


Thr 


Thr 


Asp 


Glu 


Glu 


Lys 


Asp 


Ser 


Leu 


He 


Ala 


370 








375 










380 










lie Asp Arg 


Ser 


Phe 


Leu 


Ser 


Thr 


Leu 


Pro 


Gly Gin 


Ser 


Leu 


He 


Asp 


385* 






390 










395 










400 


Lys Leu Tyr 


Asn 


He 


Trp 


He 


Arg 


Leu 


Gin 


Ser 


His 


Val 


Asn 


He 


Val 






405 










410 










415 




Phe Asp Ser 


Glu 


Met 


Asp 


Lys 


Leu 


Met 


Met 


Asp 


Lys 


Tyr 


Pro 


Gly 


He 




420 










425 










430 






Arg Gin lie 


Leu 


Glu 


Lys 


Lys 


Glu Gly 


Leu 


Phe 


Arg 


Lys 


His 


Met 


Met 


435 










440 










445 








Gly Lys Arg 


Val 


Asp 


Tyr 


Ala 


Ala Arg 


Ser 


Val 


He 


Cys 


Pro 


Asp 


Met 


450 








455 










460 










Tyr He Asn 


Thr 


Aszi 


Glu 


He 


Gly 


He 


Pro 


Met 


Val 


Phe 


Ala 


Thr 


Lys 
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465 










470 










475 








480 


Leu 


Thr 


Tyr 


Pro 


Gin 


Pro 


Val 


Thr 


Pro 


Trp 


Asn 


Val 


Gin 


Glu Leu 


Arg 










485 










490 








495 




Gin 


Ala 


Val 


He 


Asn 


Gly 


Pro 


Asn 


Val 


His 


Pro 


Gly 


Ala 


Ser Met 


Val 








500 






■ 




505 










510 




lie 


Asn 


Glu 


Asp 


Gly 


Ser 


Arg 


Thr 


Ala 


Leu 


Ser 


Ala 


Val 


Asp Met 


Thr 






515 










520 










525 






Gin 


Arg 


Glu 


Ala 


Val 


Ala 


Lys 


Gin 


Leu 


Leu 


Thr 


Pro 


Ala 


Thr Gly 


Ala 




530 










535 










540 








Pro 


Lys 


Pro 


Gin 


Gly 


Thr 


Lys 


He 


Val 


Cys 


Arg 


His 


Val 


Lys Asn 


Gly 


545 










550 










555 








560 


Asp 


He 


Leu 


Leu 


Leu 


Asn 


Arg 


Gin 


Pro 


Thr 


Leu 


His 


Arg 


Pro Ser 


He 










565 










570 








575 




Gin 


Ala 


His 


Arg 


Ala 


Arg 


He 


Leu 


Pro 


Glu 


Glu 


Lys 


Val 


Leu Arg 


Leu 








580 










585 










590 




His 


Tyr 


Ala 


Asn 


Cys 


Lys 


Ala 


Tyr 


Asn 


Ala 


Asp 


Phe 


Asp 


Gly Asp 


Glu 






595 










600 










605 






Met 


Asn 


Ala 


His 


Phe 


Pro 


Gin 


Ser 


Glu 


Leu 


Gly 


Arcr 


Ala 


Glu Ala 


Tyr 




610 










615 










620 








Val 


Leu 


Ala 


Cvs 


Thr 


Asp 


Gin 


Gin 


Tvr 


Leu 


Val 


Pro 


Lvs 


Asp Gly 


Gin 


625 










630 










635 








640 


Pro 


Leu 


Ala 


Gly 


Leu 


He 


Gin 


Asp 


His 


Met 


Val 


Ser 


Glv 


Ala - Ser 


Met 










645 










650 








655 




Thr 


Thr 


Ara 


Glv 


Cvs 


Phe 


Phe 


Thr 


Aror 


Glu 


His 


Tvr 


Met 


Glu Leu 


Val 








660 










665 










670 




Tvr 


Arcr 


Gly 


Leu 


Thr 


Asp 


Lvs 


Val 


Qlv 


Arg 


Val 


Lys 


Leu 


Leu Ser 


Pro 






675 










680 










685 






Ser 


He 


Leu 


Lys 


Pro 


Phe 


Pro 


Leu 


Tro 


Thr 


Gly 


Lys 


Gin 


Val Val 


Ser 




690 










695 










700 








Thr 


Leu 


Leu 


He 


Asn 


He 


He 


Pro 


Glu 


Asp 


His 


He 


Pro 


Leu Asn 


Leu 


705 










710 










715 








720 


Ser 


Gly 


Lvs 


Ala 


Lvs 


He 


Thr 


Glv 


Lvs 


Ala 


Trp 


Val 


Lvs 


Glu Thr 


Pro 










725 










730 








735 




Atq 


Ser 


Val 


Pro 


Glv 


Phe 


Asn 


Pro 


Asp 


Ser 


Met 


Cvs 


Glu 


Ser Gin 


Val 








740 










745 










750 




lie 


He 


Arg 


Glu 


Gly 


Glu 


Leu 


Leu 


Cvs 


Gly 


Val 


Leu 


Asp 


Lys Ala 


His 






755 










760 










765 






TVX 
* J *• 


Gly 


Ser 


Ser 


Ala 


Tvr 


Gly 


Leu 


Val 


His 


Cys 


Cvs 


Tvr 


Glu He 


Tvr 




770 










775 










780 








Gly 


Gly 


Glu 


Thr 


Ser 


Gly 


Lvs 


Val 


Leu 


Thr 


Cys 


Leu 


Ala 


Arg Leu 


Phe 


785 










790 










795 








800 


Thr 


Ala 


Tyr 


Leu 


Gin 


Leu 


Tyr 


Arg 


Gly 


Phe 


Thr 


Leu 


Gly 


Val Glu 


Asp 










805 










810 








815 




lie 


Leu 


Val 


Lys 


Pro 


Lys 


Ala 


Asp 


Val 


Lys 


Arg 


Gin 


Arg 


He He 


Glu 








820 










825 










83 0 




Glu 


Ser 


Thr 


His 


Cys 


Gly 


Pro 


Gin 


Ala 


Val 


Arg 


Ala 


Ala 


Leu Asn 


Leu 






835 










840 










845 






Pro 


Glu 


Ala 


Ala 


Ser 


Tyr 


Asp 


Glu 


Val 


Arg 


Gly 


Lys 


Trp 


Gin Asp 


Ala 




850 










855 










860 








His 


Leu 


Gly 


Lys 


Asp 


Gin 


Arg 


Asp 


Phe 


Asn 


Met 


He 


Asp 


Leu Lys 


Phe 


665 










870 










875 








880 


Lys 


Glu 


Glu 


Val 


Asn 


His 


Tyr 


Ser 


Asn 


Glu 


He 


Asn 


Lys 


Ala Cys 


Met 










885 










890 








895 




Pro 


Phe 


Gly 


Leu 


His 


Arg 


Gin 


Phe 


Pro 


Glu 


Asn 


Thr 


Leu 


Gin Leu 


Met 








900 










905 










910 




Val 


Gin 


Ser 


Gly 


Ala 


Lys 


Gly 


Ser 


Thr 


Val 


Asn 


Thr 


Met 


Gin He 


Ser 






915 










920 










925 






Cys 


Leu 


Leu 


Gly 


Gin 


He 


Glu 


Leu 


Glu 


Gly 


Arg 


Ser 


Thr 


Pro Leu 


Met 




930 










935 










940 








Ala 


Ser 


Gly 


Lys 


Ser 


Leu 


Pro 


Cys 


Phe 


Glu 


Pro 


Tyr 


Glu 


Phe Thr 


Pro 


945 










950 










955 








960 


Arg 


Ala 


Gly 


Gly 


Phe 


Val 


Thr 


Gly 


Arg 


Phe 


Leu 


Thr 


Gly 


He Lys 


Pro 










965 










970 








975 




Pro 


Glu 


Phe 


Phe 


Phe 


His 


Cys 


Met 


Ala 


Gly 


Arg 


Glu 


Gly 


Leu Val 


Asp 
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980 



985 



990 



Thr Ala Val Lys Thr Ser Arg Ser Gly Tyr Leu Gin Arg Cys lie lie 

995 1000 1005 

Lys His Leu Glu Gly Leu Val Val Gin Tyr Asp Leu Thr Val Arg Asp 

1010 1015 1020 

Ser Asp Gly Ser Val Val Gin Phe Leu Tyr Gly Glu Asp Gly Leu Asp 
1025 1030 1035 1040 

lie Pro Lys Thr Gin Phe Leu Gin Pro Lys Gin Phe Pro Phe Leu Ala 

1045 1050 1055 

Ser Asn Tyr Glu Val lie Met Lys Ser Gin His Leu His Glu Val Leu 

1060 1065 1070 

Ser Arg Ala Asp Pro Lys Lys Ala Leu His His Phe Arg Ala lie Lys 
1075 1080 1085 

' Lys Trp Gin Ser Lys His Pro Asn Thr Leu Leu Arg Arg Gly Ala Phe 
1090 1095 1100 

Leu Ser Tyr Ser Gin Lys lie Gin Glu Ala Val Lys Ala Leu Lys Leu 
1105 1110 1115 1120 

iGlu Ser Glu Asn Arg Asn Gly Arg Arg Pro Trp Asp Ser Gly Arg Met 
' 1125 1130 1135 

Leu Arg Met Trp Tyr Glu Leu Asp Glu. Glu Ser Arg Arg Lys Tyr Gin 

1140 1145 1150 

Lys Lys Ala Ala Ala Cys Pro Asp Pro Ser Leu Ser Val Trp Arg Pro 

1155 1160 1165 

Asp lie Tyr Phe Ala Ser Val Ser Glu Thr Phe Glu Thr Lys Val Asp 

1170 1175 1180 

Asp Tyr Ser Gin Glu Trp Ala Ala Gin Thr Glu Lys Ser Tyr Glu Lys 
1185 1190 1195 1200 

Ser Glu Leu Ser Leu Asp Arg Leu Arg Thr Leu Leu Gin Leu Lys Trp 

1205 1210 1215 

Gin Arg Ser Leu Cys Glu Pro Gly Glu Ala Val Gly Leu Leu Ala Ala 

1220 1225 1230 

Gin Ser lie Gly Glu Pro Ser Thr Gin Met Thr Leu Asn Thr Phe His 

1235 1240 1245 

Phe Ala Gly Arg Gly Glu Met Asn Val Thr Leu Gly lie Pro Arg Leu 

1250 1255 1260 

Arg Glu lie Leu Met Val Ala Ser Ala Asn lie Lys Thr Pro Met Met 
1265 1270 1275 1280 

Ser Val Pro Val Leu Asn Thr Lys Lys Ala Leu Lys Arg Val Lys Ser 

1285 1290 1295 

Leu Lys Lys Gin Leu Thr Arg Val Cys Leu Gly Glu Val Leu Gin Lys 

1300 1305 1310 

lie Asp Val Gin Glu Ser Phe Cys Met Glu Glu Lys Gin Asn Lys Phe 

1315 1320 1325 

Gin Val Tyr Gin Leu Arg Phe Gin Phe Leu Pro His Ala Tyr Tyr Gin 

1330 1335 1340 

Gin Glu Lys Cys Leu Arg Pro Glu Asp lie Leu Arg Phe Met Glu Thr 
1345 1350 1355 1360 

Arg Phe Phe Lys Leu Leu Met Glu Ser lie Lys Lys Lys Asn Asn Lys 

1365 ' 1370 1375 

Ala Ser Ala Phe Arg Asn Val Asn Thr Arg Arg Ala Thr Gin Arg Asp 

1380 1385 1390 

Leu Asp Asn Ala Gly Glu Leu Gly Arg Ser Arg Gly Glu Gin Glu Gly 

1395 1400 1405 

Asp Glu Glu Glu Glu Gly His lie Val Asp Ala Glu Ala Glu Glu Gly 

1410 1415 1420 

Asp Ala Asp Ala Ser Asp Ala Lys Arg Lys Glu Lys Gin Glu Glu Glu 
1425 * 1430 1435 1440 

Val Asp Tyr Glu Ser Glu Glu Glu Glu Glu Arg Glu Gly Glu Glu Asn 

1445 1450 1455 

Asp Asp Glu Asp Met Gin Glu Glu Arg Asn Pro His Arg Glu Gly Ala 

1460 1465 1470 

Arg Lys Thr Gin Glu Gin Asp Glu Glu Val Gly Leu Gly His Xaa Gly 

1475 1480 1485 

Gly Pro Val Pro Ser Arg Pro Pro Asp Ala Ala Pro Glu Thr His Pro 
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1490 1495 1500 

Gin Pro Gly Ala Pro Gly Ala Glu Ala Met Glu Arg Arg Val Gin Ala 
1505 1510 1515 1520 

Val Arg Glu He His Pro Phe Xle Asp Asp Tyr Gin Tyr Asp Thr Glu 

1525 1530 1535 

Glu Ser Leu Trp Cys Gin Val Thr Val Lys Leu Pro Leu Met Lys He 

1540 1545 1550 

Asn Phe Asp Met Ser Ser Leu Val Val Ser Leu Ala His Gly Ala Val 

1555 1560 1565 

He Tyr Ala Thr Lys Gly Xle Thr Arg Cys Leu Leu Asn Glu Thr Thr 

1570 1575 1580 

Asn Asn Lys Asn Glu Lys Glu Leu Val Leu Asn Thr Glu Gly lie Asn 
1585 1590 1595 1600 

Leu Pro Glu Leu Phe Lys Tyr Ala Glu Val Leu Asp Leu Arg Arg Leu 

1605 1610 1615 

Tyr Ser Asn Asp He His Ala He Ala Asn Thr Tyr Gly He Glu Ala 

1620 1625 163.0 

Ala Leu Arg Val He Glu Lys Glu He Lys Asp Val Phe Ala Val Tyr 

1635 1640 1645 

Gly He Ala Val Asp Pro Arg His Leu Ser Leu Val Ala Asp Tyr Met 

1650 1655 1660 

Cys Phe Glu Gly Val Tyr Lys Pro Leu Asn Arg Phe Gly He Arg Ser 
1665 1670 1675 . 1680 

Asn Ser Ser Pro Leu Gin Gin Met Thr Phe Glu Thr Ser Phe Gin Phe 

1685 1690 1695 

Leu Lys Gin Ala Thr Met Leu Gly Ser His Asp Glu Leu Arg Ser Pro 

170O 1705 1710 

Ser Ala Cys Leu Val Val Gly Lys Val Val Arg Gly Gly Thr Gly Leu 

1715 . 1720 1725 

Phe Glu Leu Lys Gin Pro Leu Arg 
1730 17351736 



<210> 3390 
<211> 700 
<212> PRT 
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<400> 3390 


















He 


Leu 


Pro 


Pro 


Leu 


Glu 


Gly 


Pro 


Pro 


Ala 


Gin Ala 


Ser Pro Ser Ser 


1 








5 










10 




15 


Thr 


Met 


Leu 


Gly 


Glu 


Gly 


Ser 


Gin 


Pro 


Asp 


Trp Pro 


Gly Gly Ser Arg 








20 










25 






30 


Tyr 


Asp 


Leu 


Asp 


Glu 


He 


Asp 


Ala 


Tyr 


Trp 


Leu Glu 


Leu He Asn Ser 






35 










40 








45 


Glu 


Leu 


Lys 


Glu 


Met 


Glu 


Arg 


Pro 


Glu 


Leu 


Asp Glu 


Leu Thr Leu Glu 




50 










55 








60 




Arg 


Val 


Leu 


Glu 


Glu 


Leu 


Glu 


Thr 


Leu 


Cys 


His Gin 


Asn Met Ala Arg 


65 










70 










75 


80 


Ala 


He 


Glu 


Thr 


Gin 


Glu 


Gly 


Leu 


Gly 


He 


Glu Tyr 


Asp Glu Asp Val 










85 










90 




95 


Val 


Cys 


Asp 


Val 


Cys 


Arg 


Ser 


Pro 


Glu 


Gly 


Glu Asp 


Gly Asn Glu Met 








100 










105 






110 


Val 


Phe 


Cys 


Asp 


Lys 


Cys 


Asn 


Val 


Cys 


Val 


His Gin 


Ala Cys Tyr Gly 






115 










120 








125 


He 


Leu 


Lys 


Val 


Pro 


Thr 


Gly 


Ser 


Trp 


Leu 


Cys Arg 


Thr Cys Ala Leu 




130 










135 








140 


Gly 


Val 


Gin 


Pro 


Lys 


Cys 


Leu 


Leu 


Cys 


Pro 


Lys Arg 


Gly Gly Ala Leu 
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145 










150 








155 










160. 


Lys 


Pro 


Thr 


Arg 


Ser 


Gly 


Thr 


Lys 


Trp Val 


His 


Val 


Ser 


Cys 


Ala 


Leu 










165 








170 










175 




Trp 


He 


Pro 


Glu 


Val 


Ser 


He 


Gly 


Cys Pro 


Glu 


Lys 


Met 


Glu 


Pro 


He 








180 










185 








190 






Thr 


Lys 


He 


Ser 


His 


He 


Pro 


Ala 


Ser Arg 


Trp 


Ala 


Leu 


Ser 


Cys 


Ser 






195 










200 








205 








Leu 


Cys 


Lys 


Glu 


Cys 


Thr 


Gly 


Thr 


Cys He 


Gin 


Cys 


Ser 


Met 


Pro 


Ser 




210 










215 








220 










Cys 


Val 


Thr 


Ala 


Phe 


His 


Val 


Thr 


Cys Ala 


Phe 


Asp 


His 


Gly 


Leu 


Glu 


225 










230 








235 










240 


Met 


Arg 


Thr 


He 


Leu 


Ala 


Asp 


Asn 


Asp Glu 


Val 


Lys 


Phe 


Lys 


Ser 


Phe 










245 








250 










255 




Cys 


Gin 


Glu 


His 


Ser 


Asp 


Gly 


Gly 


Pro Arg 


Asn 


Glu 


Pro 


Thr 


Ser 


Glu 








260 










265 








270 






Pro 


Thr 


Glu 


Pro 


Ser 


Gin 


Ala 


Gly 


Glu Asp 


Leu 


Glu 


Lys 


Val 


Thr 


Leu 






275 










280 








285 








Arg 


Lys 


Gin 


Arg 


Leu 


Gin 


Gin 


Leu 


Glu Glu 


Asp 


Phe 


Tyr 


Glu 


Leu 


Val 




290 










295 








300 










Glu 


Pro 


Ala 


Glu 


Val 


Ala 


Glu 


Arg 


Leu Asp 


Leu 


Ala 


Glu 


Ala' 


Leu 


Val 


305 










310 








315 










320 


Asp 


Phe 


He 


Tyr 


Gin 


Tyr 


Trp 


Lys 


Leu Lys 


Arg 


Lys 


Ala 


Asn 


Ala 


Asn 










325 








330 






• 




335 




Gin 


Pro 


Leu 


Leu 


Thr 


Pro 


Lys 


Thr 


Asp Glu 


Val 


Asp 


Asn 


Leu 


Ala 


Gin 








340 










345 








350 






Gin 


Glu 


Gin 


Asp 


Val 


Leu 


Tyr 


Arg 


Arg Leu 


Lys 


Leu 


Phe 


Thr 


His 


Leu 






355 










360 








365 








Arg 


Gin 


Asp 


Leu 


Glu 


Arg 


Val 


Arg 


Asn Leu 


Cys 


Tyr 


Met 


Val 


Thr 


Arg 




370 










375 








380 






•■ 




Arg 


Glu 


Arg 


Thr 


Lys 


His 


Ala 


He 


Cys Lys 


Leu 


Gin 


Glu 


Gin 


He 


Phe 


385 










390 








395 










400 


His 


Leu 


Gin 


Met 


Lys 


Leu 


He 


Glu 


Gin Asp 


Leu 


Cys 


Arg 


Ala 


Gly 


Leu 










405 








410 










415 




Ser 


Thr 


Ser 


Phe 


Pro 


He 


Asp 


Gly 


Thr. Phe 


Phe 


Asn 


Ser 


Trp 


Leu 


Ala 








420 










425 








430 






Gin 


Ser 


Val 


Gin 


He 


Thr 


Ala 


Glu 


Asn Met 


Ala 


Met 


Ser 


Glu 


Trp 


Pro 






435 










440 








445 








Leu 


Asn 


Asn 


Gly 


His 


Arg 


Glu 


Asp 


Pro Ala 


Pro 


Gly 


Leu 


Leu 


Ser 


Glu 




450 










455 








460 










Glu 


Leu 


Leu 


Gin 


Asp 


Glu 


Glu 


Thr 


Leu Leu 


Ser 


Phe 


Met 


Arg 


Asp 


Pro 


465 










470 








475 










480. 


Ser 


Leu 


Arg 


Pro 


Gly 


Asp 


Pro 


Ala 


Arg Lys 


Ala 


Arg 


Gly 


Arg 


Thr 


Arg 










485 








490 










495 




Leu 


Pro 


Ala 


Lys 


Lys 


Lys 


Pro 


Pro 


Pro Pro 


Pro 


Pro 


Gin 


Asp 


Gly 


Pro 








500 










505 








510 






Gly 


Ser 


Arg 


Thr 


Thr 


Pro 


Asp 


Lys 


Ala Pro 


Lys 


Lys 


Thr 


Trp 


Gly 


Gin 






515 










520 








525 








Asp 


Ala 


Gly 


Ser 


Gly 


Lys 


Gly 


Gly 


Gin Gly 


Pro 


Pro 


Thr 


Arg 


Lys 


Pro 




530 










535 








540 










Pro 


Arg 


Arg 


Thr 


Ser 


Ser 


His 


Leu 


Pro Ser 


Ser 


Pro 


Ala 


Ala 


Gly 


Asp 


545 










550 








555 










560 


Cys 


Pro 


He 


Leu 


Ala 


Thr 


Pro 


Glu 


Ser Pro 


Pro 


Pro 


Leu 


Ala 


Pro 


Glu 










565 








570 










575 




Thr 


Pro 


Asp 


Glu 


Ala 


Ala 


Ser 


Val 


Ala Ala 


Asp 


Ser 


Asp 


Val 


Gin 


Val 








580 










585 








590 






Pro 


Gly 


Pro 


Ala 


Ala 


Ser 


Pro 


Lys 


Pro Leu 


Gly 


Arg 


Leu 


Arg 


Pro 


Pro 






595 










600 








605 








Pro 


Arg 


Glu 


Pro 


Arg 


Xaa 


Thr 


Arg 


Arg Leu 


Pro 


Gly 


Cys 


Ala 


Arg 


Pro 




610 










615 








620 










Asp 


Ala 


Gly 


Asp 


Gly 


Asp 


His 


Leu 


Ser Ala 


Val 


Ala 


Glu 


Arg 


Pro 


Lys 


625 










630 








635 




4 






640 


Val 


Ser 


Leu 


His 


Phe 


Asp 


Thr 


Glu 


Thr Asp 


Gly 


Tyr 


Phe 


Ser 


Asp 


Gly 










645 








650 










655 




Glu 


Met 


Ser 


Asn 


Ser 


Asp 


Val 


Glu 


Ala Glu 


Asp 


Gly 


Gly 


Val 


Gin 


Arg 
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660 665 670 

Gly Pro Arg Glu Ala Gly Ala Lys Glu Val Val Arg Met Gly Val Leu 

675 680 685 

Ala Ser 

690 



<210> 3391 
<211> 410 
<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1) . . . (409) 

<223> Xaa = any amino acid or nothing 



<400> 3391 



Asn 


Ser Phe 


Leu 


His 


Phe 


Leu 


His 


Leu 


Lys 


Val 


Arg Thr 


Met Phe 


Leu 


1 






5 










10 






15 




Phe 


Pro Ser 


Phe 


Pro 


Val 


Leu 


Leu 


Leu 


Ser 


Val 


Val. Thr 


Ala Ser 


Cys 






20 










25 








30 




Ser 


Lys Thr 


Lys 


Ala 


Cys 


Ala 


Asp 


Thr 


Gin 


Lys 


Thr Cys 


Ser Met 


He 




35 










40 








45 






Thr 


Cys Gly 


lie 


Pro 


Val 


Thr 


Asn 


Gly 


Thr 


Pro 


Gly Arg 


Asp Gly 


Arg 




50 








55 










60 






Asp 


Arg Pro 


Lys 


Gly 


Glu 


Lys 


Gly 


Glu 


Pro 


Gly 


Leu Gly 


Gin Val 


Ser 


65 








70 










75 






80 


Val 


Ala Ser 


Xaa 


lie 


Ser 


Thr 


Ser 


Gly 


Arg 


Cys 


Ser Ser 


Lys Ser 


Val 








85 










90 






95 




Leu 


Glu Pro 


Ala 


Thr 


Arg 


Gly 


Leu 


Lys 


His 


Arg 


Leu Gly 


Glu Ala 


Pro 






100 










105 








110 




Leu 


Ser Ser 


Gly 


Pro 


Met 


Leu 


His 


Ser 


Glu 


Gin 


Pro Leu 


Xaa Asn 


Ala 




115 










120 








125 






lie 


Ala Ser 


Lys 


Thr 


Lys 


Leu 


Phe 


Val 


Asp 


Ser 


Leu Gly 


Ser His 


He 




130 








135 










140 






Ser 


Thr Gin 


Glu 


Leu 


Gly 


Val 


Cys 


Gly 


Cys 


Pro 


Phe Arg 


Gly Val 


Ser 


145 








150 










155 






160 


Cys 


Leu Val 


Gly 


Glu 


Leu 


Ala 


Leu 


Val 


Gin 


Ala 


Leu His 


Xaa Val 


Ala 








165 










170 






175 




Gly 


Glu Ser 


Phe 


Phe 


Phe 


Gly 


Ser 


Asp 


His 


Trp 


Leu lie 


Gly Cys 


Ala 






180 










185 








190 




Gly 


Gly Glu 


Gin 


Glu 


Trp 


Ser 


lie 


Glu 


Leu 


Leu 


Gly Lys 


Lys Lys 


Arg 




195 










200 








205 






Val 


Thr Ala 


Thr 


Gly 


Ser 


Ser 


Ser 


Leu 


Cys 


Leu 


Ala Thr 


Gly Gin 


Gly 




210 








215 










220 






Leu 


Arg Gly 


Leu 


Gin 


Gly 


Pro 


Pro 


Gly 


Lys 


Met 


Gly Pro 


Pro Gly 


Asn 


225 








230 










235 






240 


Thr 


Gly Thr 


Ser 


Gly 


tie 


Pro 


Gly 


Pro 


Arg 


Gly 


Gin Lys 


Gly Asp 


Arg 








245 










250 






255 




Gly 


Asp Asn 


Ser 


Val 


Ala 


Glu 


Ala 


Lys 


Leu 


Ala 


Asn Leu 


Glu Arg 


Lys 






260 










265 








270 




Leu 


Xaa Ser 


Leu 


Arg 


Ser 


Glu 


Leu 


Asp 


His 


Thr 


Lys Lys 


Leu Xaa 


Pro 




275 










280 








285 






Phe 


Ser Leu 


Gly 


Lys 


Met 


Ser 


Gly 


Lys 


Lys 


Leu 


Phe Val 


Thr Asn 


Gly 




290 








295 










300 






Glu 


Arg Met 


Pro 


Phe 


Ser 


Lys 


Val 


Lys 


Ala 


Leu 


Cys Ala 


Gly Leu 


Gin 


305 








310 










315 






320 


Ala 


Thr Val 


Ala 


Ala 


Pro 


Lys 


Asn 


Ala 


Glu 


Glu 


Asn Lys 


Ala lie 


Gin 








325 










330 






335 




Asp 


Val Ala 


Lys 


Asp 


Thr 


Ala 


Phe 


Leu 


Gly 


lie 


Thr Asp 


Glu Ala 


Thr 






340 










345 








350 




Glu 


Gly Gin 


Phe 


Met 


Tyr 


Leu 


Thr 


Gly 


Gly 


Arg 


Leu Thr 


Tyr Ser 


Asn 
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355 360 
Trp Lys Lys Asp Glu Pro Asn Asp 

370 375 
lie Leu Leu Asn Asn Gly Leu Trp 
385 390 
Phe lie Ala He Cys Glu Phe Pro 

405 



365 

His Gly Ser Gly Glu Asp Cys Val 

380 

Asn Gly He Ser Cys Thr Ser Ser 
395 400 

Ala 
409 



<210> 3392 

<211> 520 

<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1) . . . (5L9) 

<223> Xaa = any amiao acid or nothing 



<40O> 3392 

Gly Gly Ser Arg 
1 

Phe Leu Lys Gin 

20 

Glu Asp Val Ala 
35 

Pro Ala Gin Lys 

50 

Asn Leu Val Ser 
65 

Lys Leu Glu Gin 

Ser Pro Ala His 

100 

Pro Leu Gin Asn 
115 

His Gly Arg Thr 
130 

Arg Tyr Asn Arg 
145 

Leu His Asp Asn 

Ser Arg Lys Pro 

180 

Thr His . Asn He 
195 

Phe Leu Lys Lys 
, 210 

Lys Lys Pro His 
225 

Tyr Arg Leu Thr 

Gly Cys Ser Leu 

260 

Glu His Glu Arg 
275 

Cys Gly Lys Ala 
290 

He His Thr Gly 
305 

Phe Ser Arg Lys 
Glu Lys Pro His 



Arg 


Asn Gin Arg 


5 








Lys 


Lys 


Met 


Thr 


Val 


Asp 


Phe 


Thr 








40 


Asp 


Leu 


Tyr Arg 






55 




Val 


Gly 


Tyr Gin 




70 






Gly 


Glu 


Pro 


Leu 


85 








Pro 


Glu 


He 


Glu 


Gin 


Lys 


He 


Leu 








120 


Leu 


Lys 


Ser 


Tyr 






135 




Lys 


Glu 


Pro 


Ala 




150 






His 


Glu 


Gin 


Met 


165 








He 


Ser 


Thr 


Lys 


Glu 


Lys 


Ala 


His 








2 CO 


Ser 


Gin 


Leu 


Thr 






.215 




Val 


Cys 


Ser 


Leu 




230 






Glu 


His Qlu Arg 


245 








Cys 


Gly Lys Ala 


Ala 


His 


Lys 


Gly 








260 


Phe 


Pro 


Arg 


Lys 






295 




He 


Lys 


Pro 


His 




310 






Ser 


Leu 


Leu 


Val 


325 








Thr 


Cys 


Ser 


Glu 



Arg 


Ser 


He Pro 




10 




Lys 


Ala 


Gin Glu 


25 






Trp 


Glu 


Glu Trp 


Asp 


Val 


Met Leu 






60 


Ala 


Gly 


Lys Pro 






75 


Trp 


Thr 


Leu Glu 




90 




Lys 


Ala 


Asp Asp 


105 






Lys 


Arg 


Thr Gly 


Leu 


Gly 


Leu Thr 






140 


Glu 


Phe 


Asn Gly 






155 


Pro 


Thr 


Glu He 




170 




Ser 


Gin 


Phe Leu 


185 






Glu 


Cys 


Thr Asp 


Glu 


His 


Lys Arg 






220 


Cys 


Gly 


Lys Ala 






235 


Ala 


His 


Arg Gly 




250 




Phe 


Tyr 


Lys Arg 



265 

Glu Lys Pro Tyr 

Ser Glu Leu Thr 

300 

Gin Cys Ser Glu 
315 

Val His Gin Arg 
330 

Cys Gly Lys Gly 



Val Leu Gly Tyr 
15 

Ser Leu Thr Leu 
30 

Gin Phe Leu Ser 
45 

Glu Asn Tyr Ser 

Asp Ala Leu Thr 

80 

Asp Glu He His 
95 

His Leu Gin Gin 
110 

Gin Arg Tyr Qlu 
125 

Asn Gin Ser Arg 

Asp Gly Ala Phe 

160 

Glu Phe Pro Glu 
175 

Lys His Gin Gin 
190 

Cys Gly Lys Ala 
205 

He His Thr Gly 

Phe Tyr Lys Lys 

240 

Glu Lys Pro His 
255 

Tyr Arg Leu Thr 
270 

Gly Cys Ser Glu 
285 

Glu His Gin Arg 

Cys Gly Arg Ala 

320 

Thr His Thr Gly 
33 5 

Phe He Gin Lys 
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340 






345 




350 


Qly Asn 


Leu 


Asn lie 


His 


Gin 


Arg Thr His Thr Gly Glu Lys Pro Tyr 




355 








360 




365 


Gly Cys 


lie 


Asp Cys 


Qly 


Lys 


Ala Phe 


Ser Gin Lys Ser Cys Leu Val 


370 








375 






380 


Ala His 


Gin 


Arg Tyr 


His 


Thr 


Gly Lys Thr Pro Phe Val Cys Pro Glu 


385 






390 








395 400 


Cys Gly 


Gin 


Pro Cys 


Ser 


Gin 


Lys Ser Gly Leu lie Arg His Gin Lys 






405 








410 


415 


lie Hxs 


Ser 


Gly Glu 


Lys 


Pro 


Tyr Lys 


Cys 


Ser Asp Cys Gly Lys Ala 






420 






425 




430 


Phe Leu 


Thr 


Lys Thr 


Met 


Leu 


He Val 


His 


His Arg Thr His Thr Gly 




435 






• 


440 




445 


Glu Arg 


Pro 


Tyr Gly 


Cys 


Asp 


Glu Cys 


Glu 


Lys Ala Tyr Phe Tyr Met 


450 








455 






460 


Ser Cys 


Leu 


Val Lys 


His 


Lys 


Arg He 


His 


Ser Arg Glu Lys Arg Gly 


465 






470 








475 480 


Asp Cys 


Ser 


Glu Gly 


Gly 


Lys 


Ser Phe 


His 


Ser Lys Ser Gin Leu Lys 






485 








490 


495 


Ser Xaa 


Xaa 


Thr Cys 


Ala 


Gly 


Glu Lys 


Pro 


Cys Xaa Tyr Gly Asn Cys 






500 






505 




510 


Gly Asn 


Gly 


Gly Arg 


Ala 


Val 










515 






519 









<210> 3393 
<211> 483 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (468) 

<223> Xaa a any amino acid or nothing 



<400> 3393 



Ala Arg 


Ser 


Leu 


Ser 


Gly 


Ala 


Pro Ser 


Gly 


Ser Ser Arg Gin Asp Gly 


1 






5 








10 


15 


Thr Ser 


Leu 


Leu 


Arg 


Thr 


Gly 


Ala Gly 


Tyr 


Ser Ser Ser Gin Ser He 






20 








25 




30 


Glu Thr 


Leu 


Ser 


Leu 


Pro 


Pro 


Gly Pro 


Ser 


His Leu Val Gly TVsp Lys 




35 










40 




45 


Ser Gin 


Gly 


Gly 


Arg 


Ser 


Cys 


Gin Gly 


Gin 


He Thr Ser Ala Ala Ser 


50 










55 






60 


Gly Lys 


Thr 


Ser 


Lys 


Ser 


Glu 


Pro Asn 


His 


Val He Phe Lys Lys He 


65 








70 








75 80 


Ser Arg 


Asp 


Lys 


Ser 


Val 


Thr 


He Tyr 


Leu 


Gly Asn Arg Asp Tyr He 








85 








90 


95 


Asp His 


Val 


Ser 


Gin 


Val 


Gin 


Pro Val 


Asp 


Gly Val Val Leu Val Asp 






100 








105 




110 


Pro Asp 


Leu 


Val 


Lys 


Gly 


Lys 


Lys Val 


Tyr 


Val Thr Leu Thr Cys Ala 




115 










120 




125 


Phe Arg 


Tyr 


Gly 


Gin 


Glu 


Asp 


He Asp 


Val 


He Gly Leu Thr Phe Arg 


130 










135 






140 


Arg Asp 


Leu 


Tyr 


Phe 


Ser 


Arg 


Val Gin 


Val 


Tyr Pro Pro Val Gly Ala 


145 








150 








155 160 


Ala Ser 


Thr 


Pro 


Thr 


Lys 


Leu 


Gin Glu 


Ser 


Leu Leu Lys Lys Leu Gly 








165 








170 


175 


Ser Asn 


Thr 


Tyr 


Pro 


Phe 


Leu 


Leu Thr 


Phe 


Pro Asp Tyr Leu Pro Cys 






180 








185 




190 


Ser Val 


Met 


Leu 


Gin 


Pro 


Ala 


Pro Gin 


Asp 


Ser Gly Lys Ser Cys Gly 




195 










200 




205 


Val Asp 


Phe 


Glu 


Val 


Lys 


Ala 


Phe Ala 


Thr 


Asp Ser Thr Asp Ala Glu 
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210 








215 








220 






Glu 


Asp 


Lys 


He Pro 


Lys 


Lys 


Ser Ser 


Val 


Arg 


Leu 


Leu 


He Arg Lys 


225 








230 








235 






240 


vai 


Gin 


His 


Ala Pro 


Leu 


Glu 


Met Gly 


Pro 


Gin 


Pro 


Arg Ala Glu Ala 








245 








250 








255 


Ala 


Trp 


Gin 


Pne Phe 


Met 


Phe 


Asp Lys 


Pro 


Leu 


His 


Leu 


Ala Val Ser 








260 






265 










270 


Leu 


Asn 


Lys 


Arg Asp 


Leu 


Phe 


Pro Met 


Gly 


Ser 


Pro 


He 


Pro Val Pro 






275 








280 








285 




val 


Ser 


Val 


Pro Asn 


Asn 


Thr 


Glu Lys 


Pro 


Val 


Lys 


Lys 


He Lys Ala 




2S0 








295 








300 






Ser 


Val 


Glu 


Gin Val 


Ala 


Asn 


Val Val 


Leu 


Tyr 


Ser 


Ser 


Asp Tyr Tyr 


305 








310 








315 






320 


Val 


Lys 


Pro 


Val Ala 


Met 


Glu 


Glu Ala 


Gin 


Glu 


Lys 


Val 


Pro Pro Asn 








325 








330 








335 


Ser 


Thr 


Trp 


Thr Lys 


Ala 


Leu 


Thr Leu 


Leu 


Pro 


Trp 


Leu 


Val Asn Asn 








340 






345 










350 


lArg 


Glu 


Arg 


Arg Gly 


He 


Ala 


Leu Asp 


Gly Lys 


He 


Lys 


His Glu Asp 






355 








360 








365 




Thr 


Asn 


Leu 


Ala Ser 


Ser 


Thr 


He He 


Lys 


Glu 


Gly 


He 


Asp Arg Lys 




370 








375 








380 






Arg 


Ser 


Trp 


Glu He 


Leu 


Val 


Ser Tyr 


Pro 


Asp 


Gin 


Arg 


Xaa Ser Ser 


385 








390 








395 






400 


Thr 


Val 


Ser 


Gly Phe 


Leu Gly 


T^g Ala 


Ser 


Pro 


Ser 


Gin 


Xaa Ser Arg 








405 








410 








415 


Pro 


Thr 


Xaa 


Arg Ser 


Gin 


Phe 


Arg Leu 


Met 


His 


Pro 


Gin 


Pro Glu Asp 








420 






425 










430 


Pro 


Ala 


Lys 


Glu Ser 


Tyr 


Gin 


Asp Ala 


Asn 


Leu 


Val 


Phe 


Glu Glu Phe 






435 








440 








445 




Ala 


Arg 


Pro 


Xaa He 


Leu 


Lys 


Asp Ala 


Gly Glu Ala 


Xaa Glu Gly Lys 




450 








455 








460 






Arg 


Asp 


Gin 


Glu 


















465 






468 



















<210> 3394 
<211> 460 
<212> PRT 

<213> Homo sapiens 

<22l> mis Cofeature 
<222> (1) . . . (459) 

<223> Xaa «5 any amino acid or nothing 



<400> 3394 



Arg 


Pro 


Pro 


Thr 


Met 


Ala 


Ala 


Asp Gin 


Arg 


Pro Lys Ala Asp Thr Leu 


1 








5 










10 


15 


Ala 


Leu 


Arg 


Gin 


Arg 


Leu 


He 


Ser 


Ser 


Ser 


Cys Arg Leu Phe Phe Pro 








20 










25 




30 


Glu 


Asp 


Pro 


Val 


Lys 


He 


Val 


Arg Ala 


Gin 


Gly Gin Tyr Met Tyr Asp 






35 










40 






45 


Glu 


Gin 


Gly 


Ala 


Glu 


Tyr 


He 


Asp 


Cys 


He 


Ser Asn Val Ala His Val 




50 










55 








60 


Gly 


His 


Cys 


His 


Pro 


Leu Val 


Val 


Gin 


Ala 


Ala His Glu Gin Asn Gin 


65 










70 










75 80 


Val 


Leu 


Asn 


Thr 


Asn 


Ser Arg 


Tyr 


Leu 


His 


Asp Asn He Val Asp Tyr 










85 










90 


95 


Ala 


Gin 


Arg 


Leu 


Ser 


Glu 


Thr 


Leu 


Pro 


Glu 


Gin Leu Cys Val Phe Tyr 








100 










105 




110 


Phe 


Leu 


Asn 


Ser 


Gly 


Ser 


Glu 


Ala 


Asn 


Asp 


Leu Ala Leu Arg Leu Ala 






115 










120 






125 


Arg 


His 


Tyr 


Thr 


Gly 


His 


Gin 


Asp 


Val 


Val 


Val Leu Asp His Ala Tyr 
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130 



His Gly 


His 


Leu 


145 






Asn Leu 


Asp 


Gly 


Thr Tyx 


Arg 


Gly 






180 


Gly Leu 


Glu 


Lys 




195 




Arg Gin 


He 


Cys 


210 






Pro Ser 


Val 


Gly 


225 






Val Ala 


Glu 


His 


He Gin 


Val 


Gly 






260 

4ij \J \J 


Leu Gin 


Gly 


Lys 




275 




He Gly 


Asn 


Gly 


290 






Ala Arg 


Ala 


Phe 


305 






Gly Ser 


Pro 


Val 


Glu Lys 


Glu 


Gin 








Met Gin 


Leu 


Leu 




355 




Val Arg 


Gly 


Val 


370 


• 




Ala Thr 


Arg 


Thr 


385 






Leu Lys 


Glu 


Asn 


He Leu 


Lys 


Phe 






420 


Gin Val 


Val 


Ala 




435 




Val Arg 


Ser 


Cys 



450 



135 

Ser Ser Leu He 
150 

Gin Lys Glu Trp 
165 

Pro Tyr Arg Glu 

Ala Phe Ser Xaa 

200 

Arg Arg Gin He 
215 

Gly Gin He He 
230 

He Arg Lys Ala 
245 

Phe Gly Arg Val 

Asp Phe Val Pro 

280 

His Pro Val Ala 
295 

Glu Ala Thr Gly 
310 

Ser Cys Ala Val 
325 

Leu Gin Asp His 

Gly Gin Gin Lys 

360 

Gly Leu Phe He 
375 

Pro Ala Tlir Glu 

390 

Tyr Val Leu Leu 

405 

Lys Pro Pro Met 

Lys Leu Asp Ala 

440 

Glu Thr Leu Arg 
455 



140 

Asp He Ser Fro 
155 

Val His Val Ala 
170 

Asp His Pro Thr 
185 

Lys Arg Val Val 

Ala Ala Phe Phe 

220 

Pro Pro Ala Gly 
235 

Gly Gly Val Phe 
250 

Gly Lys His Phe 
265 

Asp He Val Thr 

Cys Val Ala Ala 

300 

Val Glu Tyr Phe 
315 

Gly Leu Ala Val 
330 

Ala Thr Ser Val 
345 

He Lys His Pro 

Gly Val Asp Leu 

380 

Glu Ala Ala Tyr 
395 

Ser Thr Asp Gly 
410 

Cys Phe Ser Leu 
425 

He Leu Thr Asp 

Leu Gin Pro 
459 



Tyr Lys Phe Arg 

160 

Pro Leu Pro Asp 

175 

His Val Glu Asp 
190 

Gin Gly Arg Asn 

205 

Ala Glu Ser Leu 

Tyr Phe Ser Gin 

240 

Val Ala Asp Glu 
255 

Trp Ala Phe Gin 
270 

Met Gly Lys Ser 
285 

Thr Gin Pro Val* 

Asn Thr Phe Gly 

320 

Leu Asn Val Leu 
335 

Gly Ser Phe Leu 
350 

He Val Gly Asp 
365 

He Lys Asp Glu 

Leu Val Ser Arg 

400 

Pro Gly Arg Asn 
415 

Asp Asn Ala Arg 
430 

Met Glu Glu Lys 
445 



<210> 3395 
<211> 475 
<212> PRT 

<213> Homo sapiens 

<22l> misc_f eature 
<222> (1) . • . (474) 

<223> Xaa a any amino acid or nothing 



<400> 3395 

Phe Arg Asp Gly Phe Ser Leu Arg Cys Gly Cys Asn Ala Glu Leu Pro 

15 10 15 

Gly Arg Gly Gly Asp Asp Ala Ala Asp Arg Ala He Gin Arg Phe Leu 

20 25 30 

Arg Thr Gly Ala Ala Val Arg Tyr Lys Val Met Lys Asn Trp Gly Val 

35 40 45 

He Gly Gly He Ala Ala Ala Leu Ala Ala Gly He Tyr Val He Trp 

50 55 60 

Gly Pro He Thr Glu Arg Lys Lys Arg Arg Lys Gly Leu Val Pro Gly 
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65 










70 










75 80 


Leu 


Val 


Asn 


Leu 


Gly 


Asn 


Thr 


Cys 


Phe 


Met 


Asn Ser Leu Leu Gin Gly 










85 










90 


95 


Leu 


Ser 


ALa 


Cys 


Pro 


Ala 


Phe 


He 


Arg 


Trp 


Leu Glu Glu Phe Thr Ser 








lOO 










105 




110 


Gin 


Tyr 


Ser 


Arg 


Asp 


Gin 


Lys 


Glu 


Pro 


Pro 


Ser His Gin Tyr Leu Ser 






115 










120 






125 


Leu 


Thr 


Leu 


Leu 


His 


Leu 


Leu 


Lys 


Ala 


Leu 


Ser Cys Gin Glu Val Thr 




130 










135 








140 


Asp 


Asp 


Glu 


Val 


Leu 


His 


Ala 


Ser 


Cys 


Leu 


Leu Asp Val Leu Arg Met 


145 










150 










155 16 0 


Tyx 


Arg 


Trp 


Gin 


He 


Ser 


Ser 


Phe 


Glu 


Glu Gin Asp Ala His Glu Leu 






• 




165 










170 


175 


Phe 


His 


Val 


He 


Thr 


Ser 


Ser 


Leu 


Glu 


Asp Glu Arg Asp Arg Gin Pro 








180 










185 




190 


Arg 


Val 


Thr 


His 


Leu 


Phe 


Asp 


Val 


His 


Ser 


Leu Glu His Ser Gin Lys 






195 










200 






2 05 


Xaa 


Leu 


Pro 


Lys 


Gin 


He 


Thr 


Cys 


Arg 


Thr Arg Gly Ser Pro His Pro 




210 










215 








220 


Thr 


Ser 


Asn 


His 


Trp 


Lys 


Ser 


Gin 


His 


Pro 


Phe His Gly Arg Leu Thr 


225 










230 










235 240 


Ser 


Asn 


Met 


Val 


Cys 


Lys 


His 


Cys 


Glu 


His 


Gin Ser Pro Val Arg Phe 










245 










250 


255 


Asp 


Thr 


Phe 


Asp 


Ser 


Leu 


Ser 


Leu 


Ser 


He 


Pro Ala Ala Thr Trp Gly 








260 










265 




270 


His 


Pro 


Leu 


Thr 


Leu 


Asp 


His 


Cys 


Leu 


His 


His Phe He Ser Ser Glu 






275 










280 






285 


Ser 


Val 


Arg 


Asp 


Val 


Val 


Cys 
* 


Asp 


Asn 


Cys 


Thr Lys He Glu Ala Lys 




2 90 










295 








300 


Gly 


rhr 


Leu 


Asn 


Gly 
<• 


Glu 


Lys 


Val 


Glu 


His 


Gin Arg Thr Thr Phe Val 


305 










310 










315 . 320 


Lys 


Gin 


Leu 


Lys 


Leu 


Gly 


Lys 


Leu 


Pro 


Gin Cys Leu Cys He His Leu 










325 










330 


335 


Gin 


Arg 


Leu 


Ser 


Trp 

** 


Ser 


Ser 


His 


Gly 


Thr 


Pro Leu Lys T^g His Glu 








340 










345 




350 


His 


Val 


Gin 


Phe 


Asn 


Glu 


Phe 


Leu 


Met 


Met Asp He Tyr Lys Tyr His 






355 










360 






365 


Leu 


Leu 


Gly His 


Lys 


Pro 


Ser 


Gin 


His 


Asn 


Pro Lys Leu Asn Lys Asn 




370 










375 








380 


Pro 


Gly 


Pro 


Thr 


Leu 


Glu 


Leu 


Gin 


Asp 


Gly Pro Gly Ala Pro Thr Pro 


385 










390 










395 400 


Gly 


Leu 


Asn 


Gin 


Pro 


Gly 


Ala 


Pro 


Lys 


Thr 


Gin He Phe Met Asn Gly 










405 










410 


415 


Ala 


Cys 


Ser 


Pro 


Ser 


Leu 


Leu 


Pro 


Thr 


Leu 


Ser Ala Pro Met Pro Phe 








420 










425 




430 


Pro 


Leu 


Pro 


Val 


Val 


Pro 


Asp 


Tyr 


Ser 


Ser 


Ser Thr Tyr Leu Phe Arg 






435 










440 






445 


Leu 


Met 


Gly Ser 


Cys 


Arg 


Pro 


Pro 


Trp 


Glu Thr Trp His Ser Gly Thr 




450 










455 








460 


Leu 


Cys 


Ser 


Phe 


Thr 


Asp 


Gly 


Pro 


His 


Leu 




465 










470 








474 





<210> 3396 

<211> 579 

<212> PRT 

<213> Homo sapiens * 

<221> inisc_f eature 

<222> (1) . . . (570) 

<223> Xaa « any amino acid or nothing 
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<400> 3396 
Thr Gin Glu Ala 
1 

Leu Ser Leu Ser 

20 

Ser Arg Tlir Pro 
35 

Arg Pro Ala Val 
50 

His Pro Phe lie 
65 • 

Thr Trp Phe Asn 

Glu Lys Arg Met 

ICQ 

Leu Ser Glu Lys 
115 

Ala Lys Leu Arg 

130 

Leu Thr Val Thr 
145 

Asp Gin Lys Gly 

Lys Val Trp Arg 

180 

Pro Leu Glu Ser 
195 

Ser Asn Pro Gly 

210 

Lys Glu Leu Asp 
225 

Ser Gin Ser Glu 

Pro Ala Arg Lys 

260 

Ser Gly Val Phe 
275 

Pro lie Ala Ala 
290 

Ser Ser Ser Tyr 
305 

Pro Ser Thr Ser 

Asp Glu Met Asp 

340 

Arg Ser Pro Gly 
355 

Pro Gly Met Pro 
370 

Phe Ser Ser Pro 
385 

Thr Gin His His 

lie Ala Thr Pro 

420 

Gin Gin Pro Gly 
435 

Gin Glu Thr Leu 
450 

Gin Gin Ala Gly 
465 

Pro Phe Leu Pro 
Ala Arg Pro Val 



Gly Leu 


He 


Phe 


5 








Leu 


Pro 


Leu 


Ser 


Pro 




Arg 


Thr 










Met 


Tyr 


Ser 


Pro 






55 




Glu 


Ala 


Leu 


Leu 




70 






Leu 


Gin 


Ala 


Arg 


85 








Ser 


Lys 


Glu 


Glu 


Pro 


Glu 


Val 


Lys 








J. 4^ U 


Lys 


Asp 


He 


Arg 






135 




Gly Lys 


Lys 


Pro 




150 






Lys 


Met 


Arg 


Arg 


165 








Leu Asp 


Leu 


Val 


Thr Asp 


Gly 


Glu 








•5 n rt 


Leu 


Cys 


Val 


Gin 






215 




Leu 


Tyr 


Leu 


Ala 




230 






Ser 


Pro 


Ser 


Gin 


245 








Trp Asp 


He 


Trp 


Ser 


Val 


Thr 


Xaa 








O D A 


Gly Thr 


Gly 


Pro 






295 




Tyr Ser 


Met 


Ser 




310 






Ser 


Thr 


Ser 


Ser 


325 








Ser 


Pro 


Gly 


Glu 


Ser Gly 


Ser 


Gin 










Ser 


Pro 


Thr 


Thr 






375 




Ser 


Pro 


Ser 


Gin 




390 






Arg 


Pro 


Val 


He 


405 








Ser 


He 


Leu 


His 


Pro 


Tyr 


Phe 


Ser 








440 


Lys 


Glu 


Phe 


Val 






455 




Gin 


Pro 


Asn 


Gly 




470 






Thr 


Pro 


Met 


Leu 


485 








Pro 


Leu 


Pro 


Val 



Phe 


Ser 


Pro 


Pro 




10 






Leu 


Phe 


Leu 


Leu 


25 








Pro 


Arg Arg 


Thr 


Leu 


Cys 


Leu 


Thr 








fin 


Pro 


His 


Val 


Arg 






75 




Lys 


Arg 


Lys 


Tyr 




90 






Glu 


Arg 


Ala 


Val 


105 








Gin 


Lys 


Trp 


Ala 


Pro 


Glu Tyr 


Arg 










Pro 


Cys 


Cys 


Val 






155 




He 


Asp 


Cys 


Leu 




170 






Met 


Val 


He 


Leu 


185 








Arg 


Leu 


Val 


Lys 


Pro 


His 


His 


He 








220 


Tyr 


Phe 


Val 


His 






235 




Ala 


Lys 


Xaa 


Arg 




250 






Gly 


Phe 


Gin 


Asp 


265 








Ala 


Xaa 


Leu 


Arg 


Asn 


Phe 


Ser 


Leu 








iUO 


Pro 


Gly Ala 


Met 






315 




Thr 


Lys Arg 


Leu 




330 






Glu 


Pro 


Phe 


Tyr 


345 








Ser 


Ser Gly 


Trp 


Leu 


Lys 


Lys 


Ser 








380 


Thr 


Ser 


Ser 


Leu 






395 




Thr 


Gly Thr 


Gin 




410 






Phe 


Pro 


Arg 


His 



425 

His Pro Ala He 

Gin Leu Val Cys 

460 

Ser Ser Gin Gly 
475 

Pro Pro Pro Pro 
490 

Pro Asp Thr Lys 

5078 



Phe Ser Leu Ser 

15 

Ser His Pro His 
30 

Arg He Pro Gin 
45 

Gin Asp Glu Phe 

Ala Phe Ala Tyr 

80 

Phe Lys Lys His 
95 

Lys Asp Glu Leu 
110 

Ser Arg Leu Leu 

125 

Glu Asp Phe Val 

Leu Ser Asn Pro 

160 

Arg Gin Ala Asp 
175 

Phe Lys Gly He 
190 

Ser Pro Gin Cys 
205 

Gly Val Ser Val 

Ala Ala Asp Ser 

240 

Xaa His Xaa Gly 
255 

Ser Phe Val Thr 
270 

Val Ser Gin Thr 
285 

Ser Asp Leu Glu 

Arg Arg Ser Leu 

320 

Lys Ser Val Glu 
335 

Thr Gly Gin Gly 
350 

His Glu Val Glu 
365 

Glu Lys Ser Gly 

Gly Thr Ala Phe 

400 

Ser Lys Phe His 
415 

Ser Pro Phe Phe 
430 

Arg Tyr His Pro 
445 

Pro Asp Ala Gly 

Lys Val His Asn 

480 

Pro Pro Pro Met 

495 

Pro Pro Thr Thr 
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500 










505 510 




Ser 


Thr Glu 


Gly 


Gly Ala 


Ala 


Ser 


Pro Thr Ser Pro Thr Thr Arg 


Ser 




515 










520 


525 




Pro 


Gly Arg 


Thr 


Arg 


Pro 


Gin 


Gin 


Pro Phe Leu Ser Tyr Gly Pro 


Pro 




530 








535 




540 




Xaa 


Pro Ser 


Asn 


Ala 


Leu 


He Gly 


Gly Gly Gly Gly Gly Ala Gly 


Glu 


545 








550 






555 


560 


Arg 


Ala Gly 


Glu 


Arg 


Ala 


Asp 


Leu 


Glu Met 










565 








570 





<210> 3397 
<211> 66B 
<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 
<222> (1)...(666) 

<223> Xaa s any amino acid or nothing 



<400> 3397 



Thr 


Gly 


Thr 


Leu 


Thr 


Glu Asp 


Gly 


Leu 


Asp 


Val 


Met Gly Val Val 


Pro 


1 








5 










10 




15 




Leu 


Lys 


Gly 


Gin 


Ala 


Phe 


Leu 


Pro 


Leu 


Val 


Pro 


Glu Pro Arg, Arg 


Leu 








20 










25 






30 




Pro 


Val 


Gly 


Pro 


Leu 


Leu Arg 


Ala 


Leu 


Ala 


Thr 


Cys His Ala Leu 


Ser 






35 










40 








45 




Arg 


Leu 


Gin 


Asp 


Thr 


Pro 


Val 


Gly 


Asp 


Pro 


Met 


Asp Leu Lys Met 


Val 




50 










55 










60 




Glu 


Ser 


Thr 


Gly 


Trp 


Val 


Leu 


Glu 


Glu 


Glu 


Pro 


Ala Ala Asp Ser 


Ala 


65 










70 










75 




80 


Phe 


Gly 


Thr 


Gin 


Val 


Leu 


Ala 


Val 


Met 


Arg 


Pro 


Pro Leu Trp Glu 


Pro 










85 










90 




95 




Gin 


Leu 


Gin 


Ala 


Met 


Glu 


Glu 


Pro 


Pro 


Val 


Pro 


Val Ser Val Leu 


His 








100 










105 






110 




Arg 


Phe 


Pro 


Phe 


Ser 


Ser 


Ala 


Leu 


Gin 


Arg 


Met 


Ser Val Val Val 


Ala 






115 










120 








125 




Trp 


Pro 


Gly 


Ala 


Thr 


Gin 


Pro 


Glu 


Ala 


Tyr 


Val 


Lys Gly Ser Pro 


Glu 




130 










135 










140 




Leu 


Val 


Ala 


Gly 


Leu 


Cys 


Asn 


Pro, 


Glu 


Thr 


Val 


Pro Thr Asp Phe 


Ala 


145 










150 










155 




160 


Gin 


Met 


Leu 


Gin 


Ser 


Tyr 


Thr 


Ala 


Ala 


Gly 


Tyr Arg Val Val Ala 


Leu 










165 










170 




175 




Ala 


Ser 


Lys 


Pro 


Leu 


Pro 


Ser 


Val 


Pro 


Ser 


Leu 


Glu Ala Ala Gin 


Gin 








180 










185 






190 




Leu 


Thr 


Arg 


Asp 


Thr 


Val 


Glu 


Gly 


Asp 


Leu 


Ser 


Leu Leu Gly Leu 


Leu 






195 










200 








205 




Val 


Met 


Arg 


Asn 


Leu 


Leu 


Lys 


Pro 


Gin 


Thr 


Thr 


Pro Val lie Gin 


Ala 




210 










215 










220 




Leu 


Arg 


Arg 


Thr 


Arg 


lie Arg 


Ala 


Val 


Met 


Val 


Thr Gly Asp Asn 


Leu 


225 










230 










235 




240 


Gin 


Thr 


Ala 


Val 


Thr 


Val 


Ala 


Arg 


Gly 


Cys 


Gly Met Val Ala Pro 


Gin 










245 










250 




255 




Glu 


His 


Leu 


He 


lie 


Val 


His 


Ala 


Thr 


His 


Pro 


Glu Arg Gly Gin 


Pro 








260 










265 






270 




Ala 


Ser 


Leu 


Glu 


Phe 


Leu 


Pro 


Met 


Glu 


Ser 


Pro 


Thr Ala Val Asn 


Gly 






275 










280 








285 




Val 


Lys 


Asp 


Pro 


Asp 


Gin 


Ala 


Ala 


Ser 


Tyr 


Thr 


Val Glu Pro Asp 


Pro 




290 










295 










300 




Arg 


Ser 


Arg 


His 


Leu 


Ala 


Leu 


Ser 


Gly 


Pro 


Thr Phe Gly lie lie 


Val 


305 










310 










315 




320 


Lys 


His 


Phe 


Pro 


Lys 


Leu 


Leu 


Pro 


Lys 


Val 


Leu 


Val Gin Gly Thr 


Val 
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325 




330 




335 




Phe 


Ala 


Arg 


Met Ala 


Pro 


Glu Gin Lys Thr 


Glu Leu Val Cys 


Glu 


Leu 








340 




345 


350 






Gin Lys 


Leu 


Gin Tyr Cys 


Val Gly Met Cys 


Gly Asp Gly Ala 


Asn Asp 






355 






360 


365 






Cys 


Gly 


Ala 


Leu Lys 


Ala 


Ala Asp Val Gly 


lie Ser Leu Ser 


Gin 


Ala 




370 








375 


380 






Glu 


Ala 


Ser 


Val Val 


Ser 


Pro Phe Thr Ser 


Ser Met Ala Ser 


He 


Glu 


385 








390 




395 




40O 


Cys 


Val 


Pro 


Met Val 


lie 


Arg Glu Gly Arg 


Cys Ser Leu Asp 


Thr 


Ser 








405 




410 




415 




Phe 


Ser 


Val 


Phe Lys 


Tyr 


Met Ala Leu Tyr 


Ser Leu Thr Gin 


Phe 


He 








420 




425 


430 






Ser 


Val 


Leu 


lie Leu 


Tyr 


Thr lie Asn Thr 


Asn Leu Gly Asp 


Leu 


Gin 






435 






440 


445 






Phe 


Leu 


Ala 


lie Asp 


Leu 


Val lie Thr Thr 


Thr Val Ala Val 


Leu 


Met 




450 








455 


460 






Ser 


Arg 


Thr 


Gly Pro Ala 


Leu Val Leu Gly 


Arg Val Arg Pro 


Pro 


Gly 


465 








470 




475 




480 


Ala 


Leu 


Leu 


Ser Val 


Pro 


Val Leu Ser Ser 


Leu Leu Leu Gin 


Met 


Val 








485 




490 




495 




Leu 


Val 


Thr 


Gly Val 


Gin 


Leu Gly Gly Tyr 


Phe Leu Thr Leu 


Ala 


Gin 








500 




505 


510 






Pro 


Trp 


Phe 


Val Pro 


Leu 


Asn Arg Thr Val 


Ala Ala Pro Asp 


Asn 


Leu 






515 






520 


525 






Pro 


Asn 


Tyr 


Glu Asn 


Thr 


Val Val Phe Ser 


Leu Ser Ser Phe 


Gin 


Tyr 




530 








535 


540 






Leu 


lie 


Leu 


Ala Ala 


Ala 


Val Ser Lys Gly 


Ala Pro Phe Arg 


Arg 


Pro 


545 








550 




555 




560 


Leu 


Thr 


Asn 


Asn Val 


Pro 


Phe Leu Leu Ala 


Ser Ala Leu Xaa 


Ser 


Ser 








565 




570 




575 




Val 


Leu 


Val 


Val Leu 


Val 


Leu Ser Pro Gly 


Leu Leu His Gly 


Pro 


Leu 








580 




585 


590 






Ala 


Leu 


Arg 


Asn lie 


Thr 


Asp Thr Gly Phe 


Lys Leu Leu Leu 


Val 


Gly 






595 






600 


605 






Leu 


Val 


Thr 


Leu Asn 


Phe 


Val Gly Gly Leu 


His Ala Gly Glu 


Arg 


Ala 




610 








615 


620 






Arg 


Pro 


■Val 


Pro Pro 


Arg 


Leu Fro Ala Pro 


Pro Pro Ala Gin 


Ala 


Gly 


625 








630 




635 




640 


Ser 


Lys 


Lys 


Arg Phe 


Lys 


Gin Leu Glu Arg 


• 

Glu Leu Ala Glu 


Gin 


Pro 








645 




650 




655 




Trp 


Pro 


Pro 


Leu Pro 


Ala 


Gly Pro Leu Arg 














660 




665 666 









<210> 3398 
<211> 207 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (204) 

<223> Xaa a any amino acid or nothing 



<400> 3398 

Phe Pro Phe Arg Met Leu Thr Gly Tyr Leu Tyr Leu Met Trp Arg Arg 

15 10 15 

Lys Ala Phe Trp Ser Gly Thr Gin Arg His Pro Leu Pro Gly Gly Leu 

20 25 30 

Lys Arg Arg Arg Arg Pro Gly Arg Gly Pro Trp Pro Ala Pro Gly Gly 

35 40 45 

Gin Gly Val Gly Pro Ser Ala Leu Xaa Lys Ala Gly Ser Pro Pro Ala 
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50 








55 








60 




Asn Arg 


Pro 


Gly Gin 


Gly Glu 


Pro Gly 


Leu 


lie Ser Pro 


Lys Pro Val 


65 








70 










75 


80 


Thr 


Glu 


Val 


Leu Pro 


Asp 


Val 


Gin Gly 


Ala 


Pro Val Pro 


Val Pro Pro 








85 










90 




95 


Leu 


Pro 


Thr 


Pro Pro 


Ser 


Leu 


Pro 


His 


Leu 


Gin Asn Gin 


Pro Pro Thr 








100 








105 






110 


Val 


Gin 


His 


Tyr Leu 


Leu 


Ser 


Phe 


Ser 


Trp 


Lys Pro Ser 


Gin Gly Pro 






115 








120 






125 




Glu 


Xaa 


Arg 


Ala Xaa 


Pro 


Ser 


Pro 


Leu 


Pro 


Pro Ala Ala 


Met Arg Pro 




130 








135 








140 


Asp Gly 


Xaa 


Pro Gly 


Pro 


Ala 


Ser 


Gin 


Gly 


Pro Asp Gin Pro Gly Pro 


145 








150 










155 


160 


Cys 


Pro 


Pro 


Ala Ser 


Leu 


Pro 


Thr 


Ser 


Pro 


Pro Gly Lys 


Gly Phe Gin 








165 










170 




175 


Lys 


Thr 


Glu 


Thr Arg 


Lys His 


Pro 


Pro 


Pro 


Arg Gin Gin His Lys Pro 








180 








185 






190 


^Lys 


Cys 


Thr 


Ala Asn 


Arg 


Pro 


Leu 


Ala 


Ser 


Phe Leu 






195 








200 






204 





<210> 3399 
<211> 62 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (62) 

<223> Xaa s= any amino acid or nothing 

<400> 3399 



His His His His His His 


His 


His His 


His 


His 


His 


His Leu Val Ala 


1 5 






10 






15 


Phe Gly Lys Val Gin Xaa 


Leu 


Gin Asn 


Ser 


Pro 


Ser 


Ser Ser Ser Ser 


20 




25 








30 


Ser Ser Ser Gly Cys Phe 


Trp 


Gin Ala 


Arg 


Phe 


Ser 


Ser Tyr Arg Thr 


35 




40 








45 


Leu His His His His His 


His 


His His 


His 


His 


His 


His His 


50 


55 








60 


62 



<210> 3400 

<211> 509 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (501) 

<223> Xaa s any amino acid or nothing 



<400> 3400 



Pro 


Phe 


Leu 


Ser 


Val 


His 


Arg 


Ser 


Pro 


His 


Gly Pro Ser Lys Leu 


Cys 


1 








5 










. 10 


15 




Asp 


Asp 


Pro 


Gin 


Ala 


Ser 


Leu 


Val 


Pro 


Glu 


Pro Val Pro Gly Gly Cys 








20 










25 




- 30 




Gin 


Glu 


Pro 


Glu 


Glu 


Met 


Ser 


Trp 


Pro 


Pro 


Ser Gly Glu lie Ala 


Ser 






35 










40 






45 




Pro 


Pro 


Glu 


Leu 


Pro 


Ser 


Ser 


Pro 


Pro 


Pro 


Gly Leu Pro Glu Val 


Ala 




50 










55 








60 




Pro 


Asp 


Ala 


Thr 


Ser 


Thr Gly Leu 


Pro Asp 


Thr Pro Ala Ala Pro 


Glu 



5081 



wo 01/57190 



PCT/liSO 1/04098 



65 








70 




Thr 


Ser Thr 


Asn 


Tyr 


Pro 


Val Glu 








85 






Gin 


Ser Leu 


Pro 


Leu 


Pro 


He Leu 






100 








Val 


Lys Asp 


Gin 


Thr 


Pro 


Leu Gin 




115 








120 


Pro 


Asn Thr 


Lys 


Pro 


Cys 


Pro Pro 




130 








135 


Pro 


Pro Pro 


Pro 


Pro 


Pro 


Pro Pro 


145 








150 




Leu 


Thr Pro 


Ser 


Ser 


Leu 


Phe Pro 








165 






Gin 


Lys Phe 


Tyr Asn 


Phe 


Val He 






180 








lie Ala Leu Arg Val 


Ser 


Gly Arg 




195 








200 


Asp 


Gly Ala Thr Phe 


Cys 


Glu Asp 




210 








215 


Leu 


Ser Cys 


Leu 


Gin 


Asp 


Ala He 


225 








230 




Leu 


Leu Thr 


Ser 


Asn 


Phe 


Asp Cys 








245 






Gin Ala Met 


Met 


Ser 


Asn 


Leu Thr 






260 








lie 


Pro Phe 


Leu 


Pro 


Leu 


Glu Ser 




275 








280 


Thr 


Ala Ser 


Leu 


Leu 


Ser 


Gly Leu 




290 








295 


He 


Phe Ala Arg Lys 


Val 


Ala Asn 


305 








310 




Ala Arg Lys Ala Met 


Trp 


Arg Lys 








325 






Glu 


Gin. Ser 


Gin 


His 


Leu 


Asp Gly 






340 








Asn 


Ala Ala 


Tyr 


Ser 


Ala 


Tyr Leu 




355 








360 


Gin 


Met Glu 


Gin 


Leu 


Gin 


Val Ala 




370 








375 


Thr Gly Ala 


Pro 


Tyr 


Gly 


Ala Arg 


385 








390 




Leu Gly Ala Pro Pro 


Pro 


Phe Pro 








405 






Pro 


Pro Leu 


His 


Ala 


Trp 


Gin Ala 






420 








Gin 


Pro Ala 


Ala 


Phe 


Pro 


Gin Ser 




435 








440 


Pro 


Phe Pro 


Thr 


Ala 


Ser 


Thr Ala 




450 








455 


Gin 


Pro Leu 


He 


He 


His 


His Ala 


465 








470 




Asn 


Lys His 


Met 


Trp 


Asn 


Gin Arg 








485 






Thr 


Gin. Glu 


Ala 


Glu 










500 


501 











75 






80 


Cys 


Thr Glu Gly 


Ser Ala Gly 


Pro 




90 






95 




Glu 


Pro 


Val Lys 


Asn Pro 


Cys 


Ser 


105 






110 






Leu 


Ser 


Val Glu 


Asp Thr 


Thr 


Ser 








125 






Thr 


Pro 


Thr Thr 


Pro Glu 


Thr 


Ser 






140 








Ser 


Ser 


Thr Pro 


Cys Ser 


Ala 


His 






155 






160 


Ser 


Ser 


Leu Glu 


Ser Ser 


Ser 


Glu 




170 






175 




Leu 


His Ala Arg 


Ala Asp Glu 


His 


185 






190 






Ser 


Trp 


Glu Ala 


Leu Gly Val 


Pro 








205 






Phe 


Gin 


Val Pro 


Gly Arg Gly 


Glu 






220 








Asp 


His 


Ser Ala 


Phe He 


He 


Leu 






235 






240 


Arg 


Leu 


Ser Leu 


His Gin 


Val 


Asn 




250 






255 




Arg 


Gin Gly Ser 


Gin Asp 


Cys 


Val 


265 






270 






Ser 


Pro 


Ala Arg 


Leu Ser 


Ser 


Asp 

mm 








285 






Val 


Arg 


Leu Asp 


Glu His 


Ser 


Gin 






300 








Thr 


Phe 


Lys Pro 


His Arg 


Leu 


Gin 






315 






320 


Glu 


Gin Asp Thr 


Arg Ala 


Leu 


Arg 




330 






335 




Glu 


Arg 


Met Gin 


Ala Ala 


Ala 


Leu 


345 






350 






Gin 


Ser 


Tyr Leu 


Ser Tyr Gin 


Ala 








365 






Phe 


Gly Ser His 


Met Ser 


Phe 


Gly 






380 








Met 


Pro Phe Gly 


Gly Gin Val 


Pro 






395 






400 


Thr 


Trp 


Pro Gly 


Cys Pro 


Gin 


Pro 




410 






415 




Gly 


Thr 


Pro Pro 


Pro Pro 


Ser 


Pro 


425 






430 






Leu 


Pro 


Phe Pro 


Ala Val 


Pro 


Lys 








445 






Pro 


Pro 


Ser Glu 


Pro Lys 


Gly 


Trp 






460 








Gin 


Met 


Val Thr 


Ser Trp Gly 


Xaa 






475 






480 


Gly 


Ser 


Gin Ala 


Pro Glu Asp 


Lys 




490 






495 





<210> 3401 
<211> 413 
<212> PRT 

<213> Homo sapiens 
<221> misc feature 



5082 
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<222> (1) . . . (411) 

<223> Xaa = any amino acid 



<400> 3401 



Glu 


Trp 


Gly 


Trp 


Leu 


Gly 


Ala 


Ala 


1 








5 








Ala 


Glu 


Asp 


Gin 


Glu 


Ser 


Pro 


Ser 








20 










Glu 


He 


Lys 


Lys 


Glu 


He 


Ser 


Pro 






35 










40 


Ser 


Val 


Gly 


Gly Leu 


Glu 


Leu 


Thr 




50 










55 




Asn 


Met 


Ala 


Met 


Ala 


Thr 


Ser 


Leu 


65 










70 






His 


Pro 


Ala 


Cys 


Pro 


Leu 


Val 


Ser 










85 








Asp 


Asp 


Asp 


Asp Asp 


Asp 


Asp 


Val 








100 










Pro 


Ser 


He 


Ser 


Ala 


Pro 


Ala 


He 






■ 115 










liso 

•i* M \0 


Ala 


Ser 


Ser 


Lys Asn 


Glu 


Lvs 


Pro 

M ^m 




13 0 










135 




Pro 


Ser 


Ser 


Arg 


Asp 


Leu 

^^^^ 


Ala 


Ser 

mm 


145 










150 






lie 


Val 


He 


Asp Asp 


Glu 


Glu 


Aso 










165 








Lvs 


Lvs 


Ser 


Ser 


Cys 


Phe 


He 


Glu 








180 










Lys 


Thr 


Asn 


Asp 


Leu 


AS'D 


Phe 


Ser 






195 










20.0 


Val 


Asn 


Ala 


Gly Met 


Gly 


Asn 


Ser 




210 

mm 










215 

mm m^ 




Lys 


Tyr 


He 


He 


Thr 


Asn 


Val 


Thr 


225 










230 

wm V V 






Val 


Asn 


Ala 


Gly Gin 


Asp 


Val 


Asn 










245 








Leu 


Xaa 


Asn 


Thr 


Asn 


Leu 


Gly 


Asp 








260 










Asn 


Phe 


Gly 


Val 


Asn 


He 


Gin 


Thr 






275 










280 


Thr 


Lys 


Thr 


Gly Val 


Asn 


Leu 


Leu 




290 










295 




Glu 


Thr 


Tyr 


Phe 


Arg 


Met 


Glu 


Asn 


305 










310 






Asp 


Ala 


Ser 


Thr 


Lys 


Lys 


Ala 


Asn 










325 








Lys 


Ser 


Phe 


Gin 


Glu 


Phe 


Tyr 


Ser 








340 










Asn 


Asn 


Trp 


Asn 


Leu 


Lys 


Lys 


Gly 






355 










360 


He 


Cys 


Ser 


Lys 


Leu 


Ala 


Glu 


Val 




370 










375 




Phe 


Arg Leu 


Thr 


Val 


He 


He 


Leu 


385 










390 






Phe 


His 


Leu 


His 


Asn 


Ala 


Arg 


Val 



405 



or nothing 



Gin 


Pro 


Pro 


Glu 


Glu 


Glu 


Ala 


Glu 




10 










15 




Ser 


Leu 


Cys 


Arg 


Glu 


Ala 


Leu 


Ala 


25 










30 






Leu 


Phe 


He 


Gly Met Glu Lys 


Cys 










45 








Glu 


Gin 


Thr 


Pro 


Ala 


Leu 


Leu 


Gly 








60 










Met 


Asp 


He 


Gly Asp 


Ser 


Phe 


Gly 






75 










80 


Ara 


Ser 


Arg 


Asn 


Ser 


Pro 


Val 


Glu 




90 










95 




Val 


Phe 


He 


Glu 


Ser 


He 


Gin 


Pro 


105 

^ u ^ 










110 






Ala 


Asn 


Gin 


Arg 


Asn 


Phe 


He 


Phe 










125 








Gin 


Glv 




Tyr 


Ser 


Val 


He 


Pro 








140 










Gin 


Lvs 


Glv 


Asn 


He 


Ser 


Glu 


Thr 
















xo u 


He 


Glu 


Thr 


Asn Gly Gly Ala 


Glu 




170 










175 






Glv 


Leu 


Pro Gly Thr Lys 














190 






Thy 

Jt A 1 ill 




Ser 

^^^^^ 


Leu 


Ser Arg 


Ser 


TiVS 










205 








Glv 


He 

^ ids 


Thr 

A ax's 


Thr 


Glu 


Leu 


Thr 


Leu 








220 










^ III 


Leu 


Glu 


Thr 


Gly He 


Ser 


Ser 






235 

«J W 










240 

A V V 


He 


He 


He 

IM 


Thr 


Tyr Lys 


Thr 


Ser 

Wm^ \im mm 




250 

M W 










255 




Val 


Ala 


Lys 


Gly 


Leu 


Gin 


Ser 


Ser 


265 










270 






Tyr 


Thr 


Pro 


Ser 


Leu 


Thr 


Pro 


Gin 










285 








Thr 


Leu 


Val 


Glu 


Xaa 


Met 


Trp 


Gin 








300 










Leu 


Gin 


Leu 


He 


He 


Cys 


Pro 


Glu 






315 

^ M mJ 












Val 


He 


Leu 


Pro 


Val 


Glu 


Ser 


Ser 




330 










335 




Thr 


Ser 


Cys 


Leu 


Ser 


Pro 


Cys 


Glu 


345 










350 






Val 


Phe 


Asn 


Lys 


Ser 


Arg 


Cys 


Thr 










365 








Trp 


He 


Phe 


He 


Pro 


Lys 


Leu 


Leu 








380 










Thr 


Phe 


Lys 


Cys 


Tyr 


Tyr Val 


Leu 






395 










40O 


Leu 


Asp 


Val 














410 


411 













<210> 3402 

<211> 413 

<212> PRT 

<213> Homo sapiens 



5083 
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<22l> misc_feature 
<222> (1) . (411) 

<223> Xaa s any amino acid or nothing . 





<400> : 


3402 












Glu Trp 


Gly Trp 


Leu 


Gly Ala Ala Gin Pro 


Pro 


Glu Glu Glu Ala Glu 


1 








5 




10 




15 


Ala 


Glu 


Asp 


Gin 


Glu 


Ser Pro Ser Ser 


Leu Cys Arg Glu Ala Leu Ala 








20 




25 






30 


Glu 


He 


Lys 


Lys 


Glu 


lie Ser Pro Leu 


Phe 


He Gly Met Glu Lys Cys 






35 






40 






45 


Ser 


Val 


Gly Gly 


Leu 


Glu Leu Thr Glu 


Gin 


Thr 


Pro Ala Leu Leu Gly 




50 








55 






60 


Asn 


Met 


Ala 


Met 


Ala 


Thr Ser Leu Met 


Asp He Gly Asp Ser Phe Gly 


65 










70 




75 


80 


His 


Pro 


Ala 


Cys 


Pro 


Leu Val Ser Arg 


Ser 


Arg Asn Ser Pro Val Glu 










85 




90 




95 


Asp Asp 


Asp 


Asp 


Asp 


Asp Asp Val Val 


Phe 


He 


Glu Ser He Gin Pro 








100 




105 






110 


Pro 


Ser 


He 


Ser 


Ala 


Pro Ala He Ala Asp Gin Arg Asn Phe He Phe 






115 






120 






125 


Ala 


Ser 


Ser 


Lys 


Asn 


Glu Lys Pro Gin Gly Asn Tyr Ser Val He Pro 




130 








135 






140 


Pro 


Ser 


Ser 


Arg 


Asp 


Leu Ala Ser Gin Lys 


Gly Asn He Ser Glu Thr 


145 










150 




155 


160 


He 


Val 


lie 


Asp 


Asp Glu Glu Asp He Glu Thr Asn Gly Gly Ala Glu 










165 




170 




175 


Lys 


Lys 


Ser 


Ser 


Cys 


Phe He Glu Trp Gly Leu Pro Gly Thr Lys Asn 








180 




185 






190 


Lys 


Thr 


Asn 


Asp 


Leu Asp Phe Ser Thr 


Ser 


Ser 


Leu Ser Arg Ser Lys 






195 






200 






205 


Val 


Asn 


Ala 


Gly 


Met 


Gly Asn Ser Gly He Thr Thr Glu Leu Thr Leu 




210 








215 






220 


Lys 


Tyr 


He 


He 


Thr 


Asn Val Thr Thr Leu Glu Thr Gly He Ser Ser 


225 










230 




235 


240 


Val 


Asn 


Ala 


Gly 


Gin Asp Val Asn He 


He 


He 


Thr Tyr Lys Thr Ser 










245 




250 




255 


Leu 


Xaa 


Asn 


Thr 


Asn Leu Gly Asp Val Ala Lys Gly Leu Gin Ser Ser 








260 




265 






270 


Asn 


Phe 


Gly Val 


Asn 


He Gin Thr Tyr 


Thr 


Pro 


Ser Leu Thr Pro Gin 






275 






280 






285 


Thr 


Lys 


Thr 


Gly 


Val 


Asn Leu Leu Thr 


Leu 


Val 


Glu Xaa Met Trp Gin 




290 








295 






300 


Glu 


Thr 


Tyr 


Phe 


Arg Met Glu Asn Leu 


Gin 


Leu 


He He Cys Pro Glu 


305 










310 




315 


320 


Asp Ala 


Ser 


Thr 


Lys Lys Ala Asn Val 


He 


Leu 


Pro Val Glu Ser Ser 










325 




330 




335 


Lys 


Ser 


Phe 


Gin 


Glu 


Phe Tyr Ser Thr 


Ser 


Cys 


Leu Ser Pro Cys Glu 








340 




345 






350 


Asn 


Asn 


Trp 


Asn 


Leu 


Lys Lys Gly Val 


Phe 


Asn 


Lys Ser Arg Cys Thr 






355 






360 






365 


He 


Cys 


Ser 


Lys 


Leu 


Ala Glu Val Trp 


He 


Phe 


He Pro Lys Leu Leu 




370 








375 






380 


Phe 


Arg 


Leu 


Thr 


Val 


He lie Leu Thr 


Phe 


Lys 


Cys Tyr Tyr Val Leu 


385 










390 




395 


400 


Phe 


His 


Leu 


His 


Asn 


Ala Arg Val Leu Asp Val 












405 




410 


411 





<210> 3403 
<211> 724 
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<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) .7. (716) 

<223> Xaa » any amino acid or nothing 



<400> 3403 



Ser Arg 


Has 


Cys 


Thr 


Pro Ala 


Glu 


Arg 


Gin 


Asn 


Glu 


Thr 


His 


Arg 


Ala 


1 


• 




5 








10 










15 




Pro Asp 


Phe 


Ala 


Met 


Ser Ala 


Val 


Leu 


Gly His 


Gin 


Pro 


Pro 


Phe 


Phe 






20 








25 










30 






Pro Ala 


Leu 


Thr 


Leu 


Pro Pro 


Asn 


Gly 


Ala 


Ala 


Ala 


Leu 


Ser 


Leu 


Pro 




35 








40 










45 








Gly Ala 


Leu 


Ala 


Lys 


Pro He 


Met 


Asp 


Gin 


Leu 


Val 


Gly Ala 


Ala 


Glu 


50 








55 


• 








60 










Thr Gly 


He 


Pro 


Phe 


Ser Ser 


Leu 


Gly 


Pro 


Gin 


Ala 


His 


Leu 


Arg 


Pro 


65 








70 








75 










80 


Leu Lys 


Thr 


Met 


Glu 


Pro Glu 


Glu 


Glu 


Val 


Glu 


Asp 


Asp 


Pro 


Lys 


Val 








85 








90 










95 




His Leu 


Glu 


Ala 


Lys 


Glu Leu 


Trp 


Asp 


Gin 


Phe 


His 


Lys 


Arg 


Gly 


Thr 






100 








105 










110 






Glu Met 


Val 


He 


Thr 


Lys Ser 


Gly 


Arg 


Arg 


Met 


Phe 


Pro 


Pro 


Phe 


Lys 




115 








120 










125 








Val Arg 


Cys 


Ser 


Gly 


Leu Asp 


Lys 


Lys 


Ala 


Lys 


Tyr 


He 


Leu 


Leu 


Met 


130 








135 










14 0 








• 


Asp lie 


He 


Ala 


Ala 


Asp Asp 


Cys 


Arg 


Tyr 


Lys 


Phe 


His 


Asn 


Ser 


Arg 


145 








150 








155 










160 


Trp Met 


Val 


Ala 


Gly 


Lys Ala 


Asp 


Pro 


Glu 


Met 


Pro 


Lys 


Arg 


Met 


Tyr 








165 








170 










175 




lie His 


Pro 


Asp 


Ser 


Pro Ala 


Thr 


Gly 


Glu 


Gin 


Trp 


Met 


Ser 


Lys 


Val 






180 








185 










190 






Val Thr 


Phe 


His 


Lys 


Leu Lys 


Leu 


Thr 


Asn 


Asn 


He 


Ser 


Asp 


Lys 


His 




195 








200 










205 








Gly Phe 


Thr 


He 


Leu 


Asn Ser 


Met 


His 


Lys 


Tyr 


Gin 


Pro 


Arg 


Phe 


His 


210 








215 










220 










He Val 


Arg 


Ala 


Asn 


Asp He 


Leu 


Lys 


Leu 


Pro 


Tyr 


Ser 


Thr 


Phe 


Arg 


225 








230 








235 










240 


Thr. Tyr 


Leu 


Phe 


Pro 


Glu Thr 


Glu 


Phe 


He 


Ala 


Val 


Thr 


Ala 


Tyr 


Gin 








245 








250 










255 




Asn Asp 


Lys 


He 


Thr 


Gin Leu 


Lys 


He 


Asp 


Asn 


Asn 


Pro 


Phe 


Ala 


Lys 






260 








265 










270 






Gly Phe 


Arg 


Asp 


Thr 


Gly Asn 


Gly 


Arg 


Arg 


Glu 


Lys 


Arg 


Lys 


Gin 


Leu 




275 








280 










285 








Thr Leu 


Gin 


Ser 


Met 


Arg Val 


Phe 


Asp 


^ n mm 

Glu 


Arg 


His 


Lys 


Lys 


Glu 


Asn 


290 








295 










300 










Gly Thr 


Ser 


Asp 


Glu 


Ser Ser 


Ser 


Glu 


Gin 


Ala 


Ala 


Phe 


Asn 


Cys 


Phe 


305 








310 








315 










320 


Ala Gin 


Ala 


Ser 


Ser 


Pro Ala 


Ala 


Pro 


Leu 


Xaa 


Arg 


Thr 


Ser 


Asn 


Leu 








325 








330 










335 




Lys Asp 


Phe 


Ser 


Pro 


Ser Arg 


Gly 


Xaa 


Arg 


Ala 


Thr 


Pro 


Glu 


Ala 


Glu 






340 








345 










350 






Glu Gin 


Arg 


Gly 


Ser 


Thr Ala 


Pro 


Arg 


Pro 


Ala 


Thr 


Arg 


Ala 


Lys 


He 




355 








360 










365 








Ser Pro 


His 


Pro 


Arg 


Arg Arg 


Ser 


Pro 


Ala 


Val 


Thr 


Arg 


Ala 


Ala 


Pro 


370 








375 










380 










Ala Val 


Lys 


Ala 


His 


Leu Phe 


Ala 


Ala 


Glu 


Arg 


Pro 


Arg 


Asp 


Ser 


Gly 


385 








390 








395 










400 


Arg Leu 


Asp 


Lys 


Ala 


Ser Pro 


Asp 


Ser 


Arg 


His 


Ser 


Pro 


Ala 


Thr 


He 








405 








410 










415 




Ser Ser 


Ser 


Thr 


Arg 


Gly Leu 


Gly 


Ala 


Glu 


Glu 


Arg 


Arg 


Ser 


Pro 


Val 






420 








425 










430 






Arg Glu 


Gly 


Gin 


Ala 


Pro Ala 


Lys 


Val 


Glu 


Glu 


Ala 


Arg 


Ala 


Leu 


Pro 
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435 






440 






445 






Gly Lys 


Glu 


Ala Phe Ala 


Pro 


Leu 


Thr 


Val 


Gin Thr Asp Ala Ala Ala 


450 






455 








460 






Ala His 


Leu 


Ala Gin Gly 


Pro Leu Pro Gly 


Leu Gly Phe Ala Pro Gly 


465 




470 










475 




480 


Leu Ala 


Gly 


Gin Gin Phe 


Phe Asn Gly His 


Pro Leu Phe 


Leu 


His Pro 






485 








490 






495 


Ser Gin 


Phe 


Ala Met Gly 


Gly Ala 


Phe 


Ser 


Ser Met Ala Ala Ala Gly 






500 






505 






510 




Met Gly 


Pro 


Leu Leu Ala 


Thr 


Val 


Ser Gly 


Ala Ser Thr Gly Val Ser 




515 






520 






525 






Gly tieu 


Asp 


Ser Thr Ala 


Met 


Ala 


Ser Ala 


Ala Ala Ala 


Gin 


Gly Leu 


530 






535 








540 




Ser Gly 


Ala 


Ser Ala Ala 


Thr 


Leu 


Pro 


Phe 


His Leu Gin 


Gin 


His Val 


545 




550 










555 




560 


Leu Ala 


Ser 


Gin Gly Leu 


Ala 


Met 


Ser 


Pro 


Phe Gly Ser Leu Phe Pro 






565 








570 






575 


Tyr Pro 


Tyr 


Thr Tyr Met 


Ala 


Ala 


Ala 


Ala 


Ala Ala Ser 


Ser 


Ala Ala 






580 






585 






590 




Ala Ser 


Ala 


Ser Val His 


Arg 


Thr 


Pro 


Phe 


Asn Leu Asn 


Thr 


Met Arg 




595 






600 






605 




Pro Arg 


Leu 


Arg Tyr Ser 


Pro 


Tyr 


Ser 


He 


Pro Val Pro 


Val 


Pro Asp 


610 






615 








620 




Gly Ser 


Ser 


Leu Leu Thr 


Thr 


Ala 


Leu 


Pro 


Ser Met Ala 


Ala 


Ala Ala 


625 




630 










635 




640 


Gly Pro 


Leu 


Asp Gly Lys 


Ala 


Ala 


Ala 


Leu 


Ala Ala Ser 


Pro 


Ala Ser 






645 








650 






655 


Val Ala 


Val 


Asp Ser Gly 


Ser 


Glu 


Leu 


Asn 


Ser Arg Ser 


Ser 


Thr Leu 






660 






665 






670 




Ser Ser 


Ser 


Ser Met Ser 


Leu 


Ser 


Pro Lys 


Leu Cys Ala Glu Lys Glu 




675 






680 






685 






Ala Ala 


Thr 


Ser Glu Leu 


Gin 


Ser 


He 


Gin 


Arg Leu Val 


Ser Gly Leu 


690 






695 








700 






Glu Ala 


Lys 


Pro Asp Arg 


Ser Arg 


Ser 


Ala 


Ser Pro 






705 




710 










715 716 







<210> 3404 

<211> 75 

<212> PRT 

<213> Homo sapiens 

<22l> inisc_£eature 
<222> (1) . (74) 

<223> Xaa. = any amino acid or nothing 



<40O> 3404 



Leu Lys Lys Phe Leu 


Glu 


Val 


Pro 


Gin 


Ser 


Tyr Ser Leu Leu Leu Ser 


1 5 










10 


15 


Ser Pro Phe Leu Gin 


Trp Arg 


Ala 


Xaa Arg 


Pro Gin Asn Ala He Gly 


20 








25 




30 


Xaa Gin Phe He lie 


Lys 


Thr 


Leu 


Val 


Phe 


Phe Gly He Met Arg Ser 


35 






40 






45 


Ala Gly Asp Val Leu 


Ser 


Thr 


Gin 


Val 


Ser 


Cys Ala Leu Arg He Met 


50 




55 








60 


Arg Thr Ala Gly Cys 


Ser 


His 


Ser 


Ser 


Pro 




65 


70 








74 





<210> 3405 
<211> 331 
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<212> PRT 

<213> Homo sapiens 

<22l> misc_f eature 

<222> (1) . . . (330) 

<223> Xaa = any amino acid 



<400> 3405 



Pro 


Arg 


Pro 


Pro Thr Gin 


Arg Leu 


1 






5 






Thr 


Ala 


Glu 


Phe Pro Phe 
20 ' 


Arg Arg 












Pro 


Pro 


Arg 
35 


Ala Cys Thr 


Val 


Val 

40 


Leu 


Ala 
50 


Val 


Gly Ala Ala 


Val 
55 


Ala 


\Arg 

65 


Pro 


Phe 


Ala Pro Val 


Leu 


Ser 






70 






Ala 


Leu 


Thr 


Pro Xaa Met 

85 


Gin 


Ala 


Pro 


Val 


Leu 


Asp Leu Lys 
100 


Arg 


Pro 


Gly 


Gin 


Ala 

115 


Val Arg Arg 


Pro 


Leu 
120 


Pro 


Ala 
130 


Ser 


Val Cys Tyr 


Ser 
135 


His 


Ser 


Glu 


Tyr 


Arg Arg Leu 


Glu 


Val 


145 






150 






Glu 


Ser 


Ser 


Glu Ala Arg 


Lys Gly 








165 






Thr 


Thr 


Val 


Gly Val Ala 


Tyr Ala 








180 






Val 


Ser 


Ser 
195 


Met Ser Ala 


Ser 


Ala 
200 


Glu 


lie 
210 


Lys 


Leu Ser Asp 


He 
215 


Pro 


Trp 


Arg 


Gly 


Lys Pro Leu 


Phe 


Val 


225 






230 






Glu 


Gin 


Glu 


Ala Ala Val 
245 


Glu 


Leu 


Asp 


Leu 


Asp 


Arg Val Lys 
260 


Lys 


Pro 


Cys 


Thr 


His 
275 


Leu Gly Cys 


Val 


Pro 
230 


Gly 


Tyr 


Tyr 


Cys Pro Cys 


His Gly 




290 






295 




He 


Arg 


Leu 


Gly Pro Ala 


Pro 


Leu 


305 






310 






Phe 


Thr 


Ser 


Asp Asp Met 
325 


Val 


rie 



<210> 3406 

<211> 864 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 

<222> (1) . . . (863) 

<223> Xaa = any amino acid 



or nothing 



Ser 


Arg 


Phe 


Ala Pro 


Pro Cys 


Arg 




10 






15 




Arg 


Ala 


Val 


Val Thr 


Arg Pro 


Ala 


25 








30 




Gly 


Arg 


Ser 


Ser Pro 


Val Thr 


Gly 








45 






Met 


Leu 


Thr 


Val Ala Ala Arg 


Ser 








60 






Ala 


Thr 


Ser 


Arg Gly Val Ala 


Gly 






75 






80 


Thr 


Val 


Pro 


Ala Thr 


Pro Glu 


Gin 




90 






95 




Phe 


Leu 


Ser 


Arg Glu 


Ser Leu 


Ser 


105 








110 




Val 


Ala 


Ser* 


Val Gly Leu Asn 


Val 








125 






Thr 


Asp 


He 


Lys Val 


Pro Asp 


Phe 








140 






Leu 


Asp 


Ser 


Thr Lys 


Ser Ser 


Arg 






155 






160 


Phe 


Ser 


Tyr 


Leu Val 


Thr Gly 


Val 




170 






175 




Ala 


Lys 


Asn 


Ala Val 


Thr Gin 


Phe 


185 








190 




Asp 


Val 


Leu 


Ala Leu 


Ala Lys 


He 








205 






Glu 


Gly 


Lys 


Asn Met 


Ala Phe 


Lys 








220 






Arg 


His 


Arg 


Thr Gin 


Lys Glu 


He 






235 






240 


Ser 


Gin 


Leu 


Arg Asp 


Pro Gin 


His 




250 






255 




Glu 


Trp 


Val 


He Leu 


He Gly 


Val 


265 








270 




He 


Ala 


Asn 


Ala Gly Asp Phe 


Gly 








285 






Ser 


His 


Tyr 


Asp Ala 


Ser Gly 


Arg 








300 






Asn 


Leu 


Glu 


Val Pro 


Thr Tyr 


Glu 






315 






320 


Val 


Gly 











330 



or nothing 
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<400> 3406 



Cys 


Leu 


Tyr 


Pro 


Asp 


Phe 


Cys 


Arg 


Ser 


Val 


Thr 


Cys 


Ala 


Met Pro 


Cys 


1 








5 










10 








15 




Phe 


Thr 


His 


Arg 


Ser 


Cys 


Arg 


Glu 


Asp 


Pro 


Gly 


Thr 


Ser 


Glu Ser 


Arg 








20 










25 










30 




Glu 


Met 


Asp 


Pro 


Val 


Ala 


Phe 


Lys 


Asp 


Val 


Ala 


Val 


Asn 


Phe Thr 


Gin 






35 










40 










45 






Glu 


Glu 


Trp 


Ala 


Leu 


Leu 


Asp 


He 


Ser 


Gin 


Lys 


Asn 


Leu Tyr Arg 


Glu 




50 










55 










60 








Val 


Met 


Leu 


Glu 


Thr 


Phe 


Trp 


Asn 


Leu 


Thr 


Ser 


He 


Gly Lys Lys 


Trp 


65 










70 










75 








80 


Lys 


Asp 


Gin 


Asn 


He 


Glu 


Tyr 


Glu 


Tyr 


Gin 


Asn 


Pro 


Arg Arg Asn 


Phe 










85 










90 








95 




Arg 


Ser 


Val 


Thr 


Glu 


Glu 


Lys 


Val 


Asn 


Glu 


He 


Lys 


Glu Asp Ser 


His 








100 










105 










110 




Cys 


Gly 


Glu 


Thr 


Phe 


Thr 


Pro 


Val 


Pro 


Asp 


Asp 


Arg 


Leu 


Asn Phe 


Gin 






.115 










120 










125 






Lys 


Lys 


Lys 


Ala 


Ser 


Pro 


Glu 


Val 


Lys 


Ser 


Cys 


Asp 


Ser 


Phe Val 


Cys 




130 










135 










140 








Glu 


Val 


Gly Leu 


Gly 


Asn 


Ser 


Ser 


Ser 


Asn 


Met 


Asn 


He Arg Gly 


Asp 


145 










150 










155 








160 


Thr 


Gly 


His 


Lys 


Ala 


Cys 


Glu 


Cys 


Gin 


Glu 


Tyr 


Gly 


Pro 


Lys Pro 


Trp 










165 










170 








175 




Lys 


Ser 


Gin 


Gin 


Pro 


Lys 


Lys 


Ala 


Phe 


Arg 


Tyr 


His 


Pro 


Ser Leu 


Arg 








180 










185 










190 




Thr 


Gin 


Glu 


Arg 


Asp 


His 


Thr 


Gly 


Lys 


Lys 


Pro 


Tyr 


Ala 


Cys Lys 


Glu 






195 










200 










205 






Cys 


Gly 


Lys 


Asn 


He 


He 


Tyr 


His 


Ser 


Ser 


He 


Gin 


Arg 


His Met 


Val 




210 










215 










220 








Val 


His 


Ser Gly 


Asp 


Gly 


Pro 


Tyr 


Lys 


Cys 


Lys 


Phe 


Cys 


Gly Lys 


Ala 


225 










230 










235 








240 


Phe 


His 


Trp 


Leu 


Ser 


Leu 


Tyr 


Leu 


He 


His 


Glu 


Arg 


Thr 


His Thr 


Gly 




• 






245 










250 








255 




Glu 


Lys 


Pro 


Tyr 


Glu 


Cys 


Lys 


Gin 


Cys 


Gly 


Lys 


Ser 


Phe 


Ser Tyr 


Ser 








260 










265 


• 








270 




Ala 


Thr 


His 


Arg 


He 


His 


Glu 


Arg 


Thr 


His 


He 


Gly 


Glu 


Lys Pro 


Tyr 






275 










280 










285 






Glu 


Cys 


Gin 


Glu 


Cys 


Gly 


Lys 


Ala 


Phe 


His 


Ser 


Pro 


Arg 


Ser Cys 


His 




290 










295 










300 








Arg 


His 


Glu Arg 


Ser 


His 


Met 


Gly 


Glu 


Lys 


Ala 


Tyr 


Gin 


Cys Lys 


Glu 


305 










310 










315 








320 


Cys 


Gly 


Lys 


Ala 


Phe 


Met 


Cys 


Pro 


Arg 


Tyr 


Val 


Arg 


Arg His Glu 


Arg 










325 










330 








33 5 




Thr 


His 


Ser Arg 


Lys 


Lys 


Leu 


Tyr 


Glu 


Cys 


Lys 


Gin 


Cys 


Gly Lys 


Ala 








340 










345 










350 




Leu 


Ser 


Ser 


Leu 


Thr 


Ser 


Phe 


Gin 


Thr 


His 


He 


Arg 


Met 


His Ser 


Gly 






355 










360 










365 






Glu 


Arg 


Pro Tyr 


Glu 


Cys 


Lys 


Thr 


Cys 


Gly 


Lys 


Gly 


Phe 


Tyr Ser 


Ala 




370 










375 










380 








Lys 


Ser 


Phe 


Gin 


Arg 


His 


Glu 


Lys 


Thr 


His 


Ser 


Gly 


Glu 


Lys Pro 


Tyr 


385 










390 










395 








400 


Lys 


Cys 


Lys 


Gin 


Cys 


Gly 


Lys 


Ala 


Phe 


Thr 


Arg 


Ser 


Gly Ser Phe 


Arg 










405 








. 


410 








415 




Tyr 


His 


Glu 


Arg 


Thr 


His 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 


Glu 


Cys Lys 


Gin 








420 










425 










430 




Cys 


Gly 


Lys 


Ala 


Phe 


Arg 


Ser 


Ala 


Pro 


Asn 


Leu 


Gin 


Ser His Gly 


Arg 






435 










440 










445 






Thr 


His 


Thr Gly 


Glu 


Lys 


Pro 


Tyr 


Glu 


Cys 


Lys 


Glu 


Cys Gly Lys 


Ala 




450 










455 










460 








Phe 


lie 


Phe 


Val 


Asn 


Asn 


Leu 


Gin 


Ser 


His 


Glu 


Arg 


Thr 


Gin Thr 


His 


465 










470 










475 








480 


lie 


Arg 


He 


His 


Ser 


Gly 


Glu 


Arg 


Arg 


Tyr 


Lys 


Cys 


Lys 


He Cys 


Gly 










485 










490 








495 




Lys 


Gly 


Phe 


Tyr 


Cys 


Pro 


Lys 


Ser 


Phe 


Gin 


Arg 


His 


Glu 


Lys Thr 


His 
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500 



Thr 


Gly 


Glu 


Lys 


Leu 


Tyr 


Glu 


Cys 






515 










520 


Ser 


Ser 


Ser 


Ser 


Ser 


Phe 


Xaa 


Tyr 




530 










535 




Lys 


Pro 


Tyr 


Lys 


Cys 


Glu 


Gin 


Cys 


545 


• 








550 






He 


Leu 


Xaa 


Met 


His 


Gly 


Arg 


Thr 










565 








Cys 


Glu 


Gin 


Xaa 


Arg 


Lys 


Ala 


Phe 








580 










Arg 


Gly 


Arg 


Thr 


His 


Asn 


Gly 


Glu 






595 










600 


Gly 


Lys 


Pro 


Phe 


Gly 


Ser 


Ala 


Gin 




610 










615 




Gin 


Thr 


His 


He 


Met 


His 


Ser 


Val 


625 










630 






Cys 


Gly 


Arg 


Gly 


Phe 


Tyr 


Ser 


Ala 










645 








Ser 


Tyr 


Thr 


Gly 


Glu 


Lys 


Pro 


Tyr 








660 










Phe 


Val 


Ser 


Phe 


Thr 


Ser 


Phe 


Arg 






675 










680 


Glu 


Asn 


Pro 


Tyr 


Glu 


Cys 


Lys 


Gin 




690 










695 




Lys 


Asn 


Leu 


Arg 


Phe 


His 


Lys 


Arg 


705 










710 






Glu 


Tyr 


Met 


Lys 


Arg 


Leu 


Thr 


Leu 










725 








Asn 


Val 


Ala 


Lys 


Leu 


Ser 


Leu 


Leu 








740 










Glu 


Phe 


Thr 


Leu 


Gly 


Arg 


Asn 


Pro 






755 










760 


Pro 


Leu 


Phe 


Leu 


Pro 


Leu 


Leu 


Phe 




770' 










775 




Glu 


Arg Asn 


Pro 


Met 


Ser 


Val 


Cys 


785 










790 






Leu 


Val 


Pro 


Phe 


Asn 


lie 


Met 


Lys 










805 








Met 


Asn 


He 


Ser 


Asn 


Val 


Gly 


Lys 








820 










Lys 


Cys Met 


Glu 


Gly 


Leu 


Thr 


Leu 






835 










840 


Ser 


Met Gly 


Lys 


Arg 


Ser 


Asp 


Leu 




850 










855 





505 








510 




Thr 


Ala 


Thr Phe 


Ser 


Ser Ser 


Phe 








525 






His 


Glu 


Arg Thr 


His 


Thr Gly 


Glu 






540 








Gly Lys 


Ala Phe 


Arg 


Ala Val 


Ser 






555 






560 


** * 
Hxs 


Pro 


Glu Glu 


Lys 


Pro Tyr 


Glu 




570 






575 




Arg 


Ser 


Ala Pro 


His 


Leu Xaa 


He 


585 








590 




Lys 


Pro 


Tyr Ala 


Cys 


Lys Lys 


Cys 








605 






Asn 


Leu 


Arg He 


His 


Glu Arg 


Thr 






620 








Glu 


Arg 


Pro Tyr 


Lys 


Cys Lys 


He 






635 






640 


Lys 


Ser 


Phe Gin 


Thr 


His Glu 


Lys 




650 






655 




Glu 


Cys 


Lys Gin 


Cys 


Gly Lys 


Ala 


665 








670 




Tyr 


His 


Glu Arg 


Thr 


His Thr 


Gly 








685 






Phe Gly 


Lys Ala 


Phe 


Arg Ser 


Val 






700 








Thr 


His 


Thr Gly 


Glu 


Lys Pro 


Cys 






715 






720 


Glu Gly 


T^n Thr 


Met 


Asn Ala 


Ser 




730 






735 




Pro 


Val 


Leu Phe 


Asn 


He Met 


Lys 


745 








750 




He 


Ser 


Val Ser 


Asn 


Val Arg 


Lys 








765 






Asn 


He 


Met Lys 


Gly 


Leu Thr 


Trp 






780 








His 


Val 


Gly Lys 


Pro 


Ser Phe 


Leu 






795 






800 


Gly Leu 


Thr Leu 


Glu 


Arg Ser 


Pro 




810 






815 




Pro 


Ser 


Asp Gin 


Pro 


Arg Thr 


Phe 


825 








830 




Glu Lys 


Asn Pro 


Met 


Asn Val 


Ser 








845 






Thr Arg 


Phe Phe 


Glu 


Tyr Arg 








860 




863 





<210> 3407 

<211> 477 

<212> PRT 

<2i3> Homo sapiens 

<221> misc_£eature 

<222> (1) . . . (473) 

<223> Xaa « any amino acid or nothing 



<400> 3407 
Pro Ala Ala Pro Ser Gly Ala Ser 

1 5 
Thr Ala Arg Pro Leu Gly Val Gin 

20 

Pro Pro Gly Val Ala Gly Leu Arg 



Pro Gly Arg Val Cys Gly Val Glu 

10 15 
Arg Arg Gin Ser Ala Asp Glu Gly 

25 30 
His Glu Pro Pro Thr Val Trp Leu 
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35 








40 








45 




Gly 


Ser 


Val 


Ala His 


Arg 


Gly 


Thr Trp 


Val Cys 


Ala 


His Arg 


Trp Phe 




50 








55 








60 






Gly 


Pro 


Ala 


Val Thr 


Arg 


Ala 


Ala 


Gin 


Ala Ala 


Thr 


Met Val 


Lys Leu 


65 








70 








75 






80 


Leu 


Val 


Ala 


Lys He 


Leu 


Cys 


Met 


Val 


Gly Val 


Phe 


Phe Phe 


Met Leu 








85 










90 






95 


Leu 


Gly 


Ser 


Leu Leu 


Pro 


Val 


Lys 


He 


He Glu 


Thr 


Asp Phe 


Glu Lys 








100 








105 






110 




Ala 


His 


Arg 


Ser Lys 


Lys 


He 


Leu 


Ser 


Leu Cys 


Asn 


Thr Phe 


Gly Gly 






115 








120 








125 




Gly 


Val 


Phe 


Leu Ala 


Thr 


Cys 


Leu 


Thr 


Ala Leu 


Leu 


Ala Arg 


Cys Xaa 




130 








135 








140 






Gly 


Lys 


Ser 


Ser Arg 


Arg 


Ser 


Trp 


Ser 


Leu Gly 


His 


He Ser 


Thr Asp 


145 








150 








155 






160 


Tyr 


Pro 


Leu 


Ala Glu 


Thr 


He 


Leu 


Leu 


Leu Gly 


Phe 


Phe Met 


Thr Val 








165 










170 






175 


Phe 


Leu 


Glu 


Gin Leu 


He 


Leu 


Thr 


Phe 


Ala Gin 


Glu 


Asn Ala 


Val Leu 








180 








185 






190 




His 


Arg 


Pro 


Gly Asp 


Leu 


Gin 


Arg 


Arg 


He Gly 


Arg 


Gly Gin 


Arg Leu 






195 








200 




■ 




205 




Gly 


Val 


Xaa 


Glu Pro 


Leu 


His 


Gly Gly 


Arg Ala 


Gly 


Pro Arg 


Ala Val 




210 








215 








220 






Arg 


Gly 


Ala 


Pro Arg 


Pro 


Arg 


Pro 


Gin 


Pro Glu 


Arg 


Ala Gly 


Pro Leu 


225 








230 








235 






240 


Ala 


Pro 


Ser 


Pro Val 


Arg 


Leu 


Leu 


Ser 


Leu Ala 


Phe 


Ala Leu 


Ser Ala 








245 










250 






255 


His 


Ser 


Val 


Phe Glu 


Gly 


Leu 


Ala 


Leu 


Gly Leu 


Gin 


Glu Glu 


Gly Glu 








260 








265 






270 




Lys 


Val 


Val 


Ser Leu 


Phe 


Val 


Gly Val 


Ala Val 


His 


Glu Thr 


Leu Val 






275 








280 








285 




Pro 


Val 


Ala 


Leu Gly 


He 


Ser 


Met 


Ala 


Gly Ser 


Ala 


Met Pro 


Leu Arg 




290 








295 








300 






Asp 


Ala 


Ala 


Lys Leu 


Ala 


Val 


Thr 


Val 


Ser Pro 


Met 


He Pro 


Leu Gly 


305 








310 








315 






320 


He 


Gly 


Leu 


Gly Leu 


Gly 


He 


Glu 


Lys 


Ala Gin 


Gly 


Val Pro 


Gly Ser 








325 










330 






335 


Val 


Ala 


Ser 


Val Leu 


Leu 


Gin 


Gly Pro 


Gly Gly 


Arg 


His Leu 


Ser Leu 








340 








345 






350 




Phe 


He 


Thr 


Phe Pro 


Gly 


Lys 


Ser 


Trp 


Pro Arg 


Ser 


Trp Arg 


Lys Lys 






355 








360 








365 




Ser 


Asp 


Arg 


Leu Leu 


Lys 


Val 


Leu 


Phe 


Leu Val 


Val 


Gly Tyr 


Thr Val 




370 








375 








380 






Leu 


Ala 


Gly 


Met Gly 


Leu 


Pro 


Gin 


Val 


Val Ser 


Gly 


Leu Ala 


lie Val 


385 








390 








3 95 






40O 


Pro 


Ala 


Ala 


Gly Ser 


Pro 


Pro 


Gly Ala 


Pro Gly 


Arg 


Thr Gin 


Ala Ala 








405 










410 






415 


Ser 


Pro 


Gly 


Arg Ala 


Ser 


Pro 


Lys 


Ser 


Glu His 


Cys 


Gly Pro 


Gly Pro 








420 








425 






430 




Pro 


Pro 


Val 


His Lys 


Gly 


Pro 


Pro Gly 


Thr Arg 


Leu 


Cys Pro 


Arg Ser 






435 








440 








445 




Tyr 


Thr 


Leu 


Ser Leu 


Arg 


Ala 


Leu 


Leu 


Leu Phe 


Lys 


He Leu 


Leu Ser 




450 








455 








460 






Leu 


Lys 


Ser 


Leu Tyr 


Gin 


Lys 


Lys 


Lys 











465 470 473 



<210> 3408 
<211> 1470 
<212> PRT 

<213> Homo sapiens 
<221> misc_f eature 
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<222> (1) . . . (1469) 

<223> Xaa » any amino acid or nothing 



<400> 3408 



Glu 


Ala Arg 


Asp 


1 






Asn 


Ser Val 


Ala 






20 


Ser 


His Lys 


His 




35 




Pro 


Glu Glu 


lie 




50 • 




Ala 


Glu Val 


Val 








Phe 


Leu Ser 


Val 


Leu 


Lys Leu 


Lys 






100 


Gly 


Gin His 


Asp 




115 




Gly 


Phe Lys 


Glu 




130 




Gly 


Pro Gly 


Phe 


145 






Leu 


Asp Asp 


Arg 


Arg 


Tlrg Asp 


Leu 






180 


Pro 


Lys Ala 


Leu 




195 




Lys 


Tyr Asp 


Glu 




210 




Met 


Thr Asn 


Leu 


o c 






Glu 


Val Glu 


Ser 


Arg 


Leu Ala 


Cys 






260 


Phe 


Thr Leu 


Cys 




275 




Asp 


Arg Glu 


He 




290 




Ser 


Leu Gin 


Glu 


•3 U 3 






Glu 


Arg Gin 


Leu 


Lys 


Leu Gin 


Ala 




. 


340 


lie 


Leu Lys 


Ala 




355 




Gly 


Met Ala 


Lys 




370 




Phe 


Pro Thr 


Gin 


385 






Pro 


Glu Glu 


Asp 


Thr 


Glu Gin 


Ser 






420 


Pro 


Glu Asp 


Pro 




435 




Ser 


Leu Gly 


Pro 




450 




Ser 


Leu Ala 


Ser 



Arg 


Leu 


Ala 


Gin 


•J 








Ser 


Glu 


Leu 


Ser 


Leu 


He 


Glu 


Leu 








40 


Arg 


Glu 


Met 


Val 






55 




Ala 


Leu 


Ser 


Lys 




70 






Tyr 


Lys 


Gin 


Leu 










Ser 


Arg 


Pro 


Ala 


Pro 


Lys 


Thr 


Asp 








120 


Gly 


Trp 


Leu 


Ala 






135 




Lys 


Asp 


Pro 


Val 




150 






Leu 


Gin 


Pro 


Pro 


165 








His 


Thr 


Ser 


Trp 


Lys 


Ala 


Thr 


Gin 








200 


Glu 


Ala 


Ala 


Ser 






215 




Glu 


Lys 


Ala 


Asn 




230 






Leu 


Arg 


Glu 


Gin 










Cys 


Ser 


Pro 


Gin 


Ser 


Gly 


Pro 


Arg 








280 


Leu 


Arg 


Leu 


Leu 






295 




Leu 


Glu 


Glu 


Ala 




310 






Thr 


Ala 


Lys 


Ser 










Gin 


Ser 


Asp 


Tyr 


Met 


Lys 


Leu 


Ala 








360 


Pro 


Glu 


Asp 


Ser 






375 




Lys 


Phe 


Leu 


Leu 




390 






Pro 


Ser 


Glu 


Asp 


405 








Tyr 


Pro 


Ser 


Pro 


Leu 


Ser 


Pro 


Ser 








440 


Asp 


Gly 


Thr 


Arg 






455 




Gly 


Glu 


Arg 


Leu 



Ser Arg Ala Lys 
10 

Ala Arg Gin Glu 

25 

Arg Arg Glu Phe 

Ala Pro Val Leu 

60 

Arg Ser Gin Glu 
75 

He Glu Ala Pro 
90 

Leu Gly Asp Ser 

105 

Asn Gin Asn Thr 

Glu Ala Ser Glu 

140 

Pro Val Phe Glu 
155 

Ser Phe Asp Pro 
170 

Lys Arg Asn Pro 
185 

Ala Glu Leu Leu 

Lys Ala Asp Glu 

220 

Gin Arg Ala Glu 
235 

Leu Ala Ser Val 
250 

Gly Pro Ser Gly 
265 

Leu Glu Ala Ala 

Lys Asp Val Gin 

300 

Ser Ala Asn Gin 
315 

Glu Ala He Glu 
330 

Glu Glu He Lys 
345 

Ser Ser Thr Cys 

Leu Leu He Ala 

380 

Glu Lys Pro Ser 
395 

Asp Ser He Lys 
410 

Gin Gin Leu Pro 
425 

Pro Gly Gin Pro. 

Thr Phe Ser Leu 

460 

Met Met Pro Pro 
5091 



Glu 


Lys 


Glu 


Leu 






15 




Glu 


Ser 


Glu 


His 




30 






Lys 


Lys 


Asn 


Val 


45 








Lys 


Ser 


Phe 


Gin 


Ala 


Glu 


Ala 


Ala 








80 


Ala 


Leu 


Trp 


Glu 






95 




Arg 


Val 


Gin 


Gin 




110 






Gin 


Gin 


Lys 


Ala 










Arg 


Glu 


Ala 


Phe 


Ala 


Ala 


Arg 


Ser 








160 


Ser 


Gly Gin 


Pro 






175 




Glu 


Leu 


Leu 


Ser 




190 






Glu 


Leu Arg 


Arg 


o rt c 

205 








Val 


Gly Leu 


He 


Ala 


Ala 


Gin 


Arg 








240 


Asn 


Ser 


Ser 


He 






255 




Asp 


Lys Val 


Asn 




270 






Leu 


Ala 


Ser 


Lys 


A O 9 








His 


Leu 


Gin 


Ser 


He 


Ala Asp 


Leu 








320 


Lys 


Leu 


Glu 


Glu 






335 




Thr 


Glu 


Leu 


Ser 




350 






Ser 


Leu 


Pro 


Gin 


«9 w w 








Lys 


Glu 


Ala 


Phe 


Leu 


Leu 


Ala 


Ser 








400 


Asp 


Ser 


Leu 


Gly 






415 




Pro 


Pro 


Pro 


Gly 




430 






Leu 


Leu 


Gly 


Pro 


445 








Ser 


Pro 


Phe 


Pro 


Ala 


Ala 


Phe 


Lys 
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465 










470 










475 








480 


Gly 


Glu 


Ala 


Gly 


Gly 


Leu 


Leu 


Val 


Phe 


Pro 


Pro 


Ala Phe 


Tyr Gly 


Ala 










485 










490 








495 




Lys 


Pro 


Pro 


Thr 


Ala 


Pro 


Ala 


Thr 


Pro 


Ala 


Pro 


Gly Pro 


Glu 


Pro 


Leu 








500 










505 








510 






Gly 


Gly 


Pro 


Glu 


Pro 


Ala 


Asp 


Gly 


Gly 


Gly 


Gly 


Gly Ala 


Ala Gly 


Pro 




515 










520 








525 








Gly 


Ala 


Glu 


Glu 


Glu 


Gin 


Leu 


Asp 


Thr 


Ala 


Glu 


He Ala 


Phe 


Gin 


Val 




530 










53 5 










540 








Lys 


Glu 


Gin 


Leu 


Leu 


Lys 


His 


Asn 


He 


Gly 


Gin 


Arg Val 


Phe Gly 


His 


545 










550 










555 








560 


Tyr 


Val 


Leu 


Gly 


Leu 


Ser 


Gin 


Gly 


Ser 


Val 


Ser 


Glu He 


Leu 


Ala 


Arg 










565 










570 








575 




Pro 


Lys 


Pro 


Trp 


Arg 


Lys 


Leu 


His 


Gly 


Xaa 


Xaa 


Gly Lys 


Glu 


Pro 


Phe 








580 










585 








590 






lie 


Lys 


Met 


Lys 


Gin 


Phe 


Leu 


Ser 


Asp 


Glu 


Gin 


Asn Val 


Leu 


Ala 


Leu 






595 










600 








605 








Arg 


Thr 


He 


Gin 


Val 


Arg 


Gin 


Arg 


Gly 


Ser 


He 


Thr Pro 


Arg 


He 


Arg 




610 










615 










620 








Thr 


Pro 


Glu 


Thr 


Gly 


Ser 


Asp 


Asp 


Ala 


He 


Lys 


Ser He 


Leu 


Glu 


Gin 


625 


■ 








630 










635 








640 


Ala 


Lys 


Lys 


Glu 


He 


Glu 


Ser 


Gin 


Lys 


Gly 


Gly 


Glu Pro 


Lys 


Thr 


Ser 










645 










650 








655 




Val 


Ala 


Pro 


Leu 


Ser 


He 


Ala 


Asn 


Gly 


Thr 


Thr 


Pro Ala 


Ser 


Thr 


Ser 








660 










665 








670 






Glu 


Asp 


Ala 


He 


Lys 


Ser 


He 


Leu 


Glu 


Gin 


Ala 


Arg Arg 


Glu 


Met 


Gin 






675 










680 








685 








Ala 


Gin 


Gin 


Gin 


Ala 


Leu 


Leu 


Glu 


Met 


Glu 


Val 


Ala Pro 


Arg Gly 


Arg 




690 










695 










700 








Ser 


Val 


Pro 


Pro 


Ser 


Pro 


Pro 


Glu 


Arg 


Pro 


Ser 


Leu Ala 


Thr 


Ala 


Ser 


705 










710 










715 








720 


Gin 


Asn 


Gly 


Ala 


Pro 


Ala 


Leu 


Val 


Lys 


Gin 


Glu 


Glu Gly 


Ser Gly 


Gly 










725 










730 








735 




Pro 


Ala 


Gin 


Ala 


Pro 


Leu 


Pro 


Val 


Leu 


Ser 


Pro 


Ala Ala 


Phe 


Val 


Gin 








740 










745 








750 






Ser 


He 


He 


Arg 


Lys 


Val 


Lys 


Ser 


Glu 


He 


Gly 


Asp Ala 


Gly Tyr 


Phe 






755 










760 








765 








Asp 


His 


His 


Trp 


Ala 


Ser 


Asp 


Arg 


Gly 


Leu 


Leu 


Ser Arg 


Pro 


Tyr 


Ala 




770 










775 










780 








Ser 


Val 


Ser 


Pro 


Ser 


Ijeu 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser Gly 


Tyr Ser 


Gly 


785 










790 










795 








800 


Gin 


Pro 


Asn 


Gly 


Arg 


Ala 


Trp 


Pro 


Arg 


Gly 


Asp 


Glu Ala 


Pro 


Val 


Pro 










805 










810 








815 




Pro 


Glu 


Asp 


Glu 


Ala 


Ala 


Ala 


Gly 


Ala 


Glu 


Asp 


Glu Pro 


Pro Arg 


Thr 








820 










825 








830 






Gly 


Glu 


Leu 


Lys 


Ala 


Glu 


Gly 


Ala 


Thr 


Ala 


Glu 


Ala Gly 


Ala Arg 


Leu 






835 










840 








.845 








Pro 


Tyr 


Tyr 


Pro 


Ala 


Tyr 


Val 


Pro 


Arg 


Thr 


Leu 


Lys Pro 


Thr 


Val 


Pro 




850 










855 










860 








Pro 


Leu 


Thr 


Pro 


Glu 


Gin 


Tyr 


Glu 


Leu 


Tyr 


Met 


Tyr Arg 


Glu 


Val 


Asp 


865 










870 










875 








880 


Thr 


Leu 


Glu 


Leu 


Thr 


Arg 


Gin 


Val 


Lys 


Glu 


Lys 


Leu Ala 


Lys 


Asn 


Gly 










885 










890 








895 




lie 


Cys 


Gin 


Arg 


He 


Phe 


Gly 


Glu 


Lys 


Val 


Leu 


Gly Leu 


Ser 


Gin 


Gly 








900 










905 








910 






Ser 


Val 


Ser 


Asp 


Met 


Leu 


Ser 


Arg 


Pro 


Lys 


Pro 


Trp Ser 


Lys 


Leu 


Thr 






915 










920 








925 








Gin 


Lys 


Gly 


Arg 


Glu 


Pro 


Phe 


He 


Arg 


Met 


Gin 


Leu Trp 


Leu 


Ser 


Asp 




930 










935 










940 








Gin 


Leu 


Gly 


Gin 


Ala 


Val 


Gly 


Gin 


Gin 


Pro 


Gly 


Ala Ser 


Gin 


Ala 


Ser 


945 










950 










955 








960 


Pro 


Thr 


Glu 


Pro 


Arg 


Ser 


Ser 


Pro 


Ser 


Pro 


Pro 


Pro Ser 


Pro 


Thr 


Glu 










965 










970 








975 




Pro 


Glu 


Lys 


Ser 


Ser 


Gin 


Glu 


Pro 


Leu 


Ser 


Leu 


Ser Leu 


Glu 


Ser 


Ser 
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980 985 990 

Lys Glu Asn Gin Gin Pro Glu Gly Arg Ser Ser Ser Ser Leu Ser Gly 

995 1000 1005 

Lys Met Tyr Ser Gly Ser Gin Ala Pro Gly Gly He Gin Glu He Val 

1010 1015 1020 

Ala Met Ser Pro Glu Leu Asp Thr Tyr Ser lie Thr Lys Arg Val Lys 
1025 1030 1035 1040 

Glu Val Leu Thr Asp Asn Asn Leu Gly Gin Arg Leu Phe Gly Glu Ser 

1045 1050 1055 

He Leu Gly Leu Thr Gin Gly Ser Val Ser Asp Leu Leu Ser Arg Pro 

1060 1065 1070 

Lys Pro Trp His Lys Leu Ser Leu Lys Gly Arg Glu Pro Phe Val Arg 

1075 1080 1085 

Met Gin Leu Trp Leu Asn Asp Pro His Asn Val Glu Lys Leu Arg Asp 

1090 1095 1100 

Met Lys Lys Leu Glu Lys Lys Ala Tyr Leu Lys Arg Arg Tyr Gly Leu 
1105 1110 1115 1120 

He Ser Thr Gly Ser Asp Ser Glu Ser Pro Ala Thr Arg Ser Glu Cys 

1125 1130 1135 

Pro Ser Pro Cys Leu Gin Pro Gin Asp Leu Ser Leu Leu Gin He Lys 

1140 1145 1150 

Lys Pro Arg Val Val Leu Ala Pro Glu Glu Lys Glu Ala Leu Arg Lys 

1155 1160 1165 

Ala Tyr Gin Leu Glu Pro Tyr Pro Ser Gin Gin Thr He Glu Leu Leu 

1170 1175 1180 

Ser Phe Gin Leu Asn Leu Lys Thr Asn Thr Val He Asn Trp Phe His 
1185 1190 1195 1200 

Asn Tyr Arg Ser Arg Met Arg Arg Glu Met Leu Val Glu Gly Thr Gin 

1205 1210 1215 

Asp Glu Pro Asp Leu Asp Pro Ser Gly Gly Pro Gly He Leu Pro Pro 

1220 1225 1230 

Gly His Ser His Pro Asp Pro Thr Pro Gin Ser Pro Asp Ser Glu Thr 

1235 1240 1245 

Glu Asp Gin Lys Pro Thr Val Lys Glu Leu Glu Leu Gin Glu Gly Pro 

1250 1255 1260 

Glu Glu Asn Ser Thr Pro Leu Thr Thr Gin Asp Lys Ala Gin Val Arg 
1265 1270 1275 1280 

He Lys Gin Glu Gin Met Glu Glu Asp Ala Glu Glu Glu TVla Gly Ser 

1285 1290 1295 

Gin Pro Gin Asp Ser Gly Glu Leu Asp Lys Gly Gin Gly Pro Pro Lys 

1300 1305 1310 

Glu Glu His Pro Asp Pro Pro Gly Asn Asp Gly Leu Pro Lys Val Ala 

1315 . 1320 1325 

Pro Gly Pro Leu Leu Pro Gly Gly Ser Thr Pro Asp Cys Pro Ser Leu 

1330 1335 1340 

His Pro Gin Gin Glu Ser Glu Ala Gly Glu Arg Leu His Pro Asp Pro 
1345 1350 1355 1360 

Leu Ser Phe Lys Ser Ala Ser Glu Ser Ser Arg Cys Ser Leu Glu Val 

1365 1370 1375 

Ser Leu Asn Ser Pro Ser Ala Ala Ser Ser Pro Gly Leu Met Met Ser 

1380 1385 1390 

Val Ser Pro Val Pro Ser Ser Ser Ala Pro He Ser Pro Ser Pro Pro 

1395 1400 1405 

Gly Ala Pro Pro Ala Lys Val Pro Ser Ala Ser Pro Thr Ala Asp Met 

1410 1415 1420 

Ala Gly Ala Leu His Pro Ser Ala Lys Val Asn Pro Asn Leu Gin Arg 
1425 1430 1435 * 1440 

Arg His Glu Lys Met Ala Asn Leu Asn Asn He He Tyr Arg Leu Glu 

1445 1450 1455 

Arg Ala Ala Asn Arg Glu Glu Ala Leu Glu Trp Glu Phe 

1460 1465 1469 
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<210> 3409 
<211> 519 
<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (515) 

<223> Xaa = any amino acid or nothing 



<400> 3409 



Gly 


Pro 


Leu Ser 


Pro 


Gly 


Pro 


Tyr 


Gin 


Cys Arg 


Pro Ser Leu Pro 


Ala 


1 


■ 


• 


5 










10 




15 




Gin 


Leu 


Tyr Pro 


Gin 


Ser 


Leu 


Met 


Taa 


Ala 


Ala 


Thr Leu Arg Thr 


Pro 






20 










25 






30 




Thr 


Gin 


Gly Thr 


Val 


Thr 


Phe 


Glu 


Asp 


Val 


Ala 


Val His Phe Ser 


Trp 






35 








40 








45 




Glu 


Glu 


Trp Gly 


Leu 


Leu 


Asp 


Glu 


Ala 


Gin Arg 


Cys Leu Tyr Arg 


Asp 




50 








55 










60 




Val 


Met 


Leu Glu 


Asn 


Leu 


Ala 


Leu 


Leu 


Thr 


Ser 


Leu Asp Val His 


His 


65 








70 










75 




80 


Gin 


Lys 


Gin His 


Leu 


Gly 


Glu 


Lys 


His 


Phe 


He 


Ser Asn Val Gly 


Arq 








85 










90 




95 




Ala 


Leu 


Phe Val 


Lys 


Thr 


Cys 


Thr 


Phe 


His 


Val 


Ser Gly Glu Pro 


Ser 






100 










105 






110 




Thr 


Cys 


Arg Glu 


Val 


Gly 


Lys 


Asp 


Phe 


Leu 


Ala 


Lys Leu Gly Phe 


Leu 






115 








120 








125 




His 


Gin 


Gin Ala 


Ala 


His 


Thr 


Gly 


Glu 


Gin 


Ser 


Asn Ser Lys Ser 


Asp 

— XT 




130 








135 










140 




Gly 


Gly 


Ala lie 


Ser 


His 


Arg 


Gly 


Lys 


Thr 


His 


Tyr Asn Trp Gly 


Glu 


145 








150 










155 




160 


His 


Thr 


Lys Ala 


Phe 


Ser 


Gly 


Lys 


His 


Thr 


Leu 


Val Gin Gin Gin 


Arg 








165 










170 




175 




Thr 


Leu 


Thr Thr 


Glu 


Arg 


Cys 


Tyr 


He 


Cys 


Ser 


Glu Cys Gly Lys 


Ser 






180 










185 






190 




Phe 


Ser 


Lys Ser 


Tyr 


Ser 


Leu 


Asn 


Asp 


His 


Trp 


Arg Leu His Thr 


Gly 






195 








200 








205 




Glu 


Lys 


Pro Tyr 


Glu 


Cys 


Arg 


Glu 


Cys 


Gly Lys 


Ser Phe Arg Gin 


Ser 




210 








215 










220 




Ser 


Ser 


Leu lie 


Gin 


His 


Arg 


Arg 


Gly 


His 


Thr 


Ala Val Arg Pro 


His 


225 








230 










235 




240 


Glu 


Cys 


Asp Glu 


Cys 


Gly 


Lys 


Leu 


Phe 


Ser 


Asn 


Lys Ser Asn Leu 


He 








245 










250 




255 




Lys 


His 


Arg Arg 


Val 


His 


Thr 


Gly 


Glu 


Arg 


Pro 


Tyr Glu Cys Ser 


Glu 






260 










265 






270 




Cys 


Gly 


Lys Ser 


Phe 


Asn 


Gin 


Arg 


Ser 


Ala 


Leu 


Leu Gin His Arg 


Gly 






275 








280 








285 




Val 


His 


Thr Gly 


Glu 


Lys 


Pro 


Tyr 


Glu 


Cys 


Thr 


Glu Cys Gly Lys 


Ser 




290 








295 










300 




Phe 


Ser 


His Asn 


Ser 


Ser 


Leu 


He 


Lys 


His 


Gin 


Arg He His Ser 


Gly 


305 








310 










315 




320 


Xaa 


Arg 


Pro Tyr 


Glu 


Cys 


Thr 


Glu 


Cys 


Gly Lys 


Ser Phe Ser Gin 


Asn 








325 










330 




335 




Ser 


Ser 


Leu lie 


Glu 


His 


His 


Arg 


Val 


His 


Thr 


Gly Glu Arg Pro 


Tyr 






340 










345 






350 




Lys 


Cys 


Ser* Glu 


Cys 


Gly 


Lys 


Ser 


Phe 


Arg 


Gin 


Arg Ser Ala Leu 


Leu 






355 








360 








365 




Gin 


His 


Arg Gly 


Val 


Pro 


Thr 


Gly 


Glu 


Arg 


Pro 


Tyr Glu Cys Ser 


Glu 




370 








375 










380 




Cys 


Gly 


Lys Phe 


Phe 


Pro 


Tyr 


Ser 


Ser 


Ser 


Leu 


Gly Lys His Gin 


Arg 


385 








390 










395 




400 


Val 


His 


Thr Gly 


Ser 


Arg 


Pro 


Tyr 


Glu 


Cys 


Ser 


Glu Cys Gly Lys 


Ser 








405 










410 




415 




Phe 


Thr 


Gin Asn 


Ser 


Gly 


Leu 


He 


Lys 


His 


Arg 


Arg Val His Thr 


Gly 
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420 


Qlu 












435 




Ser 


Ser 


Leu 


lie 




450 






Glu 


Cys 


Lys 


Cys 


465 








His 


Ser 


Glu 


Cys 


Cys 


His 


Thr 


Val 








500 




Leu 


lie 








515 





Glu 


Cys 


Thr Glu 


• 




440 


Lys 


His 


Gin Arg 






455 


Gly 


Asn 


Arg Xaa 




470 




Gin 


Lys 


Ser Phe 


485 






His 


Lys 


Gly Lys 



425 

Xaa Lys Lys Ser 

lie His Ser Arg 

460 

His Pro Gly Glu 
475 

Ser Xaa Arg Pro 
490 

Thr Leu Leu lie 
505 



430 

Phe Ser Kis Asn 
445 

Xaa Lys Pro Tyr 

Ser Pro Xaa Val 

480 

Tyr Leu lie Glu 
495 

Cys Arg Asp Val 
510 



<210> 3410 

<211> 211 

<212> PRT 

<213> Homo sapiens 

<221> misc_feature 
<222> (1) . . . (207) 

<223> Xaa s any amino acid or nothing 





<400> 3410 


Leu 


Cys 


Met 


Lys 


1 








Ala 


Arg 


Ala 


Glu 








20 


Pro 


Thr 


Ala 


Trp 






35 




Val 


Ala 


Pro 


Glu 




50 






Gin 


Ser 


Asp 


Lys 


65 








Ser 


Ala 


Leu 


Glu 


Gly 


Cys 


Glu 


His 








100 


Trp 


Ala 


Trp 


Ser 






115 




Ala 


Pro 


Leu 


Pro 




130 






Ser 


Pro 


Ala 


Ala 


145 








Tyr 


Leu 


Gin 


Ala 


Lys 


Gly 


Ser 


Gly 








180 


Gly 


Met 


Glu 


Val 






195 





Gly 


He 


Ser Gly 


5 






Arg 


Glu 


Glu Leu 


Gly 


Ser 


Pro His 






40 


Ser 


Ser 


Gly Pro 






55 


Leu 


Pro 


Asp Leu 




70 




Leu 


Arg 


Ala Ser 


85 




< 


Gly 


Pro 


Ser Gin 


Glu 


Pro 


Trp Cys 






120 


Tyr 


Xaa Arg Glu 






135 


Ser 


Gly Pro Phe 




150 




Gly 


Gly Val Gly 


165 






Ser 


Ser 


Ser Cys 


Cys 


Pro 


Leu Leu 



200 



Gly 


Val 


Arg Val 




10 






Pro 


Val 


Pro 


Ala 


25 








Pro 


Glu 


Ala 


Val 


Cys 


Thr 


Asp 


Thr 








60 


Met 


Pro 


Pro 


Ala 






75 




Leu 


Glu 


He 


Asp 




90 






Gin 


Leu 


Pro 


Arg 


105 








Gin 


Arg 


Pro 


Gly 


Ala 


Ser 


Phe 


He 








140 


His 


Ser 


Ala 


Gly 






155 




Glu 


Gin 


Glu 


Lys 




170 






Ser 


Gin 


Arg Gly 


185 








Gly 


Phe 


Trp 


Ala 



Ala Ala Leu Ala 
15 

Met Glu Pro Gin 
30 

Leu Gin Leu Glu 
45 

Ala Lys Asp Gin 

Glu Pro Leu Gly 

80 

Val Ala Glu Arg 
95 

Cys Pro Xaa Ser 
110 

Cys Ala Val Xaa 
125 

Tyr Gin Ser His 

Ala Gly Ala Val 

160 

Glu Ala Val Arg 
175 

Pro Pro Pro Pro 
190 

He Cys Pro 
205 207 



<210> 3411 
<211> 149 
<212> PRT 

<213> Homo sapiens 

<221> misc^feature 
<222> (1) . . . (148) 

<223> Xaa ^ any amino acid or nothing 
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<400> 3411 



Ala 


Ser 


Leu 


Ser 


Lys 


Pro 


Ala 


Gly 


He 


Ser 


Thr 


Met 


Pro Trp Ala Leu 


1 








5 










10 






15 


lie 


Leu 


Leu 


Phe 


Leu 


Leu 


Thr 


His 


Ser 


Ala 


Val 


Ser 


Val Val Gin Ala 








20 










25 








30 


Gly 


Leu 


Thr 


Gin 


Pro 


Pro 


Ser 


Val 


Ser 


Lys 


Asp 


Leu 


Arg Gin Thr Ala 






35 










40 










45 


Thr 


Leu 


Thr 


Cys 


Thr 


Gly 


Asn 


Ser 


Asn 


Asn 


_ _ m 

Val 


Gly 


His Gin Gly Val 




50 










55 










60 




lie 


Trp 


Leu 


Gin 


Gin 


His 


^m ^ 

Gin 


Gly 


His 


Pro 


Pro 


Lys 


Leu Leu Ser Tyr 


65 










70 










75 




80 


Arg 


Asn 


Asn 


Asn 


Arg 


Pro 


Ser 


Gly 


He 


Ser 


Glu 


Arg 


Leu Ser Ala Tyr 










85 










90 






95 


Lys 


Ser 


Gly 


Asn 


Ala 


Ala 


Ser 


Leu 


Thr 


He 


Tyr 


Gly 


Leu Gin Thr Glu 








100 










105 








110 


His 


Glu 


Ala 


Asp 


Xaa 


Xaa 


Cys 


Arg 


Pro 


Arg 


Arg 


Lys 


Leu He Pro Lys 






115 










120 










125 


Thr 


Ala 


Arg 


Leu 


Phe 


Phe 


Phe 


Phe 


Leu 


He 


Asp 


Asn 


Glu Glu Tyr Leu 




130 










135 










140 




Leu 


Arg 


Val 


Tyr 




















145 






148 
















• 






<210> 3412 






















<211> 695 






















<212> PRT 






















<213> Homo 


sapiens 


















<221> misc 


^feature 


















<222> 


(1).. 


r. (694) 


















<223> Xaa = 


s any amino acid 


or nothing 








<400> 3412 




















Arg 


Arg 


Gly 


He 


Pro 


Gly 


Ser 


Ala 


Ser 


Leu 


Ser 


Leu 


Thr Met Cys Val 


1 








5 










10 






15 


Arg 


Ser 


Cys 


Phe 


Gin 


Ser 


Pro 


Arg 


Leu 


Gin 


Trp 


Val 


Trp Arg Thr Ala 








20 










25 








30 


Phe 


Leu 


Lys 


His 


-Thr 


Gin 


Arg 


Arg 


His 


Gin 


Gly 


Ser 


His Arg Trp Thr 






35 










40 










45 


His 


Leu 


Gly 


Gly 


Ser 


Thr 


Tyr 


Arg 


Ala 


Val 


He 


Phe 


Asp Met Gly Gly 




50 










55 










60 




Val 


Leu 


He 


Pro 


Ser 


Pro 


Gly 


Arg 


Val 


Ala 


Ala 


Glu 


Trp Glu Val Gin 


j«B mm 

65 










70 










75 




80 


Asn 


Arg 


He 


Pro 


Ser 


Gly 


Thr 


He 


Leu 


Lys 


Ala 


Leu 


Met Glu Gly Gly 










85 










90 






95 


Glu 


Asn 


Gly 


Pro 


Trp 


Met 


Arg 


Phe 


Met 


Arg 


Ala 


Glu 


He Thr Ala Glu 








100 










105 








110 


Gly 


Phe 


Leu 


Arg 


Glu 


Phe 


Gly 


Arg 


Leu 


Cys 


Ser 


Glu 


Met Leu Lys Thr 






115 










120 










125 


Ser 


Val 


Pro 


Val 


Asp 


Ser 


Phe 


Phe 


Ser 


Leu 


Leu 


Thr 


Ser Glu Arg Val 




130 










135 










140 




Ala 


Lys 


Gin 


Phe 


Pro 


Val 


Met 


Thr 


Glu 


Ala 


He 


Thr 


Gin He Arg Ala 


145 










150 










155 




160 


Lys 


Gly 


Leu 


Gin 


Thr 


Ala 


Val 


Led 


Ser 


Asn 


Asn 


Phe 


Tyr Leu Pro Asn 










165 










170 






175 


Gin 


Lys 


Ser 


Phe 


Leu 


Pro 


Leu 


Asp 


Arg 


Lys 


Gin 


Phe 


Asp Val He Val 








180 










185 








190 


Glu 


Ser 


Cys 


Met 


Glu 


Gly 


He 


Cys 


Lys 


Pro 


Asp 


Pro 


Arg He Tyr Lys 






195 










200 








205 


Leu 


Cys 


Leu 


Glu 


Gin 


Leu 


Gly 


Leu 


Gin 


Pro 


Ser 


Glu 


Ser He Phe Leu 
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210 



215 



220 



Asp Asp Leu Gly Thr Asn Leu Lys Glu Ala Ala Arg Leu Gly He His 

225 230 235 240 

Thr He Lys Val Asn Asp Pro' Glu Thr Ala Val Lys Glu Leu Glu Ala 

245 250 255 

Leu Leu Gly Phe Thr Leu Arg Val Gly Val Pro Asn Thr Arg Pro Val 

260 265 270 

Lys Lys Thr Met Glu He Pro Lys Asp Ser Leu Gin Lys Tyr Leu Lys 

275 280 285 

Asp Leu Leu Gly He Gin Thr Thr Gly Pro Leu Glu Leu Leu Gin Phe 

290 295 300 

Asp His Gly Gin Ser Asn Pro Thr Tyr Tyr He Arg Leu Ala Asn Arg 

- 305 * 310 315 320 

' Asp Leu Val Leu Arg Lys Lys Pro Pro Gly Thr Leu Leu Pro Ser Ala 



His Ala He Glu Arg Glu Phe Arg He Met Lys Ala Leu Ala Asn Ala 

340 345 350 

i^Gly Val Pro Val Pro Asn Val Leu Asp Leu Cys Glu Asp Ser Ser Val 

355 360 365 

He Gly Thr Pro Phe Tyr Val Met Glu Tyr Cys Pro Gly Leu He Tyr 

370 375 380 

Lys Asp Pro Ser Leu Pro Gly Leu Glu Pro Ser His Arg Arg Ala He 
385 390 395 40O 

Tyr Thr Ala Met Asn Thr Val Leu Cys Lys He His Ser Val Asp Leu 

405 410 415 

Gin Ala Val Gly Leu Glu Asp Tyr Gly Lys Gin Gly Ser Thr Thr Trp 

420 425 430 

Val Tyr Ser Ser Arg Arg Ala Arg Gly Ala Leu Leu Phe Leu Asp Trp 

435 440 445 

Glu Leu Ser Tyr Pro Trp Gly Asp Pro Phe Ala Asp Val Gly Tyr Ser 

450 455 460 

Cys Leu Ala His Tyr Leu Pro Ser Ser Phe Pro Val Leu Arg Gly He 
465 470 475 480 

Asn Asp Cys Asp Leu Thr Gin Leu Gly He Pro Ala Ala Glu Glu Tyr 

485 490 495 

Phe Arg Met Tyr Cys Leu Gin Met Gly Leu Pro Pro Thr Glu Asn Trp 

500 505 510 

Asn Phe Tyr Met Ala Phe Ser Phe Phe Arg Val Ala Ala He Leu Gin 

515 520 525 

Gly Val Tyr Lys Arg Ser Leu Thr Gly Gin Ala Ser Ser Thr Tyr Ala 

530 535 540 

Glu Gin Thr Gly Lys Leu Thr Glu Phe Val Ser Asn Leu Ala Trp Asp 
545 550 555 560 

Phe Ala Val Lys Glu Gly Phe Arg Val Phe Lys Glu Met Pro Phe Thr 

565 570 575 

Asn Pro Leu Thr Arg Ser Tyr His Thr Trp Ala Arg Pro Gin Ser Gin 

580 585 590 

Trp Cys Pro Thr Gly Ser Arg Ser Tyr Ser Ser Val Pro Glu Ala Ser 

595 600 605 

Pro Ala His Thr Ser Arg Gly Gly Leu Val He Ser Pro Glu Ser Leu 

610 615 620 

Ser Pro Pro Val Arg Glu Leu Tyr His Arg Leu Lys His Phe Met Glu 
625 630 €35 640 

Gin Arg Val Tyr Pro Ala Glu Pro Glu Leu Gin Ser His Gin Ala Ser 

645 650 655 

Ala Ala Arg Trp Ser Pro Ser Pro Leu He Glu Asp Leu Lys Val Lys 

660 665 670 

Gin Pro Trp Xaa Gly Gly Arg Ser Gly Arg Thr Ser Trp Arg Leu Leu 

675 680 685 

Ala Leu Gly -Cys His Thr 
690 694 



325 



330 



335 
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<210> 3413 
<211>. 492 

<212> PRT 

<213> Homo sapiens 

<22l> misc_feature 

<222> (1) .7. (490) 

<223> Xaa = any amino acid or nothing 



<400> 3413 



Pro 


Glu 


Ser 


Arg 


His 


Gin 


Cys 


Phe 


Ser 


Asp 


Arg Ser Ser 


His 


Phe 


Leu 


1 








5 










10 






15 




Thr 


Met 


Glu 


Met 


Glu 


Gin 


Glu 


Lys 


Met 


Thr 


Met Asn Lys 


Glu 


Leu 


Ser 








20 










25 






30 






Pro 


Asp 


Ala 


Ala 


Ala 


Tyr 


Cys 


Cys 


Ser 


Ala 


Cys His Gly 


Asp 

Mm 


Glu 


Thr 






35 










40 






45 








Trp 


Ser 


Tyr 


Asn 


His 


Pro 


He 


Arg 


Gly 


Arg 


Ala Lys Ser 


Arg 


Ser 


Leu 




50 










55 








60 








Ser 


Ala 


Ser 


Pro 


Ala 


Leu 


Gly 


Ser 


Thr 


Lys 


Glu Phe Arg 


Ara 


Thr 


Arcr 


65 










70 










75 






80 


Ser 


Leu 


His 


Gly 
•< 


Pro 


Cys 


Pro 


Val 


Thr 


Thr 


Phe Gly Pro 


LVS 


Ala 


Cys 










85 










90 






95 




Val 


Leu 


Gin 


Asn 


Pro 


Gin 


Thr 


He 


Met 


His 


He Gin Asp 


Pro 


Ala 


Ser 








100 










105 






110 






Gin 


Arg 


Leu 


Thr 


Trp 


Asn 


Lys 


Ser 


Pro 


Lys 


Ser Val Leu 


Val 


He 


Lys 






115 










120 






125 








Lys 


Met 


Arg 


Asp 

Jkm 


Ala 


Ser 


Leu 


Leu 


Gin 


Pro 


Phe Lys Glu 


Leu 


Cys 


Thr 




130 










135 








140 








His 


Leu 


Met 


Glu 


Glu 


Asn 


Met 


He 


Val 


Tyr 


Val Glu Lys 


Lys 


Val 


Leu 


145 










150 










155 






160 


Glu 


Asp 


Pro 


Ala 


He 


Ala 


Ser 


Asp 


Glu 


Ser 


Phe Gly Ala 


Val 


Lys 


Lys 










165 










170 






175 




Lys 


Phe 


Cys 


Thr 


Phe 


Arg 


Glu 


Asp 


Tyr 


Asp 


Asp Hq Ser 


Asn 


Gin 


He 








180 










185 






190 






Asp 


Phe 


He 


He 


Cys 


Leu 


Gly 


Gly 


Asp 


Gly 


Thr Leu Leu 


Tyr 


Ala 


Ser 






195 










200 






205 








Ser 


Leu 


Phe 


Gin 


Gly 


Ser 


Val 


Pro 


Pro 


Val 


Met Ala Phe 


His 


Leu 


Gly 




210 










215 








220 








Ser 


Leu 


Gly 


Phe 


Leu 


Thr 


Pro 


Phe 


Ser 


Phe 


Glu Asn Phe 


Gin 


Ser 


Gin 


225 










230 










235 






240 


Val 


Thr 


Gin 


Val 


He 


Glu 


Gly 


Asn 


Ala 


Ala 


Val Val Leu 


Arg 


Gly 


Ser 










245 










250 






255 




Arg 


Leu 


Lys 


Val 


Arg 


Val 


Val 


Lys 


Glu 


Leu 


Arg Gly Lys 


Lys 


Thr 


Ala 








260 










265 






270 






Val 


His 


Asn 


Gly 


Leu 


Gly 


Glu 


Lys 


Gly 


Ser 


Gin Ala Ala 


Gly 


Leu 


Asp 






275 










280 






285 








Met 


Asp 


Val 


Gly 


Lys 


Gin 


Ala 


Met 


Gin 


Tyr 


Gin Val Leu 


Asn 


Glu 


Val 




290 










295 








300 








Val 


lie 


Asp 


Arg 


Gly 


Pro 


Ser 


Ser 


Tyr 


Leu 


Ser Asn Val 


Asp 


Val 


Tyr 


305 










310 










315 






320 


Leu 


Asp 


Gly 


His 


Leu 


He 


Thr 


Thr 


Val 


Gin 


Gly Asp Gly 


Xaa 


Gly 


Pro 










325 










330 






335 




Gin 


His 


Leu 


Ser 


Trp 


Gly 


Pro 


Xaa 


Ala 


Phe 


Leu Gly Arg 


Glu 


Xaa 


Arg 








340 










345 






350 






Leu 


Arg 


Leu 


Ser 


Leu 


Ser 


Gly 


Val 


He 


Val 


Ser Thr Pro 


Thr 


Gly 


Ser 






355 










360 






365 








Thr 


Ala 


Tyr 


Ala 


Ala 


Ala 


Ala 


Gly 


Ala 


Ser 


Met He His 


Pro 


Asn 


Val 




370 










375 








380 








Pro 


Ala 


He 


Met 


He 


Thr 


Pro 


He 


Cys 


Pro 


His Ser Leu 


Ser 


Phe 


Arg 


385 










390 










395 






400 


Pro 


He 


Val 


Val 


Pro 


Ala 


Gly 


Val 


Glu 


Leu 


Lys He Met 


Leu 


Ser 


Pro 










405 










410 






415 




Glu 


Ala 


Arg 


Asn 


Thr 


Ala 


Trp 


Val 


Ser 


Phe 


Asp Gly Arg 


Lys 


Arg 


Gin 
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420 

Glu He Arg His Gly 
435 

Leu Pro Ser He Cys 
450 

Leu Ala Olzi Cys Leu 
4S5 

Glu Glu Glu Glu Glu 

485 



425 

Asp Ser He Ser He Thr 
440 

Val hrg Asp Pro Val Ser 
455 

His Trp Asn Val Arg Lys 
470 475 
Glu Glu Glu Glu Gly 

490 



430 

Thr- Ser Cys Tyr Pro 
445 

Asp Trp Phe Glu Ser 
460 

Lys Gin Ala His Phe 

480 



<210> 3414 
<211> 863 
<212> PRT 

<213> Homo sapiens 

<221> mis cofeature 
<222> (1) . . . (860) 

<223> Xaa - any amino acid or nothing 



<400> 3414 



Val He 


Val 


Asn 


Lys 


Asn 


Val 


Asn 


Trp 


He 


Asn Tyr He 


Tyr Tyr 


Asn 


1 






5 










10 








15 




Gin Gin 


Gin 


Arg 


Ala 


Phe 


His 


Glu 


Leu 


Lys 


Glu 


Lys 


Leu 


Met Ser 


Ala 






20 










25 










30 




Leu Ala 


Leu 


Gly 


Leu 


Pro 


Asp 


Leu 


Thr 


Lys 


Pro 


Phe 


Thr 


Phe Tyr 


Glu 




35 










40 










45 






Ser Glu 


Arg 


Glu 


Lys 


Met 


Ala 


Val 


Gly 


Val 


Leu 


Thr 


Gin 


Thr Val 


Gly 


50 










55 










60 








Pro Trp 


Pro 


Arg 


Pro 


Val 


Ala 


Tyr 


Leu 


Ser 


Lys 


Gin 


Leu 


Asp Gly 


Val 


65 








70 










75 








80 


Ser Lys 


Gly 


Trp 


Pro 


Pro 


Cys 


Leu 


Arg 


Ala 


Leu 


Ala 


Ala 


Thr Ala 


Leu 








85 










90 








95 




Leu Ala 


Gin 


Glu 


Ala 


Asp 


Lys 


Leu 


Thr 


Leu 


Gly 


Gin 


Asn 


Leu Asn 


He 






100 










105 










110 




Lys Ala 


Pro 


His 


Ala 


Val 


Val 


Thr 


Leu 


Met 


Asn 


Thr 


Lys 


Gly His 


His 




115 










120 










125 






Trp Leu 


Thr 


Asn 


Ala 


Arg 


Leu 


Thr 


Lys 


Tyr 


Gin 


Ser 


Leu 


Pro Cys 


Glu 


130 










135 










140 








Asn Pro 


His 


He 


Thr 


He 


Glu 


Val 


Cys 


Asn 


Thr 


Leu 


Asn 


Pro Thr 


Thr 


145 








150 










155 








160 


Leu Leu 


Pro 


Val 


Ser 


Glu 


Ser 


Pro 


Gly 


Glu 


His 


Asn Cys 


Val Glu 


Val 








165 










170 








175 




Leu Asp 


Ser 


Val 


Tyr 


Ser 


Ser 


Arg 


Pro 


Asp 


Leu 


Arg Asp 


Gin Pro 


Trp 






180 










185 










190 




Ala Ser 


Ser 


Val 


Asp 


Trp 


Glu 


Leu 


Tyr 


Met 


Asp 


Gly Ser 


Ser Phe 


He 




195 






• 




200 










205 






Asn Ser 


Gin 


Gly 


Glu 


Arg 


Cys 


Ala 


Gly 


Tyr 


Ala 


Val 


Val 


Thr Leu 


Asp 


210 










215 










220 








Ala Val 


He 


Lys 


Ala 


Lys 


Leu 


Trp 


Leu 


Gin 


Gly 


Thr 


Ser 


Ala Gin 


Lys 


225 








230 










235 








240 


Ala Glu 


Leu 


He 


Ala 


Leu 


Thr 


Arg 


Ala 


Val 


Glu 


Leu 


Ser 


Glu Gly 


Gin 








245 










250 








255 




Glu Ser 


Leu 


Glu 


Glu 


Leu 


Leu 


Gly 


Arg 


Tyr 


Phe 


Tyr Val 


Ser His 


Leu 






260 










265 










270 




Pro Ala 


Phe 


Ala 


Lys 


Ala 


Val 


Ala 


Gin 


Leu 


Cys 


He 


Thr 


Cys Arg 


Gin 




275 










280 










285 






His Asn 


Ala 


Arg 


Gin 


Ser 


Pro 


Thr 


Val 


Ser 


Pro 


His 


He 


Gin Ala 


Tyr 


290 










295 










300 








Gly Ala 


Ala 


Pro 


Phe 


Glu 


Asp 


Leu 


Gin 


Val 


Asp 


Phe 


Thr 


Glu Met 


Pro 


305 








310 










315 








320 


Lys Cys 


Gly 


Gly 


Asn 


Lys 


Tyr 


Leu 


Leu 


Val 


Leu 


Thr 


Cys 


Thr Tyr 


Ser 
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325 










330 


335 


Gly 


Trp 


Val 


Glu Ala 


Tyr 


Pro 


Thr 


Arg 


Thr Glu Lys Ala Tyr Glu Val 








340 










345 




350 


Thr 


Arg 


Val 


Leu 


Leu 


Arg 


Asp 


Leu 


He 


Pro Arg Phe Gly Leu Pro Leu 






355 










360 






365 


Arg 


lie 


Gly 


Ser 


His 


Asn 


Gly 


Pro 


Val 


Phe Val Ala Asp Leu Asp Cys 




370 










375 








380 


Val 


Glu 


He 


Asn 


Val 


Asp 


Thr 


Gly 


Val 


He 


Trp Ala Thr Trp He Lys 


385 










390 










395 400 


Asn 


Glu 


Lys 


Asp 


Pro 


Val 


Gin 


Leu 


Gin 


Lys 


Gly Lys , Ser Gly Pro Ser 










405 










410 


415 


Cys 


Thr 


Lys 


Gly Gin 


Cys 


Asn 


Pro 


Leu 


Glu 


Leu Val He Thr Asn Pro 








420 










425 




430 


Leu 


Asp 


Pro 


Arg 


Trp 


Lys 


Lys 


Gly 


Glu 


Arg Val Thr Leu Gly He Asn 






435 










440 






445 


Gly 


Ala 


Gly 


Leu 


Asn 


Pro 


Arg 


Val 


Asn 


He 


Leu Val Arg Gly Glu Val 




450 










455 








460 


Tyr 


Lys 


Cys 


Ser 


Leu 


Glu 


Pro 


Val 


Phe 


Gin 


Thr Phe Tyr Asp Glu Leu 


465 










470 










475 480 


Asn 


Val 


Pro 


He 


Thr 


Glu 


Phe 


Pro 


Gly 


Lys 


Thr Arg Asn Leu Phe Leu 










485 










490 


495 


Gin 


Leu 


Ala 


Glu 


His 


Val 


Ala 


Gin 


Ser 


Leu 


Thr Val Thr Ser Cys Tyr 








500 










505 




510 


Val 


Cys 


Gly 


Gly 


Thr 


Val 


He 


Ala 


Asp 


Gin 


Trp Pro Trp Glu Ala Arg 






515 










520 






525 


Glu 


Leu 


Val 


Pro 


Thr 


Asp 


Pro 


Val 


Pro 


Asp 


Glu Phe Pro Ala Gin Lys 




530 










535 








540 


Asn 


His 


Pro 


Asp 


Asn 


Phe 


Trp 


Val 


Leu 


Lys 


Ala Ser He He Arg Gin 


545 










550 










555 560 


Tyr 


Tyr 


lie 


Ala 


Arg 


Val 


Glu 


Lys 


Asp 


Phe 


Thr Leu Pro Val Gly Arg 










565 










570 


575 


Leu 


His 


Gly 


Gly Arg 


Ser 


Asn 


His 


Thr 


Glu 


Lys Asn Pro Phe Ser Lys 








580 










585 




590 


Phe 


Pro 


Lys 


Leu 


Gin 


Thr 


Val 


Xaa 


Ala 


His 


Pro Glu Ser His Arg Asp 






595 










600 






605 


Trp 


Thr 


Ala 


Pro 


Thr 


Gly 


Leu 


Tyr 


Trp 


He Cys Gly His Arg Ala Tyr 




610 










615 








620 


Thr 


Lys 


Leu 


Pro 


Ala 


Ser 


Ser 


Cys 


Val 


He Gly Thr He Lys Pro Ser 


625 










63 0 










635 640 


Phe 


Phe 


Leu 


Leu 


Ser 


He 


Lys 


Thr 


Gly 


Glu Leu Leu Gly Phe Pro Val 










645 










650 


655 


Tyr 


Ala 


Ser 


Arg 


Lys 


Ser 


He 


Ala 


He 


Arg Asn Xaa Asn Asn Asp Lys 








660 










665 




670 


Trp 


Pro 


Pro 


Glu Arg 


He 


He 


Gin 


Tyr 


Tyr Gly Pro Ala Thr Xaa Ala 






675 










680 






685 


Gin 


Asp 


Gly 


Ser 


Trp 


Gly 


Tyr 


Arg 


He 


Pro 


He Tyr Met He Asn Arg 




690 










695 








700 


He 


lie 


Arg 


Leu 


Gin 


Ala 


Val 


Leu 


Lys 


He 


He Thr Ala Thr Gly Arg 


705 










710 










715 720 


Ala 


Leu 


Thr 


He 


Leu 


Ala 


Gin 


Gin 


Glu 


Thr Gin Met Arg Asn Ala He 










725 










730 


735 


Tyr 


Gin 


Asn 


Arg 


Leu 


Ala 


Leu 


Asp 


Tyr 


Leu 


Leu Ala Ala Glu Gly Glu 








740 










745 




750 


Val 


Cys 


Arg 


Lys 


Phe 


Asn 


Leu 


Thr 


Asn 


Cys 


Cys Leu His He Asp Asn 






755 










760 






765 


61n 


Gly 


Gin 


Val 


Val 


Glu 


Asp 


He 


Val 


Arg Asp Met Thr Lys Val Ala 




770 










775 








780 


His 


Val 


Pro 


Val 


Gin 


Val 


Trp 


His 


Gly 


Phe Asp Pro Gly Ala Met Phe 


785 










790 










795 800 


Arg 


Lys 


Trp 


Phe 


Pro 


Ala 


Leu 


Gly 


Gly 


Phe Lys Thr Leu He lie Arg 










805 










810 


815 


Val 


He 


He 


Val 


He 


Gly 


Thr 


Tyr 


Leu 


Leu 


Leu Pro Arg Leu Leu Pro 








820 










825 




830 


Val 


Leu 


Leu 


Gin 


Met 


He 


Lys 


Ser 


Phe 


He 


Ala Thr Leu Val Tyr Gin 
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835 840 845 

Asn Ala Ser Ala Gin Val Tyr Tyr lie Asn His Tyr 
850 855 860 



<210> 3415 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<221> misc_f eature 

<222> (1) . . . (117) 

<223> Xaa = any amino acid or nothing 



<400> 3415 
Asn Met Ser Trp 
1 

Ser Leu Gin Pro 

20 

Glu Glu Pro Lys 
35 

Pro Asp Gin Lys 
50 

Lys Trp Pro Glu 
65 

Pro Lys Thr Gly 

Glu Asp Ser Pro 

100 

Gly Lys Ser Gin 
115 



Arg Gly Arg Ser 
5 

Pro Glu Leu lie 

Glu Glu Lys Pro 

40 

Arg Glu Asp J\sp 
55 

Pro Gly Lys Pro 
70 

Gly Cys Gly Cys 
85 

Lys Ala Glu His 

Val 
117 



Thr 


Tyr Arg Pro 




10 


Gly 


Ala Met Leu 


25 




Pro 


Thr Lys Ser 


Ser 


Gly Ser Ala 




60 


lie 


Phe Gin Gly 




75 


Glu 


Gly Gly Tyr 




90 


Phe 


Lys Met Pro 


105 





Arg Pro Arg Arg 
15 

Glu Pro Thr Asp 
30 

Arg Asn Pro Thr 
45 

Ala Xaa Asp Phe 

Ala Met Val Arg 

80 

Xaa Cys Gin Gly 
95 

Glu Ala Gly Glu 
110 



<210> 3416 
<211> 294 
<212> PRT 

<213> Homo sapiens 





<400> 3416 










Phe «Phe 


Phe 


Phe 


Gin 


Arg 


lie Asn Phe 


He Glu His Ser Gly Ser Val 


1 








5 






10 15 


Ser 


Leu 


Leu 


Ala 


Leu 


Ala 


Cys Asp Leu 


Gly Trp Cys Glu Asp Trp Ser 








20 






25 


30 


Cys 


Cys 


Leu 


Val 


Gin 


Gly Gly Gly Asp 


Leu Val Asp Val Val Gin Thr 






35 








40 


45 


Asn 


His 


Gly 


Glu 


Asp 


Glu Ala Gly Gly 


Asp Thr Asp Ser Val Asp Glu 




50 










55 


60 


Ala 


Arg 


Cys 


Lys 


Glu 


Ser 


Gin Gin Glu 


Ala Gin Glu Asn Leu Arg Glu 


65 










70 




75 80 


Asp 


Leu 


Cys 


Leu 


Glu 


Ser 


Phe Ala Lys 


Asp Lys lie Leu Gin He He 










85 






90 95 


Glu 


Gly 


Ser 


Glu 


Arg 


Glu 


His Glu Glu 


Thr Arg Thr Lys Gin Ala Ala 








100 






105 


110 


Leu 


Asp 


Gly 


Glu 


Pro 


Leu 


Gly Gly Gly 


Gin Leu Thr Ala Val His Leu 






115 








120 


125 


His 


Pro 


Ser 


Lys 


Glu 


Gin 


Gin Gly Gin 


Glu Gly Gly Glu Arg Gin Arg 




130 










135 


140 


Gly 


Ala 


Arg 


Thr 


His 


His 


Trp Arg Gly 


Trp Glu Lys Gly Ars Arg Val 


145 










150 




155 160 


Arg 


Leu 


Arg 


Pro 


Pro 


Ser 


Gly Lys Leu 


Arg Ala Asp Gin Pro Val Arg 
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165 










170 175 


Lys 


Leu 


Gly 


Gly 


Pro 


Thr 


Pro 


Ser 


Thr 


Glu Leu Pro Gly Leu Gin Pro 








180 










185 


190 


His 


Ala 


Pro 


Thr 


Pro 


His 


Thr 


Ala 


Pro 


Ala Thr Pro Thr Tyr Ser Pro 






195 










200 




205 


Ala 


Pro 


Asp 


Thr 


Pro 


Asn 


Pro 


Pro 


Val 


Arg Trp Lys Cys Pro Leu Pro 




210 










215 






220 


Val 


Glu 


Pro 


Arg 


Thr 


Arg 


Gin 


Leu Cys 


Arg Glu Arg Thr Arg Lys Ala 


225 










230 








235 240 


Cys 


Pro 


Pro 


IjVS 


Pro 

^ ^ 


Arcr 


Pro 

^ mm 


Pro 


Leu 


Glv Leu Pro Glv Asn Pt*o Thr* 










245 










250 255 


Gly Pro 


Val 


Thr 


His 


His 


Ala 


Pro 


Pro 


Val Ser Pro Thr Gly Ala Ser 








260 










265 


270 


Gly Gin 


Glu 


Arg 


Arg 


Ala 


Glu 


Pro Gly 


Ala Val Ser Tyr Ala His Ala 






275 










280 




285 


Ser 


Ala 


Thr 


Lys 
















290 




292 















<210> 3417 
<211> 202 
<212> PRT 

<213> Homo sapiens 



<400> 3417 
















Cys Leu 


Lys 


Tyr 


Met 


Tyr 


Thr 


Tyr 


lie 


Phe 


Cys Pro Asn Cys Val Ser 


1 






5 










10 


15 


Tyr Lys 


Met 


Lys 


Thr 


Asp 


His 


Phe 


Ser 


Leu Arg Tyr Leu His Ser Ser 






20 










25 




30 


Cys Ala 


Glu 


Asp 


Asn 


Lys 


Ser 


Ser 


Val 


Asp 


Ser Ser Gly Gin Ala Ala 




35 










40 






45 


His Pro 


Ser 


Lys 


Gly 


Lys 


Phe 


Phe 


Pro 


His 


Gly Thr His Trp Gly Thr 


50 










55 








60 


Gin Cys 


Arg 


Gly 


His 


lie 


Ser 


Val 


Leu 


Gly Trp Gin Cys Ser Cys Pro 


65 








70 










75 80 


Ser Thr 


Gly 


Cys 


Arg 


Val 


Gly 


Leu Gly 


Leu 


Ala Met Cys Gin Thr His 








85 










90 


95 


Ala Tyr 


He 


His 


Thr 


His 


Thr 


His 


Thr 


His 


Thr His Thr Pro Thr Asp 






100 










105 




110 


Tyr Gly 


Ala 


His 


His 


Thr Asp 


Pro 


Leu 


Gin 


Arg Trp Gly Leu Gly Pro 




115 










120 






125 


Arg Lys 


Ser 


Glu 


Ala 


Gly Pro 


Leu 


Pro 


Gin 


Leu Ser Arg T^p Gin Ser 


130 










135 








140 


His Pro 


Gly 


Pro 


Leu 


Ser 


Pro 


Gly Ala 


Ser 


Pro Arg Ser Ala Gly Leu 


145 








150 










155 160 


Pro Gly 


Trp 


His 


Pro 


Ala 


His 


Gin 


Glu 


Pro 


Arg Ala Arg Gly Arg Cys 








165 










170 


175 


Ala Arg 


Asp 


Gly 


Leu 


Ser 


Leu 


Gin 


Thr 


Arg 


Leu Thr Asn Lys Tyr Asp 






180 










185 




190 


He Gin 


Cys 


Cys 


Gin 


Glu 


Met 


Arg 


Lys 








195 










200 


201 







<210> 3418 
<211> 1024 
<212> PRT 

<213> Homo sapiens 

<400> 3418 

Leu Asp Glu Tyr Glu Ala Arg Leu Thr Leu Ala Asn Leu Asp Asp Phe 
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1 








5 




Glu 


Glu 


Asp 


Asn 


Glu 


Asp 








20 






Lys 


Ala 


Ala 


Lys 


He 


Thr 






35 








Glu 


Ala 


Glu 


Lys Asp 


Leu 




50 










Pro 


Asp 


Ala 


Ala 


Glu 


Leu 


65 










70 


Pro 


He 


Thr 


Glu 


Thr 


Ala 










85 




Asn 


Asn 


Ser 


Tyr Asn 


Pro 








100 




f 


Asn 


Pro 


Phe 


Asp 


Glu 


Pro 






115 








Pro 


Gin 


Ser 


Thr 


Lys 


Arg 




130 












Leu 


Tyr 


Ala 


Asp 


Ser 












150 


Ser 


Asn 


Pro 


Phe 


Tyr 


Glu 










165 




Val 


Asn 
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865 










870 










875 








880 


Asp 


Thr 


Arg 


Ala 


Ala 


Leu 


Val 


Glu 


Lys 


Arg 


Leu 


Arg 


Tyr 


Leu Met 


Asp 










885 










890 








895 




Thr 


Gly 


Arg 


Asn 


Thr 


Glu 


Glu 


Glu 


Glu 


Ala 


Met 


Met 


Gin 


Glu Trp 


Phe 








900 










905 










910 




Met 


Leu 


Val 


Asn 


Lys 


Lys 


Asn 


Ala 


Leu 


He 


Arg 


Arg 


Met 


Asn Gin 


Leu 






915 










920 










925 






Ser 


Leu 


Leu 


Glu 


Lys 


Glu 


His 


Asp 


Leu 


Glu 


Arg 


Arg 


Tyr 


Glu Leu 


Leu 




930 










935 










940 








Aszi 


Arg 


Glu 


Leu 


Arg 


Ala 


Met 


Leu 


Ala 


He 


Glu 


Asp 


Trp 


Gin Lys 


Thr 
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945 








950 








955 960 


Glu 


Ala 


Gin 


Lys 


Arg Arg 


Glu 


Gin 


Leu 


Leu Leu Asp Glu Leu Val Ala 










965 








970 975 


Leu 


Val 


Asn 


Lys 


Arg Asp 


Ala 


Leu 


Val 


Arg Asp Leu Asp Ala Gin Glu 








980 








985 


990 


Lys 


Gin 


Ala 


Glu 


Glu Glu 


Asp 


Glu 


His 


Leu Glu Arg Thr Leu Glu Gin 






995 






1000 




1005 


Asn 


Lys 


Gly 


Lys 


Met Ala 


Lys 


Lys 


Glu 


Glu Lys Cys Val Leu Gin 


1010 






1015 






1020 1023 



<210> 3420 

<211> 149 

<212> PRT 

<213> Homo sapiens 





<400> 3420 








Glu 


Asn 


Leu 


Gly 


Pro 


Asn Tyr Ser His 


Arg Leu Leu His His Pro Thr 


1 








5 




10 15 


Phe 


Tyr 


Lys 


Lys 


lie 


His Lys Lys His 


His Glu Trp Thr Ala Pro lie 








20 




25 


30 


Gly 


Val 


lie 


Ser 


Leu 


Tyr Ala His Pro 


lie Glu His Ala Val Ser Asn 






35 






40 


45 


Met 


Leu 


Pro 


Val 


lie 


Val Gly Pro Leu 


Val Met Gly Ser His Leu Ser 




50 








55 


60 


Ser 


lie 


Thr 


Met 


Trp 


Phe Ser Leu Ala 


Leu He He Thr Thr lie Ser 


65 










70 


75 80 


His 


Cys 


Gly 


Tyr 


His 


Leu Pro Phe Leu 


Pro Ser Pro Glu Phe His Asp 










85 




90 95 


Tyr 


His 


His 


Leu 


Lys 


Phe Asn Gin Cys 


Tyr Gly Val Leu Gly Val Leu 








100 




105 


110 


Asp 


His 


Leu 


His 


Gly 


Thr Asp Thr Met 


Phe Lys Gin Thr Lys Ala Tyr 






115 






120 


125 


Glu 


Arg 


His 


Val 


Leu 


Leu Leu Gly Phe 


Thr Pro Leu Ser Glu Ser He 




130 








135 


140 


Pro. 


Asp 


Ser 


Pro 


Lys 






145 








149 







<210> 3421 
<211> 661 
<212> PRT 

<213> Homo sapiens 



<400> 3421 
Leu Leu Thr Pro 
1 

Ala Glu Ser Gly 

20 

Pro Glu Glu Pro 
35 

Ala Val Ala Val 
50 

Val Gly Pro Leu 
65 

Leu Glu Phe Glu 

Tyr Glu Arg Ser 

100 

Thr Lys Thr Asp 



Cys 


Asp Gly Arg 


5 








Ser 


Asp 


Phe 


Gin 


Glu 


Lys 


Thr 


Glu 








40 


Ser 


Gin 


Glu 


Asn 






55 




Pro 


Val 


Glu 


Ala 




70 






Arg 


Val 


Tyr 


Leu 


85 








Tyr 


Met 


His 


Arg 


Phe 


He 


Xle 


Thr 



He 


Pro Gly Arg 




10 


Gin 


Arg Arg Arg 


25 




Leu 


Ser Glu Arg 


Asp 


Glu Glu Asn 




60 


Thr 


Leu Ala Lys 




75 


Asp 


Asn Leu Pro 




90 


Asp 


Val He Thr 


105 




Ala 


Ser His Asp 



Pro Ser Val Gly 
15 

Arg Arg Arg Asp 
30 

Glu Leu Ala Val 

45 

Glu Glu Arg Trp 

Lys Arg Lys Val 

80 

Ser Ala Ser Met 
95 

His Val Val Cys 
110 

Gly His Val Lys 



5107 



wo 01/57190 



PCT/USai/04098 







115 






120 


Phe 


Trp 


Lys Lys 


He 


Glu Glu 


Glv 




130 






135 




Ser 


His 


Leu Gly 


Val 


He Glu 


Ser 


145 








150 




Leu 


Phe 


Cvs Ser 


Val 


Gly Aso 


Asp 








165 






Val 


Asn 


Phe Asp 


Met 


He Asn 


Met 






180 








Gin 


Cys 


Glu Trp 


He 


Tvr Cvs 


Pro 






195 






200 


Ala 


Ser 


Glu Lys 


Ser 


Thr Gly 


Lvs 




210 






215 




Asp 


Asn 


Gin Pro 


Leu 


His He 


Phe 


225 








230 




Thr 


Gin 


He Arcr 


Leu 


Asn Pro 


Val 








245 






Lvs 


Ser 


Glv Met 


He Glu Tyr 








260 








Phe 


Pro 


Lvs Asxi 


Val 


Asn Trp 


Glu 






275 






280 


Glu 


Phe 


Ala Lvs 


Cys 


Lys Ala 






290 






295 




Ast) 


Glv 


Lvs Lvs 


He 


Ala Thr 


Tie 


305 








310 




Phe 


Atq 


Phe Val 


Thr 


Gly Lys 


JJC bL 








325 








Met 


Phe Thr 


Glu 


Leu Gin 


Gin 






340 








Glu 


Phe 




Arg 


Met Ala 


V CLAt 






355 






360 

w u 


Ala 


Val 


Ato Leu 


He 


Asn Xle 


Val 




370 






375 




Leu 


Tvr 

mm J *w 


Qlv Thr 


Met 


Leu Gly 


He 


385 








390 




Ara 


Cvs 


Val Arcr 


He 


Leu Gly 


Lvs 








405 






Leu 


Ala 


Leu Phe 


Gin Gly He 


Ala 






420 








lie 


Glu 


Met Lvs 


Ala 


Ser Glu 


Asn 






435 






440 


Asp 


Pro 


Thr He 


Val 


Cys Thr 


Ser 




450 






455 




Phe 


Thr 


Lvs Arcr 


Glu 


Pro Glu 


ASD 


465 








470 




Asp 


Val 


Phe Asn 


Glu 


Lys Pro 


Ser 








485 






Gin 


Ala 


Glu Gly 


Pro 


Lys Arg 


Val 






500 








Ser 


Met 


Glv Asp 


lie 


His Thr 


Lvs 






515 






520 


Thr 


Val 


Glu Asn 


Phe 


Cys Val 


His 




530 






535 




His 


Thr 


Phe His 


Arg 


He He 


Lvs 


545 








550 




Pro 


Thr 


Gly Thr 


Gly Met Gly 


Glv 








565 






Glu 


Asp 


Glu Phe 


His 


Ser Thr 


Leu 






580 








Ser 


Met 


Ala Asn 


Ala Gly Ser 


Asn 






595 






600 


Thr 


Val 


Val Pro 


Thr 


Pro Trp 


Leu 




610 






615 




Arg 


val 


Thr Lys 


Gly Met Glu 


Val 



125 



He 


Glu 


Phe 


Val 


Lys 


His 


Phe 


Arg 








140 










He 


Ala 


Val 


Ser 


Ser 


Glu 


Gly 


Ala 






15S 










160 


Lys 


Ala 


Met 


Lys 


Val 


Phe 


Asp 


Val 




170 










175 




Leu 


Lys 


Leu 


Gly 


Tyr 


Phe 


Pro 


Gly 


185 










190 






Gly 


Asp 


Ala 


He 


Ser 


Ser 


Val 


Ala 










205 








He 


Phe 


He 


Tyr 


Asp 


Gly Arg 


Gly 








220 










Asp 


Lys 


Leu 


His 


Thr 


Ser 


Pro 


Leu 






235 










240 


Tyr 


Lys 


Ala 


Val 


Val 


Ser 


Ser 


Asp 




250 










255 




Thr 


Gly 


Pro 


Pro 


His 


Glu 


Tyr 


Lys 


265 










270 






Tyr 


Lys 


Thr 


Asp 


Thr 


Asp 


Leu 


Tvr 










285 








Pro 


Thr 


Ser 


Val 


Cys 


Phe 


Ser 


Pro 








30O 










Gly 


Ser 


Asp 


Arg 


Lvs 


Val 


Arg 


He 






315 










320 


Met 


Arg 


Val 


Phe 


Asn 


Glu 


Ser 


Leu 




330 










335 




Met 


Arg 


Gin 


Gin 


Leu 


Pro TVsp 


Met 


345 










350 






Glu 


Arg 


Glu 


Leu 


Glu 


Lys 


Val 


Asp 










365 








Phe 


Asp 


Glu 


Thr 


Gly 


His 


Phe 


Val 








380 










Lys 


Val 


He 


Asn 


Val 


Glu 


Thr 


Asn 






395 










400 


Gin 


Glu 


Asn 


He 


Arg 


Val 


Met 


Gin 




410 










415 




Lys 


Lys 
* 


His 


Arg 


Ala 


Ala 


Thr 


Thr 


425 










430 






Pro 


Val 


Leu 


Gin 


Asn 


He 


Gin 


Ala 










445 








Phe 


Lys 


Lys 


Asn 


Arg 


Phe 


Tyr 


Met 








460 










Thr 


Lys 


Ser 


Ala 


Asp 


Ser Asp 


Arg 






475 










480 


Lys 


Glu 


Glu 


Val 


Met 


Ala 


Ala 


Thr 




490 










495 




Ser 


Asp 


Ser 


Ala 


He 


He 


His 


Thr 


505 










510 






Leu 


Phe 


Pro 


Val 


Glu 


Cys 


Pro 


Lys 










525 








Ser 


Arg 


Asn 


Gly 


Tyr 


Tyr Asn 


Gly 








54 0 










Gly 


Phe 


Met 


He 


Gin 


Thr Gly 


Asp 






555 










560 


Glu 


Ser 


He 


Trp 


Gly 


Gly Glu 


Phe 




570 










575 




Arg 


His 


Asp 


Arg 


Pro 


Tyr 


Thr 


Leu 


585 










590 






Thr 


Asn 


Gly 


Ser 


Gin 


Phe 


Phe 


He 










605 








Asp 


Asn 


Lys 


His 


Thr 


Val 


Phe 


Gly 








620 










Val 


Gin 


Arg 


He 


Ser 


Asn 


Val 


Lys 
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625 630 635 640 

Val Asn Pro Lys Thr Asp Lys Pro Tyr Glu Asp Val Ser lie lie Aszi 

645 650 655 

He Thr Val Lys 

660 



<210> 3422 

<211> 685 

<212> PRT 

<213> Homo sapiens 

r 

r 
t 





<400> 3422 












Phe 


Val 


Leu 


Val 


Cys 


Ala 


Pro Leu 


Thr Trp 


Ala Gly Ala Arg His Arg 


1 








5 






10 


15 


.Arg 

\ 


Met 


Ala 


Ala 


Ser 


Lys 


Lys Pro 


Pro Arg 


Val Arg Val Asn His Gin 








20 








25 


30 


Asp 


Phe 


Gin 


Leu 


Arg 


Asn 


Leu Arg 


He He 


Glu Pro Asn Glu Val Thr 






35 








40 




45 


His 


Ser 


Gly 


Asp 


Thr 


Gly Val Glu 


Thr Asp 


Gly Arg Met Pro Pro Lys 




50 










55 




60 


Val 


Thr 


Ser 


Glu 


Leu 


Leu 


Arg Gin 


Leu Arg 


Gin Ala Met Arg Asn Ser 


65 










70 






75 80 


Glu 


Tyr 


Val 


Thr 


Glu 


Pro 


He Gin Ala Tyr 


He He Pro Ser Gly Asp 










85 






90 


95 


Ala 


His 


Gin 


Ser 


Glu 


Tyr 


He Ala 


Pro Cys 


Asp Cys Arg Arg Ala Phe 








100 








105 


110 


Val 


Ser 


Gly 


Phe 


Asp 


Gly Ser Ala 


Gly Thr 


Ala He He Thr Glu Glu 






115 








120 




125 


His 


Ala 


Ala 


Met 


Trp 


Thr Asp Gly Arg Tyr 


Phe Leu Gin Ala Ala Lys 




130 










135 




140 


Gin 


Met 


Asp 


Ser 


Asn 


Trp 


Thr Leu 


Met Lys 


Met Gly Leu Lys Asp Thr 


145 










150 






155 160 


Pro 


Thr 


Gin 


Glu 


Asp 


Trp 


Leu Val 


Ser Val 


Leu Pro Glu Gly Ser Arg 










165 






170 


175 


Val 


Gly 


Val 


Asp 


Pro 


Leu 


He He 


Pro Thr 


Asp Tyr Trp Lys Lys Met 








180 








185 


190 


Ala 


Lys 


Val 


Leu 


Arg 


Ser Ala Gly His His 


Leu He Pro Val Lys Glu 






195 








200 




205 


Asn 


Leu 


Val 


Asp 


Lys 


He 


Trp Thr Asp Arg 


Pro Glu Arg Pro Cys Lys 




210 










215 




220 


Pro 


Leu 


Leu 


Thr 


Leu 


Gly Leu Asp 


Tyr Thr 


Gly He Ser Trp Lys Asp 


225 










230 






235 240 


Lys 


Val 


Ala 


Asp 


Leu 


Arg 


Leu Lys 


Met Ala 


Glu Arg Asn Val Met Trp 










245 






250 


255 


Phe 


Val 


Val 


Thr 


Ala 


Leu Asp Glu 


He Ala 


Trp Leu Phe Asn Leu. Arg 








260 








265 


270 


Gly 


Ser 


Asp 


Val 


Glu 


His 


Asn Pro 


Val Phe 


Phe Ser Tyr Ala He He 






275 








280 




285 


Gly 


Leu 


Glu 


Thr 


He 


Met 


Leu Phe 


He Asp 


Gly Asp Arg He Asp Ala 




290 










295 




300 


Pro 


Ser 


Val 


Lys 


Glu 


His 


Leu Leu 


Leu Asp 


Leu Gly Leu Glu Ala Glu 


305 










310 






315 320 


Tyr 


Arg 


He 


Gin 


Val 


His 


Pro Tyr 


Lys Ser 


He Leu Ser Glu Leu Lys 










325 






330 


335 


Ala 


Leu 


Cys 


Ala 


Asp 


Leu 


Ser Pro Arg Glu 


Lys Val Trp Val Ser Asp 








340 








345 


350 


Lys 


Ala 


Ser 


Tyr 


Ala 


Val 


Ser Glu 


Thr He 


Pro Lys Asp His Arg Cys 






355 








360 




365 


Cys 


Met 


Pro 


Tyr 


Thr 


Pro 


He Cys 


He Ala 


Lys Ala Val Lys Asn Ser 




370 










375 




380 


Ala 


Glu 


Ser 


Glu 


Gly 


Met 


Arg Arg Ala His 


He Lys Asp Ala Val Ala 
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385 






390 










395 










400 


Leu Cys Glu 


Leu 


Phe 


Asn 


Trp 


Leu 


Glu 


Lys 


Glu 


Val 


Pro 


Lys 


Gly 


Gly 






405 










410 










415 




Val Thr Glu 


lie 


Ser 


Ala 


Ala 


Asp 


Lys 


Ala 


Glu 


Glu 


Phe 


Arg 


Arg 


Gin 




420 










425 










430 






Gin Ala Asp 


Phe 


Val 


Asp 


Leu 


Ser 


Phe 


Pro 


Thr 


He 


Ser 


Ser 


Thr 


Gly 


435 










440 










445 








Pro Asn Gly 


Ala 


He 


He 


His 


Tyr 


Ala 


Pro 


Val 


Pro 


Glu 


Thr 


Asn 


Arg 


450 








455 










460 










Thr Leu Ser 


Leu 


Asp 


Glu 


Val 


Tyr 


Leu 


He 


Asp 


Ser 


Gly 


Ala 


Gin 


Tyr 


465 






470 










475 










480 


Lys Asp Gly 


Thr 


Thr 


Asp 


Val 


Thr 


Arg 


Thr 


Met 


His 


Phe 


Gly 


Thr 


Pro 


• 




485 










490 










495 




Thr Ala Tyr 


Glu 


Lys 


Glu 


Cys 


Phe 


Thr 


Tyr 


Val 


Leu 


Lys 


Gly 


His 


He 




500 










505 










510 






Ala Val Ser 


Ala 


Ala 


Val 


Phe 


Pro 


Thr 


Gly 


Thr 


Lys 


Gly 


His 


Leu 


Leu 


515 










520 










525 








Asp Ser Phe 


Ala 


Arg 


Ser 


Ala 


Leu 


Trp 


Asp 


Ser 


Gly 


Leu 


Asp 


Tyr 


Leu 


530 








535 










540 










His Gly Thr 


Gly 


His 


Gly 


Val 


Gly 


Ser 


Phe 


Leu 


Asn 


Val 


His 


Glu 


Gly 


545 


■ 




550 










555 










560 


Pro Cys Gly 


lie 


Ser 


Tyr 


Lys 


Thr 


Phe 


Ser 


T^p 


Glu 


Pro 


Leu 


Glu 


Ala 






565 










570 










575 




Gly Met lie 


Val 


Thr 


Asp 


Glu. 


Pro 


Gly 


Tyr 


Tyr 


Glu 


Asp 


Gly 


Ala 


Phe 




580 










585 










590 


• 




Gly lie Arg 


He 


Glu 


Asn 


Val 


Val 


Leu 


Val 


Val 


Pro 


Val 


Lys 


Thr 


Lys 


595 










600 










605 








Tyr Asn Phe 


Asn 


Asn 


Arg 


Gly Ser 


Leu 


Thr 


Phe 


Glu 


Pro 


Leu 


Thr 


Leu 


610 








615 










620 










Val Pro lie 


Gin 


Thr 


Lys 


Met 


He 


Asp 


Val 


Asp 


Ser 


Leu 


Thr 


Asp 


Lys 


625 






630 










635 










640 


Glu Cys Asp 


Trp 


Leu 


Asn 


Asn Tyr 


His 


Leu 


Thr 


Cys 


Arg 


Asp 


Val 


He 






645 










650 










655 




Gly Lys Glu 


Leu 


Gin 


Lys 


Gin Gly 


Arg 


Gin 


Glu 


Ala 


Leu 


Glu 


Trp 


Leix 




660 










665 










670 






He Arg Glu 


Thr 


Gin 


Pro 


He 


Ser 


Lys 


Gin 


His 












675 










680 






683 












<210> 3423 


























<211> 1529 


























<212> PRT 


























<213> HoTno 


sapiens 






















<400> 3423 


























Phe Lys Met 


Pro 


Glu 


Asn 


Pro 


Ala 


Thr 


Asp 


Lys 


Leu 


Gin 


Val 


Leu 


Gin 


1 




5 










10 










15 




Val Leu Asp 


Arg 


Leu 


Lys 


Met Lys 


Leu 


Gin 


Glu 


Lys* 


Gly 


Asp 


Thr 


Ser 




20 










25 










30 






Gin Asn Glu 


Lys 


Leu 


Ser 


Met 


Phe 


Tyr 


Glu 


Thr 


Leu 


Lys 


Ser 


Pro 


Leu 


35 










40 




■ 






45 








Phe Asn Gin 


He 


Leu 


Thr 


Leu 


Gin 


Gin 


Ser 


He 


Lys 


Gin 


Leu 


Lys 


Gly 


50 








55 










60 










Gin Leu Asn 


His 


He 


Pro 


Ser Asp 


Cys 


Ser 


Ala 


Asn 


Phe 


Asp 


Phe 


Ser 


65 






70 










75 










80 


Arg Lys Gly 


Leu 


Leu 


Val 


Phe 


Thr 


Asp 


Gly 


Ser 


He 


Thr 


Asn 


Gly 


Asn 






85 










90 










95 




Val His Arg 


Pro 


Ser 


Asn 


Asn 


Ser 


Thr 


Val 


Ser 


Gly 


Leu 


Phe 


Pro 


Trp 




100 










105 










110 






Thr Pro Lys 


Leu 


Gly 


Asn 


Glu Asp 


Phe 


Asn 


Ser 


Val 


He 


Gin 


Gin 


Met 


115 










120 










125 








Ala Gin Gly 


Arg 


Gin 


He 


Glu Tyr 


He 


Asp 


He 


Glu 


Arg 


Pro 


Ser 


Thr 
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130 








135 




Gly Gly 


Leu Gly Phe 


Ser 


Val 


Val 


145 






150 






Lys Val 


Asp 


He Phe 


Val 


Lys 


Asp 






165 








Arg Asp 


Gin 


Arg Leu 


Lys 


Glu 


Asn 






180 








Thr Pro 


Leu Asp Gin 


Asn 


He 


Ser 




195 








200 


Gin Gin 


Thr Thr Gly 


Ser 


Leu 


Arg 


210 








215 




His rhr 


Lys 


Ser Ser 


Thr 


Ser 


Ser 


225 






230 






Glu rhr 


Val 


Cys Trp 


Gly His 


Val 






245 








Gly Ser 


Gly Leu Gly 


Phe Gly 


He 






260 








Val Val 


Arg 


Thr He 


Val 


Pro 


Gly 




275 








280 


Leu Gin 


Thr Gly Asp 


His 


He 


Leu 


290 








295 




Gly Met 


Thr 


Ser Glu 


Gin 


Val 


Ala 


305 






310 






Ser Val 


Arg 


Met Leu 


Val 


Ala 


Arg 






325 








Thr Pro 


Pro 


Ala Pro 


Ala 


Ala 


Leu 






340 








Ser Lys 


Gly 


Pro Gly 


Ser Asp 


Ser 


Glu Leu 


355 








360 


Val 


Arg Lys 


Asp Gly 


Gin 


370 








375 




Tyr Val 


Gly Thr Ser 


His 


Thr 


Gly 


385 






390 






Ser He 


He 


Pro Gly 


Ser 


Ala 


Ala 






405 








Asn Asp 


Lys 


He Val 


Ala 


Val 


Asp 






420 








Asn His 


Asp 


Val Val 


Glu 


Val 


Leu 




435 








440 


Leu Thr 


Leu 


Val Arg 


Arg Lys 


Thr 


450 








455 




Pro Pro 


Ser 


Asp Arg 


Gly Thr 


Val 


465 






470 






Leu Phe 


Leu Thr Gly 


Ala 


Val 


Glu 






485 








Asp Glu 


Glu 


He Lys 


Glu Arg 


He 






500 








Gin Ala 


Leu 


Glu Lys 


Leu 


Glu 


Lys 




515 








520 


Leu Lys 


Ser Arg Trp 


Glu Asn 


Leu 


530 








535 




Val Ala 


Thr 


Leu Asp 


Thr 


Gin 


He 


545 






550 






Tyr Ser 


Lys 


Leu Leu 


Pro 


He 


His 






565 








Asp Ser 


Phe 


Asp Gly 


His 


His 


Tyr 






580 








Pro Val 


Asp 


Thr Leu 


Gly Leu 


Leu 




595 








600 


Val Asn 


Gly Met Gin 


Leu 


Tyr 


Gly 


610 








615 




Phe Leu 


Lys 


Glu Val 


Pro 


Pro 


Pro 


625 






630 






Leu Phe 


Asp 


Asp Glu 


Ala 


Ser 


val 



140 



Ala 


Leu 


Arg 


Ser 


Gin 


Asn 


Leu 


Gly 






155 










160 


Val 


Gin 


Pro 


Gly 


Ser 


Val 


Ala 


Asp 




170 










175 




Asp 


Gin 


He 


Leu 


Ala 


He 


Asn 


His 


185 
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He 
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He 
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Lys 






395 










400 


Tyr 


His 


Asn 


Gly 


His 


He 


Gin 
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525 








Leu 


Gly 


Pro 


Asp 


Tyr 


Glu 


Val 


Met 








540 










Ala 


Asp 


Asp 


Ala 


Glu 


Leu 


Gin 


Lys 
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Lys 


Ala 


Val 
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Asn 


Glu 
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Ser 


Leu 


He 
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Lys 
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Leu 
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Phe 
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Gly 


Thr 
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Trp Leu 
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Asn 


Glu 
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Glu 
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Gin 


Glu 


Ala 


Arg 


Thr 
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Val Tyr 
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Gin 


Glu 
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Gin 
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Tyr 
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Tyr 


Cys 
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He 
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He 
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Val 
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Arg Arg 
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Gin 
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Thr 
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Thr 


Gly Met 


Leu 


Ser 


Ser 


Arg 
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1030 








1035 
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Tyr Ala Thr 
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Glu 


Leu 
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Glu Arg Glu Glu 


Gly 
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1055 




Glu 


Glu Thr 


Pro Asn 


Phe 
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Trp Gly Pro 


Pro Arg 


He 


Val 


Glu 
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He 


Phe Arg 
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Val 
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He 
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He 
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Ala 
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Thr 
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.105 
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Gly Asp Lys 


He 
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Glu 


Val 


Ser 


Gly Val Asp Leu Gin 
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Asn 


Ala Ser 


His Ser 


Glu 
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Val 


Glu 
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He 


Lys Asn Ala Gly Asn 
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Val Val 
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Val 
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Leu 


Ser 


Ser 


Thr Pro Arg Val 
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1155 1160 1165 

Pro Asn Val His Asn Lys Ala Asn Lys lie Thr Gly Asn Gin Asn Gin 

1170 1175 1180 

Asp Thr Gin Glu Lys Lys Glu Lys Arg Gin Gly Thr Ala Pro Pro Pro 
11B5 1190 1195 1200 

Met Lys Leu Pro Pro Pro Tyr Lys Ala Leu Thr Asp Asp Ser Asp Glu 

1205 1210 1215 

Asn Glu Glu Glu Asp Ala Phe Thr Asp Gin Lys lie Arg Gin Arg Tyr 

1220 1225 1230 

Ala Asp Leu Pro Gly Glu Leu His lie lie Glu Leu Glu Lys Asp Lys 

1235 1240 1245 

Asn Gly Leu Gly Leu Ser Leu Ala Gly Asn Lys Asp Arg Ser Arg Met 

1250 1255 1260 

Ser He Phe Val Val Gly He Asn Pro Glu Gly Pro Ala Ala Ala Asp 
1265 1270 1275 1280 

Gly Arg Met His He Gly Asp Glu Leu Leu Glu He Asn Asn Gin He 

1285 1290 1295 

Leu Tyr Gly Arg Ser His Gin Asn Ala Ser Ala He He Lys Thr Ala 

1300 1305 1310 

Pro Ser Lys Val Lys Leu Val Phe He Arg Asn Glu Asp Ala Val Asn 

1315 1320 1325 

Gin Met Ala Val Thr Pro Phe Pro Val Pro Ser Ser Ser Pro Ser Ser 

1330 1335 1340 

He Glu Asp Gin Ser Gly Thr Glu Pro He Ser Ser Glu Glu Asp Gly 
1345 1350 1355 1360 

Ser Leu Glu Val Gly He Lys Gin Leu Pro Glu Ser Glu Ser Phe Lys 

1365 1370 1375 

Leu Ala Val Ser Gin Met Lys Gin Gin Lys Tyr Pro Thr Lys Val Ser 

1380 1385 1390 

Phe Ser Ser Gin Glu He Pro Leu Ala Pro Ala Ser Ser Tyr His Ser 

1395 140O 1405 

Thr Asp Ala Asp Phe Thr Gly Tyr Gly Gly Phe Gin Ala Pro Leu Ser 

1410 1415 1420 

Val Asp Pro Ala Thr Cys Pro He Val Pro Gly Gin Glu Met He He 
1425 1430 1435 1440 

Glu He Ser Lys Arg Arg Ser Gly Leu Gly Leu Ser He Val Gly Gly 

1445 1450 1455 

Lys Asp Thr Pro Leu Val Asn Gly Val Asp Leu Arg Asn Ser Ser His 

1460 1465 1470 

Glu Glu Ala He Thr Ala Leu Arg Gin Thr Pro Gin Lys Val Arg Leu 

1475 1480 1485 

Val Val Tyr Arg Asp Glu Ala His Tyr Arg Asp Glu Glu Asn Leu Glu 

. 1490 1495 1500 

He Phe Pro Val Asp Leu Gin Lys Lys Ala Gly Arg Gly Leu Gly Leu 
1505 1510 1515 1520 

Ser He Val Gly Lys Arg 

15251526 
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Ala Ser Glu 


Arg Val 


Val 


Gin 


1 
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Tyr 


Thr His Ser 


Leu Gly Arg Val 
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Arg 


His Thr Arg 


Arg Val 


Lys 


Leu 




35 






40 


Arg 


Pro Lys Ser 


Pro Leu 


Asp 


Pro 



Leu Pro Asp Phe Val Trp Asp Gin 

10 15 
Glu Arg Glu Phe Lys Asn Arg Lys 

25 30 
Val Phe Asp Lys Gly Leu Pro Ala 
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Lys Lys Asp Gly Glu Ser Leu Ser 
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50 

Tyr Ser Met Leu 
65 

Pro Gin Met lie 

Fhe Asn Gin Leu 

100 

Leu lie Lys Tyr 
115 

lie Ala Asp Glu 
130 

Val Gin Lys Tyr 
145 

Gly Arg Thr Pro 

Arg Arg Gin His 

180 

Met Thr Ser His 
195 

Ser Cys Phe His 

210 

Asp Glu Ser lie 
225 

Leu Leu Gin Phe 

Ala Glu Ser Gly 

260 

Gly lie Glu Pro 

275 

Pro Glu Met Ser 

290 

Glu Thr Asp lie 
305 

Ser Glu Thr Fhe 

Tyr Asn Tyr Leu 

340 





55 


Pro 


Leu Ser Asp 




70 


Arg 


Gly Arg Leu 


85 




Trp 


Thr Val Glu 


Pro 


Pro Glu Glu 




120 








135 


Phe 


lie Lys Leu 




150 


Asn 


Leu Tyr He 


165 




Pro 


Leu Asn Lys 


Glu 


Pro Pro Val 




200 


oer 


nlS lYiec Asn 




215 


Pro 


He Met Tyr 




230 


Lys 


Lys Leu Lys 


245 




Phe 


Val Gin His 


, 

He 


Gin Gly Val 




280 


Leu 


Asp Phe Cys 




295 


His 


Lys Gly Asp 




310 


Leu 


Asp Arg Asp 


325 




Asp 


Pro Asn Tyr 





60 








75 


Cys Asp 


Asp Thr 


90 




Glu Gin 


Lys Lys 


105 




Val Glu 


Ser Arg 


Thr Ala 


Lys Gin 




140 


Thir IjVS 


Ala Glv 




155 


Tyr Ser 


Lys Lys 


170 




His Leu 


Phe Lys 


185 




Tyr Met 


Asp Glu 


Thr Ala 


Val Glu 




220 








235 


Lys Gin 


Lys Leu 


250 




Val Gly 


Phe Lys 


265 




Arg Trp 


His Cys 


Asp Ser 


Cys Ser 




300 


His Gin 


Leu Glu 




315 


Tyr Cys 


Val Ser 


330 




Phe Pro 


Ala Asn 


345 





Ser 


Ser 


Ser Arg 






80 


Lys 


Pro 


Glu Thr 






95. 


Leu 


Glu 


Gin Leu 




110 




Arg 


Trp Gin Lys 


125 






Val 


Ala 


Ser Arg 


He 


Pro 


Val Pro 






160 


Ser 


Ser 


Thr Ser 






175 


Pro 


Gly Thr Phe 




190 




Asp 


Asp Asp Arg 


205 






Asp 


Ala 


Ser Asp 


Glu 


Tyr 


Lys Glu 






240 


Gin 


His 


Met Gin 






255 


Cys 


Asp Asn Cys 




270 




Arg 


Asp 


Cys Pro 


285 






Asp 


Cys 


Leu His 


Pro 


He 


Tyr Arg 






320 


Gin 


Gly Thr Ser 






335 


Arg 






349 
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130 
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Val 


Gin 


Lys 


Tyr 


Phe 


He 


Lys 


Leu 
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Gly Arg 


Thr 


Pro 


Asn 


Leu 


Tyr 


He 










165 








Arg Arg 


Gin His 


Pro 


Leu 


Asn 


Lys 
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Met 


Thr 


Ser 


His 


Glu 


Pro 


Pro 


Val 
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Ser Cys 


Phe 


His 


Ser 
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Met 


Asn 




210 
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Asp 


Glu 


Ser 


He 
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He 

r 
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Tyr 
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230 
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Gin Phe 
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Lys 




130 










135 




Gly Phe 
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210 








215 


220 






Leu 


Lys 




Arg Thr Phe 


Leu Val 


Gly Glu Arg Val 


Thr Leu Ala Asp 


225 








230 




235 




240 


lie 


Thr 


Val 


Val 


Cys Thr 


Leu Leu 


Trp Leu Tyr Lys 


Gin Val 


Leu Glu 










245 




250 




255 


Pro 


Ser 


Phe 


Arg Gin Ala 


Phe Pro 


Asn Thr Asn Arg 


Trp Phe Leu Thr 
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265 
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Asn 


Gin 


Pro Gin 


Phe Arg 


Ala Val Phe Gly 


Glu Val 


Lys Leu 
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280 
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Cys 
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His Leu Pro Lys 


Ser Thr 


Phe Val 






355 






360 




365 




Leu 


Asp 


Glu 


Phe 


Lys Arg 


Lys Tyr 


Ser Asn Glu Asp 


Thr Leu 


Ser Val 




370 








375 


380 






Ala 


Leu 


Pro 


Tyr 


Phe Trp 


Glu His 


Phe Asp Lys Asp 


Gly Trp 


Ser Leu 


385 








390 




395 




400 


Trp 


Tyr 


Ser 


Glu 


Tyr Arg 


Phe Pro 


Glu Glu Leu Thr 


Gin Thr 


Phe Met 










405 




410 




415 


Ser 


Cys 


Asn 


Leu 


He Thr Gly Met 


Phe Gin Arg Leu 


Asp Lys 


Leu Arg 








420 






425 


430 




Lys 


Asn 


Ala 


Phe 


Ala Ser 


Val He 


Leu Phe Gly Thr 


Asn Asn 


Ser Ser 






435 






440 




445 




Ser 


He 


Ser 


Gly Val Trp Val Phe 


Arg Gly Gin Glu 


Leu Ala 


Phe Pro 




450 








455 


460 






Leu 


Ser 


Pro 


Asp Trp Gin Val Asp 


Tvr Glu Ser Tvr 


Thr Trp Arg Lys 


465 








470 




475 




480 


Leu 


Asp 


Pro 


Gly Ser Glu Glu Thr 


Gin Thr Leu Val 


Arg Glu Tyr Phe 










485 




490 




495 


Ser 


Trp 


Glu 


Gly Ala Phe Gin His 


Val Gly Lys Ala 


Phe Asn Gin Gly 








500 






505 


510 




Lys 


He 


Phe 


Lys 
















515 


516 













<210> 3427 

<211> 235 

<212> PRT 

<213> Homo sapiens 





<400> 3427 


Thr 


Ala 


Ala 


Arg 


1 








Lys 


Gly 


Thr 


Ala 








20 


Arg 


Gin 


Lys 


Gly 






35 




Arg 


Arg 


Arg 


Gin 




50 






Ala 


Ala 


Arg 


Arg 


65 








Gly 


Thr 


Ala 


Ala 


Gin 


Lys 


Gly 


Leu 








100 


Lys 


Gly 


Gly 


Glu 



Arg Arg Gin Lys 
5 

Ala Arg Arg Arg 

Thr Ala Ala Arg 

40 

Lys Gly Thr Ala 
55 

Arg Gin Lys Gly 
70 

Arg Arg Arg Gin 
85 

Ser Asn Leu Asp 
Lys Lys Lys Gly 



Gly Thr Ala Ala 
10 

Gin Lys Gly Thr 
25 

Arg Arg Gin Lys 

Ala Arg Arg Arg 

60 

Thr Ala Ala Arg 
75 

Lys Gly Thr Ala 
90 

Ala Ala Glu Trp 
105 

Pro Phe Leu Ala 



Arg Arg Arg Gin 
15 

Ala Ala Arg Arg 
30 

Gly Thr Ala Ala 
45 

Gin Lys Gly Thr 

Arg Arg Gin Lys 

80 

Ala Arg Arg Arg 
95 

Leu Pro Pro Lys 

110 

He Asn Glu Val 
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115 



T7al 
VeLX 


iiir 


Arg 


* 

61U 


i yx pro 












lily 


Fne 


Liys 


Lys 


Arg AX a 










X3 U 


AlSi 




LtyS 














ICC 
XO 3 


Asn 


Lys 


Ala 


Val 


Trp Ala 








180 




Arg 


Val 


Arg 


Leu 


Ser Arg 






195 






T 

LiyS 


Leu 


Tyr 


Thr 


T Alt X79 1 

Lieu vax 




210 








JLicU 


Gin 


Thr 


Val 


Asn vax 


225 








230 




<210> 3428 






<211> 646 






<212> PRT 






<213> Homo 


sapxens 




<400> 3428 




Leu 


Pro 


Leu 


Ser 


Leu Ser 










5 


Met 


Asp 


Leu 


Lys 


Gly Glu 








20 




Gly 


Pro 


Pro 


Gly 


Pro Pro 






35 






Pro 


Gly 


Leu 


His 


Gly Gin 




50 








Arg 


Met 


Gly 


Lys 


Ala Gly 


o5 








70 


Pro 


Gly 


Gin 


Pro 


Gly Leu 










o c 
o5 


Gly 


Leu 


Arg 


Gly 


Pro Pro 








100 




lie 


Thr 


He 


Pro 


Gly Lys 






115 






Gly 


Phe 


Gin 


Gly 


Glu Pro 




130 








TV —-a. 

Asp 


Arg 


Gly 


Leu 


Lys Gly 










150 


Gly 


Ala 


Pro 


Gly 


Gin Gly 










ICC 
XD 3 


pro 


Ala 


Gly 


Leu 


Gly Lys 








180 




Qiy 


Asp 


Lys 


Gly 


Gxu Ser 






195 






ulU 


Pro 


Gly 


Ala 


vai Gly 




210 








K3x.y 


Val 


Pro 


Gly 


Ala Ala 










O 1 ft 




Lys 


Gly 


Glu 


^^^^^^ 

fro Gly 












Thr 


Gly 


Tyr 


Gly 


Met Pro 








260 




Pro 


Ala 


Gly 


Val 


Pro Gly 






275 






Asp 


Gly 


Glu 


Pro 


Gly Glu 




290 








Gly 


Leu 


Pro 


Gly 


Ser Ala 





120 








He 


Asn 


He 


Leu Lys 


Arg 


135 








140 


Pro 


Arg 


Ala 


Leu Lys 


Glu 








155 




Thr 


Pro 


Asp 


Val Arg 


He 








170 




Lys 


Gly 


He 


Arg Asn 


Val 






185 






Lys 


Arg 


Asn 


Glu Asp 


Glu 




200 








Thr 


Tyr 


Val 


Pro Val 


Thr 


215 








220 


TVsp 


Glu 


Asn 










233 


■ 




Phe 


Ser 


Glu 


Met Pro 


Leu 








10 




Pro 


Gly 


Pro 


Pro Gly 


Lys 






25 






Gly 


Phe 


Pro 


Gly Lys 


Pro 




40 








Pro 


Gly 


Pro 


Ala Gly 


Pro 


55 








60 


Pro 


Pro 


Gly 


Leu Pro 


Gly 








75 




Arg 


Gly 


Glu 


Pro Gly 


He 








90 




Gly 


Pro 


Pro 


Gly Leu 


Pro 






105 






Pro 


Gly 


Ala 


Gin Gly 


Val 




120 








Gly 


Pro 


Gin 


Gly Glu 


Pro 


135 








140 


Asp 


Asn 


Gly 


Val Gly 


Gin 








155 




Gly 


Ala 


Pro 


Gly Pro 


Pro 




• 




170 




Pro 


Gly 


Leu 


Asp Gly 


Leu 






185 






Gly 


Pro 


Pro 


Gly Val 


Pro 




200 








Pro 


Lys 


Gly 


Pro Pro 


Gly 


215 








220 


Gly 


Leu 


Pro 


Gly Pro 


Gin 








235 




Thr 


Arg 


Gly 


Pro Pro 


Gly 








250 




Gly 


Leu 


Pro 


Gly Pro 


Lys 






265 






Leu 


Leu 


Gly 


Asp Arg 


Gly 




280 








Gin 


Gly 


Pro 


Gin Gly 


Leu 


295 








300 


Gly 


Leu 


Pro 


Gly Arg 


Arg 
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125 



He 


His 


Gly 


Val 


He 


Arg 


Lys 


Phe 








160 


Asp 


Thr 


Arg 


Leu 






175 




Pro 


Tyr 


Arg 


He 




190 






Asp 


Ser 


Pro 


Asn 










Thr 


Phe 


Lys 


Asn 


Pro 


Leu 


Leu 


Pro 






15 




Pro 


Gly 


Pro 


Trp 




30 






Gly 


His 


Gly 


Lys 


45 








Pro 


Gly 


Phe 


Ser 


Asn 


Val 


Gly 


Pro 








o r\ 
oU 


Arg 


Gly 


Asp 


Gin 






95 




Gly 


Pro 


Ser 


Gly 




110 






Pro 


Gly 


Pro 


Pro 


125 








Gly 


Pro 


Pro 


Gly 


Pro 


Gly 


Leu 


Pro 








xo u 


Gly 


Leu 


Pro 


Gly 






175 




Pro 


Gly 


Ala 


Pro 




190 






Gly 


Pro 


Arg 


Gly 


205 








Val 


Asp 


Gly 


Val 


Gly 


Pro 


Ser 


Gly 










Leu 


He 


Gly 


Pro 






255 




Gly 


Asp 


Arg 


Gly 




270 






Glu 


Pro 


Gly 


Glu 


285 








Gly 


Gly 


Pro 


Pro 


Gly 


Pro 


Pro 


Gly 
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305 310 315 320 

Pro Lys Gly Glu Ala Gly Pro Gly Gly Pro Pro Gly Val Pro Gly He 

325 330 335 

Arg Gly Asp Gin Gly Pro Ser Gly Leu Ala Gly Lys Pro Gly Val Pro 

340 345 350 

Gly Glu Arg Gly Leu Pro Gly Ala His Gly Pro Pro Gly Pro Thr Gly 

355 360 365 

Pro Lys Gly Glu Pro Gly Phe Thr Gly Arg Pro Gly Gly Pro Gly Val 

370 375 380 

Ala Gly Ala Leu Gly Gin Lys Gly Asp Leu Gly Leu Pro Gly Gin Pro 
385 390 * 395 400 

Gly Leu Arg Gly Pro Ser Gly He Pro Gly Leu Gin Gly Pro Ala Gly 

405 410 415 

Pro He Gly Pro Gin Gly Leu Pro Gly Leu Lys Gly Glu Pro Gly Leu 

420 425 430 

Pro Gly Pro Pro Gly Glu Gly Arg Ala Gly Glu Pro Gly. Thr Ala Gly 

435 440 445 

Pro Arg Gly Pro Pro Gly Val Pro Gly Ser Pro Gly He Thr Gly Pro 

450 455 460 

Pro Gly Leu Pro Gly Pro Pro Gly Ala Pro Gly Ala Phe Asp Glu Thr 
465 470 475 480 

Gly He Ala Gly Leu His Leu Pro Asn Gly Gly Val Glu Gly Ala Val 

485 490 495 

Leu Gly Lys Gly Gly Lys Pro Gin Phe Gly Leu Gly Glu Leu Ser Ala 

500 505 510 

His Ala Thr Pro Ala Phe Thr Ala Val Leu Thr Ser Pro Leu Pro Ala 

515 520 525 

Ser Gly Met Pro Val Lys Phe Asp Arg Thr Leu Tyr Asn Gly His Ser 

530 535 540 

Gly Tyr Asn Pro Ala Thr Gly He Phe Thr Cys Pro Val Gly Gly Val 
545 550 555 560 

Tyr Tyr Phe Ala Tyr His Val His Val Lys Gly Thr Asn Val Trp Val 

565 570 575 

Ala Leu Tyr Lys Asn Asn Val Pro Ala Thr Tyr Thr Tyr T^p Glu Tyr 

580 585 590 

Lys Lys Gly Tyr Leu Asp Gin Ala Ser Gly Gly Ala Val Leu Gin Leu 

595 600 605 

T^g Pro Asn Asp Gin Val Trp Val Gin Met Pro Ser Asp Gin Ala Asn 

610 615 620 

Gly Leu Tyr Ser Thr Glu Tyr He His Ser Ser Phe Ser Gly Phe Leu 
625 630 635 640 

Leu Cys Pro Thr 

644 



<210> 3429 
<211> 288 
<212> PRT 

<213> Homo sapiens 



<400> 3429 
Glu Gly Leu Thr Gly Pro Cys Glu 

1 5 
Gly Pro Pro His Gly Ala Thr Arg 

20 

Trp Ala Gly Pro Glu Ser Leu Pro 
35 40 
Asp Ser Pro Arg Ala Gly Thr His 

50 55 
Glu Val Gly Ala Asp Arg Cys Thr 

65 70 
Pro Gin Val Glu Gin Val Gly Lys 



Arg Val Pro Phe Leu Leu Gly Arg 

10 15 
Ala Gly His Arg Arg Ala Val Arg 

25 30 
Pro Leu Pro Arg Ser Leu He Met 

45 

Gin Gly Pro Leu Asp Ala Glu Thr 

60 

Ser Thr Ala Tyr Gin Glu Gin Arg 
75 80 
Gin Ala Pro Leu Ser Pro Gly Leu 



5118 



wo 01/57190 







■ 




85 




Pro 


Ala 


Met 


Gly 


Gly 


Pro Gly Pro Gly 






• 


100 




105 


Ala 


Gly 


Gly 


Ala 


Gly 


Ala Gly Gly Ser 






115 






120 


Val 


Gin 


Cys 


Ala 


Phe 


Thr Val Ala Leu 




130 








135 


Leu 


Ser 


Ser 


Leu 


Arg 


Ala Leu Leu Gly 


145 










150 


Gin 


Leu 


Gly 


Gin 


Leu 


Ser Tyr Leu Ala 










165 




Val 


Pro 


lie 


Pro 


Glu 


Glu Glu Ser Leu 








180 




185 


Ala 


Ala 


Cys 


Pro 


Arg 


Gly Leu Gin Leu 






195 






200 


Arg 


Pro 


Val 


Leu 


Tyr 


Gin Val Val Ala 




210 








215 


Gly 


Pro 


Glu 


Asp 


Leu 


Gly Phe Arg Gin 


225 










230 


Cys 


Glu 


Val 


Asp 


Gin 


Ala Trp Leu Glu 










245 




Gly 


He 


Phe 


Pro 


Lys 


Cys Phe Val Val 








260 




265 


Gly 


Ala 


Pro 


Gly 


Arg 


Leu Pro Arg Ser 






275 






280 



<210> 3430 
<211> 403 
<212> PRT 

<213> Homo sapiens 





<400> 3430 






He 


Asn 


Lys 


Tyr 


He 


Asn He Arg Lys 


1 








5 




Leu 


Pro 


Pro 


Leu 


Trp 


Ser His Leu Ala 








20 




25 


Lys 


Trp 


Val 


Leu 


Thr 


Pro Ala Ala Phe 






35 






40 


Phe 


Arg 


Gin 


Pro 


Leu 


Ser Ser Leu Trp 




50 








55 


Cys 


Trp 


Leu 


Arg 


Ala 


Thr Phe Trp Leu 


65 










70 


Gin 


Gin 


Leu 


Val 


Leu 


Arg Gly Pro Asp 










85 




Asp 


Pro 


Pro 


Leu 


Pro 


Thr Thr Pro Thr 








100 




105 


Arg 


Gin 


Cys 


Asn 


Tyr 


Lys cys Gly Phe 






115 






120 


Ser 


Phe 


Val 


Leu 


Pro 


Leu Glu Glu Ala 




130 








135 


Lys 


Glu 


Ala 


Gly 


Leu 


Glu Lys lie Asn 


145 










150 


Leu 


Gin 


Asp 


Arg 


Gly 


Glu Tyr Leu Gly 










165 




Val 


Glu 


Leu 


Arg 


Leu 


Pro Ser Val Ser 








180 




185 


He 


Arg 


Glu 


Arg 


Trp 


Phe Gin Asn Tyr 






195 






200 


Ala 


He 


Ser 


Cys 


Asp 


Ser Phe Asp Glu 




210 








215 


Arg 


Gly 


Asn 


Gly 


Lys 


Lys Asn His Val 
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90 


95 




Pro 


Cys Glu Asp Pro Ala 


Gly 




110 




Glu 


Pro Leu Val Thr Val 


Thr 




125 




Arg 


Ala Arg Arg Gly Ala 


Asp 




140 




Gin 


Ala Leu Pro His Gin 


Ala 




155 


160 


Pro 


Gly Glu Asp Gly His 


Trp 


170 


175 




Gin 


Arg Ala Trp Gin Asp 


Ala 




190 




Gin 


Cys Arg Gly Ala Gly 


Gly 




205 ■ 




Gin 


His Ser Tyr Ser Ala 


Gin 




220 




Gly 


Asp Thr Val Asp Val 


Leu 




235 


240 


Gly 


His Cys Asp Gly Arg 


He 


250 


255 




Pro 


Ala Gly Pro Arg Met 


Ser 




270 




Gin 


Gin Gly Asp Gin Pro 





285 287 



Lys 


He 


Lys Leu Leu Ser 


Pro 


10 




15 




Leu 


Leu 


Gin Ala Ser Ala 


Thr 






30 




Ma 


Gly Lys Leu Leu Ser 


Val 






45 




Arg 


Ser 


Leu Val Pro Leu 


Phe 






60 




Leu 


Ala 


Thr Lys Arg Arg 


Lys 




75 




80 


Glu 


Thr 


Lys Glu Glu Glu 


Glu 


90 




95 




Ser 


Val 


Asn Tyr His Phe 


Thr 






110 




Cys 


Phe His Thr Ala Lys 


Thr 






125 




Lys 


Arg Gly Leu Leu Leu 


Leu 






140 




Phe 


Ser 


Gly Gly Glu Pro 


Phe 




155 




160 


Lys 


Leu 


Val Arg Phe Cys 


Lys 


170 




175 




He 


Val 


Ser Asn Gly Ser 


Leu 






190 




Gly 


Glu 


Tyr Leu Asp He 


Leu 






205 




Glu 


Val 


Asn Cys Pro He 


Gly 






220 




Glu 


Asn 


Leu Gin Lys Leu 


Arg 
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225 










230 




235 




240 


Arg 


Trp 


Cys 


Arg 


Asp 


Tyr 


Arg 


Val Pro Phe Lys lie 


Asn Ser Val 


He 










245 






250 


255 




Asn 


Pro 


Phe 


Asn. 


Val 


Glu 


Glu 


Asp Met Thr Glu Gin 


lie Lys Ala 


Leu 








260 








265 


270 




Asn 


Pro 


Val 


Arg 


Trp 


Lys 


Val 


Phe Gin Cys Leu Leu 


lie Glu Gly 


Glu 






275 










280 


285 




Asn 


Cys 


Gly 


Glu 


Asp 


Ala 


Leu 


Arg Glu Ala Glu Arg 


Phe Val He 


Gly 




290 










295 


300 






Asp 


Glu 


Glu 


Phe 


Glu 


Arg 


Phe 


Leu Glu Arg His Lys 


Glu Val Ser 


Cys 


305 










310 




315 




320 


Leu 


Val 


Pro 


Glu 


Ser 


Asn 


Gin 


Lys Met Lys Asp Ser 


Tyr Leu He 


Leu 










325 






330 


335 




Asp 


Glu 


Tyr 


Met 


Arg 


Phe 


Leu 


Asn Cys Arg Lys Gly 


Arg Lys Asp 


Pro 








340 








345 


350 




Ser 


Lys 


Ser 


lie 


Leu 


Asp 


Val 


Gly Val Glu Glu Ala 


He Lys Phe 


Ser 






355 










360 


365 




Gly 


Phe 


Asp 


Glu 


Lys 


Met 


Phe 


Leu Lys Arg Gly Gly 


Lys Tyr He 


Trp 




370 










375 


380 






Ser 


Lys 


Ala 


Asp 


Leu 


Lys 


Leu 


Asp Trp 






385 










390 




393 







<210> 3431 
<211> 1109 
<212> PRT 

<213> Homo sapiens 





<400> : 


3431 














Ala 


Cys 


Gly 


Phe 


Leu 


Pro 


Gly 


Arg Cys His Phe Ser 


Thr Phe Lys 


Gin 


1 








5 






10 


15 




Cys 


Gin 


Glu 


Trp 


Leu 


Ser 


Arg 


Leu Ser Arg Ala Thr 


Ala Arg Pro 


Ala 








20 








25 


30 




Lys 


Pro 


Glu 


Asp 


Leu 


Phe 


Ala 


Phe Ala Tyr His Ala 


Trp Cys Leu 


Gly 






35 










40 


45 




Leu 


Thr 


Glu 


Glu 


Asp 


Gin 


His 


Thr His Leu Cys Gin 


Pro Gly Glu 


His 




50 










55 


60 






He 


Arg 


Cys 


Arg 


Gin 


Glu 


Ala 


Glu Leu Ala Arg Met 


Gly Phe Asp 


Leu 


65 










70 




75 




80 


Gin 


Asn 


Val 


Trp 


Arg 


Val 


Ser 


His He Asn Ser Asn 


Tyr Lys Leu 


Cys 










85 






90 


95 




Pro 


Ser 


Tyr 


Pro 


Gin 


Lys 


Leu 


Leu Val Pro Val Trp 


He Thr Asp 


Lys 








100 








105 


110 




Glu 


Leu 


Glu 


Asn 


Val 


Ala 


Ser 


Phe Arg Ser Trp Lys 


Arg He Pro 


Val 






115 










120 


125 




Val 


Val 


Tyr 


Arg 


His 


Leu 


Arg 


Asn Gly Ala Ala He 


Ala Arg Cys 


Ser 




130 










135 


140 






Gin 


Pro 


Glu 


He 


Ser 


Tzp 


Trp 


Gly Trp Arg Asn Ala 


Asp Asp Glu 


Tyr 


145 










150 




155 




160 


Leu 


Val 


Thr 


Ser 


He 


Ala 


Lys 


Ala Cys Ala Leu Asp 


Pro Gly Thr 


Arg 










165 






170 


175 




Ala 


Thr 


Gly 


Gly 


Ser 


Leu 


Ser 


Thr Gly Asn Asn Asp 


Thr Ser Glu 


Ala 








ISO 








185 


190 




Cys 


Asp 


Ala 


Asp 


Phe 


Asp 


Ser 


Ser Leu Thr Ala Cys 


Ser Gly Val 


Glu 






195 










200 


205 




Ser 


Thr 


Ala 


Ala 


Pro 


Gin 


Lys 


Leu Leu He Leu Asp 


Ala Arg Ser 


Tyr 




210 










215 


220 






Thr 


Ala 


Ala 


Val 


Ala 


Asn 


Arg 


Ala Lys Gly Gly Gly 


Cys Glu Cys 


Glu 


225 










230 




235 




240 


Glu 


Tyr 


Tyr 


Pro 


Asn 


Cys 


Glu 


Val Val Phe Met Gly 


Met Ala Asn 


He 










245 






250 


255 




His 


Ala 


He 


Arg 


Asn 


Ser 


Phe 


Gin Tyr Leu Arg Ala 


Val Cys Ser 


Gin 
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260 



Met 


Pro 


Asp 


Pro 


Ser Asn 






275 






Leu 


Gin 


His 


Leu 


Ser Val 




290 








Thr 


Val 


Asp 


Arg Glu Gly 


305 








310 


Trp 


Asp 


Arg 


Thr 


Pro Gin 


< 








325 


Pro 


Tyr 


Tyr 


Arg 


Thr Leu 








340 




Trp 


Leu 


Asp 


Phe 


Gly His 






355 




r 


Asn. 


Val 


Glu 


Asp 


Gin Asn 




370 








Asp 


Ser 


Val 


His 


Gin Leu 


385 








390 


)Asn 

\ 


Glu 


Ala 


Phe 


Leu Val 










405 


Tyr 


Gly 


Thr 


Phe 


Leu Ala 








420 




lie 


Tyr 


Lys 


Arg Gly Thr 






435 






Asn 


Lys 


Asn 


Phe 


His Asn 




450 








Leu 


His 


Pro 


Val 


Cys His 


465 








470 


Tyr 


Leu 


Pro 


Ala 


Ser Ser 










485 


Leu 


Tyr 


Leu 


Ser 


Pro Val 








500 




Leu 


Asp 


Arg 


Leu 


Pro Lys 






515 






Cys 


Asp 


Thr 


Ser 


Ser Pro 




530 








Asn 


Asn 


His 


Cys 


Gin Glu 


545 








550 


Asn 


Pro 


Glu 


Gly 


Ser Glu 










565 


Pro 


Gin 


Gin 


Thr Val Gly 








580 




Ser 


Gin 


Lys 


Asp 


Tyr Leu 






595 






Cys 


Ser 


Pro 


Ser 


Tyr Lys 




610 








Lys 


Ser 


Ash 


Thr 


Ser Asp 


625 








630 


Gly 


Pro 


Ala 


Pro Asp Pro 










645 


Asp 


Gly 


He 


Gly Glu Pro 








660 




Ser 


Ala 


Leu 


Ser Lys Val 






675 






Phe 


Pro 


Glu 


Ser 


Ser Gin 




690 








Gin 


Pro 


Asp 


Ser 


Met Leu 


705 








710 


Ser 


Leu 


Ser 


Thr 


Val Cys 










725 


Leu 


Asp 


Pro 


Ser 


Thr Asp 








740 




Ala 


Ser 


He 


Ser 


His Gin 






755 






His 


Gly 


Glu 


Glu Asp lie 



265 



Tno 


Leu 


Ser 


Ala 


Leu 


Glu 




280 










Met 


Leu Lys 


Ala 


Ala Val 


295 










300 


Arcr 

• ■■■■ J3 


Pro Val 


Leu 


Val 


His 










315 




He 


Val 


Ala 


Leu 


Ala Lys 








330 






Glu 


Gly Phe 


Gin 


Val 


Leu 






345 








Lvs 


Phe Gly 


Aso 


Arg 


Cys 




360 










Glu 


Gin Cys 


Pro 


Val 


Phe 


375 










380 


Leu 


Lys 


Gin 


Phe 


Pro 


Cys 










395 




Lvs 


Leu Val 


Gin 


His 


Thr 








410 

^ w 








Asn 


Pro 




Glu Arg 






425 










Ser 


Val 


Tim 


Ala 


Leu 




440 












Leu Tyr 


X XXX 


Pro 


Ser 


455 










460 


VAX 


Arg Ala 


XJCSlX 


His 


Leu 










475 






Cys 


Thr 


T>A1 1 


Gly Glu 








490 








Gin 


Ser 


V3X1X 


Glu 


Phe 






505 










Arg 


Ser 




Asp Asp 




520* 










Thr Arg 


xxxx 


Ser 


Ser 


535 

^ ^ 










540 




Arg Val 




Leu 


Glu 










555 




TVit* 


Ser 


Phe 


vax 


Asp 


Ser 








570 






Glu 


Val Gly 




Pro 


Pro 






585 










Asn Lys 


Pro 


Phe 


Lys 




600 










Leu 


Leu 


Asn 


Thr 


Ala 
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